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>Scquence 3512 

AGGTACTAGGTTTTGGTTGGGTAGGAGAGACCAAAACCAGGGAAAAGCTT 

AGAAATCCTTTATTGGGGTTTCTGCAGGAAATGCAAGGCAGGTCACAGTT 

AACAGCTTATTATTGGCTAGTTTGAATAATTCCAGTGGGCCCTGGGGCAC 

AGGTATCTAGTTGTCTGGTCCCAGCTCTGAGATGATTTANAACAGGGAAA 

TACTGGCTTAGTGTGTGAGAGTGAGAAAAGGAGCTGATTGTGGCTTTATA 

CTTGGGATTCATTGGTATGTATATGAAAGACATATTCTCAGTGGAACCCC 

TCACTAAGACTGCCCAGGAGGGGGCAATCTTTTTCCCAGGTCTGTAAGGC 

CCCNCCCAGTACCTGCCCCGGCG 

>Sequence 3513 

CCGGGCAGGTACAGTCAACATGCATGATGTGTAACTCCATCTCCATAGGC 

TAGAGGCATCCTAAGTGCTGCAGACCAGACCTGGACAATAAATGTCAAGA 

GTCACCACCACCCCGAAAAGAACTAGAAGTCTGTAGATCTGCTGAGGAGC 

CCAGTC ATTA AAATACAGGATGGGGTTCACAGAGACTCAAGGTCTGCCTC 

TGAAGCTTTTCTTGGTAGGATCTGAAAACCCAGAAGATGCTTTAAATCCT 

CACCCTAGTGAACAGATGCAGGTTCCCTGGTCCTTGGCCTGACTGCAGTC 

AGAGAGCCCAGGAGTTAGCTGGTTTTCTCCCTCCATTTTTGGTGTGAAAA 

GAGCCACTGCCACAGCAGCCATGGAGTTAGGATGCTAGAGTGCATGGTCT 

GGAT GCAAA ACTTTTGCCCTGAAATGTGGCATCAACACAAATACAGAGTC 

CAGATTTTTCATCTTCCTCTGGTGATGACTCACCATTAGTGTCCATACAT 

GTAGGTGCTTATGANATAACCCTCAGCCAGGACAGCTCACTCTTCTGGAA 

CTGTAGGAAGTGTTCTTATACC 11" IT nTlCAGATTAAACTGATTAATAC 

CTTAT 

>Sequence 3514 

CCGGGCAGGTACCCTGGACTCATACCTGAAAGCAGTGTTCAACCTTAGCA 

AAATCTCCAACCAGCGCATGAACAATTTTCTACATCACAACGACCTGGTT 

TTCAAATTCAGCTCTCAAGGCCAAAT<nTrrCTAAATTTAACCAAGAACT 

TCATCAGTTCACAGAGAAAGTAATCCAGGACCGGAAGGAGCCTCTTAAGG 

ATAAGCTAAAACAAGATACTACTCAGAAAAGGCGCTGGGATTTTCTGGAC 

ATACTTTTGAGTGCCAAAAGCGAAAACACCAAAGATTTCTCTGAAGCAGA 

TCTCCAGGCTGAAGTGAAAACGTTCATGTTTGCAGGACATGACACCACAT 

CCAGTGCTATCTCCTGGATCCTTTACTGCTTGGCAAAGTACCT 

>Sequence 3515 

AGGTACTTTGTTACAGCAGCCTGAAAGGACTAAGACACCGACCTAGTCTC 

CC TGAT GAAAAAGTTTCTCTCAGACTTCTACCCTTTCCAATGTGGCCAAA 

GCTTTTCATTCCGAAGAAGTTTCCTTTCTGAGAACGCTCATTGTGTCGTT 

TGGCTTTCCCCGTCTCTGCTTGACACATGAACCAAAACAGAGGCAGCCAA 

AGCAGGGAAAAAAAAAATCCTAGGATCAGAGTCCACTCTATGCC 

>Sequence35I6 

AGGTACGCGGGGACTTCCTCATAGACCTTGGATGTGGGAGGATTGCATTC 

AGTCTAGTTCCTGGTTGCCGGCTGAAATAACCTGAATTCAAGCCAGGAAG 

AAGCAGCAATCTGTCTTCTGGATTAAAACTGAAGATCAACCTACTTTCAA 

CTTACTAAGAAAGGTATTAAGCGCCTTTCTGAGAGCTCTCAGTGGGCTTC 

CTAAGCACGTTCACTCTGCCTCCTTTAAGTCTTATATTTATGATCAAGAT 

GAAAGGGAGGGATGTATCACTGCACAGAGATTCTACAAGTGGATATATAA 

AGCTAATAATGTTTTCAGTGAGCTCTTCTCTGGCACTACTTTCCAAGTGC 

TTTCAGCATTCCACCTTGAAGCACAACGTTAATAATGCACATTTTCTTAT 

GTTCAAGCCCAAAATGTTCACGTGTGATTTGGTTACCCAATATTGCTCTA 

TTCAAGCCCTTTACCAAAACTGGACTCTTTTCAAATGGCCTTCCAGTTGC 

TAAATTCCAAAACACCCTTTATCTTAAAACCAAAAAGGGAGGGAAGGGTG 

GGGGGAGGGGAAACAAAAAGGGTCCCTTCCCGTGCGGTCTTTTATTTATA 

CCCCAAG 

>Sequence3517 

AGGTACTTTGTGGGTTGAGGGTAGGAGGCTAAGACTGCCAGGGAGGAGGT 

CCCGGCTTCCTGCTCCTACCGGGGAGCAGCAGGTGAAACTCTGACCACGT 

TACTGCAATCCTGACATGCTCCAGTGGAGTGGCGACATTTTTCTTCTCGA 
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GGCAGCTTTTGGGGATCTGTATTACTTTCATGTGGACCACTTGCTAGTTT 

TGATTTCAATGATAATTTCTTCCTTCC T T' Vr i' l ' I 'l' 1 ] TT I ' l CAAGCCTGTC 

TTCATAGTGATGACAACACATTTAACATTTGTTTTGATTTTACCCTCTCC 

TCTCTCCCCACTCTCAGTCTGCAGCCAGGAGAGCAGGGACGTCCTGTGCG 

AACTGTCAGACCACCACAACCACACTCTGGAGGAGGAATGCCAATGGGGA 

CCCTGTCTGCAATGCCTGTGGGCTCTACTACAAGCTTCACAATATTAACA 

GACCCCTGACTATGAAGAAGGAAGGCATCCAGACCAGAAACCGAAAAATG 

TCTAGCAAATCCAAAAAGGGGCAAAAAAGTGCATGACTCACTGGAGGACT 

TCCCCAAGAACAGCTTGTTTAACC 

>Sequence 3518 

CCGGGCAGGTAC 1 mm I nTTTTTI rTTTTTTTTTTACGTAATACAC 

GTTCCTATGTTTTCAAAAATTAAATAACAATTTAAAACGCATCCATTGTT 

ATACTGTTCCTCACTATAATTCCTGAACCTCCATGTAAACCCATTTTTAT 

ATCT ATCAA TTTTTGTTGGTGTCAATTTCATGTTTTTAAATAGCATGACA 

TGCCTTTTTATTTTGAAGTTTTTGGCATGATATATTGACCTATCT 

GGAAAACTGAAGTTTATCTATGTTACATTATGCCACTGAAATAAACATAT 

CCCAGCTGTTGAACAAGTGACACTTCCTGTCTACCACCAGAAACAGCAGC 

CCCAGGATACGC 

>Sequence 3519 

AGGTACI 1 11 1 rTTTTTm ri rJ'Il-rGCAGGTTGAATCCAGGGTTTTAT 

TGAGTGGTGGAGGTGGTTCTCTGAAGGATGGATGCAGAGCTGGAAGCGGG 

GATGGCACGGGAAGATAATCTTCCTGCTGGGTGGCCAAACCTCTCCGACC 

ACCCTCGGCTGAACTCCTCTCGGCGTTCAAATGTTCCTC1TCTCTCTTTC 

TCTACTGTATCGTTTCACCATTCATCTGCTTGTCTGGGATGGTGAAGACA 

ACTGTTTGCTCATTTGCTTGGCGATAGGTGATTGTCTCGCCGCTCAGCTA 

TAGGCGATGGTCTCACCACTCGGTGATAGGCGATTGTCCCATTTAGGTCG 

CCAAAATGTGCCTGGAATTGGTGGGTTCTTCGTCTCACTGACTTCAAGAA 

TG AAGCCGCGG AC ACTCGCAGTGA 

>Sequence 3520 

AGGTACGCGGGGTCCTGCGTTTGTAGATGGAAGGAAGAACTTGTGTGCTT 

AGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCC 

TATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAA 

AATGAGTCAAGGAAGCTTTTCTTTTGAGCTATTTACAGCTTTTAGCAATT 

GAGTAAAGTATACTCCTGTGAACAAAATTTGGAACATATTTGTTTCTCTC 

TAACTGATTTCTCCAGAATTTGGAACTAGTTAGTCTATATGTCAGAATAC 

ACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAAAAACAT 

TAAAAAATGACAAGGAAGTTAATGGAAGCAATGTGATGGTGTTTGGAGGT 

GGAGCCTTCAGAAGGTAATTAATGCC 

>Sequence3521 

AGGTACTTAGAGTCCAATTTTCCTACCTTGGCTTGTGCATGAGGTTGCCT 

GGTTGCCACGGTGCCTGCTTTTCTCCCTGTGTCACCTCCACTGCCTCCTG 

AATAACAGTCTCAGGTTTGTCTATGGCCTCTGCAGGGAGCCGGGATTCCC 

AGACAGAGCAAGCCCACTTAAAATCAGGGTGGGGACCGCCTCTTCCCTTC 

TTTGGGCCCGGAGTTCCATACTTTCCACGCCAGGGCACCAGAGAAATCCC 

AGAATGGGGGCTCCCCACAGTTTTGTTGAGGAAAAACACATTTCAATCNT 

GTTCCCAAAACCCTCAAAAGAAATGGAACTTCAGAAGGACCACCAAAAAG 

AAACAAATGGGAAGGAGAAGAAAATTTTTAAATGGTTGGAATTCGTGGCA 

AGGAAATGGTGGTGTTCTTGGGTAAGGGCAGGGACTCCCCGGCGTTACCC 

CTGGCCCCGGGGCAGGCCCGGGGCTCCTAGTAA 

>Sequence 3522 

CCGGGCAGGTACGCGGGCAACTATTGCAATGAAAAATTTCAACAATTTTT 

TAATGAAAGGATTCTGAAGGAGGAACAAGAACTTTATCAAAAAGAAGGTT 

TAGGTGTTAATGAAGTGCATTATGTGGATAATCAGGACTGTATAGATTTA 

ATTGAAGCCAAATTAATGGGAAATACCTGGATATTTTTGAATGAAAGAAA 

AATCGCCTTTCCCCAGCCCAAAGTGAATCAACAACTTTONACATCTGCAG 

TTTCAACCAAAACAGCACAGAGGATTCATTTTGTCGGACTTCAACTAGTG 
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TCCCAAGAAAAATACTAAGGCGNTGGCAGTTNCAATTAGGAAAATATCAG 

GAAGAACGAACGAAAGGGGCTTTCAATTWIATCAGGGCATTTTTTTGCGG 

GGGGGCCAGTTGGTGTCTTATGGAAAACCAACCCCCAAGNTTTTGTTGGG 

AGGAAAAAAATAAAT 

>Sequence 3523 

CCGGGCAGGTACCAAGAAAACTCCATCCACAAGTCCTTGCTGAATAATCA 

ATCGCTGAGCCTCATCTCTAGAAATTTTGTGGTGAAACCATGGCTGGGAC 

CGGTGGATAGCCATGTTTGTGGCAGAGCTCTGTGAAGAGGCAGTGGGGCT 

ACCGTGAGTGCCCAGGCCCGTAAACATTCCTTTTTTTCCTCCAAGCGAGT 

TCCTTCTTCAAACCGCAACTGAAAGGGGCTTCAGGTGGGGAATTTTCTAT 

ANACTCNKrGCTTTTCNhTrGGCCTGAGAAAAGTCCATTGCNNTACCAGGG 

AATNT^CTCTGAGTATTACTTCCTCAATAGGGTTGATNNATGCTNCNNT 

GTGAACTTOGCAGCCACTTTTCTAACCTNTTGATATGGNATGNCCNATAT 

AATN>rrcTGGTTCCTCGGGCCGG<nTCrAAGAAACTAGTTGGGAATCCCC 

N 

>Sequencc 3524 

TCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGA 

CAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACA 

GACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTGT 

GCAGCTGCAGCGGATTTCTTTGAGCGCTGGCTATCGCATCTGCCTGGGCA 

AGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTT 

AGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAA 

CCCATGGTCCACTGAAGTTCCTTATGCTACTTTCACTGAGCATCCTATGA 

AATACACCAGTGAGAAATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATG 

TCT 

>Sequence 3525 

AGGTACGCGGGGGAAGTTAATGGAAGCAATGTGATGGTGTTTGGAGGTGG 

AGCCTTCAGAAGGTAATTAATACCCTTGTAAGAAGAGGCCAGAGAGCTTG 

CGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAAC 

CTGCAAGAGGACCCCTTATTTGAAAGCTTAGCCATACTTGGCATTCCTCA 

ATCCTTGGCTTTTCCAAACTTTCCAGAAACTGTTGAAGAAGTTATATTGT 

TTTGTTGGTTTTAGGTCAAATTGGTTCTTATTGGGTAAA 1 1 i 1 11 11 1 T A 

TAAGGCTAGGTTCCCCAGTCCCAAAGAACCAGTTGNCCCTTCCATTTTTA 

CTTACCATTAACNCATTTNTAATAATTTAATTTATAATTAGGGGCCTCCC 

CTTTTTCCAGAAGAAACCCCCATTGTTTTCCAAAATTAAGGAGGAATAAA 

GGAAT AACCTTGGAAAACAACCAATAAACAACCCCTTTCAACCTTAGTTT 

TTTTTAG 

>Sequence 3526 

AGGTACTI'i ri M l irri l l ri i ri'i riGCCTGGAGAGAGAGAGATGTTT 

TATTTTTGCCAAAGCATGTGAGAGTAAGTAGCAAACATCATGACACTTCA 

CCCCTCAAATATTTTCCCACGTATCACTTAAAAACAAGGGCATTCATTCT 

GTTACATGACCACAATACCAACCGGACCAGATAOATATTAACATTGACAC 

AATGCTCTGATGTATTGGTATCTACTATGCCGTTCATAATCAAATAAGGG 

TTTTGGTAACTGGGGATCCATAAATGGTCTGCAAGGACAGCCCCTGTAGA 

CCTACACTTAGTGGGTGCCATTTCCCTGTCTCAGGTGCCTGCTATACTGG 

TGATATTTTTCACTGGCTCTGATGCTCACTTAGAATTTTTTCTAC 

>Sequence 3527 

AGGTACAAAAGGTCTGTCTTCCATCAGACGCAGTGATGCTGCGACTCACA 

CGCTTCAATTCAAGACCTGACCGCTAGTAGGGAGGTTTATTCAGATCGCT 

GGCAGCCTCGGCTGAGCAGATGCACAGAGGGGATCACTGTGCAGTGGGAC 

CACCCTTACTGGGCCTTTTTGCAACCAGGGGTTCTGGGGATTGTTTTCAG 

TGGTTCAAAAATAGCTCTGTTTTAAGAAGCAAGGGGCTTCATGAAAAACA 

GGAAATTACCTGGTCATTTGGAGGGTGCCTGGAAACAACAGGTGGAAGGG 

TTCTGTGTTACCTTGCCCCCGGGCCGGCCCGGCTCCTTAAAAACTTAGCT 

GGGATTCTCCCCCCGGGGCTTGTCAGGGAATTTTCGATTATTCAGAGGCC 

TTAATCCGAATAACCCTGTCCGAACCCTTCGAAGGGGGGGGGGCACACGG 
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GTACCCCCAGGCCTTTTTTGTTTCCCCCTTTTAAGG 
>Sequence 3528 

AGGTACAACCTGAGAATCACAAGCGGTGTGGTGGTGTGTCAGTGTGGCCT 

GTCCATCCCATCTCATGTGAGTGTTCCACACACAGATTTCATGATACTTC 

TTCCCACATGGATCTACTTTCTTGAAGATCCTCCAGTGCTGACTTGGAGC 

CCATTGTGCATATTTCTTCCCAGTTTTATGTTCAGTGGTGTCACATTGGT 

AGCTTCAAATCAGCCATGGTGAGAATATCTATGGCATGAAAATTGGCAAA 

CAGTACCTGCCCG 

>Sequence 3529 

AGGTACGCGGGGAACAGAAAGCAGCCCAACTTGCTACTGAAATTGCAGAT 

ATAAAGTCAAAGTATGATGAAGAAAGGAGTCTTCGAGAAGCTGCTGAACA 

AAAAGTGACACGTCTGACAGAAGAATTAAACAAAGAGGCAACTGTAATTC 

AAGATCTGAAGACGGAACTGCTTCAGAGACCTGGTATAGAAGATGTTGCC 

GTGCTAAAGAAAGAACTGGTCCAAGTTCAAACACTAATGGATAACATGAC 

CTTGGAACGTGAGCGAGAATCTGAAAAACTCAAAGATGAATGCAAAAAAT 

TGCAGTCACAATATGCTAGCTCAGAGGCCACAATAAGCCAGCTAAGGAGT 

GAACTTGCCAAAGGCCCCCAGGAAGTTGCTGTATATGACACCCCCCCGGN 

>nWTNTNTNCTOGCCT O ^ 

>Sequence 3530 

AGGTACI Hill TTTTTTTT1 rTTTTl '1" J "I TGAGAGTACTTTCACATGCT 

ATACCACATTTAATTAATTCTAACAACAGCACTGGAAAATAAGTATAATT 

ATGCTCTTTAGTTCCTTCTAGACAGAAAGCTTTCATGGGGATGAAAGACT 

GTTCCTTAGCTCAGAGTAGGGAATCAAAGTAGGCGGGGCTTAGTTCAGAG 

TGGGCGGGGCTTAGCTCAGAATTGGCCATCAATTTGTAGAATTGAAGTGT 

GAACTCTGAGGA TGAAA AAACAAGGCTTGCAGGGGTGTGTAACTTGCACC 

AAGTTACCCCTACTTTTACATTGCGCCAAACCGGCCCAACTTAATTCTTT 

CAAAATGGTCCATAAGGGGGTTTGAACCCCTGATTTCCCTTTGC(XTGTT 

AAAAAGGTTGGAATTTCCCCCTGGGCCACGGGC1T T T TT T T TTTTCCCCC 

GGAAAGGAAACCAAAAACCTGGG 

>Sequence 353 1 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGTGAAGT 

AGAAGAGACAGGGGATATTCCCAAGAAGGGTTATGCAAAACATCAGGAGA 

AGATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAAC 

AGCACAAAAAAAAAAAAAAAAAATAAAGTACCTGCCCG 

>Sequence 3532 

CCGGGCAGGTACATAGCCCCAGAAGGGCGGACTGGCCGGAGTCCAGGGAT 

GGCAGCCAACGCCCCATAACAGAGATCAGCATTGGACTACAAGAAGAGGC 

AAGGAGAAATCAAGGATCAAAATTTAAGTAAAAGAAAAGCCAAGTCATTA 

AAAATAGACCCCCTCTTTGAAAGTGGGAACGTAGGTGTGATGTTCTGGCA 

TAAGGAGTGAAAAAGAAAAAGCTCTATTACTTGAAGCTTTTCACCAGGGG 

CAGAGGGAATGGCCGGAAGTGAGAAACGTGTGTGTGGATGCTTACACCGA 

TGCCGTCTCCTAATATTGGAACATGGCTCCAGAAAGGAGAACCAATTATT 

CCTAATTCCACGGGCGGCATTCTTTGACTCCCAAACTCCCAAAGTGGAGG 

GCAGG 

>Sequence 3533 

CCGGGCAGGTACAGAAGGGCGGTCCTGCTGACTTGGCTGGGCTAGAGGAT 

GAGGATGTCATCATTGAAGTGAATGGGGTGAATGTGCTAGATGAACCCTA 

TGAGAAGGTGGTGGATAGAATCCAGAGCAGTGGGAAGAATGTCACACTTC 

TAGCTCTGTGGAAAAAAAGGGCTATTAATTATTTTCCCAAGCTAAAGAAA 

ATTCCCTAATTTGTTTTCCTCCCCTGGCCTGATTCCACTTTGACATCCCC 

TTTCAGTATTCCTAAATGAAGGGAATTAGTGGTTGGGATGTCAAAACCCA 

TTGACTTCGCCACCATGGTCAAAAAGGAAACGTGTGCCCCACAGTTAACC 

TTCGAGCCGCTTTCTAGCAACCTAGGTGTGATTCCCCCCCGGGGCTTGGC 

AGGGAAATTTCGATTATCAAAGCCTTTATTTGCATTACCCGTCTGAACCC 
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TTCGAGGGGGCG 
>Sequence 3534 
>Sequence 3535 
>Sequence 3536 
>Scquence 3537 

CCGGGCAGGTACGCGGGGCTGCCTGGGGTGACCCATAAGGAACACTCCCC 

CCTTCTCAACAACCACAGAAGATAAATGCCAAGGGGACCACCAACATGGG 

CATGGGGCTGGATGCCAATCTTAAGGGAAAACACAAGTAAAATTGGCTCC 

AGGACTGAGCTGGGGGCAGCTGCTCTTTCTGTCCATGACTTTGAGGCGGG 

ATCTCGAGCGTCTGTCTGACGGGCCTTCTGTCTGCTGTCCTCTCGCAGGT 

TACAGACATTGAATCCAGGATTGCAGCCCTGAGGGCCGCAGGGCTCACGG 

TGAAGCCCTCGGGAAAGCCCCGGAGGAAGTCAAACCTCCCGATATTTCTC 

CCTCGAGTGGCTGGGAAACTTGGCGAGAGACCAGAGGACCCAAATGCAGA 

CCCTTCAAGTGAGGCCAAGGCAATGGCTGTACCCTATCTTCTGAGAAGAA 

AGTTCAGTAATTCCCTGAAAAGTCAAGGTAAAGATGATGATTCTTTTGAT 

CGGAAATCAGTGTACCT 

>Sequence3538 

AGGTACTGTATAfTTTGTAAACAAAAATGACTGGCTTTTCAACCACCCCC 

TAGTCAAATCCACCACAGACTTTCCTGGTAGATTTAAGAAACCCAGTCTT 

AAACTGCTGTTTGCATATGTCrrCTGATGTTGATTATTTAAAAAAAAACA 

AAAAACGGCCATTTCGGAAATTTCATATTGACAGTTTTCATTTATAGTAC 

GCGGGGACTGGGAGAGCGGGCTGAATGCAATGGAGTGTGCATTACATTTG 

GAAAAAAATGTGAATCAGTCACTACTGGAACTGCACAAACTGGCCACTGA 

CAAAAATGACCCCCATTTGTGTGACTTCATTGAGACACATTACCTGAATG 

AGCAGGTGAAAGCCATCAAAGAATTGGGTGACCACGTGACCAACTTGCGC 

AAGATGGGAGCGCCCGAATCTGGCTTGGCGGAATATCTCTTTGACAAGCA 

CACCCTGGGAGACAGTGATAATGAAAGCTAAGCCTCGGGCTAATTTCCCC 

ATAGCCGTGGGGTGACTTCCCTGGTCACCAAGGCAGTGCATGCATGTTGG 

GGTTTCCTTTACCTTTTCTATAAGTTGGACCTGCCCA 

>Sequence 3539 

AGGTACATCCAAGATTAGGTCATAAAAAGTCTGTGGCAGCTACTCGGGAG 

GCTGAGGCAGGAGAATTGCTTGCACCCAGGAGGTGGAGGTTGCAGTGAGC 

TGAGACCACGCCACTGCACTCAAGCCTGGGCTATAAGAGCAAAATTCTGT 

CTCAAAAAAAGTCCGTGGCTTCAATCTTGGGGGCTCTGCCTCTCTGGCTT 

TTTGCTCAGTTACTCTGAAAAAAGCCAGGTGTCACACTGTAAGCTGTCCT 

ACAGAGAGGCCCATGTCACAAAGAACTTATGTCTTCTGCCAAGAGCCACA 

TGAGTGAGCCTGGAAACTGAGTCACACTCTGCACATTCATGTACCTGCCC 

G 

>Sequence 3540 

AGGTACGCGGGGGACCTTGGATGTGGGAGGATTGCATTCAGTCTAGTTCC 

TGGTTGCCGGCTGAAATAACCTGAATTCAAGCCATGAAGAAGCAGCAATC 

TGTCTTCTGGATTAAAACTGAAGATCAACCTACTTTCAACTTACTAAGAA . 

AGGTATTAAGCGCCTTTCTGAGAGCTCTCAGTGGGCTTCCTAAGCACGTT 

CACTCTGCCTCCTTTAAGTCTTATATTTATGATCAAGATGAAAGGGAGGG 

ATGTATCACTGCACAGAGATTCTACAAGTGGATATATAAAGCTAATAATG 

TTTTCAGTGAGCTCTTCTCTGGCAACTACTTTCCAAGTGCTTTCAGCATT 

CCAC(nTGAAGCACAACGTTAATAATGCACAATTTCTTATGTTCAGCCAC 

AGAATGTTCACGTGTGATTTGGTTACAACATATTGCTCTATCCAGGCCTC 

TAACAAAACTGACTTCTTTCAAATGGACTTGCAGTTGCTGAATTCCAAAT 

CAACACTTTATCTTAAAAACAGAAAAGGAGGGGAAAGGTGGAGGGAGGGG 

AACAGAGAGGGTACCTGCCCG 

>Sequence 3541 

AGGTACCGTAGGGTTTTTAATACCAGGTTCACCACAAACACGAGTAATGT 
GTTGTCTGTGGAGTTATGACAGGTGGTAGAAAGTTCCCCGCTCTATTATA 
ATATTATGGGACCAGCTTGATACACAGCCATCCTTAACCAAAACATCATT 
ATGCTGCCATGACAACATTTGTTTGGTTTTCTTGTTTGTTGTTTGTTTTT 



Page 405 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



AAGACCAGGTCTGGCCCTGTCGCCCAGGTTGGAGTGCAGGAAGAAAACTA 

GGAGAGTATGGTGTCACCGAAGCCCAGGGAAAAGCGTTCCCGAAAGGGAG 

CGGTCCACAGGACACATGAAGTTAGAGTATCCGGAGGATTGAGCAACATG 

GAGATTGCTGCTCATCGCAACTACAGCAGTTGCAATTGAGTTAAGGACCT 

GAACGCCAGACTACAGCGGAGGTGACAAGAAGTAAGAAAGTGAAGACTAA 

AAATGTAAATAATTTCAGTTGTAATTGTGAAAGGAGAGATGATTCAAAGA 

TAAGTTGAGGAAGAGGTGGAGCAAAGGCATTACTTCTTTGTTTCCCCTCC 

CTCGCTTTACTrCTTCCTAAGAGGAAGACAGGCACATTTAAAGGCTAAAG 

AAGGTGAAAACTATTGAGACTAGATCACTAGTAGAGTGAAGTCCATCAAA 

TAATAAAAGAGTGAGCTCTACAAAACAGGAAAAGACATNCTTGCCTTTGG 

GGATTCGGGACAAAACAAGGAGGGTTGTTGGATCTTTCCAGGGGTGAGGA 

AAGTGAAGGGTTAAAATTGCCAAACAATCTTGCACCTATTAGCCTAGCCA 
GGA 

>Sequence 3542 

AGGTACGCGGGGGGCTTTTTCTCTGAAAGCAAACGTGTGTCTTTTACACC 

AGGGCTTTCTCCCCACCCCAGGGGGTGTCTTCCATCCTTTTGTGGCTCAG 

TTGAAGGCGAAAAGGGCTCCAAACCACTAACTAACCAGAGGAGAGCCCCT 

TCTTCCACCTCCAGGGAGAATTTCAGATTTAATTTGTCCGAAGATAGCGT 

GCTCTCTTCTTACTCATTTGCCATCATTACGAGGAAAACAAACCACCACC 

TTGGCTTCAAGATCCTGGGTAGAGGCTCACGGTCTTTTCAACCATCTTTG 

GCGAGGCCTTGCTTCCTTCCACTCGAGCCTGTTGACTGGGGCTGCTTTTA 

ACCCTTTCCTATTTGCTGAGAATGCAGCCGTGTGACAGTAACTGAACATT 

GGTCTAAAGTCTTTCCAAAAGGTCAAGGTTCACAAGAACATCTGCTCAAA 

TTAATGACCATGGGGGATATGAAGACCCCAGACTTTGATGACCTCCTGGC 

AGCATTTGACATCCCAGATATGGTCGATCCTAAAGCAGCTATTGAGTCTG 

GACACGATGACCATGAAAGCCACATGAAGCAAAATGCTCACGGAGAGGAT 

GACTCCCACGCACCATCATCTTCTGATGTGGGTGTCAGCGTTATCGTCAA 

GAATGTTCCGAACATTGACTCTTCCAAGGCCGGGAGAAAGAGGGCACACC 

CCACTTGGCATGGCTACATAATGGGGTTCTACAAGATTCTCCCTTGACAG 

TCCAGTAAGATGAAGCAAATCCTTGAAAGGAAAGTGCCCGCTCTGAGGGA 

CC 

>Sequence 3543 

AGGTACCAAAAGAATTAGGCACAGAAAACTGTTTTAATTAGGGTAACAGA 
AAGCAGCTGCAATACAGAGTGATGAATGTGAGCTTTGAAAGTAAATTTGG 
TGGGTTTCAGGATTTCTGAGGAGGGAAGTCAAACAGTTCTAAAGAGTTGG 

caaggccaattgagagggtggtaack:tatcctaagccctttcttctacat 
taac tctgctttccagttagtcttcaggtgctttagaatttgagatcctt 

TTTTCTCATTGTGTGGTCCATGGACTAGAAGTATTAGCACTACCTGGAAA 

CTTGTTCAAAATGCAGAATTCTGGGCCCCAAAACAGACCTACTAAATAAA 

AGTCTCCATTTTAAAGAGATTGCTGAATGATTCATAACTTGTTAAAGTTT 

GAGAGGCATTACCTTAGATTCTGTCTTCTTCTTACCTTTCAAACCCAGCT 

GAAAGTGGGTTTGTATTTCCCTTTACTTTCGACCTTTACGGAAGTACCTG 

CCCG 

>Sequence 3544 

GNGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGCTTGTTCCA 

GCTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAGAGGAAAGAA 

ACTGATGGCGTTAACTGAACCCATTTTGATTGAGACCTACACAGGGCTGA 

TGTCATTCATTGGAAACCGCAACAAACTTGGCTATTCCCTTGCCCGTGGG 
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AGTATTGGGTTTTGAGAGTCTTTTTGGTCCCTC 
>Sequence 3545 

AGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCAAGGGCC 

TGGTAGAGG CACCAC TAAGAAAGGCATCTGAAAGGACCAAAGAGAGTGAC 

CAGCAAGCATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATGAAAGGC 

TGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGCTGCCAT 

AAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATCTTCTCA 

CAATCCTGGAGGCTGGAAGTCTGCAATCACGGTGCCAGCATGGTCAGGTT 

CTCGTGAGGGCCTCTTTCCTTCTCACTGTGTGCTCTTTCTTGTGCATGGA 

GAGGGAGAGCATGAACAAGCCCTCTACTGTCCCTCTTAGAAGGGCACTAA 

TCCCATAATAAGACATCCACCCTCCTGACCTCGGCTAACCCTAGTTAAGT 

ACCTGCCCG 

>Sequence 3546 

>Sequence 3547 

CCGGGCAGGTACTTTACTCACCCTTCCTCTGGCAGAAAAGGATGAAGTCA 

AGGGCCTGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAG 

AGTGACCAGCAAGCATTTTTTGCAGGCTGAGGAGCTGACAGCTTCCATGA 

AAGGCTGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGCT 

GCCATAAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATCT 

TCTCACAATCCTGGAGGCTGGAAGTCTGCAATCACGGTGCCAGCATGGTC 

AGGTTCTGGTGAGGGCCTCTTTCCTTCTCACTGTGTGCTCCTTCTTGTGC 

ATGGAGAGAGAGAGCGTGAACAAGCCCTCTACTGTCCCTCTTAGAAGGGC 

ACTAATCCCATAATAAGGCATACACCCTCCTGACCTCGGCTAACCCTAGT 

TAAGTCCTCC 

>Sequence 3548 

CCGGGCAGGTACGCGGGGAGAACTTGTGTGCTTAGACCCGACGCTGGGAG 

GAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTT 

TGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCTATATGTCA 

GAATACACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAA 

AAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGT 

GTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGG 

CCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCG 

GCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGC 

ATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAGAAGTATATGTTTG 

TGGTTTAGTCAATGGTCTATGGTAATTTTTTATAGCAATCCCAGCCAAAA 

ACAGTGCCTCATTTACTACATACCCATTATATTATTATATANGGCTCCTT 

CAGAAA CCCATG TTCAAATAAGAGATAGGATCCTGGAACACATTACACCT 

TCACTAGTTTTTAATATACAATATTGAGAAATAAGTTGTATTAACTATCT 

CATCCAAGAAATGCCGAATCATGTTGGTTCTAATTTTTATTTATAATTGA 

CCAAAAGAAGAAACTTACCACCTTCTAGATTTTACTTGCCCAAAAAAAAA 

AAAAAAAAAAAAAACCCGGGGGTTTAAAAAAAAGGGGCCCCCGGGTTGGG 

GAAAT 

>Sequence 3549 

CCGGGCAGGTACGCGGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGA 

CCCTATACGGCAACCTCCTTTGCCAGGAACTATGTATAAACATCCTGCAG 

GAAAATGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGT 

AGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATG 

GAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATT 

AATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCA 

TGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCAC 

TAGAAGCTAGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAA 

CTGTGAGAAGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATTTTT 

TTATAGCAGTCCCAGCCAAGACAGTGCCTCATTTACTACATACCATTTAT 

ATTATTATATAAGCTCCTTTCAAAAACCCATGTTCAAATAGGAGATTAGA 

TACTGAAACACATAACACCTTCACTAATTTTTAGTATACAAATATTGAGA 

AATAGTTGGTATTAACTATCTCATTCAAGAAATGCAGATTCATGGTGGTT 
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CTAATTTTTATATATAATTGGCCAATGAAGAAACTTAACACCATTCTAAA 

ATTTAACTGCCCAAAGAATGAAAGGAAGAAAAAAATTCTTTGAAACCCCC 

AGTGGATTGGATCTAATTATGGTTAATTGGATTTGTTTACAACAAGATAC 
CCTGT 

>Scqucnce 3550 

CCGGGCAGGTACGCGGGCTTTGACCAAAGAGTGCTCTGACACACTGCATT 

CCCTTTCCCCTAGGGGTAGCCCATGTTGAGGGCAAGACCTCCAGAAATCC 

TGCAGCACCTCCGGGTCTTGACAGTTCCCCTGTAGTTGCCACGGTCTCAG 

TGGGTTCTACCGGGTTGTTTGCAGGAAATCAACTCACGTGGAGACATTAA 

GGGCTGAGATTCTCTGGGCAGAATGGCAGCACACAGGCGATAAAGTGCCC 

ACCTCCTCAGCTTGGGTTTGACGTGAGGGTGAATGAAACTTTGCGAACTG 

GCCTCCTGATGCTCTGCTCCCAAGGACTCCTCAAATGGCCACCAGCAGCA 

GTTCCTGGGCTTGGGGGTGCAGAGGAGCTCACCACCATTTTGGCAGTCAG 

CAATCTGGGGCAGGTGGAAGGGGAGCAAAGAAACACCCAACCTACTCTTT 

TCATGGGATTACAAGTTCCTCAGGGGGCATTAGCTTCCAAACTCTTGCTG 

CCTTCTTTTTCTGCGCCCCAGATTCATCCCATGGGTTCTCTGACAGGTTC 

GGAAA CTCTTC CTTCAGTATTCTACTCTGGCCATGATCATTTACCTGTAA 

CT TTGG TTTTTATTTCTGAAAAAGACCAGTAGCTAGTGTTTGCAGTCAAC 

CATTTTGGAAGCGAAAAAAAAAAAAAAAAGAAAACCCTTCGCCCTTTAAA 

ACATGGGGACCCCCCGGGCGGGGGGATTTTAATTAAATTTTTTTAACCCC 

CCCCCTTGGGGGGCKjGCGGCCCCCATTTTTTCTCCTrTAAGGGGGAATAT 

GCCCCCTGGGAAAC 

>Sequence3551 

CCGGGCAGGTACGCACAAGCAGGGCCCAGCTTGGGAGACGCTAGGATAAC 

TAAGACCTGGTCAGCGCCCTGAGGAGTCTTGTCTGGATAAAGGGAGACAC 

ACACTAGCTTGGACTTATGCGTGCAGCGGAGCTGTGTAGAGCAGGAGTGC 

GTGGAGAGGGCAGCAATGAACTTTGGCTGGAGAGCCAGAGAAAGCTTCGT 

GAGCTGGAACACGGGGTAAAGTAGGAGCTTTCCAGGGCGGAGGGGACTTC 

TGAAGTGGAGGAAACTGCCTGTTCAGGACATGGAGGTAGGGATCAAAGTT 

CTGAGTCATGTGGGTGGGCACAGAGCAGAGGATGGCTGGGGCGGTCTCAG 

GGATAAGGAGAAGTTTGGGGACCAGACTGTTTTGTCACCGTATCTGCATC 

CCTGCAGCCTGCACGCCAGAGTGTAAGCGCCATGA 

>Sequence 3552 

AGGTACCACAACACTCACCAGGACTGGAGTGCCACCTATGACCTCATTGC 

GTAATGGATGGCTTGTCCTCAAATGGGCCCGGTCTTGGACGAGCCTGAGG 

ATGTCTACAAGTGGAAGAAAAGAAGCCACTGGAGCAGAAGGTGGGGAGGA 

TAAAATTTGGAGCAAGATTCTCAAGGAAGCAACAAGATCCTAAGGAAAGG 

AGAAAGAGACCACCTACTGCATTTCTGTCACTCGCTGAAAAGGACACTCT 

GTCAGAAAATCTTCTAGCAAACTTCAAAGGGCAAAATCACCCCTTGTTAC 

TGATAAAGCCCAGAGAGCTTCAGCAGCTAACATTCCCTGGACAGGGCACA 

GCAAGGATTTGAACCTAGGTCAGTCTGGCCAGAACACCCACAAGCTTTCC 

TTAACTCAGTGTGCTATCTCCCCACGACTAGGTCGCTACTGCTTTATAAT 

CACCTTTGTAGCCACCAGTGGATTTTGTTCATCAGTATTTTTCAGGCAAT 

TGATACTTTAGATATTCAGCTGCAAGACGTATGCAAGTTTCATTGACATC 

TTTTGGAGAAACTGACAAACCTGGACTTGATTTAATGCCTTTTGGACCCT 

TNCAGATTGTATATAACTCTAGATAGAAGGCTGGCCTNCATGATGTCAAG 

AATGTCGCATTCTTATTTTCCCATAGATTAACCCATTGTCCACAAAGTCA 

AAGAGTCAGGCAAAGCCCCTTGCATGGGGCTTTTTTGGAAAAGCAACAAG 

CCTGGACTTGGTCTACCACAGGGTTTGCTTAAGAAGTGTTTGACAGATTC 
CTCAN 

>Sequencc 3553 

CCGGGCAGGTACGCGGGGGAGGAAGTGCAGACTGACATGGGAGAGCATGG 

CAGGCAAACTTAGCCTGTAAGGGTGGAGGTGCTGGAGAGACACTTCCTGC 

AGGAAGTGGCCTGTAGGCTGATACTTGAAGAATGGTTAGGAGTTAGGCAA 

TTGGGGTGGGAGGGAGGAAATGAAGCTGAGACAAAGAATAGCAAGGGCCA 

AAACCTAGAAACAAGAGACTGTAAGCTATAGCAAAGGAAGTGGGGTAATG 
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CATGTTTTAGGTCCTGTGTGGGGTGTTTGTGAATACACATGCGGGGTGTG 

GAGCGTGATGAGAGACAAAGCTGAAAAGTGTGGTGGAAAAGGAAGAGAGA 

GCTGAGGCAGACGATGTAAGATCTGCTGTTACTTCTTGCTGTGTGACCTT 

GGGTGAAGTGAAGTGGGTGTGCCTGGGATCACACACAGCTGTGCAATACC 

AAG 

>Sequence 3554 

AGGTACGCGGGGTGCTCCTCTGAGAACCATCTGTTGGTCTGATGGTGCTA 

GATCTGAAGCTGGTGAGCCTCTTGGGGCGGCCTCAAGGGCTAACAAGATC 

TCAAATGCCCTTCTCTCCATCATTTGTGGTATCCTGGATTATTGTGAAAA 

TGTATAGGGATTCCTGGGGAAGAGTTAAGGATTAAAATATAAAGGTTTAA 

ATATAAATAACTTTATATATATATGTTTTTTCTTGTAAACCAATATGTTA 

TATAGTAGGAAGTTTAATTCCTTAACTTTGGTTTT^^ 

TATAGCCAACAAGAGCAAAAGCACACTGCAATGTCCAAACGAATTGCAGG 
CGTTTTCTGCTCCCTGAAGCCTGGGAATGAATTTATATACTCAGTCCCTT 
TTCCCTTGGCTGGCCATTGAAGTAGTTGAACCACAGGATTGGACT 
>Sequence 3555 

AGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCAAGGGCC 

TGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAGAGTGAC 

CAGCAAACATTTTTTGCAAGGCTGAGGAGCTGACAGCTTCCATGAAAGGC 

TGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGCTGCXIAT 

AAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATCTTCTCA 

CAATCCTGGAGGCTGGAAGTCTGCAATCACGGTGCCAGCATGGTCAGGTT 

CTGGTGAGGGCCTCTTTCCTTCTCACTGTGTGCTCTTTCTTGTGCATGGA 

GAGAGAGAGCATGAACAAGCCCTCTACTGTCCCTCTTAGAAGGGCACTAA 

TCCCATAATAAGGCATCCACCCTCCTGACCTCGGCTAACCCTAGTTAAGT 

ACCTGCCCG 

>Sequence 3556 

CCGGGCAGGTACGCGGGGTGGCTGGCGAGCAGCGGCCTCCCCGCAGGGCC 

AGGCAGGTGGGCCAGAGCTTTTGGTTTGCTGAGGTTTGTCAGATTTTCCA 

GCTCAGGGCCCAGCCAGCTGGCAGGAAGCAGGACAGAGGTCACTTGAATT 

CAGACCACATGTCCCTGTTAAATACATTAGCTTTTAAATCAATCTTTGTT 

CAAAGTCCAGTGAGTTGCAAGCCTAATGCTCACCTGCAGAGACAGAATTC 

CTGAGTGAACGAACAGAGCAGCTCCTCTTCCATCTCCAGAAATGACCTCC 

ACCTTCAACCCCCGAGAATGTAAACTGTCCAAGCAAGAAGGGCAAAACTA 

TGGCTTCTTCCTGCGAATTGAGAAGGACACCGAGGGCCACCTGGTCCGGG 

TGGTTGAGAAGTGTAGCCCAACATAGAAGGCTGGCCT 

>Sequence 3557 

AGGTACCTTGGTTTTCAGGTTATCTGACAAAGGCAGCTTTGATTGGGACA 

TGGAGGCATGGGCAGGTTCTCCTTTCTTTGGAAACACATCCATGCTGGGA 

TGCACAGTTCTTTTCCTAAGGATTGTGTTTACTCCTGACTGCAACGTCTT 

GGCCACTGTTTGGAGCAGTTTGGTCTGAAGGTCATTAAGGATCTGCTTGC 

ATCTTGTTTCATGTqCTCCGTGACAGACTGCAGACCATGTTAGAAGAGAA 

GGAAGGTTTGTGGATCAAGAGGGTTGACATTAGGTTTGGTGAGATGAGTT 

GCTTGGCACAGATCAGCAGAACAGGACCCTGGTGATAAGGCATCTGGCTT 

TGCTAACCACTTATCATCTTCCATTATTCTCTTTCTTAACTAAGTAGACC 

CGAAAGTGCACTTTTGAAGTCTGGTTTAGATGGCGAGATTCCGAATCTAC 

AATGATCGAGTACCTGCCCG 

>Sequencc 3558 

CCGGGCAGGTACTTTCACAGCAACATTTAGACTAGTGTTTGACCAACAAC 

TGGGCACCACGGTCAAGCCAAGTTGGCATATAGAATTAGCCAGCAAACTT 

GGTATTCACAATCTGTCATTATAGTCTTGTCTATAAACCTAAGGTTTAGA 

GAAACGCTGGTCATTCTGAACAATTCCCTGTGAATGCAGAGATCAAGGAG 

CCTCCCCTTAACTGGGTAGGCAGTGTGAAATACCTGCAGTGTGCTTGACC 

TTACTGTTCACCCACTGGCAGCTGTTCCTACAGCTTGGCTTCAGATATAT 

AATATTACATTGGCTAACTTCAAAGAGCATTGTTTTCCAAGGATAGAGAT 

GGTGATGGTGTATATTACTTTTACCAGCCCCAGACCTGTAAGAGGTTCTC 
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ATCTCTTTTGGTTAAG ATTTTGTTG T I 1 1 1 lTl ' l AATGCTCAATAAAAGA 

AGCTTTATTCTTTCATTAAAAAACAAATCTCAAAAGAACAGGGAAGAAGA 

G GGTAG CCTATGAAAGTGTGATTGTTATTTGATACCATCGTGACTTAGCT 

TGTTTTCACCTAAGACTCTGAGATTCTATTCTTGTTATGTGAGATTTGGG 

CTGAGTTCAACTACTATCCATATTAACTGAATAT 

>Sequence 3559 

>Sequence 3560 

NAAGCGCGTATTGACACGCGATATCGACATACTATACGGCACGCGCGGAG 

GCGGCCGACGTACCAAATGAAGTGTGAAGACAATGCCATCCACCACTTTA 

TAGAGGGTGTAAAAATAAACCATAAATCAAGGGAGAAAGAAAAGATGAAA 

GACAAACTGCAAAAAATTGCCAAAATGCGACTTTCTAAAAATGGAGCAGA 

TTCTGAGGCnTTGCATGTCTTGGCATTCCTTCAGGAGCTGAATGAAAAAA 

TGCAACAAGCAGATGAAGACTCTGAGAGGGGTTTGGAGTCTGGAAGCCTC 

ATCCCTTCAGCATCAAGCTGGAATGGGGAATGAAGAATACAGATGTGGTG 

CCCACTAAGCTACTGCTGAAAGGGAGCTGAAATTCCTCCACCAAGTTGGT 

ATTCAAAATATGTAATGACTGGTATGGCAAAAAGATTGGACTAAAGACAC 

TTGCCCATACCACTGGGACCGGGGTTATGTAAACCACCTGAATTGCCTGG 

GCCTTGAGAAAACCCCAAGGATGTCTTGGAAAAGGGACCNAATTGGGGGG 

TGGGTCCACGGCCTTGGGAATAAAATAATTCTTGAATGGATCCTGGAGGC 

CATTG GAACGGT AAAATTTGCnTATCACTTTTATGGGAATAATCAACTGG 

CCTGG TTTTTTT TTTTTATAAAACCATCCAAAACCTTCGTGAAATTTTAA 

AACCCTTTTTTGCAGGTGGCCCCTTCTTGAAGGTTTTTGCCTCCCTTGGG 

GGTGGGCCTGGTTTGCCTTTATGGGCAACTTCATCCAAAACCTGGGGACA 

CAAATTAAATTGGGCCTAATACCCCCAAGGGTTTATTTTCCACCTTCCAC 

CTTTTCAAGN 

>Sequence 3561 

aggtacgcgggggaccttggatgtggaggattgcattcagtctagttcct 

ggttgccggctgaaataacctgaattcaagccatgaagaagcagcaatct 

gtcttctggattaaaactgaagatcaacctactttcaacttactaagaaa 

ggtattaagcgcctttctgagack:tctcagtgggcttcctaagcacgttc 

actctgcctcctttaagtcttatatttatgatcaagatgaaagggaggga 

tgtatcactgcacagagattctacaagtggatatataaagctaataatgt 

tttcagtgagctcttctctggcaactactttccaagtgctttcagcattc 

caccttgaagcacaacgttaataatgcacaatttcttatgttcagccaca 

gaatgttcacgtgtgatttggttacaacatattgctctatccaggcctct 

AACAAAACTGACTTCTTTCAAATXjGACTTGCAGTTGCTGAATTCCAAATC 

AACACTTTATCTTATAAACAGAANANGACGGGAAGGGTGGAAGGAGGGGA 

ACAAGAGAGGGGCCTGNNCTNWCNAGGGGCTTNAGCTAGGGGATAAGTT 

TTGGGAGGAAGTTAAAAAGGTTTTCCCTTGCCGGGGAAAAATNAAAANAA 

ATGAGATGTGTTGTATGAAATTTTATTTATGAGGAGTGGAGTTTAACATA 

AGTTGATATCTGTTTGTGGAAAAAGATATTATTAAGTTTGTAATTTGTTC 

TCAAAGAGCGGGGAGCAAAACAGCAGTATATACCTACATACGAAATAGAC 
>Sequence 3562 

CGGCCTTGAGCCCTATTTGAATACTCAGGGCGAATTGGTTCTCCACCGCG 

GCGGCGGCCGAGGTACTTTGTTACAGCAGCCTGAAAGGACTAAGACACCG 

ACCTAGTTTCCCTGATGAAAAAGTTTCTCTCAGACTTCTACCCTTTCCAA 

TGTGGCCAAAGCTTTTCATTCCGAAGAAGTTTCCTTTCTGAGAACACTCA 

TTGTGTCGTTTGGCTTTCCCCGTCTCTGCTTGACACATGAACCAAAACAG 

AGGCAGCCAAAGCAGGGAAAAAAAATCCTAGGATCAGAGTCCACTCTATG 

CC 

>Sequence 3563 

CCGGGCAGGTAC T rTT T TTTTTTTTI 1T 1 T Ti 1 TTT1 GGCGGCTTAAAAC 

AACAGCCATTTTATTTAATATCTCATGATTTTGTGGTCAGGAATGTGGAC 

AGAGCTCACCTGGGAGATTGTTCCACTCCATGTAGCATCAGAAGACAGGT 

CTCTTGGTGATATTCAGCTGGAGAATAAGTTAATATGCAGAGTTCAAGAT 

GGTTTCACTCACATTGACACCTTGGCAGGGATGGCTGGAGGGCTGGGCTC 
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ACCCAGATCAGTTAACTGGCGTGCCTGCATATGCACTCTCCACCATGGTG 

GTCTCTAGAATTGACTCAAATCTAGAATTGGCTGGAAGACATAGTGGGAG 

AAATAAACTTAGCAGCCACATTTAGTCTACCACATGGAGTAAGAGAGAAA 

GAAAGGAGTCAAAGGGGCCTAGTTTATTTCAATGTGATTTAAAATTGTGA 

CAACATAGAAATAACCAAAATATCCAACTGG 

>Sequence 3564 

CCGGGCAGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGAC 

CTGACGCGGGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTAT 

ACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAAT 

GAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAA 

ACATATGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTC 

AGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCC 

CTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAG 

GAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAG 

CTAGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGA 

GAAGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAG 

CAGTCCCAGCCAAGACAGTGCCTCATTTACTACATACCATTTATATTATT 

ATATAGGCTCCTTTCAAAAACCCATGGTCAAATAAGAAATTTGATTCCGA 

AACACATAACACCTTCACTAGTTTTTAGTATCCAAATTTGGAAAATAGTT 

GGTTATAACTATCCCATCCCAGAAATGCAAATTCATGGTGGTTCTAATCT 

TTATATATTATGGGGGAATGGAGAAACCTACACCTTCCTAAATTTAGGGT 

GCCAAAAAAAAAAAAAAAG 

>Sequence 3565 

TTAACH5GCTATAATACGTTATAAAGTCTATATCCATGTGAATTTTCAAAT 
GAGTCTGACCCTGATGTCTAGGACTATTCAAAAAATAGCAGTTATAGTAA 
GATGAGAAAGCATTGACTATGTGTTATGTATTGTCATGTCTCTAG 
>Sequence 3566 

CCGGGCAGGTACCAAAATTTACCAGAGAATTACAGCAAAAGTATTCTGAC 

TCTTAATGTCTTTCTCACTGGTGGGAAGCCATTAGGGATGGAAGCACCTG 

ACCATGGAGAGCTGTGTTCTATTTGCCATAGGTGAGAATAAGCATGTCTG 

CATGGCCACACATGTATATAATTTGTCATATACACTCCGTATAGACCAGA 

AATTTTCATAGAAAATCAGCGGAAAACCTAGTTAACAATTCACACTGTGA 

TTCAGCTGACTTGGGATTCTGCATTTTTAAAAAGTTCTCAGGTGATGCTG 

ATGCTGGTGGTCCTTGGACGTTGCTCTGGGTAGCAAGAGGAGAGGCCTTT 

TGTGGGAAAAATGTGGAAGCAGAGCAACTGGATAGAAGGTCAGGACAGAA 

AAGGTCAGGAGAAAACATCATGGTCCTCTTAATTTTGAGGATGTTTTTAG 

TCAGGGGAGACGGAAAATAATAAAGGGGATAATATAATGGTCCCT 

>Sequence 3567 

CCGGGCAGGTACTTGTGACAGGCAGACGTGATTGCAGCCACGAACACGAT 

GAACTCACTGAAGTCCACCTGGGCATCTCCATTGACGTCCAGGTCCTTGA 

GCAATTTATCCACGGCATCCTTGTCTTTTCCACTCTCAGGGACACAGCTC 

CTGGGGAGGGCGGCAGAGACCCTGACAGTCTCGCCTCGCAGGCGTCTTTC 

TCCAGGCTAGAAACCAATGACTCATCTCTCAGGCTCTCTAGCAAACAGCG 

GGGCCCACACACCACAGTTGTGGTCGAATGTTTCCCTGAGGGCTACGGAG 

TCTGGTCTTGCCGAATACCCCCGCGTACCT 

>Sequence 3568 

CCGGGCAGGTACAGTGGCCCCCCGTGAAAGACAGAATTGTGGTTTTCCTG 

GTGTCACGCCCTCCCAGTGTGCAAATAAGGGCTGCTGTTTCGACTACACC 

GTTCGTGGGGTCCCCTGGTGCTTCTATCCTAATACCATCGACGTCCCTCC 

AGAAGAGGAGTGTGAATTTTAAACACTTTTGCAGGGATCTGCTCTGCATT 

CCTGACGCGGTGCCCGTCCCCAGCAACGGTGAATTTAGTCCCAGTAGCTT 

CGGCTGTCCACTCTCTCACCGGAACACCCTCAAAACACCGCTTCTTGGCA 

GCTGTGGCCCTCGG CTTC ACA AAC AC ATA ATTG AACTG CTTCTTG ACTTT 

GACTTACTTCAAAAATTGGGCCTTAAATAATTAAAAAGAGATCCGATAGT 

TTACATTATAAACTTATTTTTATTTTATATTAAATATGTTTCCTTGGGCC 

GGTTCTAAAAATTAGTGGGAT 
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>Sequence 3569 

AGGTACTTTAACTCAGCCATTTTCTCTCTCCTCTATGTGTGGTGACTTCA 

GGAAACCCAGGCCCAGAGGATATAAAGCCACAATGCTTCTTTCTCCTTCA 

AACCACTCTTTGGATATTCCGGTTCCCACTGCTTCACTGCGCTTCACTGG 

TCAGTGCGTCACTCAAACTAGCTGAAAGAATTGTCTAACTCATACACAGG 

GACAAAGTCCAGCAAGCTTATTTAACCGGTTACACAATTGCCTTTGGTTT 

TTACAGTTTGTTCCTAAGTGTTTCCAGAGGCTTGGTTCCTCTTCACCTGA 

GGTAGAGATTGACCAATTATTTATTCCAGTTAAAAGTAGGCTTATTTCAA 

AAGGCAGAGAATTTGAAGCTATCGGGGAAAGGAACTGTGGCAGATAGTGC 

CTGCTGTGTGTGGTGGAGGATTCTCTGC 

>Sequence 3570 

CCGGGCAGGTA C 1 "1 1111111 I TnTlTl T l T nT i T TACGNCTTGGAAT 

ATCTTGAATTTAAACTAGTAATTCAGCTCCTCTTCAGCACTCACAATATA 

G TCTGTTGC CAATGCCTGATGAGACACATAGCTTATGACCATTGCACTTC 

Tc 1 1 11 1 i~i CC ATGGTTTGC ATTTAGG AGGTAATTTTCTTC AGCTACTAG 

AGGATATCCTTCCTCATCAATTTAGAGAAATATTTGGTCAAATGATTTTT 

AAATAAAAAACGGTTCTTACCTTCTAATTTTCCATTTATTTTATCTATTT 

CTTTTTGATGCGCAGCCITGGGTAAACACACATCCTTTTGTGAAACAGTC 

TCACAGAGACTCTCAAAATCCCAAGAACITrcTTCATAGTCCTTTTGTTT 

GGATTCTGATGGGAGTATCTC 

>Sequence3571 

CCGGGCAGGTACTTTN UltUIlH I r TT TTI rTTTFTTT AAGTGACAG 

AAAACAGGTTATACGTAACGTTAAAAATAATAAAATGGAAGACTATGCCT 

TCGGGGCTCATTTCTATAGTTTGTTGTTAGAAGAAGTTTCTCTGAACGTG 

TGGAGCACAGGGAAAAAATTGGTCTATAGGTTGTTGGGTTATAGACCCTT 

CCTTTTATATTC ATATG TATTTATATGAGAATAAACATGACCCAAATATT 

CTACACTTAATATTTTGCAATCAGGAAAAAATGACITGATAGAAGTATTT 

ACCCTGCCAGGCGTGGTGGCTCACACCTGTAATCCCAGCACTTTGGGAGG 

CCGAACCAGGAGGATCATCTGAGGACAGGAGTTCGAGGACAGCCTGGCCA 

ACATCATGAAACCCCATCTCTACCAAAAATACAAAAAATTAGCCAGGCAT 

GGTGGTGCACACCTGTAATCCCAGCTACTCAAGAAGCTGAGGCAGGAAAA 

TTGTTTGAACCCAGGAGGCGGAGTGAGATCGCATCATTGCACTCCAGCCT 

GGGCGATAAGAGCGAATGCTCTGTCTCAAGAAAAAATTAAAATAAATTAA 

ATCCAGGTCAGGCGCGGGGGCTCACTCCTGTAATCCCAGCACTTTGGGAG 

GCCAAGGTGGGCACATCACGAGGTCAAAGAATCAAAACATTCTTGGCTAC 

ACGGGAAACCCCTTTTTTCTAAAATACAAAAATTTCCCCGGCGTAATGGT 

GGCCCCTGTAATCCAACTTTTCAGAAGCTTAGGCGNGAGATCT 

>Sequence 3572 

ACAATCAAAGTCCTTGGCCACATTGTAGAACTTTGGGGGAAGCTCGCTCC 

AACCGACTACTATCACCTTCGCCGTTCCGGTTTTCAAATCCTGAGTCAAG 

CCAATAAAAAACAAAACAAAAAATGAAACAAGAAAACAAATAAAGCCACG 

CCAATCTCATGTTGTTTTCTGAGAAAGTrrGGTTTTGTCAAGAAAGGGTG 

TAACGCAACTAAGTCAGAGTCCACCTAGAAGCATTTGCGGTGGACAATGG 

AGGGGCCTGACTCATCATACTCCTGCTTGCTGATCCACATCTGCTGGAAG 

GTGGACAGCGAGGCCAGGATGGAGCCACCGACCCACACGGAGTACCT 

>Sequence 3573 

CCGGGCAGGTACTGTGTTTAGAAGGGATTACCAAAGGCTGGAGCAATTTA 

AGCTATGCACTAGCCTTGCCCTCTTAGGTTGCATTCTCTTTAGGCCACTG 

GTTCTCAAACATTAGGGTGCACTGTAACCATTACAGAGCTTGTGAAAAGT 

GCAGAAACCTGAGCCTCACCTTATGAGATTCTGATTCAGCCAGGGGGAGG 

ACAGGAATCTGTATTTTTCATAGCAACCTCAAGTAATCTTTATTCTGAGG 

GTCTCGGGATTGCAGGTTGAAAAACACAACCTTAATCAGCAGTAAATTCT 

TCTCTACTCGGCCAGGCGCAGTGGCTCACGCCTGTAATCCCAGCACTTTG 

GGAGGCCGAGGTGGGTGGATCACAAGGTCAGGAGTTCGAGACCAGCCTGA 

CCAACATGGTGAAACCCCATCTCTACTAAAAATACAAAAATTAGCCGGGC 

GTGGTGGTGCTCGCCTGTAATCCCAGCTACCCAGGAGGCTGAGGCAAGAG 
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AATCACTTGAACCCGGGAAGCAGQGGGTGCAGTAAGCCGAGATTGCACCA 

CTGCACTCCAGCCTAGGCGACAGAACGAGACTTTGTCTCANNGAAAAATA 

TGATCTGTGAAAGGAAGATTCTTTTCTACCCATTGGGCTTTAAACAATTC 

CCAGAAGGTGTTTCATTTTTAAAAAAATATTATAGTAAATGAAAGCAATT 

TAGAGGGGGAAAATTCCTTAAAATGGAATATTTGCTTTTTTGACAATGAG 

AA AGTGACATG A TTGGCTA AAGTCATCTTGA AA 

>Sequence3574 

CCGGGCAGGTACGCGGGGGCACCCGTCCTGCGTTCCTCCTGCCTGGGGTG 

ACCCATAAGGAACACCCCCCCCTTCTCAACAACCACAGAAGATAAATGCC 

AAGGGGACCACCAACATGGGCATGGNGGCTGTGATGNCCAATCTTAAGGG 

AAAACACAAGTAAAATTGGCTCCAGGACTGAGCTGGGGGCAGCTGCTCTT 

TCTGTCCATGACTTTGAGGCGGGATCTCGAGCGTCTGTCTGACGGGCCTT 

CTGTCTGCTGTCCTCTCGCAGGTTTCAGACATTGAATCCAGGATTGCAGC 

CCTGAGGGCCGCAGGGCTCACGGTGAAGCCCTCGGGAAAGCCCCGGAGGA 

AGTCAAACCTCCCGATATTTCTCCCTCGAGTGGCTGGGAAACTTGGCAAG 

AGACCAGAGGACCCAAATGCAGACCCTTCAAGTGAGGCCAAGGCAATGGC 

TGTGCCCTATCTTCTGAGAAGAAAGTTCAGTA.\TTCCCTGAAAAGTCAAA 

GTAAAGATGATGATTCTTTTGATCGGAAATCAGTGTACCT 

>Sequcnce 3575 

CCGGGCAGGTACTTAACTAGGGTTAGCCGAGGTCAGGAGGGTGGATGCCT 

TATTATGGGATTAGTGCCCTTCTAAGAGGGACAGTAGAGGGCTTGTTCAT 

GCTCTCTCTCCATGCACAAGAAGAGCACACAGTGAGAAGGAAAGAGGCCC 

TCACCAGAACCTGACCATGCTGGCACCGTGATTGCAGACTTCCAGCCTCC 

AGGATTGTGAGAAGATAAATATCTGTGGTTTAAGTCACCAAGTCTGTGGT 

GTGTTTTATGGCAGCACAAGGTAACCCAGATGATGCTTTTCACCACTGGG 

TGGTCCAGCCTTTCATGGAAGCTGTCAGCTCCTCAGCCTTGCAAAAAATG 

CTTGCTGGTCACTCTCTTTGGTCCTTTCAGATGCC 

>Sequence 3576 

AGGTACAACTGAAGCAAAGAGGAAAGCAGACCCATGGCTCAGGACACATG 

GGAGTCCCACCAGCTTGAAAAAAGTTTCACAGAGCTGGCATTTCCATCAG 

TGCAGACACGGCTCTGAAAACAGTATGTGCCTTATGGGCATGATACGCCC 

ATTTCTACTCTGACCTCCTCCCAGGAGAAACTCTTCTGCAAATGACCACA 

GTACCTGCCCG 

>Sequence 3577 

AGGTACTTTNTTTTT 1 rTTTTTTTTTI rTTTTTTTGCAAATTTACACAGT 

TTTCTTAGG AATGCTCTTTCTTTTT T' 1" 1T1 CTCTTGGGACTCTACATTCC 

TGTAGCTCCTATTCTTAAGGGCACAGGGGTTACTTAAACATAAAATTTTA 

CAACTTAACTGGAAGGGTGCCCTGCTTGCAAATGGAAAACTGCCACAGAG 

CAGAC TTAACTG CAGCAAGCAGGTGACAGAGCAAGGAACAGGATCCAAAA 

TTATGATTTTTTGTGTGCTACTGAAGTAAAAGAATTTAAGAAGGTTTTAC 

TCAGGGTCATAGGCTGGGTTGGAAGACTGGGAAAAGGAAATCAGTAGTAT 

CTATATCTAATTATGGGGACAGAATTTCACAGACATCTATAACCTAGGTC 

AAACGTCAAAGACATGAACACCTAAGACACTTTCACACATCCCTGAGCAT 

CATGATTAAATTCAGATAGTTGGGGATCTGTCCCCAGGACCAAAATCCTA 

TTCTGTTAGGGGCCTCTAAATAATAAGACTTTATGTGTTCTTTTCCCACA 

ACAAAAAGTAGGAAGTGATTACCAGCTGGGGAGAACAAAAAGACTTTTCC 

AAGTTAAGGGTTTTCAACCTCCTTTAACCCTCCAATTAAAGAAAGGAGGA 

GTTTTGAACTATGACATTATATTGGAAAAAAACACACTGCATGGTTAAAA 

AAAAAACAATGCTTATGTTTAAACAACCTTCTTCATAGGTGGCTCCAAAA 

CCCCTAAAAAAAGAACCTGGTCCCCGCCCGGGGGGGCGATTTAAAAATAA 

TGGACCCCCG 

>Sequence 3578 

AGGTACTTGAAAATGTAACCGATACAGCACAAGACATCCCCACCACTGTG 
GATACCAAAGATTTACCTCCAACGGCCATGCCAAAGCCACAGCATACATT 
TTCTG ACTC AC AG TCCCCTGCTG AGTC ATCTCTG GGCCTTCTCTTTCACT 
GTCTGCACCCGCTCCTGGGGATGTTCCCAAAGACACATGTGTTCAATCAC 
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CCATAAGCAGTTTCCCATGCACTGATCTAAAAGTGTCAGAAAACCATAAA 

GGATGTGTTTTGCCTGTGTCTCGTTAGAACAATGAGAAAATGCCACTTTT 

AGAACTTGGAGGAGAAACAACCCCTCCTTTGTCCACAGAGCGTAATCCAA 

AAGCTGTGGGAAGTGAGTGTCCATTCAGAGTCCTCGTCCAGGTCAGGTCC 

TTCGTGCTCCCCGTGGAGAGCACCCAGGATGTGAGCTCCCAGGTCATCCT 

AGAGAGCTCTGAAGTTAGAGAAGTGCAGTTGCCAACTTGTCACAGTAATG 

AACCTGAAGTGGTTTCCGTTGCAAGTTGTGCTCCCCCACAAGAGGAAGTA 

CCCTGCCCGGCUGTAACNACGAAAAAAACATTCTAGAATTAGGAATCCGC 

ATGGGGGTATACCCTATAAAGGCCCCGATCTTGGGTTCTTTAAAAATGAA 

TTCCCAACCTGTTAATCTCTAAAAATCTTATATCCTTATTTCGCTATTGG 

AAAAATGTCTAATACTCGGATTGAGAATCACGGTAATTTCCCTCTGGGAA 

ATGTCGGTAATCATGAATTGTCGAAAACCTCGTATCTAAAAATAGAGCAT 

CTTCGTGATACATCTTTTTA 

>Sequence 3579 

CCGGGC AGGT ACCGGGCAGCTTGACCTCCATTGCTTTTGGCTTTTGTCTC ' 

TTTCTCCTT TTGAAGCTCAAAAGGGCATAGAGTGGACTCTGATCCTAGGA 

ITT 1 11U44UCCCTGCTTTGGCTGCCTCTGTTTTGGTTCATGTGTCAAGC 

AGAGACGGGGAAAGCCAAACGACACAATGAGCGTTCTCAGAAAGGAAACT 

TCTTCGGAATGAAAAGCTTTGGCCACATTGGAAAGGGTAGAAGTC 

>Sequence 3580 

CCGGGCAGGTACTTT T Y i 1 1 1 TTTTTTTTTTTTTTGGTAACAGATCTAAT 

CTTCCACGTAAGCCTCTTTACTGGAGAAGAGTAGATGGGAGGGCAGGTGG 

GATCTATTTAGACAAATCCGATATATCAGAATGATTCAGTAGGCAAAGAA 

TTCCTCCTGGTAACGAATCTGTGTGTCAAGGTCCTTACCTTGGCTCTCAC 

TGTCCTCAGGATTATGGAGGGGAAGATGATGCANAATTCGCACATGTCTT 

CTGGATCATGGGGGACTTTGCTGAGTGTGCCTGCCATGGTCCGATCTCTG 

ATTGATAGGAGTGACTGCTGAGATCCTGGATCTGACCACTGAGATATGTG 

GCCCAGTGCCATTCACCCTCGCAGGGTAACATTCTGGCTCCATGGGCAAA 

GCCCATTGTCCTAATTGTCAGTCTTCCATCTCAAAGTCCCTCACACACAT 

GCTTGCCTCTCCATTCTGACCCTTAACTTCAACAGTCAAAAGCTGGCCCT 

CCTCTTCCGGGAACACACACCAATTTCTTGAATTTTTTTGCAACCTTGCC 

AATGCCAGGGGGAAGCCTAAAGTGGCCAATTCCACCCATTAGGTTCCTCA 

TGAGATTAGGCAGGCnrrTGAACCCAAGGGTTGACAGGTTTTTGGGTATGG 

TAACCCTTCCCAAGCCTTGTCACCTACCTGGGATGGTAAAGGCTCCTTAA 

ACCTGCATGGAAGGTTTTAAAAGCCCTTTAACTGGGATTTCCCCGGACCT 

TGGCCGTTTAAAATAAGGGATCCCCGGCTTGCGGGAATTAATCAACTTTT 

TGACCCCG 

>Sequence3581 

AGGTACGTAACAAGAAGGGGAACACTCCATTGTGGCTAGCAGCAAATGGT 

GGACACCTCGATGTGGTTCAGTTACTGGTGCAAGCAGGTGCAGATGTGGA 

TGCAGCAGATAACCGCAAGATAACTCCTTTATGGCAGCATTTAGAAAGGG 

TCATGTGAAGGTGGTGCGCTACTTAGTCAAAGAAGTCAATCAGTTTCCAT 

CAGATTCTGAATGTATGAGATACATAGCAACCATCACTGATAAGGAGATG 

CTGAAGAAGTGTCATCTTTGTATGGAGTCAATAGTACCTGCCCGGGCGGC 

CGCTCGACCCGGGCAGGTACCCACAGAATGTGGCCCCAAATGATTCAATT 

ACA GCTAGAA GTTGTTCTCTTCCCAAAGCACGAGTCTTTTGCATTCACAG 

GATATTTTTTCTTTCATAAACATTCCTGCGAGAATGTAAGTGCGGATGAA 

G ATTGTGTTCTGTCTTCTTCTTGTC I TT ITICTGTTTACTCTG ATTTTAT 

AAAATGCAGTGTCATGTCTTAGGACAAATTATCCTCAGTTTGCCAGCAAG 

TGAGTTTATAAATTATTTTATTCAAATGAGAAAATTTTTCGCTAGAACCA 

ATAGTAAAGGATGGTGAGTTTCCAGCTGACCCACAATGACGTATTTAACT 

CACAGTGAAACTTAGCTCTGCGGGTTTAATAGTTCCCTTTTATTTCTAAG 

AGCAAGGGAGC CTATGTT TCTAATAATTGGACATGTCTGGAACTGTTCCT 

ACCATTTGACAGTTTTTTCCCTCTTGGCCGGGGTTAAGGAGATCCCCCCT 

CCTCATTCCAAGG 

>Sequence 3582 
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AGGT AC TTTN1 1 11T1T1 1 1 1 rTTTTTTTTI 1 CTTTTTTAAAAGATCATT 

TTTTAACTTTTCATTTTGAAGTAATTACAGGGTTTTAACAAGTTGCAAAA 

ACAGTAGAAAAGTTCCTGTGGACTCTTCATCCAACGTCCCCAAAAGTTAG 

CTTTGAGGCTGGGCGCGGTGGCTCACGGGCACTCATCACAGCACTTTGGG 

AGACCGAGGTGGGTGGATCAGCTGAGGTCGGGAGTTTGAGATCAGGCTGG 

TCGACATGGTGAAACCCCGTTTTCACACTCATGGAGCCAGGAGGACCAAT 

CCATGAGCACAGGGCACCTCGGAGTCCCGGGCGGGCATTCTCCGGCGTCC 

TTCTTCTGAAGCTTCTGAAAAGTTGCTGTAGGACTCCTTTTCCCAGGTTG 

GGGTTTCTATCTGCGTTTTAGCTGCTTGTGTTGCCATGTGGATCTCCCCG 

CGTACCT 

>Scquence 3583 

CCGGGCAGGTACCTGTGCAGGATTGTTGTGGCTACTAGAGAACAAGAGGG 
AAAGTAGGGCAGAAACTGGATACAGTTCTGAGGCACAGCCAGACTTGCTC 
ATGGTGGCCCTGCCACAGGCTGCAGCTACCTAGGAACATTCCTTGCAGAC 

cccgcattck:cctttgggggtgccctgggatccctggggtagtccagctc 
ttcttcatttcccagcgtggccctggttggaagaagcagctgtcacagct 

GCTGTAGACAGCTGTGTTCCTACAATAGGCCCAGCACCCTAGGGCACGGG 

AGAAGGGTGGGGACCGTTGCTGTCACTACTCAAGCTGACTGGGGCCTGGT 

CAGATTACGTATGCCCTTGGTGGTTTAGAGATAATCCAAAATCAGGGCTT 

GGTTTGGGGAAGAAAATCCTACCTCTTCCTCCCCCGCCCCGATCCCTACC 

GCCTACACTCCTGCCAGCTCATTTACTTCAATTTCCTTTGACCTATAAGC 

TTAA AAAAGAAAGGCTTCATTTCCAGCCACAGGGCAGCCTTTCCTGGGCC 

TTTTGCTTCTCTAGCACAATTATGGGTTACTTCCTTTTTCTTAACAAAAA 

AGAATGTTTGATTCCTTCTGGGTGACCTTATTGGCTGGAATTGAAACCCT 

ATTGAGAGGGGATGTCTGGGTTAACCTAATGACTCAGGTGAACTGGTTCA 

GCCnTCTTTGGGTTGGCTTGGTTGGAAAAGGGATTTCATCnTTCTGATT 

GGCAGGTAAGCGATCCCCAAAGGACTGATAATTTGGGAGGGCCAAAAATA 

AAT 

>Scquence3584 

GGCCCCGGTAGTTGTCTTCTTTCCCAGTCATGTCTTTTGTTAGGCTGCTG 

GTGACAATGATGACATCCTCTGCAATGCAAGACATCTCCTTGATGGTCAA 

GTAGCACATCCGACGGAGTGTGGGATCATTGGACTGAAAGAGCTTGGTCA 

TGGCAAAGAAGGCCTCGGTCGCTTCCGTGGTCCCCAGGTGCTCCCCCTGG 

TTTATGAGATAAAGAATCTTGGTGAGGATGTGGGCACATTTCCGAGGGTT 

GATGGGAGTTTCATTAAATACACGGGCCTCCTGGAGTACGCGGGGAGGCG 

AATTCTGGGGCTGCTGGATGCTTACTTGAAGACGAGGACTTTTCTGGTGG 

GCGAACGAGTGACATTGGCCGACATCACAGTTGTCTGCACCCTGTTGTGG 

CTCTATAAGCAGGTTCTAGAGCCnTCTTTCCGCCAGGCCTTTCCCAATAC 

CAACCGCTGGTTCCTCACCTGCATTAACCAGCCCCAGTTCCGGGCTGTCT 

TGGGCGAAGTGAAACTGTGTGAGAAGATGGCCCAGTTTGATGCTAAAAAG 

TTTGCAGAGACCCAACCTAAAAAGGACACACCACGGAAAGAGAAAGGTTC 

ACGGGAAGAAAGCAGAAGCCCCAAGCTGAGCGGAAGGAGGAGAAAAAGGC 

CGCTGCCCCTGCTCCTGANGAAGAGATGGATGAATGTGAGCAGGCACTTG 

CTGCTGAACCCAAGGCCAGGACCCCTTCGCTCACCTGCCAAGAGTACTTG 

GCCGGCGGCCGTTTATAACCTGGGATC 

>Sequence 3585 

CCGGGCAGGTACCAGTGCATTAATTTGGGCAAGGAAAGTGTCATAATTTG 

ATACTGTATCTGTTTTCCTTCAAAGTATAGAGCTTTTGGGGAAGGAAAGT 

ATTGAACTGGGGGTTGGTCTGCCTACTGGGCTGACATTAACTACAATTAT 

GG GAAATG CAAAAGTTGTTTGGATATGGTAGTGTGTGGTTCTCTTTTGGA 

ATT' [TT n C AGG TG ATTTAATAATAATTTAA A ACTACTATAG A A ACCGC A 

GATAAGTirrTTTCTCTTTGAAAGATAGAGATTAATACAACTACTTAAAA 

AA TATAG TCAATAGGTTACTAAGATATTGCTTAGCGTTAAGTTTTTAACG 

TAATTTTAATAGCTTAAGATTTTAAGAGAAAATATGAAGACTTAGAAGAG 

TAGCATGAGGAAGGAAAAGATAAAAGGTTTCTAAAACATGACGGAGGTTG 

AGATGAAGCTTCTTCATGGAGTAAAAAATGTATTTAAAAGAAAATTGAGA 
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GAAAGGACTACAGAGCCCCGAATTAATACCAATAGAAAGGCAATGCTTTT 

AGATTAAAATGAAGGTGACTTAAACAGCTTANAAGTTAGTTTAAAAGTTG 

TAGGTGATTAAAATAATTTGAAGCGATCTTTTAAAAGAGATTAACCCGAA 

GTGATTAAAGACCTGAAATCATGAGCAGGGAGAATGCGTCATTTAAGCCT 

ATTAAGCATTTACTAACGCGACAAAATGGAAGATTAATGGGATTGGAGAT 

AAACATTTTGAGAAA 

>Sequence 3586 

ACCGGGCAGGTACAAAAATCCGCAGAGCCACATAGACGGGGGTGGTAGTG 

CGAACCATAGCAATATTGGCATAGGTGCCAATCTGTAGCTCTTCCAGAGA 

CTTGGACATGAACTCTGGCTTGGGGAACTCAGTGATAAACAATTTGAGGA 

ACTTCAGAATGCGCTTGTCGGTGAGGATGTACATGCCGGCTTCCCTTAAG 

TTGATTAGATGGGAAACCAAACACCGTCTTTCAAGTGTGAGGCTGTGCCA 

TGCTCCCTCAGGGAGGAGGGGCGCTGGGTCTGACCAGGTCTGCCTCTGCC 

CTCACCAGCTGGCAGACGTGAACTGGAGAACAGCACCAGAAAGGCTGGTG 

GTTGGCAGCTGCTCACGACACAGTTGCTGACCTGCAGCAGATCGGCTGTG 

GGTGAGCA(3GACAGT . 

>Sequencc 3587 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGCTTGTTCCA 

ACTATCCAGAATGCCCACAAGAATTCAGCTGGATCTGGAAGAGGAAAGAC 

ACTGATGGTGTTAACTGAACCCGTTTTGATTGAGACCTACACAGGGCTGA 

TGTCATTCATTGGAAACCGCAACAAACTTGGCTATTTCCTTGCCCGTGGG 

AGTATrGGTTTTTGAGAGTCTTTTTTGGTACCTT 

>Sequence 3588 

AGGTACl 1 1 1 1 1 1 1 1 1 1 |ii ' n Trn'CTCTAAAG AAAAA ACTTAATG ACC 

TT TCAAAA TGAATAGGCCCGATTTATGATAAATGATTAGTTAACAATTGA 

AGTTTTTTAGTTTCTTTCTTTCTTGGGAAACAAAAAATACTCACTTTTAT 

TATTAAGCCCATAATATTTGGTAGTAATACAAATATTTCCTAGTGGCTCC 

CATTCTCTAGCAGCAAGTCAAACAGCCTCAAGAGAAAAGTATTAAAATTG 

TGCTATTATGACATAGCAGATAATCTGGAATAAAACAAATCCCTCTAGGA 

TCATTATATCCTAAAAGTTCTTTGCCCCAGTCTTAGAACATGGCACTTTT 

GAGCATGCTAAAATCATGATAAGGACATATTTCTCTTCTCATTTCACACC 

AATAAAGGAGGAAAAAAGCCTTGTCCTATAGGCACCATCAAAATAATCTA 

CCCACCCGCAACTATGCCAGGCTCCTGTCTCTGTGGAGTTCGGTGGCTCC 

TCACTAGCAGGAAAGTATAAGCAGAGAGACCATTAGTTATGACATGGAGA 

CTCTAGCTGATAATGCTGACTCACTTCAGGAGCTATTATACTATAAACAG 

TGTGCTGAAAGCCATTTATCTGCATTTTAGGATAAACCGCAGAAAAGCCT 

CAAATTAATAGAATTGCAGAAATAAGCTGCTGATGTCAAACCAAGTGAAG 

CTTACTTTTGAAAAGAAAAATCTGTGAATGTAATAAAAATCAArTTGGGA 

CTTCGGGAAGTGTAAACACGAAATTCACC 

>Sequence 3589 

GGTTGGATCGACTATTATCGGTGAATGGCGACTGCACCGTGGACGGCGGC 

CGCCCGGGCAGGTACGCGGGGGAGATGCTGCCACCTAGGTTACTTGTAGG 

ACCCTATACGGTAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCA 

GGAAAATGCAGTGAAGTAGAAGAGACAGGGATATCCCAGAAGGTTATGCA 

AAACATCAAGAGAAGATGAGAGGAGTC 

>Sequence 3590 

CCGGGCAGGTACTTTCATCCATAAAGGCCTGCAGCTGTTTCACTGATCCT 
TGCAGTTCATCCATCACCAACTCCATACAGTCAAAGACTTTGCTCTGGTT 
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CTGTAATATTTTCTGGTAGTCAGGTTTTGTATTAAGAACTTCATTCTGAG 

AAGACCCAAGATATGTCATAGGTTCCACTTTGACCTCAGTAATTTTGGCC 

TCAGTTGATCCTCTGGACAATATCTCTTTAGCCTCCTGCTGGTAGTGAAG 

CAAGAGCTGATCCCAAGTCTGACGTTCTAAAGAAAACTTTGTTATGTATT 

CCTTCATCTCAGCCACAGATGCTTCCAAAGAAAAATCTGATGCTTTTCCA 

TTTGAATCTTCAAAACATTTTTGTAGAGTTCCATCAGTTTCCAGTCCGTC 

TGCAAAATGTTTAAATTCTTCAGAAAGAGAAGATGCTTTGGCTCTAAAAC 

TTTCAAGACTGAAGCCCTTAGTGTCCCTTAAGAAAGTTCANGTTTCTGAA 

TAGAGAACTTGAAACTGGAAAGCATGAAACAACCCAGCCGGTTGCTTTCT 

GCTAAATCGACCCTGATAGACCCGCTGAGCTCTGTGATGCCCTGGTGAAT 

GGGATGCAGCGACTTCCGCCCGGTCGTTTCTTTCATACTTGCTCGGCGCC 

AGGATTGCCTTCTGTGCTGATAACTGGCAGATTGTTCTTGAGGAGACCAA 

ATGAAGGACACTTAATTGAAGTTTTTCTGGTGGCTGAGATCACAATTTCC 

CCTTTTTAAGGCTTAAGCCAAGGGAAATCTTTCCTTGAACGCCTGGTrAT 

TTCCAGGGAGCAAG 

>Sequence 3591 

CGGGTCGCCGTNATGAGNGCCTATTTGAATNATCTGGGCGAATTGGTTCT 

CACACGCGGCCGCGGCCGCCCGGGCAGGTACGCGGGATAGCAGTCCCAGC 

CAAGACAGTGCCTCATTTACTACATACCATTTATATTATTATATAGGCTC 

CTTTCAGAAACCCATGTTCAAATAAGAGATAAGATACTGAAACACATAAC 

ACCTTCACTAGTTTTTAGTATACAAATATTGAGAAATAGTTTGTTATTAA 

ctatctcatccaagaaatck:agattcatgttgtttctaatttttatatat 

AATTGACAAAATGAAGAAACTTAACACCATCCTAGATTTTAGCTGCCCAA 

AAAAAAAAAAAAAAAAAAAAAAGTCCCT 

>Scqucnce 3592 

GATGACCTCAGCATTCCTAAAGTGCTGGGATAAAGTGTCTCACAAGGGCA 

AGTGGACCCTAGAGAGACAGCCATCCCTGACCTCTGGGCTCCACATCACC 

TGACTTGCTGCTCCACCACTTTGCTTGTTTCCTGGGTGCTCCATCCCAGA 

GACGAGTGAGJTAGCAATCACTTAGTGTAATCAGCCCAGGATGQAGGGTC 

TGTGCTGTGGGCCCAAGCCAGGGTTCCCTGTCTGGTGATGAGTAGTGGAG 

GGTGTGTGGTACCT 

>Sequcnce 3593 

AGGTACATCATTTCCAGAGCAGGCACTGGCAGCGAGATAGGGTTGGAGGA 

GAAGTAGCGCCGGGACTTCCGGATGGCAAACTTCTCTGTGGGTAGAGATT 

TCCCAGCAATCTTGAGCTTCAGGCCTGCACAGCTCGAAATAATTCCACTT 

CGTCGTCCCCGAACGGCTTGTGGTCCTCCTTCCCAAACATGCTGAGGTAG 

GCGGCCTTCATGTAAATGTAGGTGGCCTTTTTAAGTCAGATCATGTCAGT 

TCCTTCTGGAAATCTGGTTATATTCCATCACACTCAGGAGACATCTCCTA 

CAATTTCCTTGACACCTGCAGCACTCCCGCGTACCTGCCCG 

>Sequence 3594 

AGGTACCCCTCCCATTGTGGTAGTCCCAGCAGTTTACCAAACACTAGTTC 

CCCTAGTAGAGCCAGCCTATGAGAAGAAAAGCTTTGTTGGCCAAGTTCTT 

ACATTAATGACTTCATAGTAAGAAACTGATTTCAAAGTGAATTAAGGAAA 

TCATCACAGAGAATATTTTCAAACAGATGTTTCTCTTTTTAAAAAGTGAT 

AGTAAGATGAACTTGTAAAAAATTTCCTCTGATGTTAATTGTAGAGTTGT 

GGGGGACGGCCTATTTTTCTCTACCGTTGGGACTGGCAGGGCATTGCCCA 

CCATATACCATAGTGGTCACCAAAAAAGAAACCTCTTCAACTTGAAAAGG 

GAAGTGAACATGAGCCATGAGAGAGATTTAAAAGACCCCTGTGCTTGCAG 

TTAATGC CACGT TGATTGATTATCTGTGCTTCANAGGTCACAGAAAATCT 

TAAAGGATTTTTAGCACCATGTAGATATTGTCTTTTGTCCCTGCTTAATA 

AAAAGCGTTGCTATAATGTATTAGTGGGTTCTTCGGTCTTCAAAATTACC 

ACGGGGCTTAGGCTGTTGGAAAAAAAGCACTGGTCTGGTCAATTCCAAAC 

TTCTTGGTAAACTCTGTTGGGTCTATTAAACTTTTGGGAACCCCGTGGGT 

TTTTACTAATAACCAGGTCCAAGTTAATTCCCCGGATCTTGTTATTCCCG 

CTTACCTTTCCCGGCCGGCCGTTTTTA 

>Sequence 3595 
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AGGTACGCGGGGAGTCTAGTTCCTGGTTGCCGGCTGAAATAACCTGAATT 

CAAGCCAGGAAGAAGCAGCAATCTGTCTTCTGGATTAAAACTGAAGATCA 

ACCTACTTTCAACTTACTAAGAAGGTATTAAGCGCCTTTCTGAGAGCTCT 

CAGTGGGCTTCCTAAGCACGTTCACTCTGCCTCCTTTAAGTCTTATATTT 

ATGATCAAGATGAAAGGGAGGGATGTATCACTGCACAGAGATTCTACAAG 

TGGATATATAAAGCTAATAATGTTTTCAGTGAGCTCTTCTCTGGCAACTA 

CTTTCCAAGTGCTTTCAGCATTCCACCTTGAAGCACAACGTTAATAATGC 

ACAATTTCTTATGTTCAGCCACAGAATGTTCACGTGTGATTTGGTTACAA 

CATATTGCTCTATCCAGGCCTCTAACAAAACTGACTTCTTTCAAATGGAC 

TTGCAGTTGCTGAATTCCAAATCAACACTNTATCTTAAAAACAGAAAAGG 

AGGGGAAGGGTGGAAGGAGGGGAACAAAAAGGGTACCTGCCCG 

>Sequence 3596 

TCGAGCGGCCGCCCGGGCAGGTACCACACACCCTCCACTACTCATCACCA 

GACAGGG AACCCTGGCTTGGGCCCACAGCACAGACCCTCCATCCTGGGCC 

GATTACACTAAGTGATTGCTAACTCACATGTCTCTGGGATGGAGCACCCA 

GGAGACAAGCAAAGTGTTGGAGCAGCAAGTCAGGTGATGTGGAGCCCAGA 

GGGCTGGGACAGCTATCTCTCTAGGGTCTACTTGCCCTTGTGAGACACTN 

TATCCCAGCACTTTAGGAGTGCTGAGGTCATGCCAGCCACATCTCATGTG 

CAAGATTGCCCAGCAGAGATCAGGTCCAAGAGTTCCTGTTTTAAAAAAGG 

GGACTTGCTTAATAAAAGAAGTCTAGCCATGTTTGTGTAGAGCAGCTGTG 

CTGTGCTGGGGGTTCACTTTTGAGAGAGTTCTCCTCTGAAACCTGATCTC 

TGGAGGCTGGGCAGTCTTGCACATGAAATGGGGCTGGTTTGATGGCAGCA 

CTCCCTAAACTGGTTGCCTCTCCCATGGCCCTAGCCTGGCCACACAATGC 

TTACAGGGCACTCTAAGAAGCCCACACTAATACTGCCGGGCTAGTGGACT 

GGACCT 

>Sequence 3597 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGAGACAAGGAG 

AAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCC 

CGCTGGAACCCATGGTCCACTGAAGTTCCTTATGCTACTTTCACTGAGCA 

TCCTATGAAATACACCAGTGAGAAATTCCTTGAAATTTGCAAGTTGTCTG 

GGTTCATGTCTAAGCTTGTTCCAGCTATCCAGAATGCCCACAAGAATTCA 

ACTGGATCTGGAAGAGGAAAGAAACTGATGGTGTTAACTGAACCCATTTt 

GATTGAGACCTACACAGGGCTGATGTCATTCATTGGAAACCGCAACAAAC 

TTGGCTATTCCCTTGCCCGTGGGAGTATTGGTTTTTGAGAGTCTTTTTGG 

TACCTT 

>Sequence 3598 

CCGGGCAGG TACGCGGGTTCTCATTCTTTTCTCCTTTATCTTCACTCTGA 

1 11 1 1 CTTTTGTC ATTCAACGCTTACTCCCTTCCCC AT ACCTC AGTCCTC 

CAGGTGACACCTGGGCGCTTTTCTGCCTGAACAGCATTTCCCACCAACGG 

CCACAGCAGTCGGTCAGTGTCCTCTTGAGCACCTCCTGAAGCTGCAGTGT 

CATTTGCTGTTTGCCCTAAAAAGCCACGCCCAGATTTCTTCTACCGCTGC 

TTCCCTGATGGGCTAGCCCATTCTGACTTGATGTGTACCT 

>Sequence 3599 

CCGGGCAGGTACTCAGTGGATGACGAGTGCTTGGTGAAATTGTTGAAAGG 

CCTGTGTCTGAAATACCTGGGCCGTGTCCAGGAGGCCGAGGAGAATTTTA 

GGAGCATCTCTGCCAATGAAAAGAAGATTAAATATGACCACTACTTGATC 

CCAAATGCCCTGCTGGAGCTGGCCCTGCTGCTTATGGAGCAAGACAGAAA 

CGAAGAGGCCATCAAACTTTTGGAATCTGCCAAGCAAAACTACAAGAATT 

ACTCCATGGAGTCAAGGACACACTTTCGAATCCAGGCAGCCACACTCCAA 

GCCAAGTCTTCCCTAGAGAACAGCAGCAGATCCATGGTCTCATCAGTGTC 

CTTGTAGC 

>Sequence 3600 

CCGGGCAGGTACTGAAGTCCTCAGCCTAGTGCCTCCCGATGCGTTATTTT 

CACACAAGCGATCGGGTTAACGCCACAGTTCCACATGGCTGGGGTGGCCT 

CACAATCATGGCGGAAGGTGAAGGAGGAGCAGAGGCAGGTCTTACATGGT 
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GGCAGGCAAGAGAGCCTGTGCAGGGAAATTCCTTCCCAGGCCACAGAAAT 
GGAAAAGCCAGACACGCTGAAAATGAACTCAGTCCTTCAGTTCTGGAGGC 
TGGAAGTCTGGNGTCAAGGTTGTGGCCAATCCTGTGTCTGGCAAGGCTGC 

TTCCTGGTTTGCAGACACCATCTTCCTCCCTGTCCTTCAGCCCACAGCAG 
TG 

>Scqucnce 3601 

AGGTACITTTT 1 1 1 1 1 1 rn iTl"n"n - nTJTGGTAACAGATCTAATCTT 

CCACGTAAGCCTCTTTACTGGAGAAGAGTAGATGGGAGGGCAGGTGGGAT 

CTATTTAGACAAATCCGATATATTCAGAATGATTCAGTAGGCAAAGAATT 

CCTCCTGGTAACGAATCTGTGTGTCAAGGTCCTTACCTTGGCTCTCACTG 

TCCTCAGGATTATGGAGGGGAAGATGATGCAGAATTCGCACATGTCTTCT 

GGATCATGGGGGACTTTGCTGAGTGTGCCTGCCATGGTCCGATCTCTGAT 

TGATAGGAGTGACTGCTGAGATCCTGGATCTGACCACTGAGATATCCN 

>Sequence 3602 

AGGTAc rn r m i in iu'iugtctggagagagagagatgttttattttt 
gccaaagcatgtgagagtaagtagcaaacatcatgacacttcacccctca 
aatattttcccacgtatcacttaagaacaagggcattcattctgttacat 
gaccacaatacaatcagcacagatagatattaacattgagacaatgctct 

GATGTATTGGTATCTACTATGCAGTTCATAATCAAATAAGGGTTTTGGTA 
ACTTGGGATCCATAAATGGTCTGCAAGGTCAGCCCCTGTAGACCTGCACT 
TAGTGGGTGCCATTTCCCTGTCTCAGGTGCCTGCTCTACTGGTGATATTT 
TT 

>Sequence 3603 

CCGGGCAGG TACTTTT T I'l r i i rn 1 1T1 rri TGGGAGAGAGATG 

TTTTATTTTTGCCAAAGCATGTGAGAGTAAGTAGCAAACATCATGACACT 

TCACCCCTCAAATATTTTCCCACGTATCACTTAAGAACAAGGGCATTCAT 

TCTGTTACATGACCACAATACAATCAGCACAGATAGATATTAACATTGAG 

ACAATGCTCTGATGTATTGGTATCTACTATGCAGTTCATAATCAAATAAG 

GGTTTTGGTAACTTGGGATCCATAAATGGTCTGCAAGGTCAGCCCCTGTA 

GACCTGCACTTAGTGGGTGCCATTTCCCTGTCTCAGGTGCCTGCTCTA 

>Sequence 3604 

AGGTACGCAGGGGGGAAAAAACACCTGATGAGGCTGCACCCTTGGTGGAA 

AGAACACCTGACACGGCTGAAAGCTTGGTGGAAAAAACACCTGATGAGGC 

TGCATCCTTGGTGGAGGGAACATCTGACAAAATTCAATGTTTGGAGAAAG 

CGACATCTGGAAAGTTCGAACAGTCAGCAGAAGAAACACCTAGGGAAATT 

ACGAGTCCTGCAAAAGAAACATCTGAGAAATTTACGTGGCCAGCAAAAGG 

AAGACCTAGGAAGATCGCATGGGAGAAAAAAGAAGACACACCTAGGGAAA 

TTATGAGTCCCGCAAAAGAAACATCTGAGAAATTTACGTGGGCAGCAAAA 

>Sequence 3605 

CCGGGCAGGTACCAGATTTTCACCGCTATGCCTCCTTTCACTCTGGGAGT 

CTTCCAGAGGTCTTGCACTCGGGAGAGCATGCTCAGGTTTCCCCAGCTCT 

ACAAAATCACCCAGAATGCCAAAGACTTCAACACAAGGATACTGTGTTGA 

CCAGTGGTCATGCCACTGCCTGTTGATTTGTTGAAAATATTGTTTACACG 

TATGTTCTTGTTACTGATTGTCAGAAAGCTGGTTTTGAGACTGCAGCTTG 

GACTAAATTCAGTCATCTGGCTGTCTGGGGAAGCATGCTGACCAGTCTGG 

TGTTCTTTGGCATCTACTCAGCCATCTGGTCCACCATTCTCATTGCCN 

>Sequence 3606 

AGGTACCTGAATGAGCCTGGCCTGGTGCTGTGTCTCCAGACTCGACACAG 

CCCAGAAAGAAACAGGTGAACACACTCCTGAGAGCCGAAACTGGACTCTT 

GCTGATGGACTCATGGCAATACTCCAGCCAAAGGCTGCTCCGAGTCCTAG 

AAGGGCTCGGAACTGTCCTGGGTAAGCCTGTCGACACAGTAGGGACAGAG 

AGGGGTTAGTGTCCTCTTTCACAGCACTAAGCATGTTGTTGCCCACATGC 

AACAGTTATGACAAGAACAGCAAGTCCAATTCAGGAAATACATGTCTTTA 

TCAAAGAAAATAGATGTGACTGACACAAAGGCTTGCTCCAGAAGCAAAGG 

CGCACA 

>Sequence 3607 
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AGGTACGCGGGGAGACCGTGTGTTTCCAAAATGGCGGCAGCGATGGATGT 

GGATACCCCGAGCGGCACCAACAGCGGCGTGGGCAAGAAGCGCTTTGAAG 

TGAAAAAGTGGAATGCAGTAGCCCTCTGGGCCTGGGATATTGTGGTTGAT 

AACTGTGCCATCTGCAGGAATCGAGCGGCCGCCCGGGCAGGTACGCGGGT 

GTTTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAGCAGTCCCAG 

CCAAGACAGTGCCTCATTTACTACATACCATGTATATTATTATATAGGGC 

TCTTTCAGAAACCCATGTTCAGATAAGAGATAAGATACTGAAACACATAA 
CAC 

>Sequence 3608 

CCGGGCAGGTACTGAACACTACATGCTATGCACTGCTCCAACATTTTTAA 

GTGTCCTAATTTATTAAACTCTCACACATTTGAATAGGGAGGTTTCACTG 

ATCAGGANATAGAGGATCAGAGCATTTAAGTAACTAGCTCGAGGTCACAG 

AGCTAATAAAGGGAAGAGCTAAGATTCAAACTCAGACAATCTAGCTTCAG 

AACTGATGCTTAATGTGTAAACATCCTTTCTTTCTTGTCCTTCAACATTC 

CCATTTCCCATCTGTAACCAAACATATGGAAGGCATAAATTTCTTTTATG 

GGTCCTAACATCACCACAGAGCCCTAGATAAATCTTAAGTAGGTGCTGGA 

TG 

>Sequence 3609 

AGGTACAACTGAAACAAAGAGGAAAGCAGACCCATGGCTCAGGACACATG 

GGAGTCCCACCAGCTTCAAAAAAATTTCACAGAGCTGGCATTTCCATCAG 

TGCAGACACGGCTCTGAAAACAGTAATTGCTGCCTTATGGGCATGATACG 

CCCATTTCTACTCTGACCTCCTCCCAGGAGAAACTCTTCTGCANATGACC 

ACAGTACCTGCCCG 

>Sequence 3610 

CCGGGCAGGTACAATCTGGAGCTGGCCTTTCATCATCATCTCTGCAAGAC 

TCATCGCCAAAGCATCCTGGCAAAGCTGCCACCCAAGGGGAAGCTTCGGA 

GCCTGTGTAGCCAGCATGTGGAAAGGCTGCAGATCTTCCAGCACCTCCAC 

CCCATCGTGGTCCAAGCCGCTTTCCCTCCACTCTACAAGGAGCTCTTCAG 

CACTGAAACCGAGTCACCTGTGGGGCTGTCCAAGTGACCTGGAAGAGGGA 

CTCCTTGCCTCTCCCTATGGCCTGCTGGCCCACCTCCCTGGACCCCGTTC 

CACCCTCACCCTTTTCCTTTCCCATGAACCCTGGAGGGTGGTCCCCACCA 

GCTC 

>Sequence 36 1 1 

CCGGGCAGGTACATGACGTTGCTTACAAGTTTGACGTAGGACAATTAATC 

CTTTTCAAACACTTCTAATTTAGATTAAATCACTGACCAGCATTAACAAA 

GAAACTCTATAATAATAGGGTTCCCTCCTGGCACCCAAAACTGCCAGGAG 

AAGCTCCTGCCATCTGCAAACCTGAACTGCAATAAGCAGGTTGGAAAAGG 

ATCAAGTGAACGAATGGAAAGTACCT 

>Sequence 3612 

AGGTAC1 1 1 1 1 1 rTTTTTTTTTTTTTTTGGAATACTCAAAAAACATATAT 

TTTGCATTGTCGCCAGGAAAAGGTAAGGGAAAGAGGGACGCTTTCATTGT 

GCCAGCCC TCTGTG CTTGAGCCTCTGGACGCTGTAGAAGATAGAGTAGAG 

GGGTGGTATTTTTTGT^CTGTAAAGAAAGTTTGCCGATGGGGAAACCAA 

GTCTGTCATTCTCTCITTTTCCTGGCNNCTGACCGAGGGGACAAGCACTT 

CTTAGTONAACCCTGTGAATACCGATGCATNCCCGTCAGTCAGCAGCTTT 

GTTTGCGGAACACCAGCTTGCNNAGGCCAGGCACCGTGCTGCAAGGCGTA 

GATATGTTGCTGAACATGACTCCCTTCCAGATGTTCAGGATTTAACAGGA 

>Sequence36!3 

AGGTACGCGGGGAAAGGGCAGCAGGCCGCCTGCCAGGCAGTGTGTGTCAG 

AATCCCACAACTCTCTGGGCCTCCTTAGGCCACAGGGTCTGGACTCTATG 

AACAGTTGGTGCTAGGCATGGGGAAGATAGAAATGTTCCTTGTGGCCTAG 

ATTCAACCAGGAGGCCTCCCTGGAGGAAGTGTCCCCTCTGAAGGTGTGAG 

ACTTCCTGCCTATATCTGTGAGCTGGGGCAGGGGAGAGTGGAGGCTCTGG 

ACTGGCCCAATTTAACTTCATTTACCACACTTTAAGAAATCTTCCCCAGG 

CTGGGAGCAGTGGTTCACACTTGTAATCCCAGCACTTTGGAAGGTCAAGG 

TGGGAGGAT 
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>Sequence 3614 

CCGGGCAGGTACTTCCTGTAATTGACAGCCTTGCCTTGTTCCTCATGGCA 

TCATTCAAGGTCATCTTAAATGAGAGAGGAGGGAAAGAAAGAAAAAGAAA 

TCATACGTTATGGTTTTCAAATGCATCCAGAGGAAAGGCAGGGTTGTTTT 

TGAAAAGTTTACTTCTATCTGAAAGCTTCTAGCAAATGAAAGCAAACAGT 

GCAAAGCTGAACTACAAATAATAAAGCACAATTATGGCAGGAATCTGTCC 

ACATTCACCCAAGCTACTGTGCCATTAAAGAGGAAAATAGACAGTTGAGC 

TGCAGGTTAGTCACCAACTGGGAACATGGAAGAACGTCAACAATACATAC 

AGGATGN 

>Sequence3615 

AGGTACAGCTCCCAGGAATCCCCTTCTCAGGCCTGTTTCAGTTCAAACTG 
GACATATTCCTGGGTTTTCAGATTGAAGAAACAAGATTTTGCTACGATTT 
TTGTTAACCCTCTTITTTGCAGTCTTTTTC 

TGTGTTTGAATCAGTTGCAATrTTGGTTTCTGGCATTTTAGCAGCCTATG 

CTA TACT ATGAGAAATAGATATTTTTTAAAGGCACTTTTTTCAGCAGCTA 

CCATTTTCCTAAAAGTTTTCAATCAGTAGTATTTCCATCAAAATGCTAAT 

TATTGTTGTTGTTGTTGTGATTAAAGACAGGGTCTCCCTCTGTCANCCCG 

GCTGGAG 

> Sequence 3616 

AGGTACriUlUlI'1'lUlTrrnTrUGAGAAGACATCATTACCTGTATATG 

CCCCCTtrTTCTCAGTTCCCTCAATGGACATTGGCATTGATGAGCCCATAA 

GT ACAT GATAAGCCTACAAGGACAATAGTGAGTTTATATTTTTATGTAAT 

GATTTTAGAACATGGGATAATATCCAGAGTGATGGAGGTAAAACTATTCA 

CATTTCCATATTCCAAACTACTTCAAGAATCACTAGAGTGCAGAAGTTAT 

AACTCTAAATGCTGAATGGAGAAATCATCTGTCCCAAGAATTACACCCAT 

ATGACTTTCCAATAAATCTATCTTAAAAGGCCTACCATTTAACAACAACA 

GCA ACAAC AAAACTTTAAAAGAACCCAAATGAAAGTTTTGTATAAGTTGG 

TGTCTTTTTTTCTATACATTTTGAATGACAAAAAGCTGCTGGGAGCTACA 

CTGGCTTTATTTTATTATAAA(XATTCTTATTTTATAAAACAAAGCCTTT 

ACTTCCAGAAAAAAAATTATTGGGAACTAATGAGGGTTAGAATTATATTT 

GGGGGTCCCATATGAACCTAAGAAGAACCCAAGGAATGCAGTTTTATGGA 

CTGTTTAATTGGTTGAAAATTTGGTTTAAGGAATAAAAGAGAAAAGCCAT 

GTACAGTGGTTAAAAAAGGGCAGGGCTATAATAAAAGTTTGGAACATTTT 

AGGTGTTCAAAAAAGGGTTGCTTTCCAAGGAATTTCAGGAAAAGGAATTC 

AAGAATTATTT 

>Sequence 3617 

AGGTACTGTGTCACTTTATGGGGTTGGTGCTTGCCACACTTCTTACAGAA 

AGTCCGGCGGGTTTTAGGGACGTTAACCATGCTTGCGTCCCCGCGTACGC 

GGGGGGGGGAATTGGAGGCTTCTAGGAGGTGGCACGGTGCACGCCAAGAT 

GGCTGTGTCCACAGAGGAGCTGGAGGCCACGGTTCAGGAAGTCCTGGGGA 

GACTGAAGAGCCACCAGTTTTTCCAGTCCACATGGGACACTGGTGCCTTC 

ATTGTTTTCCTCACCTTCATGGGCACCGAGCTGCTCCTGCTGCTGCTGGT 

CGTTGCCCACTGCTGTTGCTGCAGCTCCCCCGGGCCCCGCAGGGAAAGCC 

TCAGGAAGGAAAGACCCAAGGGAGTGGATAACTTGGCCCTGGAACCCTGA 

CCCTGTGTCTACTGCCCGGTGGGTGGAACAAAGCCTTTTGTCTGTCTCAC 

GAATTATAATCATTTTAAAGTACCTGCTCCG 

>Sequence36I8 

AGGTACCATTGAGTTCAACCACATCCTTACTGATTTTCTGCCTGCTACAT 

CTGTCCTGTGCTGACTGAGGGATTTTAAGTCTCCTACTACAGTAGTGGAT 

GCATCTCTTCACGGGTCTATCGTTTrTGGCCTCACGTGTTATGATGCTTT 

GTTGTTAGGTGCATGCACATTAAGTATTGCTCTGTCTTCTTAGATAATTG 

ACCTCTTTATGATTATGAAATGCAGACTGTAATTTAACTGAGATGGTTAG 

AAAAGGCCTTTCAGGGAAGTTGGCCAAACTTCTGGCAAAGCTGATGGGGC 

AAAGGTGAAGGCTGACAATTGCCTGCACCAGAAGCAGCCAAAAGGTCCCA 

TCACAGTGCAGGTCATCACCACCGGAAACCTCAGCCCTGGCTTTGCATTA 

GCCCTAGAATAAGCCAATCCAAGCCTGACCCACAAATCCTGTGAGATCTA 
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GGCCCATCCGTCCTCTTGTCATGATACTTATCTTCCTTCCCTAAGCTCAA 

GCTGCCCTGGAGAGGGCCTACCGTCTCTTCCTCTAACCAGAGAGCTGGTG 

CCTACCTCAAGGCTTACACATTCCCNTCCCTCTACCAAGGATGCAGTTCC 

CC CTGT GCAATGCCTAGTCAACTTGCTCTACAGNCTTGGCTTCCATGCCA 

CCTTTTCCAGGCCGGCTTACCTGAACAACCCATCTAACTTCTAACTGCAT 

ATCCTGGGAATTTCCTCCGAAGAGCCCAACAGGTGAAAGAAATTGCATTA 

TATGGCATTTCCTTGAAGGCCCTGATGG 

>Sequence 3619 

AGGTACrrCCAAGACTGAGATTTGGGTGCTATAGCCTTTTTGCTTTACAG 

GAAAGCAATGGAAAATAGAACAATTTCCTTCAGCGCTGGTTGTAGATCCC 

GCGTACATCCAGGAGCTATGGAGAAAGAAGCAGTCTGATGTCATGCGCTT 

TCTTCTGAGGGTCCGCTGCTGGCAGTACCTGCCCG 

>Sequence 3620 

AGGTACACACAAAGACAAACCTGAACTTAATTTCAAGGAAAACTTAAACC 

CATGCACAAATAATTGGTGAGCCTTCATTTCCCTGACTTCAAGTTTCCAT 

GTGAGGACTCATGCTCTCTCCACTTTCTTCTTGGGAGGAGGGAAGATTTA 

CCTAAT GGGT AAATTTGGGCAAAGCACATTGAGTGTGCTTGTTTGGCTCT 

GAGTCTCTTTGCAAACATGTGTCTGCCCACAGTGACATGAGTTTGCGTTG 

ACTGTCATGTCTGCAGGAAGCTGCCTGCTCCTGTGGCCATGTCAAGCAAT 

TCTTTCTTTCAACTGCAACTGTGTGTAAGAGCTTAGTCTGAGAAGAAATG 

TTCAGAAGCTCACTGTGGCTGCACATCTGAGCCATGTCTTCCCATTAGTT 

GTCATGAGTCAGCAATAAAGCGGGTATGTTGATGTCTATCAATCTAATTC 

CTATGTTCTGAACTCAGGGAAAGAAATATGAGAATCATTTGCAGCCTACC 

TTACCACAGCCCCACCAAGATGGCTTCATAATACTTGGAAAAATGTTTCC 

TACTTCCTTGACTTTTGAACTTTATATTTCTTCAACACAACCCCCATGGT 

AACCAAAGGGAAGGGCTGGAAGAAACTTAAAACAGGCCCGGGGCCGGTGG 

CTCACGCCTGGAATCCCGGCCCTTTGGGAGGCCCAGGCAAGCCTAACCAT 

AGGGTAGGAGAACCAGACCATTCTGGTTAACACAAGGAAACCCCGCTTTT 

TATTAATAAAAACTTACCTCCC 

>Sequence3621 

AGGTACGCGGGGACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCT 

TTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGTGAAGTAGAAGA 

GACAGGGATATCCCAGAAGGTTATGCAAAACATCAAGAGAAGATGAGAGG 

AGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTAGAAAAA 

CATAAGAAGAGAAAAACATTAAAAAATGACAAGGAAGTTAATGGAAGTCA 

GCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCC 

TTGTAAGAAGAGACCAGAGAGCTTGCGCACCTTCTTCCTGCCATATGAGG 

AGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGC 

TAGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAG 

AAGTATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAGC 

AGTCCCAGCCCAGACAGTGCCTCATTTACTACATACCATTTATATTATTA 

TATAGGCTCCTTTCAGAAACCCATGTTCAAATAAGAGATAAGATACTGAA 

GCACATAACACCTTCACTAGGTTTTAGTATACAAATATTGAGAAATGGTT 

GTTATTAACTATCTCATTCCAAAAATGCAGAATCAGGTGGTCCTAATTTT 

ATATATATTGACAAAGGAAGAAACTTACACCATTCCTAATTTAGCTGCCC 

AAGAATGAAAGGATGAAAAAATTT 

>Sequence 3622 

CCGGGCAGGTACCATAAATGTTGTCTCTTAAGAGAATGTCAAGTTTCAGT 

AAATTTACTTTGAACTTCAAAGTAGTGTGCAATAACTTTGATAAATAAGC 

CGATCTTATGAAATTTGAAAGTTACGTTTATAATTATATTATAAAATAAA 

ATGTTGAATTTTCTGTTTTAACTTCCCCGATGTCCCATATTGATTTTATT 

ACATTCACAGATTTTTCTTTTCAAAAGTAAGCTTCACTTGGTTTGACATC 

AGCAGCTTATTTCTTGCAATCTATTTAATTGAGACTTTTCTGCTGTTTAT 

CCTAAAATGCAGATAAATGGCTTTCAGCACACTGTTTATAGTATAATAGC 

TCCTGAAGTGAGTCAGCATTATCAGCTAGAGTCTCCATGTCATAACTAAT 

GGTCTCTCTGCTTATACTTTCCTGCTAGTGAGGAGCCACTGAACTCCACA 
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GAGACAGGAGCCTGGCATAGTTGGGGGTGGGTAGAATAATTTTGATGGGG 

GCCTATAGGATAAGGGTTATTTTCTTTCTTAATGGGGGTAACATGAGAAG 

AGAAATATGTTCTTTATCATGAATTTAACATGGTAAAAAGGGATCTGGAA 

ATAAGAATGGGGGTAATGAAACTTTTAGGATTATAAGATTTTAATTGGGT 

ATT TGCTAATTTC AAAATATTTGCnTCGATATAATAGACCTGAATTTTAT 

AACTTTTTATTTTGGGCTTTTGAATTTGCTAATTCAGAAAGTGCGTATAT 

AGGGAAATGGTTGATTGCAATTCGGTTATTTGGGG 

>Sequence 3623 

AGGTACTTTGTTACAGCAGCCTGAAAGGACTAAGACACCGACCTAGTCTC 

C CTGAT GAAAAAGTTTCTCTCAGACTTCTACCCTTTCCAATGTGGCCAAA 

GCTTTTCATTCCGAAGAAGTTTCCTTTCT^ 

TGGCTTTCCrCGTCTCTGCTTGACGCATGAACCAAAACAGAGGCAGCCAA 

AGCAGGGAAAAAAAAATCCTAGGATCAGAGTCCACTCTATGCC 

> Sequence 3624 

AGGTACGCGGGGGGCCGCTTTCTCTTACTGATAGTAGGATATTTCTGCTT 

TAGTTATTGTCACCTTAAATATATTTTCAATGTTGAAATCCTCACAGCAT 

GCTTGATGAAATCTAGTTTTCAAATTTTCTTAGGTATATTTCTGTCACGT 

TGGCATGATAACAAATGCAATAACCCAAAAGACCCCAAAAGCTAGTGTAA 

TCCCTTTTGCAATCCAAGCATGAGGATTCATCTTCATGTTGACAGTGCGT 

G AATGTTCGGT AGGCTTTGTCAAGCTTGCATACAATAAATTATATATGTC 

CCTTTTCTTTTAGGGTCTCCTGTTAAAGATGGTCTTCTGAAGGCTAACTG 

CGGAATGAAAGTTTCTATTCCAACTAAAGCCTTAGAATTGATGGACATGC 

AAACTITCAAAGCAGAGCCTCCCGAGAAGCCATCTGCCTTCGAGCCTGCC 

ATTGAA ATGC AAAAGTCTGGTCCAAATAAAGCCTTGGGAATTGAAGAATG 

AACAAACTTTGAGAGCAGATGAGATACTCCCATCAGAATCCAAAAAAAGG 

GCTATTAAGAAAGGTCTTTGGATTCTGAGAGTCTTTGTGAGACTGTTTAC 

AGAAGGATGGGTGTTTACCCCAGGTTCACCTTAAAAGGAAATGGTTAAAA 

TAATTGGAAAATTAGAGAAGCTCCTGAAATGAGGGTTTTTTGAAGCTCCC 

TGCGCAAGAAAGTTTTAATTCACTAAGCCCTAAATTGGTGGCATGAAACT 

TTAAAGCAAGCCT 

>Sequence 3625 

CCGGGCAGGTACGCGGGGGAGGAGGTGGATTTGAGAGATACCTCCCCTCC 

TTCTGCTCAGCTGCCITGCAGTAATTAAACTCTTTCTCTGCTGCAACACC 

CCTACTGTTCTCCGTGTATTGCTTTTCTGGGCAGCAGAAAAAAGCTTGGC 

CAGACCACAAGCGGGAATGCAAATGCCTTAAAAGCTGCAAACCCAGATAT 

CCTCCAGACTCCGTTCGACTTCTTGGCAGAGTTGTCTTCAAACTTATGGA 

TGGAGCACCTTCAGAATCAGAGAAGCTTTACTCATTTTATGATCTGGAGT 

CAAATATTAACAAACTGACTGAAGATAAAAAAGAGGGCCTCAGGCAACTC 

GTAATGACATTTTAACATTTCATGAGAGATGAAATACAGGATGCCTCTCA 

GCTGCCACCTGCCTTTGACCTTATTGAAGCCTTTGCAAAAGTGATCTGCA 

ACTCTTTCACCATCTGTAAATGCGGAAATGCAGGAAGTTGGTGTTGGCCT 

ATATCCCAATATATCTTTGCTCAATCACAGCTGTGACCCCAACTGTTCGA 

TTGTGTTCAATGGGCCCCACCTCTTACTGCGAGCAAGCCGAGACATCAAG 

GGGGAGAGGGGCTCACCATTTTGTTCCTGGATATGCTGATGACCAATGAG 

GGGCGCCGGAAGCATTTGAGGGACCAGACCTTCGCCTTTT 

>Sequence 3626 

AGGTACG TGGCGT AGCATTCCATGTTCAGCTTTGACATTTATTTTCTCAT 

ATCAACCCTTTTTACACGTGAAACACAATCTCGCTCTTGAAGTCTTAACT 

GCATGATCTGTGAAACCTGTATTTATATTTCTTCAGTGTATTCTTGTCGT 

GTGTGTCCTAAACAAACCAAAAGAAAACTTTCCAAATCTAAAGTATTCAT 

TCTCCAATTGGAGCAAGAGGAGTCAGTTAGATACTATCACGGCATTCATT 

TGTGGCTGGCTTGTCATATTTACTTATGATTGATAATAAATCTATTTTGC 

TTTTTAGAGCCTCCCGAGAAGCCATCTGCCTTCGAGCCTGCCATTGAAAT 

GCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGAAGAATGAACAAACAT 

TGAGAGCAGGTAAATTTTTTAATGGAACTATGCAAAGACCAATATTTCAA 

TATTGGACATTTTGATGGTCCTTCTATCCCCAATGCTTTATTTTTTTCAA 
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CTTTGATGAAAAGATTTGATCTAGGTAATGCCAATACTGGTATTGATGTT 
TGAAAAAGCTGGTATTACAAGCACAGTAATTTTTCAATATCTT T rTT T T A 
AAA ATGTA GGCrrAATCTCAGATGTTTCTACTTTTGTATCCCGAAACTGG 
AATGTTTTCTATTTTGAACTTCTGGTTTTCnTTAAGGATTCAAGAAGGGG 
AAGGTTG AAACTCCAA I ! rTCTTI I 1 1 AAACTCTCCG AACTTTG ATTTCG 

ATTTCCACGGGTTAACTTTGGGGGACCCCTATCTTTACCTGGAATTACCT 
>Sequence 471 

ACGTACAGGCTGTGATACGTGTGGCGATCGATCTTCTTAGATTCACGGTA 

TCTTCTGAGCAGCCGGCGCAAAATCCTCATTCTCCTCATCCATGTGACCT 

TCTCTGGCATTCGGGCATTGGCTGTACGAATCAAAGCACTTACATGAGGG 

GGCAAAGTCAGAGACAGCfGAGGAGCTGAAGAAGGTGGCTCAGGAGCTGG 

AGGAGAAGCTAAACATTCTCAACAATAATTATAAGATTCTGCCGGCGGGC 

CAAGAACTGTGACCACAGGGCAGGGCACCCACCACCAGAGATATGCCTGG 

CAGGGGCCAGGACAAAATGCAAACTTTTTTTTTTTCTGAGACAGAGTCTT 

GCTCTGTCGCCAAGGTGGAGCTTGCAGTGAGCCGAGATATCGCCACTGCA 

CTCCAGCCTGGGTGACAGAGCGAGACTCCATCTCAAAAAAAGAGAAGACC 

AATATATTGACGGACGAATAAAAAGGAGGCTTGAACGAACCATCCATGAA 

AAGGCCAGGAAAAGAATGAGCTCAAAATGGATAAAGCCCAAGAGTTAGAA 

cagttggatacaggagaagaaacagnggcttcactacagaccx:agcccca 

GGTTTAATGTCCTCCGAAGAATGAAGTCTTTCCCTGCGGATGGACCCCTG 

CCCAGGTTTNCAGCATCCACTCTACCTTGACCTCCTGGGG 

>Sequence 472 

AGGTACAAGCTTACCTTTTAGGGTAGAAAAAGAAAGATCATTTGAAAAAT 

GTATCTAAAATAATCCAGAGAACATAATGTTTGTCTTGGTCTGATAATGA 

TAAGAAGTCAAGGATTGGCAGAGAAAATACTAAACGCCAAGAGTTGAGCC 

TGTGGGTCTCTCCATAAGAGTTTTAAAACTCTTGCCAGTTACCACTTTAT 

CCAATTTGCTATCATTTTCGTATTATCAGCTATCGCCCTGTAAAATATTC 

AAAACTAGCTATTTCTAAAGTAAACATTTTATCTGTTACTTTTAACCAGA 

TAGGTGTCTTTGTCATCCTTCTACTATAAATTGTTCTTTGCCAACCTGTA 

CCTGCCCG 

>Sequence 473 

CCGGCCAGGGCTGGTTTGGGGCACAAGGAAGCCTTAGGGTATGGGGAAAG 

GCTGTTATTACCTAGAGTTTACTCCCAGGCCAGGGGGCTGCCATCTTCTT 

CACAGACATCCCTGAAAGGAAGCCCCTTTGGGGCAGGGAGGTGAGGACTT 

CATCTCAACATCG GCTGGTGGTTGGTAGGGGAGCTTTTTCTTTTCTTTCC 

Mil 1 TlTG i 1 1 1 rGTTTTTGTTTTTGTTTTTGGTAACATGTTAGG AGTC 

AATGTTGCAAAGAGTAGTTTACATCnTCACTTTCTGAAGACACTTGAATT 

TAGGACCGATGTATCTGTGACAAGCATGCCAGAAGTGGCAGGGGCCATCA 

GGGCTAACCACTTCACACCTACCATCGTCCCATGGGGATCCAAGACCTGA 

GATAAAGCAACAGCCTGCCCAGATCCCTCTGTTCATCCTATCCCTTCCAA 

GGTTGGTCCATGCCAACATAACCTCTGGGCATCAGACATCAGCAGGTCTG 

TGTGCCTCAGCCCTGTTAAGGGGCAGGTTTCTCTTTAGCCCTCTTCCTGC 

ACTTGGGAGCAAAGGCACTACCAGTAGAGAAAGGCCATTCAGCCGTGCCC 

CACNCTGGACCCCTGGGGCTCAGATAGAGGTGCTGAGCCCCTGTGTCAAA 

GTTGGTAAATGTTTTTGGTTTGGTCCCTTG 

>Sequence 474 

CCGGGCA GGTA CATTATTTTCAAATATACAAGGATCATTTACCAAGATAA 

ACCATAATTTTGGGCCATAAAACATTTAGGATTGAAAATACAGAGCAAAT 

TCTCTAACCACAATAAATTTAAAAAATCGATAGCCAAAAGATAACTGAAA 

ACTCCCCCAAATGTTTGAAAATTAACACATTTCTAGAAAAGTCATAGATC 

AAAATTAAATTACAAGGGAAATCTGACACTATTTTGAACTACGCGTTCAT 

GAAAACACATCAAAACTTGTGAAATGCAGCTAAAACAGTGCTTGGAGAGA 

GAAAAGTTCTAAAATTACTAATATAAACTTCTACCTTAAAAAAGCTAGAA 

GAAAAGCAAACTCAAAGTAGAAGGAAAGAAATAAAGATAACTGCAGAAAT 

CAATGCGATAGAAAATAAGCAAATAGAGAAAATTAGTAAAACCAAAAGTT 

GCTCCTTTAAATGATCAATAAAAATTACAAACCCCTAACTAAAGCAATGA 
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ACAAAAGAGAAGATATAAATTAACAATATTAAGAACAAAAAGAGACANGT 

GACTATGGCTTTTGGAGCCAT 

>Sequence 475 

CCGGGCAGGGCTGGTTTGGGGCACAAGGAAGCCTTAGGGTATGGGGAAAG 

GCTGTTATTACCTAGAGTTTACTCCCAGGCCAGGGGGCTGCCATCTTCTT 

CACAGACATCCCTGAAAGGAAGCCCCTTTGGGGCAGGGAGGTGAGGACTT 

CATCTCAACATCG GCTGGTGGTTGGTAGGGGAGCTTTTTCTTTTCTTTCC 

TTTITITTGTTTTTGTTTTT^ 

AATGTTGCAAAGAGTAGTTTACATCTTCACTTTCTGAAGACACTTGAATT 

TAGGACCGATGTATCTGTGACAAGCATGCCAGAAGTGGCAGGGGCCATCA 

GGGCTAACCACTTCACACCTACCATCGTCCCATGGGGATCCAAGACCTGA 

GATAAAGCAACAGCCTGCCCAGATCCCTCTGTTCATCCTATCCCTTCCAA 

GGTTGGTCCATGCCAACATAACCTCTGGGCATCAGACATCAGCAGGTCTG 

TGTGCCTCAGCCCTGTTAAGGGGCAGGTTTCTCTTTAGCCCTCTTGCTGC 
A 

>Sequence 476 

aggtactgttctatactattcaggtatctttttatttctgatagtgtt 

attataatagaaagccagccactgcttagctatcatagtcaccattttct 

cactgttaacattaggaaaatcaaggctactatgcttcaggattgtctgg 

ttaaatagtatgggaaaaaaactgaagagtttcacataattacacacgtg 

aaataattaaagcttaaactgaatttgtatttcattttattgtcagatgg 

tggtgttcaccagcctgtatcttgtctgagactgcattcgtatctgagca 

ggttttctatck:ctactgatgtcagtatgtttatactaaccttcatgc 

>Sequence 477 

AGGTACTCAGCAACAACrTAAGTGTTTTATCCTTACGGTCAGCTTTGGTT 

AAAACAGTAACATAACAAAATTAATAGAATCATGCATCGCAGGTGATAAA 

TGATTCAAAATGACAGGAAATCAATTTAATTAAGAAATAGCAACACTTAA 

AAAATGCATAGGGTTGAGCACCCGTATTATTGAGGGTGGATAATTTAAAT 

GTATAGAAGAAAI'CAGTTCAGAGTTTAATGATTGAATAACATTCTCTTTA 

GCAACTATGAGTGTGAAATTTTGGTTAATGATACCGAAAATATTAGGTTA 

TAGGAAGTTACAGTATTACATAAGGTGAGCAAAATAATCTAATCCAATTA 

ATATAACGCCATCTGGGGGCTTGCCAGACAGTCACAGTGGCAAACTGCTG 

AAATATGAAAGGCTGCATCATATGTGATACATATTCCCACTGCTAATACA 

ATGGTGCCACACAATTAGGTGTATTCTGGCATGGGCCATCTTCATATTGT 

GAGGGAAACnTGCTGGAATGGAACAGATGATTGGGAACTGGGCAAGTTC 

TATTCTTGCAGTAGACTAAGATAACC 

>Sequence 478 

CCGGGCAGGTACATTCCAGGCAAAAACAGGGATCTCAAGGGGGGCAAGAA 

GAACATTCTGGATAGCAAGCCCACTGCAAACAAGAAGTGCGACCTGATCA 

GCATCCCCAAGAAAACCACAGACACGGCCAGTGTGCAAAATGAAGCCAAG 

TTGGATGAGATTTTAAAAGAGATCAAATCTATAAAAGACACAATCTGCAA 

TCAAGATGAGCGTATTTCCAAGTTAGAACAGCAGATGGCAAAGATAGCAG 

CCTGAAGGTCCCACCCCCACCCCTACAGAAAAAATGGGAGCAAGAACTTG 

TGCTTGGGAGCTGGTTATTGGTGTGGTCCTAGGGAGGGCGGAAAGGGAGG 

CACTGCCATTTGGAGACATTCCATTTCAGATTTGTCAACCAGCGATAGGC 

CACATrCCAGTAAGAACTCAATTTGTCTCCCAAATTTGCAGAAACAAAAC 

GTGATTTAAAAGCTGAGCTTTTTATCAGAAAGCTTTTTTGATGTTTTAAG 

TGTTATGTGAC TTGTT GAACTITITAAAAAGTGCTACTTTTAAAATCCCA 

GATACTCTGAATTTTAGAAAACAAACTAATTCTGATTGTGTCGAGCCCAA 

GTACCT 

>Sequence 479 

AGGTACCAGAAACCCACCTCACCCCGGCTCACATCTAAAGGGGCGGGGCC 

GTGGTCTGGTTCTGACTTTGTGTTTTTGTGCCCTCCTGGGGACCAGAATC 

TCCTTTCGGAATGAATGTTCATGGAAGAGGCTCCTCTGAGGGCAAGAGAC 

CTGTTTTAGTGCTGCATTCGACATGGAAAAGTCCTTTTAACCTGTGCTTG 

CATGCTCCTTTCCTTCTCCTCCTCACAATCCATCTCTTtTTAAGTTGACA 
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GTGACTATGTCAGTCTAATCTCTTGTTTGCCAGGGTTCCTAAATTAATTC 

ACTTAACCATGATGCAAATGTTTTTCATTTTGTGAAGACCCTCCAGACTC 

TGGGAGAGGCTGGTGTGGGCAAAGACAAGCACGATAGTGGAGTGAGAAAG 

GTAGGGTGTAGGGTGAGGGCCAATCAAGTCCAGCAAAAGTCAGTAAGGAC 

ATTG CAGAAG CTGAAAGGCCAATACCCAGACACAAGCTGATGCTTCTGAG 

AAAGT TTT 1 "1CTAGTATTTACAGAACCCA AGGGACAG AG AG AA ATG AGAT 

TGCAAAAGTGATTAACTTGCCCGTG 

>Sequcnce 480 

AGGTACAGGTT GAAC ATTCCGTTCCAACAATCCAAAACCCCAAATGCTCC 

AAAATCTTAAACTTTGAGTTCCAGCATTCCGTCAGAAGTGGAAAATTTTA 

CACCTGACCTCATTTGACAGGTGGCAGTTACAGTGCAATCAAAACTTTGT 

TCCATGCCCAAGATTATTAAAAATATTGGATAAAATTACCTTCAAGCTAT 

GTTGTATAAGGTGTATATAAAACAAATGAATTTTGTGTTTAGACTTGGGT 

CTACTCCCAAGATACCTCATTATATATATACAAAAATCCCCAAATCCAAA 

AACATTTGAAACACTTCTGGTCCCACACATTTTGGATAAGGGATATTTGA 

CCTATATCTAATTATATAATAAGAAAAATGTATTTTCT 1 VI 1 nTTTTTT 

TTGAGATGGAGTTTCACTCTTGTTGTCGCCCAGGCTGCAATGGCACAATC 

TTGGCTTACTACAACCTCCGCCTCCCTAGTTCAAGGGATTCTCCTGCCTC 

AGCC TC CCAGGT AGCTGGGATTACAGGCATGTGCCACCATGCCTGGCTAA 

TTTTGTA I " IT1TAGTAG AGACGGGGTTTCGCCATGTTGGTCAGACTGGTC 

TTGAACTCCTGACCTCAGGTGATCCGGCCGGCTTAAGCTTCCAAAGTGCT 

GGGATTTCAGGTGTGAGCCAC 

>Sequence 481 

CCGGGCAGGTGGCAGCTCTGGCCCTGCTCTTTGCCATCCACAGCTACAAG 

CCAGCCCCCTTCTTCGTCCTGGATGAGATTGATGCTGCCTTGGATAACAC 

CAACATTGGCAAGGTGGCAAATTACATCAAGGAGCAGTCGACTTGCAACT 

TCCAGGCCATCGTCATCTCTCTCAAGGAGGAGTTCTACACCAAGGCCGAG 

AGCCTCATTGGAGTCTATCCTGAGCAAGGGGACTGTGTGATCAGCAAAGT 

CCTGACCTTCGACCTCACCAAATTTCCTGTTAATCGAAATTTAACCCGAA 

AGGCTGGATACC TTAA TGCTAGGAATAAAACAGGCTTGGTGTCATCTACC 

TCKjGACAGACAGTTTTACTTCACGCAGGGTGGAAATTTAATGAGTCAGGC 

CCGTGGGGATGTAGCAGGAGGCCTGGCCATGGACATAGACAACTGTTCAG 

TGATGGCTGTGGACTGTGAAGACAGACGATATTGTTTTCAGATCACCTCT 

TTCGATGGAAAAAAATCTTCAATTTTGCAAGCAGAGAGTAAAAAAGATCA 

TGAAGAGTGGATCTGTACCT 

>Sequence 482 

CCGGGCAGGTACAGAAGAGAGATGACGCCTCCGGCTGGGGAGGGAGGGGC 

TGGCGCCTCTGAGAGAGCCCATTTATTATCAGGGTCACGGCCAAGACCGT 

GGGCTTGGTTTCTAGGTAGGTGGACTTTGAGGGGCAAAGACAACCCACTT ' 

TTCCTGCCCCCTACCCCCGGCTCTTAGAGACCATTTAAATCCATATCCAA 

AGTATATCCAGAGCCACCTGGGACCATCAGGCCTCTGGCTAGTCTTTCTG 

GGCCAAACCTGTCCTCCACCCTGAGGACCCTCAGGGAACCAGGAAGGTGA 

GGGGCTGGCTCCGCCCCACCTGTAGCACAAGAGCTGGCCCAGGAGGAGGC 

TGAAGATGTGTTTCTAGTTCCTGCATGCTGCTTTGTTGTGTGACCTCGGA 

CATGTCACCTCCAGCCTTCTTCACCCACCTCACCTATCAACTAGGGCTAG 

TAATTGCCTGTGGTGGGTGGGCTGGGGQGCTCTGATGCCAAAATGCAGGT 

AGAAGACACACTGTGAGAGGCAAACGTCTTCACTCATCCTGCAGGGAAAG 

GCCAAGTGAGCATCTGGGACCCATTCGAGCTGAATGACCCCCACCCCTTC 

ATCTGTGTCTATGGAGGGCAGTGCGTGTCCTCATCCTGGCGAGAAGAGGA 

ATCTGATCCAAAGCCCT 

>Sequence 483 

CCGGGCAGGTACGCAAGCCTCTTCTCTCCCTTGATGTGGTAGCTACAGGC 

AGTTACATTCCTTTGCTGCTTGTGAGAAGCTTACATTTTGGCATTTTCTT 

CCAAAAATTACCACGTTGACCAAAGTAAACATTACAAGAATATGAACTTG 

TTATTGGGGGAAAGGGGAAGTGAAGCAATCTGTAGAAAATATTTAACTGA 

AATTACAAACATAAGGACAAGCCTTTAAAGCAAATTATACAGGCATTTTT 
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GTCCTCTCTCTGGTCCCTGCAGTTAATTAACAGGGCCACAGATAATCTGA 

CATCTTTAGATAAAACAACTACACACCTATATTACTTAAGTTAAAGCCAG 

TAAGTTCAAAAAAAGCAATTACAACCATTTGACATGTTTGTATTTTTCAT 

CTCTAACTCCTGATTTCCTAAATTACATTCAGTCATACAAACATGGGTGA 

ACAACAGCAAATGGGATCTGACTCTGGGATGTTTACTTCTTGGGATTAAA 

ATTCCCAAACACTTTGGTGTCTCTTTCTTGTGAATCTATACAACATTTCC 

AATAAATGTTTAATAATGATTTTTTAAAAGATATTGCCAAAAATGGCTCA 

GATTTAAGATGAAATAAAAACATAGCANACAAGCTATGGAAAAGTAGCCT 

ACATTTTGGGGCCCTGCAA 

>Sequence 484 

CCGGGCAGGTGGCCTGTTCACTTTCTCTTACTCACTGTCTATTCACTTGT 

CCTGTTCACTCGTCTGGAAGATCTCAGCCAGCACCATGACTGACAATGAG 

CTGTCTGCCTTGGTAGTGGATAATGGGTCAGGGATGTGCAAGGCAGGCTT 

TGGTGGTGACGATGCCCCCCGGGCTGTGTTCCCCTCCATGATAGGGCGTC 

CTCGACACCAGGGCGTTATGGTAGGCATGGGCCAGAAGGACTGCTACGTG 

GGAGATGAGGCTCAGAGCAAGAGAGGCGTCCTGACCCTGAAGTATCCTAT 

CGAGCATGGAGTGGTCACCAACTGGGACGATATGGAAAAGATCTGGTACC 

T 

>Sequence 485 

AGGTGGACAAGAAACACGTATGGCTAGGAGAAACTATCAATGCTGGCAGC 

CAGTTTGAATATAATGTGGAAGGAGTGACTTACAAGGAAATGGCTACCCA 

ACTTGCCTTCATGCGCCTGCTGGCCAACTATGCCTCTCAGAACATCACCT 

ACCACTGCAAGAACAGCATTGCATACATGGATGAGGAGACTGGCAACCTG 

AAAAAGGCTGTCATTCTACAGGGCTCTAATGATGTTGAACTTGTTGCTGA 

GGGCAACAGCAGGTTCACTTACACTGTTCTTGTAGATGGCTGCTCTAAAA 

AGACAAATGAATGGGGAAAGACAATCATTGAATACAAAACAAATAAGCCA 

TCACGCCTGCCCTTACTTGATATTGCACCTTTGGACATCGGGGGTGCTGA 

CCAGGAATTCTTTGTGGACATTGGCCCATTCTGGTTCAAATAAATGAACT 

CAATCTAAATTAAAAAAGAAAGAAATTTGAAAAAACTTTCTCTTTGCCCA 

TCCCTCGTCTTCATTTTTAACTGAAAGCGGAAACCTTTCATTCTTTTGGA 

CATCAAATTGTG 

>Sequence 486 

AGGTGCTGACACACATCTACATACATAGTCCCACTTAGGTGTTGATATTT 

CTTTAAAAAAAAAAACAGGGGCTCGCAAACAATAAGACATCACAAATAAT 

ACAGCCGAACCACAGTGCCAAGAAATGCCAAGACCAATATGCTGCTGAGA 

CAACTGGTTGAAATGTCACAAAACAGCTATTCACTATGTATTGACATATT 

CTTGTAGATACTGAGGTGAAGGTAAACCAACAGGAAGAGATTACTCCTTG 

TAACTGGGCTCTGGTTTAAGGG ATCTTTTACATC H ' H ' 1 GTA ACCCATAC 

CTTTTTATAAAAAAAGTATCAACTACATGGTACTGAGGGAAAATAGGACC 

TGCCCGGGCGGCCCGAGTACCCTACAAAAGTTTTCTGCAAGTAAAAATGC 

TAAAAAAGGCCCACATGGAACAGTGCCCCGCAATGAATACAGTTAATTTC 

AGGGGCCACCCCACCTTAAAGACCCAAGTTTTAAATATTTTTCCCCACCG 

GAAAAAAAAAAACTGTTTAGAAACCTAAGTAAAAATTTAATTCCACTTTA 

AAAAGGACCTCCCCGG 

>Scquencc 487 

AGGTGAGACAGGCAGCTCGGATTCAACTACCTTAGATAATATTTCTGAAA 

ACCTACCAGCCGGAGGGTAGGGCGCAAAGATGGATGTAATGCACTTTGGG 

AGGCCAAGGCGGGAGGATTGCTTGAGCCCAGGAGTTCAAGACCAGCCTGG 

GCAACATACCAAGACCCCCGTCTCTTTAAAAATATATATATTTTAAATAT 

ACTTAAATATATATTTCTAATATCTTTAAATATATATATATATTTTAAAG 

ACCAATTTATGGGAGAATTGCACACAGATGTGAAATGAATGTAATCTAAT 

AGAAGCCTAATCAGCCCACCATGTTCTCCACTGAAAAATCCTCTTTCTTT 

GGGGTTTTTCTTTCTTTCTTTTTTGATTTTGCACTGGACGGTGACGTCAG 

CC ATGT ACCTGC CCG 

>Sequence 488 

CCGGGCAGGTACCAAGCAAGAAGCTGGGGGGCTCCATGTTCACTGCCAAC 
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CCATCGATCTGTATATCAGGAGAATTGGGTGAGACGCAGATCATGCAGAT 

TCCCAGGAATGTGCTAGAGATGACCTTCGAGTGCCAGAACTTGGGGAAGC 

TTACTACTGTCCAGATTGGCCATGATAACTCTGGGCTGTATGCCAAATGG 

CTGGTGGAGTATGTGATGGTCAGGAATGAGATCACAGGACATACCTACAA 

GTTCCCGTGTGGCCGGTGGTTAGGGAAGGGCATGGATGATGGAAGCCTGG 

AGCGGATCCTAGTTGGGGAGCTGCTCACATCCCAGCCTGAGGTGGATGAG 

AGGCCATGCCGGACCCCGCCGCTGCAGCAGTCCCCCAGTGTCATCCGGAG 

GCTTTGTACCATTTCACCCAACAACAAGCCCAAGCTGAACACTGGGCAGA 

TCCCGGAGTCCATCGGGGAGGCAGTCAATGGCATTGTGAAGCACTTTCAT 

AAGCCTGAGAAAGAGCAGGCAGTCCGACCCTGTTGCTTTGTGGAGAGGGT 

GGGCTTGTCTAG 

>Sequence 489 

CCGGGCAGGTACAAGGTAGTGGAATTATTTCTTATATTGCTTTTTCCAAA 

AAGTAAAAACCAAAAATGTGGGCCGGGTGTGGTGGCTCATGCCTGTAATC 

CCAGCACTTTGGGAGGCTGAGGCAGGCGAATCACAAGGCCAGGAGTTCAA 

GACCAGCCTGGCCAACACAGTGAAACCCCGCCTTTACTAAAAATACAAAA 

TTAGCCAGATGTGGTGGCGCACACCTGTAATCCCAGCTACTCAGGAAGCT 

GAGGCAGGAAAATCGCTTGAACCTGGGAGGTGGAAGTTGCAGTGAGCCGA 

GATCGCACCACTGCACTCCAGCCTGGGTGACAAGAGCGAAACTCCATCTT 

AAAAAAAAAAAAAACCCAAGTGGAACACTAAAAATTCCCTATAGATATAT 

TTCAGGAAATATTTTAATTGGGGCTGATTTTAATTAGGCTGGATCATTGA 

TGATTACTGGATTCGATTTATGGCTTTGGATTTTAAACACTTGGGTTAAT 

TAACCCCTGGCAAATCCATTTGG 

>Sequence 490 

CCGGGCAGGTACCAACATTTATTAATCCTCACAACACCCCTGTGAGGTAG 

GTCAGTTTGGGCTTTAGAGTCGAGAACTGAGGCAGAGGTCAAGCAAACCT 

GCCCTGGGCCACAGAGCACCAGATGAAGGGCCTAGACCTGGATCCAGAAG 

C TAGGG CTCTCGGTCCAGCATTCATCCACTGGTGGACATGACATGGGCTT 

A I TTI l ACCAGCGAAGGTTACGTGAAGGACAAAACGCACTCAGCCAGCAA 

CGGAAACTCAACAGTTCAAACAGCACTGGGGAACATGTCAGTTAAAGAGA 

CGAAACGCTGACCAGCTCATGAATGAGGCAAGACAACATGCGGCTGAGGA 

AGTGTGGAATCATCACGACTGGGGATTAGACCAAGAACGGGCGCTCAGAG 

GGTTCAGGAAAATGTAAACAAACTAGGAACCCAGTCAGGGGGGGCAGGCC 

CAAATGCCTACCGGCTTCAAATGGGAGGAAAATTTGGAAAAGATGTGGGA 

AAATCAACCACGCG 

>Sequence 491 

AGGTACTAGTAACATGGTGTGTATGATACACTAAAAAGTAAATGGACAAG 

AAGTAAAATGCCAGTGAGATTATGCTGGGTCAGATCCAAAGCCAGCACGG 

CACCGGGTTTCTTGCCTAAGGTCCATGGTGACCACTCCTTGGCTATTGCC 

AATGTTCACTCAAGGCCCAAGCACTCTTTATTCAGCTGGTGGCAAATCCA 

GCCAGGCTTGTGTTTTTCCCTTCAGTATGACGAGCTCCCCCTAAGCCCAA 

GACAAGTCCTAAAATGTCATCTGGGAGCCAGGACCTGGAATCAGGATCCT 

TAGGAATTTACTTGG TGCTG TATTCTACTATGGCTGAGCTGGCAATCAAA 

GTGCAAGATTAAGCCCTTTATTTTCTTTGGTCTCCTTTCCTCAAGCAGAT 

GGATGCTTTTCCTGGGGTCACCGACACCCCCAGCCTTGAGGCAAGTACCT 

GCCCGGGGCGGCCGTTTAAAACTGGGGGATCCCCCCGGCCTGAAGGAATT 

TGATTTAAAGCTATTGGATC 

>Sequence 492 

GCGGGCTAAACGCGGTGTGGGACTTGTGGGCCAAGCAGGAGGGAAAGCCT 
GTCTGGAAGTTACGTGTGGACATGGGGGCCAGGACGCTGGTATCCTGCAT 
AGATTTCAGGTACCT 
> Sequence 493 

CCGGGCAGGTTTTGTGGGGTGCAGTGAATGAAACTAAAGAGTTGTTGCAC 
C TGAAAAAGACACC AGTGATTGGGTATTGGGTAGTCGATTGGAGACTTTG 
ATI 1 1 1 1 1 1 1 "1 ' I ' 1 1TCAC ATGGG AA AGTCTTAG ATTCCAGTAG ATGG A AT 
TGCAATCCTTTGCAGTTrGTTCTCATTACAGATAATCAACATTTCTTTTG 
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TATAATTCAATACATGATCAAGTTAATTGGTAAATTTTTATTGAAATTTA 

AAACTTGCATTTTTATATATGTGTATGTGTACCT 

>Sequence494 

AGGTACAACTTGAATGATATTTTGACCACATCCATXjCAGGGTGCTAACAC 

TGTGACATCGGGGACTGATATCAGGTCAGCTCTCTGCCTGACTCATTATG 

CATCACTATATCTCATCAATATGAATCATATTGATACTGAAGGCGCTGAA 

ACAAATGAAGCAGGCGTTTATATATTAACTGTGTGTGGAGTGCGTATAGA 

ACATGGGCTCACATTCACTAATATTATGTGTATGCATACACATGCACAAA 

ACCTTTTGGGGGTGAAAGCACAAGAAAAACACGGCATCCTGATCTAGTAC 

ATAAAAGAGAATGCAGAAATATTTGAAAAAGGAAAGACCTGGAGTTTAAA 

GCCATAAAAGCAAGTTATTATTCAAATAGTCTGGAAAATCAAGGTTGATT 

TAATTTGTATTGCACCTTAATTATTGGAGAAAGACAATACTGACTTCTGA 

ACACAGAATGAAATGAGCCATGTGAAAGACTGGTCCTTCATAGACAAGTC 

TTATGTGGAATCTGGGGG 

>Sequence 495 

AGGTACTTTACCCTTCAACGGGACAAGAAACTGCACCAGAAGTCAACTTC 

ACATTTGAAGGAAAAACGGGAAAGGGTCCAGATGAAGAAGACAACACATT 

TTATCAAAGACTTAAGTCCATGAAGGAACCGTCTGAAGCACAAAATATTC 

CAGACAATTTTGGAAATGTATCTCCAGAAATGACGCTCGTTCTACATTTA 

GCCTGGGTTGCCTGTGGTTATATAATATGGCAAAATTCTACTGAAGACAC 

ATGGTATAAAATGGTTAAAATTCAAACTGTCAAGCAAGTGCAAAGAAATG 

ATGACTTTATTGAATTAGACTACACCATTCTACTTCATAATATAGCATCT 

CAGGAGAATATTCCCTGGCAAATGCAAGTTCTTTGGCCTCCACAATACGG 

CACTAAAGTAAAACATAATACCCGTCTGCCAAAGGAAGTACTTGCGGACA 

GTGGGCGTTGCTGATCTGGGGGAAAAACGCCTTGACCACCAAAAAGAAAG 

CCGGGGCAGGAAGGCCACCACCCCGATGGCACTGCCATAACGG 

>Sequence 496 

AGGTACTGTTCTACCAACAGCTCTGATTTGGTGAGTGCATTTTCTACGCC 

ACTGCTCACGAGCTGCATCATCCGACTCCCCAAGACTGTGTTAATGCTGC 

CACTGACCACAGACTTGGTCTTCTCCACACTGCCAGTCACTGCCCCTTTG 

GTCTTGTCCATCACCCCTGTGATCGTGCTGGCCACAGAATCCTTGGCCCC 

AGTCACAGTAGTCGTCACAGCATCTTTTGCCCCAGTCACAGCGCCTTTGG 

CATTGGCAACAATCTGAGTTGATGGCTGATTCAGAATAGGCAGTCTCTCC 

TCAATCCTGTCTTAGCCCCTTACAGGCATAGGTATTGGCAACTGCAATTT 

GCGGCTCTAGCTTCTGGATGATGGGCAGAGCACTGGTCATGGCCACGGAG 

GTGATGGTCTTCACACCGTTCTCTGCCATCTTACACACAGACTTCAAGTA 

GGGATACTGGTCCTTTGTACCTGCCCC 

>Sequence 497 

AGGTACTTT TCTA CCTTAAAAAAATCAGTGAGGATATTTATTTAATGAAC 

ATCAATTCCTTTTAAATTTTCTTAGAGAAATTGCTCTGTGGCTCAGTTTT 

ACCACCCATAAAGCGGAGACAGTAATTTATGGTTATCCTTTCTGACCCAC 

AAAGTATGAAAAGTTCTGTAATTTGTAAACTCAGTTCTGTAATCTGTATT 

ATTGAGATGATTAATATAAAGTTGTATTTTCACTGAAATGATTGTTTTGC 

TGGTTATGCTTGGTGATATTTTAGCCKjGCTTATTTTTGAAAGGCATCTGT 

TACTTCAGTGGCATAAAGTGCCCTCACACTGCTGTGCATGCCTTACCACC 

ATTCATCTTCAGAATTTGTTCTTAGTCCCAAACTGAAACTATACCATTTA 

AACAACA GCGCTCCCC ATTTTCTCCTCCCCCCAGCCCATGACATCTCCTT 

AATATTAATTTTTTTTGAGACAGGGGGGTTTCTTTGTTGCCCAAGCTTGA 

GTGCGGTGGTGTTAAATCTTGTTAACTGTGGCTTTCACTTCCGGGTTCAA 

>Sequence 498 

CCGGGCAGGTACAGTTAATCATTTTGACTGTGTCAGTAATATAATCAGAA 

TACTGTAACGGTAAGAGAAAAAGACTTTTTTTTTTTTTGAGACTGGGTCT 

CGCTCTGTCGCCCAAGCTGGAATGCAGTGGCGCAATCACACCTCACTGCA 

GCCTCAACCTCCTGGGCTCAAGGATCCTCTAGCCTCAGCCTCCTGAGTAG 

CTGGAACTACATGCATGCACCACCACACTCAGCTAA 1 1 1 r TTTTA AATTT 

ATTTTTAGTAGAGACAGGGTCTCACTATGTTGCCTAGGCTAGTCTTGAAC 
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TCCTGGGCTCAAGTGATCCTCCTGCCTCAGCCTCCCAAAGTGCTGCGATT 

ACAAGCGTGAGCCACCGCCTGGCCCCAAAAATACCTTGGTTTTAATCAAT 

CCCATTCAGCAATAATGAAAATGCTCTATGTACCTCGGCCGGTCTAGAAC 

TAGGGGATCCCCCGGGGCTGGAGGATTTGATTTCAACTTTTTCTTTCCGT 

CCACCTGAGGGGGTGGCCGGTACCCG 

>Sequence 499 

AGGTACTACCTGGGGGGGTTTGCTTTCCTGCCTTTTCTCTGGTTGGTCAA 

CATCTTCTGGTTCTTCCGAGAGGCCTTCCTTGTCCCAGCCTACACAGAAC 

AGAGCCAAATCAAAGGCTAGCTGGAGATGGCCAAAGCCCGGAACCAACTG 

GATGCTGTCTTGCAGTGTCTGCTGGAGAAGAGTCACATGGACAGGGAGCG 

TCTGGATGAGGAAGCTGGGAAAACACCCTCAGACACCCACAATAAGGACT 

GCTCCATCGCAGCCACTGGCAAAAGGCCATCTGCCCGCTTCCCXCACCAG 

CGGAGGAAGAAGAGGAGGGAGATGGATGATGGGCTGGCTGAGGGAGGGCC 

GCAGCGATCCAACACATATGTGATCAAGCTGTTCGACCGGAGCGTGGACT 

TGGCCCAGTTCAGCGAGAACACGCCACTGTACCTGCCCG 

>Sequence 500 

AGGTACAGAGCTCAGACCCGGGGAGACCCTCAGCGTCAACTTCCTCCTGC 

GAATGGACCGCGCCCACGAGGCCGAGATCCGCTACTACACCTACCTGATC 

ATGAACAAGGGCAGGCTGTTGAAGGCCGGACGCCAGGTGCGAGAGCCCGG 

CCAGGACCTGGTGGTGCTGCCCCTGTCCATCACCACCGACTTCATCCCTT 

CCTTCCGCCTGGTGGCGTACCTGCCCGGGCGGCCGAGGTACTTACTACCA 

CTGCTGCATGAGTATAATGCTCCGGAATTATCAGAAAGCATAATGCACAA 

ATACGAATTAGTGGAACTTAATCATGTGCCATATAAGCTTACCTAACAAA 

CAGTTATATCCCTATTCCTCAACTGAATGTCTTTCAATAAATAAGAATTT 

ATCATTTATT TTCTG CAACTTTTTTATGTCTCATTCTTTAAACA 

ACCCTTAATATTTTAACAAAAATTTCTTGATTAGAGGCACAGTGAAAAAG 

AAGTCAAAAAAAAAAGTTCTACTTTTCATCAATGCTATAAAGGTGGGCGG 

AAATGTAAT 

>Sequence 50 1 

AGGTACGTGTGGCTTGGTCACTTCGTGGCTAAGGTAAGAACGTGCTTGTG 

GAAGACAAGTCTGTGGGTTGGTGAGTCTGTGTGGCCAGCAGCCTCTGATC 

TGTGCAGGGTATTAACGTGTCAGGGCTGAGTGTTCTGGGATTTCTCTAGA 

GGCTGGCAAGAACCAATTGTTTTGTCTTGCGGGTCTGTCAGGGTTGGAAA 

GTCCAAGCCGTAGGACCCAGTTTCCTTTCTTAGCTGATGTCTTTGGCCAG 

AACACCGTGGGCTGTTACTTGTTTTGAGTTGGAAGCGGGTTGCATTTACC 

CCTGTAAATGTATTCATTCTTAATTTAAGGAAGGGTTTTTTTTGTACCTT 

GCCG 

>Sequence 502 

AGGTACATGAACATACACACACACACACACACACACACACACACAGAGGC 

CAATTTCCAGTGAGGAACAGGCTCCACAGAAGAAGCTGATAGGCAGGGGG 

GATCAAACGCTGCTCCCCTGCTCACCGATCTACTTCTCCAAATACAATAT 

CTTGGGTACTTACAACTATAAAAAGATACAATAACTCTACCAATTATAAA 

TAATGTAGCATTTCATATTAAAGACATTATCGTACCTGCCCG 

>Sequence 503 

AGGTACTGTTCCTCACGGCAGTCAAGAGGCCCAGGCTCTGTGGGCTCCAG 

CTCTGCATTTCCTGGTTCTGGGGTTGGGGCTGGGATGACTTCCTGTTGGA 

CTTGCTGCTGGGACTGGAACTGGAACTGTTCCTCGGAGGGCCGAGGAGTC 

ACCTCTGCAGCCAGGGGAGGATAAGGGGGTCTGCTCCCTCTACCCCTCCC 

AGGGGGTCTCCCCACCCCAGCTGCCGGCCCGTCCTATCCTACCCCTAGCC 

CGTTACCTTGATAATCATAGTAGTCTGGGTTGTCGATCTGGTCGCTATAG 

TGGGTGTACCTGCCCG 

>Sequence 504 

AGGTACATTCAGAATCCCACGAGCAATTCAGATAGACCAGTCACCAGGCC 
TCTAGCTAAAAGAGCACTGAAATACACAGAGGAAAAAGAGACGGAGGGTT 
CTAAGCCAACAAAAACTCCTACCACTACACCACCTGAAACTCAGCAGTCA 
CCTCATCTTAGCCTGAAGGATATCACCAATGTCTCCTTGTATCCTGTTGT 
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GAAAATCAGAAGACTTTCTCTTTCTCCAAAAAAGAATAAAGCAAGCCCAG 

CAGTGGGTCTGCCTAAACGTAGGGGCACAGCCAGCGTGAACTATAAGGAG 

CCCACC CTCGCTTCGAAACTGAGAAGAGGGGACCCTTTTACAGATTTCGG 

TTTTTTGAATTCTCCTATTTTCAAGCAGAAAAAGGATTTGAGACGTTCTA 

AAAAAAGGTTGAAACAAATACAATGAAGGTGTCGCTGGATATTGTTTAAA 

TTCAATCTACACCTCmCTGTTGCTTTAAGAGAGGATCTGTAAAAATAC 

CTGCCCCGTCGGTCCAAGTACATGTTCTT 

>Sequence 505 

A GGTAC ATGTATTTGTCACTTAAAGGTTCTTTCTGTAAACTGCTTCAGAT 

GCTTTTACTATTCAATTTTTAATGCTTAATATCTGTAAAGAACGTTAATA 

TTCCTCTCTATAATCAATCTTTCCCAGTGTAGCCATAAAAATGTATTCCC 

TACT TTTGC TTCAGGAGATCATTATTTGCAAATGCAAAGATTTTTTACTT 

AGACTTTTGAAATCACTCTTAGTAACTTTAACATTGCTTTTAGGTATGAA 

ATTGAAGGCTGTGAAGTGATTTGGGCCATTAAAGATAAAGCTATAGGGAA 

TACTTTCTTCTATGCAAGAGCAGATGAATTCTTGACTTCAAAGCTCATTG 

CTGAAAAATCAGAGGCTAAAATTGCACATAAAAGAACCAGGTATACAACT 

GAAGGGAGGGAAAATGAAGCTTGAAGCCAATCTAAAGCAGATTATGGAGG 

QAGG GCAT TGGGACCAGAATGGCCTGAAGGCTTGAATCTTAAAGAACAAA 

AG AGTTT TCT 1 ATTAG ATTC AGCCTTGAACTATGGTGG AGG 

>Sequence 506 

ccgggcaggtacagagaaggcactgaataaattcacaaaggccgattggt 

tcacccattcttttagagacaacagacacgcaattctgacgaggactcct 

gttactaaaagacacagcctctgatacaagagagatatccctntgactaa 

agcattaccagggtccccagggccccctcccactggggcggtaacactac 

gggtctccccacx:atatattccatgtcaaagtatctacacaaatacagag 

GAAATTAAGCAAGTAAATACCMjTATGTAATTGTTATCATTTGTATTTCTT 

taaggcatatttataaatattttaaagtaaacaatatgagtgagtgcctt 
tcattagctatgatctttcatactgatatattttgactgatctgaataag 
caggttactgtggaagcatataacataaaacagctaatatgattccagtg 
ggtaccttggt 

>Sequence 507 

GCCGGGCAGGTACATAACATTTCAAATATAAGTGGAAGGATCATCAGTAG 

TGTTATCAAAATGCATAGGACAGAGACTTTTTAAGAAAGGATAAAAAATT 

ACACTCAGG ACCCAT AACTCTTCCTCATTATAAGCATATGTAGTGATTCA 

TTCATGCAGGTTTTTATATGTAGATAGGATTITTTTTTCCTTTTCAAGAA 

TTCCATTGTAGCCATGAGATGAAAAATGTATTATGGTAATGGTATAGCTT 

TCTTCTATTTTGCTTTTAGTGTTAGGTTTGCTAAAAGCTTATTTAAAATT 

CCCAATTGACATAATGTGTTTTCAATAAGGAGGACGCTGCCTACTCCGGG 

AAGCGGGGCCCGGTTCCCTGAGCAACCCTTGGTCGGTTTAAAAACAAGTG 

G 

>Sequence 508 

CGCCTCCAGCCGTGTGCCGCTATGGGAGTCCCGGCGTTCTTCCGCTGGCT 

CAGCCGCAAGTACCCGGCCATCATAGTCAACTGCGTGGAAGAGAAGCCAA 

AAGAATGCAATGGTGTAAAGATTCCAGTTGATGCCAGTAAACCTAATCCA 

AATGATGTGGAGTTTGATAATCTGTATTTGGATATGAATGGAATCATCCA 

TCCCTGTACTCATCCTGAAGACAAACCAGCACCAAAAAATGAAGATGAAA 

TGATGGTTGCAATTTTTGAGTACATTGACAGACTTTTCAGTATTGTAAGA 

CCAAGAAGACTTCTCTACATGGCAATAGATGGAGTGGCACCACGTGCTAA 

AATGAACCAGCAGCGTTCAAGGAGGTTCAGGGCATCAAAAGAAGGAATGG 

AAGCCGCAGTCGAGAAGCAGCGAGTCAGGGAAGAAATATTGGCAAAAGGT 

GGGTTTCTTCCTCCAGAGGAAATAAAGAAAGATTTGACAGCAACTGTATT 

ACACCAAGAACTGAATTCATGGACAATCTTGCTAAATGCCTTTGCTATTA 

CG 

>Sequence 509 

CCGGGCAGGTCGCTTGGAACCTTTTGGGGATGTGACAGAGAGGAAGCAGC 
TCCGGGACAAGCTCCAGTGTAAAGACTTCAAGTGGTTCTTGGAGACTGTG 
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TATCCAGAACTGCATGTGCCTGAGGACAGGCCTGGTTTCTTCGGGATGCT 

CCAGAACAAAGGACTAACAGACTACTGCTTTGACTATAACCCTCCCGATG 

AAAACCAGATTGTGGGACACCAGGTCATTCTGTACCTCGGCCGCCCGGGC 

AGGTCi 1111111 I 1 TTTTTTTTTTTTTI 1 rTTCTTTTTTTTTTTCTCCA 

TGGGAAATTTGGCTTTTATTTAAAAAACCAAGAGAATCCATTTTTTTGTA 

AATTACCAACCAGGAATTTATCTGTTTTGGGGCTTCTTCATCTATCTAAA 

GGGTATATTGAGGGACCAGAATTATAGTCATCCTATAGGGAAAAAATTGC 

ATCCAAATTCAAAGTTTAATGAGTAAATCATGACATTTTGCCTTTCTAAA 

AAGACATCAACCGTCTAAAACCTTAGGAGGAGAATTTTTTAGCCCTACAG 

AACTTAAT 

>Sequence5IO 

CCGGGCAGGTACCTAACCTACCTTTAAGACTGGGATAACTATTGGAAACA 

ATAGCTAATACCGGATATAGTTATTTATCGCATGATGAGTAATAGAAAGG 

AGCTTCACAGCTTCACTTAAAAATGGGGGTGCGGAACATTAGTTAGTTGG 

TAGGGTAATGGCCTACCAAGACGATGATGTTTAGCCGGGCCGAGAGGCTG 

TACCT 

>Sequence 51 1 

AGGCACTGCTAGCAATTAATCATATATATAGAAACAGCAGCTATACAGCT 

GACATTACCATTTAATGTTATATGATGAAAGCAAGTCATCTGCATGTGCA 

TCAAGGCCAGTCCTATACAACCTAGCTGTCGAATGCTGATATCTGGATAG 

CATGTCATTCTGAAGCTGGCACATAACTTATCTAAAAAAAAGCAGTCTTT 

GTTGTATGCTTCTTTCCTACAGATGACTTCTAAAAATATATGACGGGTAT 

AAAAAAATTAGCTATACTTGATCATATCAACACTGTAACTGCTGAAATGG 

CATTGTAATGTTTGCnTTTTATTCTGACAGGCCACATGATGCATAGAGCC 

TCTTTCATGTGACTTGAGTCTACTGCTGAAATCTTTATGCTGCGTTGATG 

ATATTATATTGACATACGAAGCTGTATATGTGTATGTATTTTGCGGAGAA 

AGGCATTACACGATGTATGTAGTTTATGACTTGCTAACCTTTCACGATTC 

AGAGAAAGATGAAAGAAGACCATATCTAAATATTACACTTCATCATTGTA 

TGAGAATAAATGCTCAAGTC 

>Scqucnce5l2 

CCGGGCAGGTACAGGTTCAAATGAAATTCAGGTTGTTGCAGGAGACCATG 

TACATCTTGCAGTATGGGCCGGCGAGTTATGTTAATATGCAAGGTTAAGC 

AGAAAAAAGCGGAGCCGTAGGGAAACCGAGTCTGAATAGGGCGACTTTAG 

T ATATTGGCA TATACCCCCCCCCCCCC' mci n 1 1 CTTTC ATTTTAATT 

CnTlTlTl TITCTTTTAAATTCCATTCCTTTTTTAATTATATATATTTT 

CCATTATGTTTTCTTTATAATTACTATATATTATTTTATCTTCCTCATCT 

TTATTATCTTTATTGTGTGTTATTCTTTTTACTACTAATmcm 

TCTCATTTTTATAGATCTATTTATTACCCATTTATTTGTTAGTCATTAAT 

GGTCTATTAAATTTTTTTACGTCCGTTATATC 

TACTTTTTTTCTTAATATTTTCGTTTTTGTTTCT^ 

TTCTTTT cri ' i ' ri ' i ' rrn 'OTGTT rrri ' rri 'CTGTGG 

>Scquence 513 

A GGTG CTAGCACCATCTGCTAGACTTGAAAAATCTACTATGATATCAATT 

ATTTTAGACTTCTTGTTTGCAGTTCATTATTATTTTAAATATGGAATTAT 

TTTATATGAAAAATAGTTGTCCCACAGGTTATTTTTATCTTTAATAGTTA 

TATATGAGAGGAAGGGTCAACAAAACAATATAGATAACACTGGAGTCTCG 

CTGTAGTATACTCATTTGGTTCTGTTAAAAAGAGTTTTGTATTATAGAAT 

GTACCTGCCCG 

>Sequence 514 

AGGTACTCCTTTTTTAAAAACACTGTAAAAGTAACCACACATATGTGAGG 

ACTTACTATTTTAAATGGAATGGAATGAGCTCCATAGATTAGTTTTGAAT 

ATAAAGTATATAAAAGTGCATCAGTGGTTTATATAGGCTTTAAAAACATG 

TTATCTTACAGTCCTTTAAAGCAGCCATAGAGTTTGTATCATTTTTCAAG 

CCAATTTCAGTCAGGGATTTGAATTGTTTGATTATGGATGATAAAGGTGC 

CATATCTTAT TAATA TGAGGCAGTGCTTGTTCCTATGTAATATGATTGAG 

CTGGAATACATTTTCTTTTGGCCCCATGTTAAATTTCATAAAACGTTAAA 
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CAGTGGCCATATATATTGGGAATTCCTGCCAACAGGGGTTGGAATCCCCC 
CGGGGGGAAAATTTTAAGATTTTTTTTAAACAAAAGAGAAGGGGCGCCCC 

c ccccc ccccccn 1 1 1 1 1 1 inn n 111 itcccgcgaaaaaaggggtg 

GTTTTTCCCCCTAACAAAAACTATTATGTCTCTCCATA 
>Sequence515 

AGGTCCTCAGCAAAAATTACAGTGGTTGATGCCTTACATGAAGTACCAGT 

GAACAAAGGGGAAGGTGCCGAGCTATAAACCTCCAGAATATTATTAGTCT 

GCATGGTTAAAAGTAGTCATGGATAACTACATTTCCTGTGGTTGCCTAAT 

AAGTTTCTTTTAATCCAATCCACTAACACTITAGTTATATTCACTGCTTT 

TACACAGAGAAATACAAAATATCGAGCACACATCAAGACTTTCTACAAAA 

ACTTATTATATTTTTACCTGATGAAAGCCATGCGTTTTCCCTTAACTTAT 

TAAAACCTC TTTTT TCCCACACAAAATAATCCTCCTCAAAAACTTTTCCG 

GGGGGGGCCTTTTATAATATTGGGATCCCCCCGGGTGGGGGGGAGGGGCC 

ACA CAATCTC TTTTCTCACCCACCCTCCACGGGGGGGGGCCCCCCCCCAC 

CAATTTTTTTCTTTATGAGTGAAATTAACTCTGCTTTACCATATTAATCT 

TACTTTCTCTCGATGAATATATTCmCATTATTrCCCTTACTTCTCATT 

TATTGTC 

>Sequence516 

CCGGCCAGGTACCAGTGGAGGAAGGCCTTCCGGCGGAACATGGCAGTGAA 

CTGCTCCGAGATGCGCTTGAAGAGCTCCTGGATGGCTGTGCTATTGCCAA 

TGAAGGTGACTGCCATCTTGAGGCCACGAGGTGGGATGTCACAGACTCGG 

TCCTTGTCGCCTGGAAGGCCCCGCGCCGGGAGCGGTCGACCTCGGCCGAG 

GTACCCACCACCACTGTATGATGCTCATGAGCTCTGGCATGCCATGAAGG 

GAGTAGGCAC TGAT GAGAATTGCCTCATTGAAATACTAGCTTCAAGAACA 

AATGGAGAAATTTTCCAGATGCGAGAAGCCTACTGCTTGCAATACAGCAA 

TAACCTTCAAGAGGACATTTATTCAGAGACCTCAAGACACTTCAAAGATA 

CTTTCATGAACTTGGTCCCAGGGGCCCGAGAGGGAGGATATACAGACCCT 

TCGATGGG 

>Sequence5l7 

CCGGGCAGGTACAGCACTGGGCTTTATAAAGACTGCACTGAGAACCACAC 

TGCACAGTCCAGTTTTTTAAAAAGCTGCTACATGACAGACAGGTAATCCC 

ACTGAGTGAGTTTTGAGAAACAAATCAAACGAAGTAAACAAGAAACATAA 

AAACCAAATAGCAAATGAATAAAAGCCTGTTCTTGTAACTTAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACAAAATAAA 

AAATAAATACAAATAGTTTTAAATAACATTTATAAAATTAATATTAAATA 

ATATA TGAAGATTTTGTTTrTTAATTTTTTTG l'l ' 1 IT i'l'l'AGTTTATTAT 

TTTTTATTATAAATTTATATTATATATGTAGNNTTTGGGTGGGGGGGGGG 

CTC TTAAA A A AAAAATTTTTTTTTGGGGCCCCCCC A 1 11 11 1 11 [TTTTC 

GAATTTTTTTTTCCCCCCCTTTATTTTTTTGCCCCCCCCCGTGAGAAAAA 

AAAATGGGGGTGGGGGGAAAAAAAATCTT 

>Sequence5l8 

CCGGGCAGGTACCATCTGAATACCTCTTTGAAAGAAGGAAGACTTTACGT 

AGTGTAGATTTGTTTTGTGTTGTTTGAAAATATTATCTTTGTAATTATTT 

TTAATATGTAAGGAATGCTTGGAATATCTGCTATATGTCAACTTTATGCA 

GCTTCCTTTTGAGGGACAAATTTAAAACAAACAACCCCCCATCACAAACT 

TAAAGGATTGCAAGGGCCAGATCTGTTAAGTGGTTTCATAGGAGACACAT 

CCAGCAATTGTGTGGTCAGTGGCTCTTTTACCCAATAAGATACATCACAG 

TCACATGCTTGATGGTTTATGTTGACCTAAGATTTATTTTGTTAAAATCT 

CTCTCTGTTGTGTTCGTTCTTGGTCTGTTTTGGTTTGTTTTTTAAAGTCT 

TGC TGTGG TCTCTTTGTGGCAGAAGTGTTTCATGCATGGCAGCAGGCCTG 

TTGCTTTTTATGGCGATTCCATTGAAATGTAAGTAATGTCTGTGGCCTTG 

TCTCTTATGGTAAGATATATCACCATGTAAAC 

>Sequence519 

AGGTACACTGTGAAATTAACTGGCATCCTGGTGGGCCCAAGGGTTTTCAG 

GACTGGGGGCCAATGACTCACCCCCTCCTTCCTCCTCCTGATCCCTATCT 

CTAGCTCTTATCACAGATTTTGAACAATTGTCTGTGAGGTTAATGATGGT 
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TTCAGAGGGAAGCCCTTTTCCTCCCTGAGACTGTGTGGGGTTCAGTCAGC 

CTGCTGAAATTGCTTCCACTTATTACCCATCCTTCCTCTTAAAAAAAAAA 

AAAGCCCACCAAGTTAGTATTCTCTGTAGCTCTCAGACAGCTACAAGTGT 

TCCTGGCATATTTACCAAAGTACCTGCCCG 

>Sequence 520 

CCGGGCAGGTACTGGTTTTAGTGTGAATTTACATAGAATAAATTTACTTC 

ACTTTCATGTCATCGACATGAATGACACAAAAGCTACTTCATAATACTAC 

TTTACAATAGTTTTCAACATTTCCATATGGTGCGACCCCTTTGCTCTCAT 

CAATTTTGGGTGTCATGAGAACAATAGGTATCCCGTTGGACATGATGTAT 

TGCGAAGAGCATATAAAGCAGAGGGAAAATGAAAAAGCAAGAGAAACTCA 

TTTCAATGCTTTTTCTAAAAGGTAA 

TGGAAAATATTTTTAAAACAGGTATCAATAGAAAAAATTACAAAACATCA 

TATG AAGCTATAAATAATTTTG AAAA AC ACCT 

>Sequence521 

GCGATTGANNCNNNNOJCTTTTGGAGTCCACGCCGCGCCGGNGCCTCTCT 

CAAGGCTGTACCACCNAAGTGATANCACCACCCAAANGGNNAAAGANGGG 

GGGNACTTTAAAGCGCCGAGCGAGGCAGTTTTTTTTAATTCTTCGNNAAC 

TAAACTCTGGGCTAGACATTAACTTTAAAGATACTATTTCCCCTTATTTA 

AAAGGTATATGATCATAACATGGCACGAGCCAAAGAAAATGTTCAAGGAC 

TTTGCCCCCCTTCCCTGCCCCTTGAACACCTTCTAAAGTTTTAGAGAAAA 

GAAGGAAAGTCCTGAAGTGAAAGCAATTCCTCACATTCATTCTGGAAAGG 

CCCTAAAGTCAAATGGAAAATAATGACATGCCAAGCGCAAAGCAGTAAAG 

ATCCrrCCCAATGCACTAATGCTGAATTTAAAAAGTAGGGCITTTCCTAG 

GCAGCGAACTGGGCCCTGGCAAAAACCTAGGCACAGAATTGACTATAAGG 

AACAAAGCATAAATAGTGCGTCCCTAAAACCCACAGAGGCCGAGAATTCT 

TAAGAGATTCAGACCTATGGACTGGCCN 

>Sequence 522 

AGGTACTGTCCTCGGTAACGGGCCGACTTAATGGGTAGATCAACGCGAAA 

TCCTTGGAAATATATAACAACAGCAAACACAAAAACTGTAGCAATGAGGT 

TTATGAGATTGTGTAAGTTCTGCCGATAAAAAGCCTCCCGTAAAGCTCGG 

ACTTTGTCCGTCCTGGTGGCCAACAAATGGAACAGAGCTATGACTGCACC 

CTCAAACTCAGTACCTGCCCG 

>Sequence 523 

AGGTACTACAGGTTGAGTATTCCTAATCTGGTAATCTGAAATTTCACATG 

CTCCGAAAATCACAAACTTTTTGAGTGCCAACATGATGCTCAAAGAAAAT 

GCTCATTGCAGCATTTAAGATTTCAGATTITTGGGTTAGGAATGTTGAAC 

TGGTATAATGCAAATACTCCAAAATCTGAAGAAATCCAAAGTCTTAAATA 

CTTCTGGTCCCAAGCACTTCAGATAAAGGATACTCAATTTGTATTCCTAT 

TTTGGAGATAAGAGATGGAGACTTACAGGCTGGGTTGGTTGGATTGGTTG 

CCTGTTTTTTGTTGATGTTGTAGTGGAAGCTAGGAATGGTTTTTCACATT 

TTTTAAGTGTACCTGCCCG 

>Sequence 524 

AGGTACCGGCCATTGGTGCCTTGTGTCAGGTCCCAGAGGGCTGCCTCAAT 

GCCAGCAGCAATGCCCTCCACCACCTCCTCACTCAGTACTGGGTCTGGGA 

GCTCCCGAAGGCTGTGGAGGCCAGGGCACAGAGTAAAGCTCCTGGGCTAA 

GCCAGTGGCCAAGCCAGAAAACAATGCTGGGCAGAAAAGGGTTACAAGGC 

AGGTAGTCTGGACACTGGATTCAACAGCTTGCCATCAGCCAGGGAAAGTG 

AAGCTGAGGATGCATATGGAGCAGGGCCAGGAAGATCAGGAGAGCTGAGG 

GAGAACAGGAAAATTGGGAGGAAGGAAGAGGCAGCTTAGCAGCAAACTCC 

AGGAGAAATAACCAGCAGCCCTCACAGATTTGTGATTGTCTCTTAAAAAG 

AATTATTTTCTCTTCTTGCCTGAATGTACCTGCCCG 

>Sequence 525 

CCGAGGTACCACCGATAATGCTATTAGCCCAAACCGTGGGTGTTTTCTAA 
ATATTAATAGGGGGGCTTGATTCAACAAAGCCACAGACTTAACGTTGAAA 
TTTTCTTCAGGAATTTTCTAGTAACCCAGGTCTAAAGTAGCTACAGAAAG 
GGGAATATTATGTGTGATTATTTTTCTTCTTATGCTATATCCCCAAGTTT 
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TTTCAGACTCATTTAAGTAAAGGCTAGAGTGAGTAAGGAATAGAGCCAAA 

TGAGGTAGGTGTCTGAGCCATGAAGTATAAATACTGAAAGAAGTAACTTT 

TATTCAGGAAATAGGGGGAGATTCAAGTCCTATAGAATTCCTAACTCGAA 

AATC TTGACAC CCTTGCTTTTTCAGGATGCACATTTTAATCCGGAGACCA 

GTTTCCnTTTTGGTTTCTTCAAGTTAAGTAAAACCACCCGTTTCr 

CCCCAAATATTAATAAATTTTGCTCCTAAGAGAATTTTTTGCCCTGGGTC 

CA>WCCCCCCCATTCCCGCCTTTAAAACGCGCTCT 

>Sequence 526 

AGGTACTTTTTCCACGACAAATTCTTCAGGCTCTGCCTCTTCAACTTTTT 
TACTCmCCATTCTGTTTTmCCCATTTTTTG 

GAGGCCATTTTTTATTGCAGACTTGAAGAGCTATTATTCACCGCCTCCGA 

GCTGCTCCGACCTGCCCGGGCGGCCGAGGTACTTGTGCCTAGTTTTTCAA 

GGTA TTGGC TGTTCTATAGATGCAGTGATTGTCCCAGCTAGCTCTGTTAC 

CAGCCTTTTGGTGTGTCTTTATGTTCATTTGGAGAGTCAGGCCGAAAGAC 

AGGTGA TGTA GCACTTCTTGTTTTTAATAATAATGGTTTAAAATACCTAA 

TAAAAGTTTTGGGTCATTTAAGGGGGCCTGAGGAAGCTTCCCAGGATTTC 

CGAAGAGTGTCCCACTAACAAGATGGCTTGGCCGATTCCTAAGTTTTGGA 

TTGGGGTCAAAAAAAAAATTGGAAAAGGGGAAAAGGNNAAAGAATTGGGA 

AAAGCCCGGGTTTTTTTTAG 

>Sequence 527 

AGGTACATAAAGACAAACTAGTATGCATGACCTGGGGAAATGGTCAGACC 

TTGTATTGTGTTTTTGGCCTTGAAAGTAGCAAGTGACCAGAATCTGCCAT 

GGCAACAGGCTTTAAAAAAGACCCTTAAAAAGACACTGTCTCAACTGTGG 

TGTTAGCACCGGCCAGCTCTCTGTACTCCCTGGCACCATCTGGTTCATGC 

CAGGTTTAGAGTTCATCGTGTTTGGCTTCCTGGTCTTTGAGTTTAAATTC 

CTCGGCTGTGACCTTCCCATCTCCATTCCGGTCCTGGTTGGTGAACATAT 

TCTTCACAATCAGTTTAGCATCAAAGCCAGGAGCGAGTTTCCCTTTGCCA 

GATGCCACCTGGGCGTGAATGTACCTGCCC 

>Sequence 528 

AGGTACAAACTCTGTCCAGTGCCCTGTTAATTGTTAATGTTGGTAGAAAG 

CAGATTTGAATGCTTCTTTTAATTAGCTTCATTAGTCATTTCCCACAAAC 

AAAACAGTATGTCTGTAGTTAACCTACTACTCTAGTAACCAACACATGGA 

AGCATCATATGCACATAAAAGtTAAACATTAAAACAAAACTTAAAACTCT 

CAAAACAGATAATCATGAATTTGTGTTTATAAAATTATATAGAATAAAGG 

CTTTGTGTGTGGGGACTTTCAGACCTGCCCG 

>Scquence 529 

GGGAGCACGTACGACGCNTTGGAGCTCCTCCGCGGTGGCGGCCGCCCGGG 

CAGGTACAATTCGCCCCGTGAGTCTAGGAAGAT 

>Sequence 530 

CCGGGCAGGTGCGACCGCCACGGAGCAGTGGGTTCTGGTGGAGATGGTAC 

AAGACCACACCGGATGTCATCTTTGTATTTGGATTCAGAACTCATTTTGG 

TGGTGGCAAGACAACTGGCTTTGGCATGATTTATGATTCCCTGGATTATG 

CAAAGAAAAATGAACCCAAACATAGACTTGCAAGACATGGCCTGTATGAG . 

AAGAAAAAGACCTCAAGAAAGCAACGAAAGGAACGCAGGAACAGAATGAA 

AAAAGTCAGGGGGACTTGCAAGGGCCAATGGTGGTGCTGGCAAAAAGGTG 

AGCTGGAGATTGGTTCACAACCCAAAGGGGTAAAGGTGTTGCAATGATTT 

TAGCTGGGGCCCATTGGGGATTTTTCCCAGGACCATTATTACCTTAAAAT 

TTCAAAAAAAAAAAAAAAAAAACCTCGGCCGCTTTTAAAAAGGGGTTCCC 

CCCGGCCTCGGGAAATTTTTATTAATTTTTTTTATTCCCCCCCCCCGGGA 

GGGGGCCCGCCCCCAATTTTTTTTTTCG 

>Sequence 53 1 

AGGTACCTGACAGTAGTCTAAGATGAGAGAGTTTAGGGACTACTCTGTTT 

TAGCAAGAGATATTTTGGGGGTCTTTTTGTTTTAACTATTGTCAGGAGAT 

TGGGCTAAAGAGAAGACGACGAGAGTAAGGAAATAAAGGGAATTGCCTCT 

GGCTAGAGAGTAGTTAGGTGTTAATACCTGGTAGAGATGTAAGGGATATG 

ACCTCCCTTTCTTTATGTGCTCACTGAGGATCTGAGGGGACCCTGTTTGG 
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AGAGCATAGCATCATGATGTATTACCTGTTCATCTGGTAATGGGTTGAAT 

GGACATAAATATTTGTACCTTTCAATTTTACTGGGGGGCCCTCCTCTCTA 

TATAAAAATTGGCCCTTGGGGAAGGGGTCTTTGAGTTTATTAGGCCCCCA 

CTCTCGGGGTGGGATATTATTTTTTTTTTCTTCCGGGGGGGGGGTTTAAA 

AATAAGAGACTCCCCCGCGTGCGGATTTrmATTATATTAATTTTCCCC 

CCCCCTCTGGGGGGGGTTCTTT 

>Sequence 532 

CTTGGCAGGTACAATTTTTATTAGGCATGTTATTGTTCCGAATGAAAAGA 
GTGGAGCTTTAAGTTAATATGCCAAAAAAATATTCCTAGCACAAAAGCCT 
GCACCACTGCTTGAGTCTCC 
>Sequence 533 

AATACCTAAGGCCGGNATTTGNACCGNCANNANCAGTNANGCTTGCGACG 

CTGTCCNGGC CGAG GNGCGGGGGGGGGGTTTGGGGGGGGGGAAAGCCCTT 

TTGGGGGGGGTTTTAACCCCCCGACACACAGGGAGGGGGGGGTTCTCCCA 

GGAACAAAGGGCCAAAATATACTCCTTCTTTCAGGGGAAAGGAGAAAGAG 

GGCCATTAAAATCAGCTCTTACCAGACATGGGAAGAAAAAGTATAGCTTG 

CTGCCCAGGCCCGGTTTGGGACCCAAGTTAATACTGCCCAGTGGGTTTCA 

GGGCCACATACCAACGGGGGTATTTCCTTGACCGGAAAGTATGGTAGTTA 

TTAGATCCCAATCGTCCAAAAAAGAAACACTCATCCGAACCACATTGAGA 

AGCCAGGAATCTGCCATCTTCCTTAATAGCCAGGTAACGGTTAGCCCACA 

CTCCTTGGATAGACACAACTCCTCTCTCTTTTGCTGGAAGTGGTAGCTTG 

ATGTGAGGGTCGCTCTTCTCCCGGACCCCGTAAACTG 

>Sequence 534 

GGTACAGAGGCCTGAATTCATGTCCACAATGACCTGTGCTTAACTATTCC 

AAAGGTCGCTAAAGATACTGTTACTACTATTGAGATATTATTGGCTACTT 

CACGTTTACATAGTAAATGTTTGCAGCATATAACATTACAACTCATAAAC 

CCATAATTAACTTATAAGTGTTAATGGACAACTGTGCTTTGATTTTTGCC 

TTTAGTGATAAGAAAACAAAGTAGTGAAATGGGTCACTCCTCAAAGCATG 

GAACATTTTAACTTTGCCTAGTAAGGAAAAACAAAACAAAA 

>Sequence 535 

CGGCAGGTACATGAAATGGTTTTGAAACAATAGGAACAGATAAGTCCCAG 

ATAGGAGGCTCACTGATACTTAATTGGCCATGTCACCAATGTTTGTTTTT 

AAGGGAGTTTGGTGGTTGCCATGTTATCATTTTTTTTATCTTTCTTTCT^ 

TTTCTTTCTTTCTTTCTTTCTTTC 1 11 CI 1 Tl CnTTCnTCCTCTTCTTCT 

TCTTTTTTGCAAATAATTTACAGGCATATGTAAAATACAGTAAGAATACT 

GGGTCATAGTTTCATCCAGTGAAACTCTGTGACAATCCTTCACTAGAAGG 

AGAGTACCT 

>Sequence 536 

CTGGACAACACTCTCAAATACCATTGATTTAATTCGTTATACTCACAACT 

TATTTATAAATATATNTGATATATACAGATTATCTGNGATGGCTGTGGTG 

AACTATTGCGTAACTAAATGAGTAGATGTTCGAATATANGTNAATTGAGA 

GGATGGAGATGAGGGGGAATATGGAAATTGTAATTATAATGGATCAACCG 

GGTGGCGGCCGAGTACCTTTCTCCCTCTCTACCAGTTTTTCCTCTAACTC 

TCTCACTGTCTCTTTATTTCTTTCACTTTCTTCTAATGCATTCTGCAGAT 

CCTGCTTTAGCACATGTATTTGCTCTTCCGAACCCTCAGCTCGTGGAAAG 

GAATAATTATCCATGCTTTCAGGTGAGACAAGACCGAGTTTCATCTGCTT 

CTGCACACTAAGGACTTCTTTCATAGCCTCCTCGTATTTGCTCTGAGTTT 

CTTTAAGTTTCTGGCTGAGGTCAGAGCTGTTCTCTGAAATCTCAGTGTTG 

TTTAAGCATACCAGTTCTGCCCTTCGGGATTGGAGTTCGACCTGTAGCTG 

TTTTCTCTCTGCTTCAGAGCTCTCTAATCTCTTCTGGAAATCTTGCAAAA 

TCTCTTGCAGTTGCTGAATTCTGACATCATTGTCAGTAGTGGATTTACCT 

AAAAAATGTATTAAGACAGATGGAGAAAATTTGGAAGCTGGGGAAGAGGT 

TTAACCAGGTTTTCCCAGGAAGGGCeCAAATTAAGTTGGGGTGGAATGGG 

ATAAGTAAAAACTAAGGGTTGGTTCCGCCTCCTGGGGGAATTGGGCCGGA 

AATAAATTGGAAACTCCTAATGGGGAAGGGAAGGGAAACAACTTTGGGTT 

GGAAAAAAAGAAAAAAATACTGGTGGGGAGCTTTGAAAACTTATTTCAAA 
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AAGGCTTTAACCCCTGGGGTACGGTGGGGGGGGCCGTATAAAAAAAGGGG 
AACCCCGGGGGCGGGGAAATTTATTTAAAATTTAAATACCCCGGT 
>Sequence 537 

AGGTACCCTCTCATGAGGAGGAATCCATGCTGGAGGATTCTCATAGGCAG 

GCAAGAAAACCACCGGGTAGTCATCATAAGGAATCCGGCTGTCCATCTCG 

GGCAAGGCCTTAGCTAAACATCTTCTGGATGCCAAGCAACCTGTCAGGTA 

CGCGGGAAAGTTGAAGGCTACAAGAAGACCAAGGAAGCTGTTTTGCTCCT 

TAAGAAACTTAAAGCCTGGAATGATATCAAAAAGGTCTATGCCTCTCAGC 

GAATGAGAGCTGGCAAAGGGCAAAATGGGGAACCCGTCGCCGTATCCAGC 

GCAGGGGCCCCGTGCATCATTTATAATGAGGATAATTGGTATCATCAAGG 

C CTTC AGAAACATCCCTGGAATTACTCTGCTTAATGTAAGCAAGCTGAAC 

ATTTTGAAGCTTGCTCCTGGTGGGCATGTGGGAACGTTTCTGCATTTGGA 

CTGAAAGTGCTTTCCGGAAGTTAGATGAATTGTACCTTGCCCGGCCGCCG 

GTCAGA 

>Sequence 538 

CCGGCCAGGTACGCGGGGGTGGCGGCGTTGGGTTGAGCGGACTTTTTGGA 

AGTTCGTGGCGGAGTTCTGTGATATGAGCAACAATGGACCAGAAGATTTT 

ATCTCTAGCAGCAGAAAAAACAGCAGACAAACTGCAAGAATTTCTTGGGC 

AGGGCCTGGGGAATGCTTTTTTATCTCATATTAGTGCCTGTGATGGCATC 

TTTCATCTAACACGTGCTTTTGAAGATGATGATATCACGCACGTTGAAGG 

AAGTGTAGATCCTATTCGAGATATAGAAATAATACATGAAGAGCTTCAGC 

TTAAAGATGAGGAAATGATTGGGCCCATTATAGATAAACTAGAAAAGGTG 

GCTGTGAGAGGAGGAGATAAAAAACTAAAACCTGAATATGATATAATGTG 

CGAAGTAAAATCCTGGGTTATTGATCAAAAGAAACCTGTTCGCTTTTATC 

ATGAATGGAATGACAAAGAGATTGAAGTGTTGAATAAACACTTATTTTTG 

ACTTG 

>Sequence 539 

GCGATTGGAGCTCCCCGCGGTGGCGGCCGAGGTACACTGATCAGGGACTG 

GAATCTTCTTTCX^CAATTTCCATGGCATATGCTTTCACTTTGCTGAGGTT 

TTTTTTTAAGTGCAAGTAGAGCTTATCTTGGTATTCTATAGGACTTGCAG 

TTGTCTCTGGAGTTTCTTCCTGGGAGTTTTCrTTAACAGTTTCTGACAAA 

TTCTCTGAGTCTATATGTATAATATTTGGGTATGAAACTGAAGACTCCCC 

CAGCTGTGATCTCTCAGTGTCTGTCTTAAACGGCAGCTTGTCATTTCCTT 

GG CCAAG TGGGTCTATTTCTGAAAGAGAGATGCTGGCTGGTATGTCTCCC 

CTGTTTTCATCTTCGCCGTCATCTGAACCCACACCCTTTGTGAGCATAGT 

GTGGAAAGCCAAACTTTTTGACCT 

>Sequence 540 

CCGGGCAGGTACCAGGCTGTTCACCAGCTTGCTCAGAATCACGCCATTCT 

TCAGCCAGACCTGAAGCCAAGCGCCAACGGGCTGGGCCGGGCCACATTAA 

GGCCCCACCTGGACTAATGATTCAATTCAACCAGCCGGTTCTTCAAGTTC 

TTGGCTTAC I M 1 'I " 1" J " I TG AATTTTGG A ACGG A ACTTGGGGGTT A AGGCCTT 

AGGAGGGACCCTGGTGGGCCATGTTTGGGGGAAAGAAGGCTTCCTAAGGG 

CTTCGCAGGAAGGAGGGAAGACTTGGGACCT 

>Sequence 541 

TCGAGGTACTGATCTGGGTGGAAGGTGACTCCTGTGGGCGCGATGATTGG 

GTGGAGGGTGTCTGATGGAATCCCGTTGGGTCCCGGCTGCCCTACGTCAC 

CCTTTTCACCCTTAACTCCGTAGAAACCAAGTCCTCTGTTGCCTTGCTGT 

CCTTTTGGTCCAGGGGGTCCAGGTGGTCCTGGTCTCCCTGGAGCTCCAAC 

TGGACCCATCTGTCCCACATGCCCGGGCGGCCGCCCGGGCAGGTACTCTC 

AGAGAACAGGAGATATGTGTGCATGCCTTAGAAAAAGCCCTTGAGTAGGT 

AAGGAAGGAAGAAACCTATGGCAGACAGGATTGCTGCAGCCAAGGGGGCT 

TCAAGCAGAAATGAAAGAGATGGCTTGTGAAGCTGCCCGTGTCGTGTG 

>Sequence 542 

>Sequence 543 

AGGTACAAATTCTCTTCTTAACCATTTGGTCCTCTGATATAAAACTTGCT 
TAACTGGCAAGATGGCTCACTTGGTCCTCAAGCCAACATCAAGAAATATT 
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TAGCTGTCTTAACACAGGTGGGAGACTTTTTTTTAATGAAATACATAGGA 

ATCCATTAAGTAACATTAGCATGTCATGTGTTAAATAGCTTCATTTAAAA 

ATGTTACAGATCAACAGAAGGGAAATCAAAAACTTATTTTTCTCAGTAAC . 

TACTTTACATACTAGTGTAATTAAAGGTTTAACTGGAAGAAAAATTCAGC 

ATAAAAGTATAATTAAAGTAAAAAGCTGGTATTCCACATTCCTGTTCCTA 

TGAACACCTGAGCTGGCACAAAAGCTGAGTAGTTTAATGCATTGGCATAT 

ATATGCCTTAAGGACTGTACCTGCCCG 

>Sequence 544 

CCGGGCAGGTACAATTAGAAAACCTGCATCTTTAATACAGTGAGATTTGT 
ATGCATACACTCTGGTGTCnTCATTTTGCAGCCCATTATATTGGCTTAAA 

agccagaaaggtgctcatgcatgtaatttatactggagcaacgaatgcag 
tgtatgtggacck:gtgtgtgtgcactttgaaaggcagtagttttagaaga 
atgagaagaaaattactttctgggcattcattaataattcaggtgatatc 
ctgtacctt 

>Sequence 545 

CCGGGCAGGTACATTATTGTTTATCTGAAATTTTAATTGAACTAACAATC 

CTAGTTTGATACTCCCAGTCTTGTCATTGCCAGCTGTGTTGGTAGTGCTG 

TGTTGAATTACGGAATAATGAGTTAGAACTATTAAAACAGCCAAAACTCC 

ACAGTCAATATTAGTAATTTCTTGCTGGTTGAAACTTGTTTATTATGTAC 

CTT 

>Sequence 546 

GAAAAAACGTTGATGCGTCGTGTATNTCGGCGAATTTTTCTTGCAGCGTC 

GGCGGCCGAGAGACCAAAATTGTGGGAGGGGGTGAAACNGGCAGTTTGTG 

AACCWNANGCCNATAAAAGGCKjGGGCTTTGTTTAAGACGGGGGGCCCGGG 

GGAACAAAAACCACACGGTCTCTATGGAAATGTGGAGAGAACTGAGAGCG 

AGGTGTGGCAGAAGCAGGCTTGGAGCCTGAGGAGGGTGGCTATCGGCTTT 

ATTCTCAGGGAGAGATGGCGCTGTGCGGTCAATGATGCAGCTGTTATGTG 

ACCTGTCGGCKjAGGGAAGGGACGAGGGAAGGGAGCAGAAAACGAGTTTTT 

TAAGAAAGGAATCTAACGAGTGCACGGGGTGTCTGGGTAGCATGAAACAA 

GTAGGTTAGCATTGCTGGTTTCTTTTAAAAGGCTTCACAAGGCATTTTTT 

AAGAGCTTCTTGGTTTGATTTGGCTGCAAAGGCTGGACAGACCCTAGCCC 

ATTGACGATATTCTTGGTTTTTCAAAGGAGATTTTGTTAAGGGACCTGGC 

CGGGCGCCGGTTTAGAACAGGGGATCCCCCGG 

>Sequence 547 

CCGGGCAGGTACATAGACTGGGTCAGAAACAGATATAATACATTATTATT 

TTAATATATTGCTTGTTAATAGCTTTAAAAATACTACATTCTATGGTAGA 

TTATTGGTTATATAAAAGGTAGAAATGTCATAAGTATTATAATGTCCAGT 

CTGTAAAACCTGTCAGTTGAGTGCTTTGAAGGTACCT 

>Sequence 548 

GCAGCAGGAGCCTGGGAANGAGGCCCTCACCTGGCGAGGGCCTCTTTCCC 
ATC 

>Sequence 549 

AGGTCACAGTTATGGCAAAGTAGACAAAGCATTTGTTCATTTGGAGCTTA 

GAGTCCAGGAGGAATACATTAGATAATGACACAATCAAATATAAATTGCA 

AGATGTCACAGGTGTGATGAAGGGAGAGTAGGAGAGACCATGAGTATGTG 

TAACAGGAGGACACAGCATTATTCTAGTGCTGTACCTGCCCGGGCGGCCG 

AGGTACCTTACATCAATGGCAAGTTTAAGAAGGATAATTAATTACACAAA 

CCCTTCACAGACTGCTCTGGTGCCTGGTGGTGCTAGCTCCTCCCACCTCA 

GCACCTGCTGATTTTGGGAGCAGCCCANGCCTCANGATGG 

>Sequence 550 

CCGGC AGGNNTA 1 TI 1 T1TI I'lTCTTTTTC T TTTTT T 1 1 1 [ f I rT TT TTT 

ttt'i 1 1 1'n uTnr n' i 'i'ri'ri'i'GTGT T 1 1 r m i nrrn 1 1 [tttttt 

CTTCCCCCCTTTTAAAATTTTTTTTTATAAAAACCCCCAAAAACCCCCAA 
AAAAAAACCCAATTCTTTTCCTCTTCCCCCCGCCCCTCCCCCCCCCGATT 
TAAAACCCCGCCGCCCCCCGGGGCTAGAAAATTTATGTTAACGGGTTCCC 
CCCCCCCCGGCCCCGGGGGGGGCCCCCGGCCCCCTCTTTGGGGCCCCATG 
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AGGGGGCCCCCCCCCCCCCCCTGCAAAAAAAAGGCCCTTGCCCGTTCCCA 

AGGGAAAACCGGTCCCCCTTCCAAAATAACCCCACACCCCGGCCGGGAGA 

TAAAAAGCCGCCCCCCCCGGGGCCCAAAGAACGCCCCCCCCCCGCGGATG 

GGGGGCCCCCCCCCGGCGGGGAACAAAAGGGAACCCCCCCCCCCCCAGGG 

GAAAGGGCGGCGCCCCCCCCCGGGGGAAATNNNNTTGGGATAAGGCCCCC 

TCCCCCCTTTCCGGACCCAGGGCGCGGGGGGGTTGGGNTCCGGGGGGGGG 

GAGCGCCATACrCCCTCCCCGGGGGCGGTTACCCCCCTTCCCCAAGAACC 

GGGGGAACCCCTGCAGAAAACCGCGGGCCAAACGCCGCCCCGGCCCGGGC 

CCGGTNNGGGCCChTrTCTTTACCTTTCCACACCCCCCCCCCCCCCAAAAA 

AAAACCACCCTCCCCCGGAAGGACCG 

>Sequence 551 

CCGGCAGGTACTTGTTATCAACACGTTTGTATCAGAGTTGCTTTTCTAAT 

CTTGTTAAAT TGCT TATTCTAGGTCTGTAATTTATTAACTGGCTACTGGG 

AAATTACTTATTTTCTGGATCTATCTGTATTTTCATTTAACTACAATATC 

ATACTACCGGCTACATCAAATCAGTCCTTTGATTCCATTTGGTGACCATC 

TGTTTGAGAATATGATCATGTAAATGATTATCTCCTTTATAGCCTGTAAC 

CAGATrAAGGAATACAGCTCTTAAAAAATCAAGAACTTCCTGAGTTTCAC 

ATATAAAATGGTGACAAACACCTGCTTCTGATAAAGTTTATCCAATTTTG 

TATTTATAGTATTCTATTGTAATAATAGAATTCTATTATGTGCTTCCCTC 

CnTAGACATAGTTTTTCTCCTTTTGTACCT 

>Sequence 552 

AGGTACAAATTCTCTTCTTAACCATTTGGTCCTCTGATATAAAACTTGCT 

TAACTGGCAAGATGGCTCACTTGGTCCTCAAGCCAACATCAAGAAATATT 

TAGCTGTCTrAACACAGGTGGGAGACTTTTTTTTAATGAAATACATAGGA 

ATCCATTAAGTAACATTAGCATGTCATGTGTTAAATAGCTTCATTTAAAA 

ATGTTACAGATCAACAGAAGGGAAATCAAAAACTTATTTTTCTCAGTAAC 

TACTTTACATACTAGTGTAATTAAAGGTTTAACTGGAAGAAAAATTCAGC 

ATAAAAGTATAATTAAAGTAAAAAGCTGGTATTCCACATTCCTGTTCCTA 

TGAACACCTGAGCTGGCACAAAAGCTGAGTAGTTTAATGCATTGGCATAT 

ATATGCCTTAAGGACTGTACCTGCCCG 

>Sequence 553 

CCG GGCA GGi rTTTTlTfl I'i GTCATTTTAAATGTTTATTTTATTTTGCA 

CAATTTTAACAGTAGAGTAATTTTGCTGTGGAAAATAAAATTTCATCTTG 

CAAGAAAGAGAAAACTCAAGACCACCAACTGGCGTCTTTATTTACATATT 

AGAGCGGGTCAGCCAATGAAAATCCTGGGCCTTCCGTGTGGCTTGTGGCT 

CAATCATGATGTTGATAAGAGAAGGTTTAGTTGTGTCTGCTAGGCTCTGC 

CTCAGGGATTTTTGGAGTTCTTCTGGTGTTTGTACCT 

>Sequence 554 

AGGTACCCCGTTCTGCCTGAGCATTTTTTCCTAAAGGGAAGAATCAATAG 

TTTCTGACTGTTTTAACAGCTGAAAGCTCCAACTGGAGGCAGAAGATGGG 

ATGGCTTTTCACACACGTGCGTGCAAGTTTAGCCACCTCAAGGCCTTGTT 

CTTAAAGCAACAGTGCTGTTTGCATTATGAAATGTCTCTGGAGTTCCCCT 

TTGGAAAGGCTGCTGGTGGGCCACATGGTCACGATACTTTCAAGTCACAC 

CCTACTTTGTGACCTTATCCTCAGAGTAAAGGCTTTAGAGGAAAAGGGAC 

CCCAC AGTC TCACCCATTACCTGGCTGTCAGCATCTCCATATGCTCCTGG 

CTGAGTTTTATTGAGCATCAGCTGGGGATGTGAGCAGAAACCTGAATCCT 

TGAGACAGGTGGTTTTCAAAAAGGAAGCCATAACAATGAGTGGCTTAGTA 

CCTGCCCG 

>Sequence 555 

AGGTTTTTn 11 11 1 I I rriTITlTnTTTTrriGAAGAGAAAAGATATT 

TAATTATTTCTCAGGCTAATCTTTTAAAGCGCTCAAAGTGTTTTCACAAG 

TGCAAGGGGAGGGAATTGTTCTTAGCCAACATTTACTAGTGTTTTTCGAC 

A TCACG CAAAAACACTCCTATTTTACGGTGCTTTTATAACTTACTTTTTA 

ATTTTTCTTGCACTGTAAAAAGAAAAATGGAAAAGGCTTAATAACTAATT 

TGTCAGGAATTAGGCTTCTACAGGTTGACCTTTTAATTT 1 r rrP l GTCCT 

TTAAAATTAAACCCTTTTGGCTTCTTTTTGTAGGCATTAAGTAGGGATAA 



Page 439 
of 685 of Table 3 



WO 01/51628 



Table 3 



PCT/US01/00798 



AGACCAGGTTGTATTATTTTAAGTCATTGAATGGGTGGAATACGGGTGTA 

TCCTAG TTTTA CTTCTCGTGTCTTGGGTTATATCAAAGGGGGGTTCTTAA 

ATAAACTTTTGG ATCACGGTGGGCCCTCTAATACGTCTC 1 1 ' 1 " i ' I " 1 ' lTl' GT 

TATATATTTGGACCGGGCCAACAAGTTTAATATTCCCTTTATAATAAAAA 

ATGGA AAGG TTTATCCCCACATATTCCATTTTT^AAAAATTTAAGGCCC 

AAAAATTTTGTACAATTGAAAACCATATTTCAGGGTTTTGGAGGG 

>Sequence 556 

ggttacck:ccgtaacactaactactactaaagggcgaatcgccgctgacg 

cggggcggccgccgcccgggcaggtacacagcggcagtcgcgcccacacg 

tccatgactggtcgtcctagattttaggtgtcgatgaatacggcccactg 

ggaactgcaagccggctctctgcgagcgggaaaccgcctttgtcttggcc 

tttccggagtcctttccagccttaccgccagccatttcgaattccgctga 

agctcaaagcaagcaggcagagaaaaggctaatcggacccacgtgaggat 

CCCACCAACTACTCIl'l'irmGAACCCGAAATAAAAAGGGCGTGGGTCC 

CCGCTTTCCCGGGGCCCTTTAAAAACCCCCCCGCCCCTTTAAAAAAAAGG 

eKjGGGCCCCCCCGCGGGGGGGGGGGTTrri'l'riAAAA lirri - iri CCCCC 

CCCCCCCCCCCGGGGGGGGGGCGCCCCCCCCACC1 Hill rTTTTTTTTT 

AAAGGAAGAGAAACCCCCCCCCCCCCCCAAAAAAAAAAAAAAAAATATTT 

TTTGGTAAA 

>Sequence 557 

CCGGGCAGGTACATGGGCTGGAAGTGGGGATGTCCATGGCCCAAGAGACC 

CCTCCAGCTTCCAGCCCCTGGCAACAGCGGGAGAGCAAACCCAGCACCAG 

GGACTTGGCGTGAGCCAGGGCCGGGAGGCCCCCAATCAGGCTCTGGGGTA 

TCAGAGCAACCAAGTTGACGTAGTGTGAAAAAATAGTATTCCTTTGATAA 

AAAAT ACTGTCCCrTGGTCTTCTCTAAGTTTGAAACACCCTGGGAGCTTA 

1 1 1 1 i AGCAAAGCAATTTCCCCATCCCCCCCCCAAAATTTATTCATTCCA 

GGTTAGGGGTAAACCGGACATTTAAACGTAAAAACTTTAACCTTAACTTT 

TTGAAAGGCCTTTGAAATTAAAAACCTGGGGCCCCTTTTAAAAATAGGGG 

GACCCCCCGGGGGTTGGGGGAATTTTTATTTTAAAGGTTTTTTTATATCC 

CCCCCCCCCTTTGGGGGGGGGGGCCC 

>Scqucncc558 

ccgggcaggtttttttttgagacagagtctcaccctgtcacccaggctgg 

atggag tgcag tggtgtgatctcggctcactgcaagctccgcctcctggg 

ttcacacttttctcctgcctcagcctcctgagtagctgggactacaggcg 

cccgccaccacgcccagctaatttttttgtagttttagtagagtcggggt 

ttcaccgtgttaaccaggatggtctcgatctcx:tgcccttgtgatccgcc 

cgcctcggcctcccaaagtgctgggattacaggcgtgagctaccacgccc 

ggccgaggtactgttcctgttggccgagtggagactggtgttctcaaacc 

cggtatggtggtcacctttgctccagtcaacgttacaacggaagtaaaat 

ctgtcgaaatgcaccatgaagctttgagtgaagctcttcctggggacaat 

gtgggcttcaatgtcaagaatgtgtctgtcagggatggtn 

>Sequence 559 

AGGTACAAGTTGGGGTCATAATTATCGAGTCTCTTGATATTATCACAATT . 

ACTGCGCCCCCTGCACTTACTGCTGCAATGACTGCTGGTATTGTGCATGC 

TCAGAGAGGACTGAAAAAAAACGGTATTTTCTGTATCAGTCCTCCAAGAA 

TAAATATTTGTGGACAGCTCAATCTTGATTGCTTTGACAAGACTGGAACT 

CTAACTGAAGATGGATTAGATCTTTCGGGGAATCAACGAGTGGAAAAAGC 

ACGATTTCTTTCACCAGAAGAAAATGTGTGCAATGCTGATCTTGGTAAAA 

CCCCAGCCTGTCGCTAGCATGGCTACTCGCCATTCACTTACAAAAATTGA 

ACGAGTQCTCTCTGTACGATCCACCTGATCTGAAAAACCCTTGAGCGCTA 

TTGGATGGGACCTTTAAAGAAGGCATCTGTTGCACGCTACAGCGCTTTCA 

TGAGTCGAAAT 

>Sequence 560 

CCGGGCAGG TACCT GAAACTGCCGCCACATGCACTCCTCCACCGCTGAGA 

GTTGAATAGCTTTTCTTCTGCAATGGGAGTTGGGAGTGATGCGTTTGATT 

CTGCCCACAGGGCCTGTGCCAAGGCAATCAGATCTTTATGAGAGCAGTAT 
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TTTCTGTGTTTTCTT 
>Sequence 561 

aggtgaacttgctac1 111111 [tttnti 1gagacagagttttgctctc 

attgcccaggctggagtck:ggtggtgctatttcagctcaccacaacctct 

gcctcctgggttcaagtgattctcctgccttagcctcccgaatagctgga 

attacaggcacgcaccaccatgcctgactaattttgtatttttagtagac 

atggggtttctccatgttggtcaggctggtctcaaactcccaccttcagg 

tgatccgcccacctcggcctcctgaggtgctgagattacaggcgtgagcc 

actgtgccagcttgctaattttcacagaagttgatggcaattcttcacat 

gtaaacagtgccagtgcacagaacctttatatattttttgaagccagtac 

CTGCCCG 
>Sequencc 562 

CCGGGCAGGTACACAAGTCAGTCCAACAGTTAGTGTTAATTACTAATAAT 

ATATGAAAACCCTGCCAACACAATTGCTGCTACATCACCAATATAATTAT 

TAACCACTGTCGGAAAAACACACATAAATTCAGGTAAGACTAAAAGCTGT 

CTCACAAAAAGAAAAAAGAAATCCAATGGATCCACTAATGCTATCAAAAG 

GGACATGCAGGAATGTAACATGACATTTTTAGAAATGTGTGTTTCTAAAA 

AGAAAAAAAAATACACTAAAATGCCAGTGGACTATAATTCATTCAAAACA 

TCTTTAGTGTTCCTTCCCAAAGATCTTGATCTGCTCAGTAATTGCTTCAC 

AAGATCTATCACAGCCATCTTTTGGAGCGTATGGTTAGGCTGGTCCTCCT 

GTGGTGGTAGGGGCAGTCTTTTTGAAGCTTTAAGTATCTGGTGGTACCT 

>Sequence 563 

AGGTACATCGGAAATTATCTACAATGAAGAAAATTTTTTGGTAAACTTAT 

CCAACAGCCTGGGCAAGCTACCTCTCGCATGGGAAATTGATAAATCTGAA 

TTTGATGGGGTGACCACAAATTCGAAACACAAATCAGGCAATGCAAAGAA 

ACAAGTTTCCAAGAGAAAAACTTCAGATAAAAAGGGAAGATATCAGAAGG 

AATGTCCTCAGCATTCTCCTCTTGAAGATATTAAACAGCGGAAAGTATTA 

GACCTCAGACGATGGTACCTGCCCG 

^Sequence 564 

TGTATCAATACGACTCAGGGCAATTGAGCTCACCGCGGTGGCGGCCGGGT 

ri rn rn'rrn rri'i rn 1 1 in 1 1 1 hiiaggcccagntatttattga 

TTAAATCATTGTATTCTCCAATAGAGATTACAATAGAGATCTCCAACATG 

ATTTCATGCATTTAGAGGAGAAATATTTCCTGGTTAAGGGGAAAATTGTG 

CGGATGTGGCTTCTGGAAAACCTTCATTCTAAAGCAGCGTTATAGGGAAA 

CATTTCATTTAAAAATCTGGACGTTCCTTCTTCAGCTTGCTGTAATCCAC 

ATTCACTGAGTAAAACTTGTATGGATCATTGGGACCCAGTTTGTTCCAGG 

GCTCTGGGTTATTTCTGTCCCAACAAACATTTGGATTGAACAATGCCAGA 

CCCAAGAAATACAGTGTTGCTTCCAGTAGCTCCAGTTTCCAATAAATACA 

AAGAGGTGGGATCAAGCCTGGATGCTTTTTGGCCTGACCGATG 

>Sequence 565 

CCGGGCAGGTACTGAGGATACAGGAGAGAATCTAGCGTATAGTCTTTGAT 

CTCAACGAATCCGCATTGTAGAAAGTAGAAAATGTCAGAGATGTACACAT 

TAATTAGATCATGCCCTTCCACTACCTAAAATACTGCAGTGGCTCCACCT 

TACGCATATAAAAACTCCACATTCCAGCCCACGCCTTCACGGATTGCTGC 

GATCAGGCCCCCAGCACTTGACCCTCACCACACACCATCACCTCACCTAT 

TATATTACATTCCACCAGCCCTTCTGGGCTTAAACACATGATCCCAGCAC 

ACCTTACGTCCCTTACAGCCAGCGGTCCTTGGGCTGTGACACACTTTTCT 

GAGACTTCCACCCCACCTGGAGTGACTCTCTACCCCACTGTCCTGCGCTA 

TGATCTTTATGGCATTTGCCACCATTTGAGAAGAAATACTCATTTG 

>Sequence 566 

CCGGGCAGGTACAATCTCATTTTCATAAAAACAAAAGAAAATCATTATGG 

ACATGTGTGTGTAAAAATGCTTTTTGGAAGGACTAGAAACTAGATCAACC 

AGCTAAACAG AAGTTCCTTCTGTAGCATGGCAGCGGGTTTCCA 1 1 ITTTA 

TTAGTTTCCTAGTTTTTTAAATATAAAAAGAATGTTTTTACAAAGAAAAT 

AGTTGTTTATTATGCCTACAAAAATTAATATTTATATTTATTGTGTATAT 

ATATAAAACCTTACAAACACTTAAAGTTTATACATATACACACTAGATAT 



Page 441 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



GGCCTGTGAATTGTACCT 
>Sequence 567 

AGGTACTCCAATGCGTGGCTCTCCTGTGTGATTCTTTCTCTCCACATGGT 

TGTGAGTXTITGACGATCGCAGCCCCTGCTTTTTCCCTTCCCTGGGAGGCT 

AGAACAGAGAAGCCCTTACTCCTGGTTCAGAGCCACGCAAGGCATAGGAG 

AGCAGCTGCCAAGAAAAAGCCCTGGCTTTAACCCCGGGGTTTTGGGACAC 

ACGGCCAAGGGTAGGGGCCATTTAAACTTGGCCCTCTTTTTTTTGAGGGG 

AGGGGGGGTCCTGTTTTTCCTTGCAAAAAATATGGTGCAAGTGGGGGTTA 

ACACCCTCC GTCTA ATTTTTA 1 \ 1 1 ITT L'l ATTCTC ACT ACCCGTATTGT 

AAATACTAATTTTGGGTTCTTTACCCCnTCTAATGATGTCGTTTCCCCCC 

T ACGAATT ATCATTATTTTTCCTCTCTGTTTTATTTIT^ 

TGlll 1 1 1 GG ATGTATAArTTrCATATTTATATCAATTITrCTTrTATTA 

TATAGTGGTGGTG 

>Sequence 568 

GAAGCTCGTTTGATCACTTCAG 
>Sequence 569 

GGCGGACCTCATCCGCCTCCTGCTGAAGCACGGGGCCAACGCAGGTGCCA 

GGAACGCAGACCAAGCCGTCCCGCTCCACCTGGCCTGCCAGCAGGGCCAC 

TTTCAGGTGGTGAAGTGTCTGTTAGATTCGAATGCAAAACCCAATAAGAA 

GGACCTCAGTGGAAACACGCCCCTCATTTACGCCTGCTCCGGTGGCCATC 

ACGAGCTTGTGGCACTGCTGCTACAGCACGGGGCCTCCATrAACGCTTCT 

AACAATAAGGGCAACACAGCGCTGCACGAGGCTGTGATTGAAAAGCACGT 

CTTCGTGGTAGAGCTGCTTCTGCTCCACGNAGCGTCAGTTCAGGTGCTGA 

ACAAGCGGCAGCGCACGGCTGTAGACTGTGCTGAACAGAATTCAAAAATA 

ATGGAATTGCTTAGGGGGTACCTCGCCCGAGGTCTCCTCCTATGACTCCA 

TTCAAACTACGGGTATTAAAGCAGGGCCTCAGGGCCCGGGTCCTG 

>Sequence 570 

AGGTACTAAAAACACAAAAGCACTTATCAGACACCCTATGGCATTTGTTG 

CTGAAATGTCTACCGGCTGGAGATTAGCCTTGAGCCGAAGCAGCCTCAGA 

GCCAACACTGGCTTCCTCCTGTAAATCATCTCCAGCAGAGGACTCTGACT 

CAGCCGGAGAATTTTCTrCTTCTAGTTCAGCATATTCATCAGAGGTTTCG 

TTCTTTGTTGTATCTTTATCATTATCGATGGTGACAGCTTCATCCAGGGC 

AGCATTrGTAACCTCTGGGGTTGTTTCAGGGTTrACTTTCCGTGGTTTCC 

CTCGCCGCTGCATCTGTGACCTCTGGCCCGGTTTCAGCACTGACTGGCTG 

TGGTCTCCGGAGCAGCCTCCCACGTGACCTGGACAGGCAGATGCCTCTTT 

TATGACCACAACTGTAGTACCTGCCCG 

>Sequence 571 

AGGTGAAAAGTTTTATTCCTTTTGAGGACAAACAATTAAACCACATCCAA 

GGTCTTAACTTACAGACAGAAACCAAAGTAGCCATTTAAAGCGTTAGATA 

TCGGATACAAGACATACACTGGGGAGAATGCTTCACCATCTGAAGCTCAC 

ACCACAATGGCCCAGTGGACAGCTGTGCACTCTGCTTGTGCTTAAGTGCC 

TGGGTGTGGCTGAGGGGAAGGCGTGTCTGCAGAACAGAAGAACAGCTGTG 

TTTCACAAGTACCTGCCCO 

>Sequence 572 

AGGTACCTCCTAAACAACACAAACTCAAAATGGCTCTAAAAACCTGCAGT 

GCCAATCAGGCTGTGCATAGCAATTGCAACCCGTCCAGCCAATCTGTGAT 

GGATGTAAAAGGTCTGTAGCTCCAAGTCCACATGAAGTGAGTGTCTTCAA 

TGTGTTTAGAATAGTGAAGTAATACTAAGGTCACTTCTGAATAATATTTT 

TGTCTTITrmGTTTGTATGAACAATCCATTGGTCACTTAGACCCCTAT 

GTAAAAATAAAAGAATCCTCAAGGCATGAAAACACCAGTAATCTGTAATC 

TGCAGGACTCTTCCCCTGTCTGGGAAAATATTTGCCACAATTTGCCTCAA 

GCAAATTCTTCTTGGTCACTCAAGGCTAAGAAAAAAATTCAGATTGTAAG 

A ATTGG AA A ATTTTTCTCTCTCTCT TT 1 TT TTTTI T TT1 GCC AG C A A ACT 

ACCATTCTGGTGGCAAATTTAAAAGTGCAGAATATATG 

>Sequence 573 

CCGGGCAGGTACGCATTTAAAATAAACCATATAATTTTACCAGTAAGAAA 
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GCCGATAGTTAAGTTCAATTCAAATTGGAGTTCATAAOTTAGTAATTTAA 

ATCCTTAGAC AAAGT TACAGAAAGTGCATCTTCTTATTTTCCATCTTCAT 

ACAATGTTAATTTTTTTTTTGGTGTTTATACCTTTTAAAAAATAAAAACA 

GCCAAATACTTAAGCAATATGTACCTCGGCCGAGGTACGCCAAGGGCGCC 

CTGGAGACGGAGGATCCTGCGTTAATCTATGACTATGCCATTGTGCTATT 

CAAGGGTCAAGGAGTAAAAAAGAACAGACCGCTTGCCTTAAAACTGATGA 

AA AAAG CACCTTTCAAGGGATTGCATTAGGGAATCCAATGGGCCTGGGTG 

GGTTTTCCACCAATTTAAGAAAAATTTCCCCCAAGCCGCAAAGTTCCCTG 

GCCGGGCGGGCCGGTTTAAAACTGGGGGACCCCCCGGGCTGAAGGAATTT 

GA 

>Sequence 574 

CCGGGCAGGTACGTCTTATCGCTCAACAACAGAGCTCCCATTAATTGGGA 

ACAGTTCTAACACTCCCCCAACTfCCrCTCCAACGCCTAAAAGCTTCAGA 

ATGGTTATGTGGCGCAGACCAAAATTGCACGCCTGACCACTGAGGGCAGA 

GAGCTGCTGTGAATAGGCCCAGTCTTCATCGTTAGGAGCAGAGATCACCA 

GCAAC CTCC TCCTC CACCGGAACCTGGATAGGAAGTTCTCCAGGGACTGC 

TTTTTGTCCTCnTTGCAAACAATGCCCTCCTTCTrCTGCTTCTCCATATC 

TTTGATTCGGGACTGGAAAGTATCGATCAGATCAAACACAGACTTCATTG 

TTATTGGTACCT 

>Sequence 575 

aggtacacaaggagagctcctgggcagtgacggtggaagctccactacct 

ctgggattaggggcactgtttccagagtctgtaaggtcgtgaggatgtca 

cttatcctgtgctcctgtggctggttctcccx:tccagggagtcttt 

agcctcagctggttcctgcccagcctcaaccccaggcttgccttcagcac 

ctcgctccaggcctggctgtgagagccgnagctgtaacctgcccggggcg 

gccgcccgggcaggtacaggggtgctgcaggtggcagagtgaatgtcccc 

catcatgtggcccaactctcctggcctggccatctccctccccagaaaca 

GTGTGCATGCKjTTATTTTGGAGTGTAGGTGACTTGTTTACTCATTGAAGC 
AGAATTCTGCnTCCTTTTATTTTTATAGGGATAGAGGAAGAAAGGTCAGA 
TGCGTGCCCAGCTCTTTACCCCCCAAT 
>Sequence 576 

CCGGGCAGGTACATGAACTGTAGAGTCAGAGTTAATGTTGACAAGGTATT 

TTTTGATTTAATGAGAGAAATTCGAGCGAGAAAGATGGAAGACAGCAAAG 

AAAAGAATGGAAAAAAGAAGAGGAAAAGTTTAGCCAAGAGAATCAGAGAA 

AGATGCTGCATTTTATAATCAAAGCCCAAACTCCTTTCTTATCTTGACCA 

TACT AATA AAT AATTT ATAAGCATTGCCATTGAAGGCTTAATTGACTGAA 

ATTACTTTAACATTTTGGAAATTGTTGTATATCACTAAAAGCATGAATTG 

GAACTGCAATGAAAGTCAAATTTACTTTAAAAAGAAATTAATATGGCTTC 

ACCAAGAAGCAAAGTTCAACTTATTTCATAATTGCCTACATTTATCATGG 

TCCTGAAGTAGNCGTGTAGCTTGTGTTTCTGGGCAGTCTTTTTGAATTGA 

AGAGGTGATGGGGGGAG 

>Sequence 577 

GCGGGGTACTCATGACGGAAGTTGCCGCTCGCCCACTTGTGCAGCAGCGT 

ACTTGTCATTGTCCAGGTCACAGGTCTCGAAAAAGCGGGTGGTGCAATGC 

TCCATGGGGATGAGGGGAGCACGCAGTGGAGCCAGCTCGGTGTGGGAGAG 

GTACCTGCCCGGGCGGCCGAGGTACCAGAAAGATAACGGAATGTAAAAAC 

TGGAATTATGAAATCTGGAGTTATTATTTGGGAAATGGCAGAAAAAAAGA 

CAGTAAATACGAAACATACTTGAAAAGAACAATGCAAAATTTAGTAAGAT 

GAAAGGGAAATCTATATAAATGTTTGAGAACATTTTAGAGCACGGGATTT 

GTAAATTTCCCCATAGGACAGATGGAATAAAAATGTCTAACTGATCCTCT 

AACCTCAATCTTGTTGTCTTGCCANAAACATGTTATTAATTAAGAAGTCA 

GACAAGCTCAAAAAGCATGGGGTTATTAAACTTGCCGGGGCGGGC 

>Sequence 578 

CCGG GCAG GTCATAAAGAGTGTTGAAGTTTATTTATTATAGCACCATTGA 

GACATTTTGAAATTGGAATTGGTAAAAAAATAAAACAAAAAGCATTTGAA 

TTGTATTTGGTGGAACAGCAAAAAAAAGAGAAGTTTCATTTTTCTTTGTC 



Page 443 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



AAATTATACTGTTTCCAAACATTTTGGAAATAAATAACTGGAATTTTGTC 

GGTCA CTTG CACTGGTTGGCAAGATTAGAACAAGAGGAACACATATGGAG 

TTAAA 1" 1 1 1 1 1 "IT i" I GGTGGG ATTTC AAATAGAATTTGGTTTATAAAAAGC A 

AACAGGGCCCAACGTCCACACCAAATTCTTTGATCAGGACCACCAATGGC 

C TAAG GGTGCATTTTTTCAATTAGGGTAGCCTACCACCTTTGCGTTGTCC 

ATTTTCAAAAGACTTGTTTGGTTCATTTCCCCATTGTGTTTTCGTGCAAC 

CATCCTCAAACCTGGGTAGGTGGAATTGGCTATTTCCTTCAGCCTTTGAT 

TCACCTTTA 

>Sequence 579 

AGGTACAATCTCAGCTCACTGCAACCTCCGCCTCCCAGGTTCAAGTGATT 

CTCCTGACTCAGCCTCCCGAGTAGCTGGGATTACAGGCATGCACCACCAT 

GCCTGGCTAATTTTrGTATTTTTTGTAGAGACAGGGTTTCACCATGTTGC 

CCAGGCTAATCTTGAGTTCCTGAGCTCAAGTGATCCAACCACATCTTGGC 

CTC CCAAG GTGCTGGGATTCCAGGTGTGAGCCACCGCCCCCAGCCAACAA 

TAATTTTTAAGGAGAAATACCAAATCCAGAATACTGATTACCTCTGGGGA 

AGAAAACAAAAGAACAGAATGAGAGAGAGATACACAOGGAACTTCAACTG 

TTTGTCTAATATTTTACTTTCTAAGTGGAGG>nsrNmGNCCCCNCCCCCCCC 

WCCCCCCC^CCNNNCCCCNCCCNNCNNNCCGGGCCCATCCCC^ 

CCCCNCCCCCCCCNCAAACCCCCCCCNCCCCNCCCCCCCCWNW^ 

>Sequence 580 

AGGTACAACATCTTTGAAGGGATGGAGCTGCGCGGGGCTCCTCTGGTTGT 

catctgccagggcaagatcatgctggaagatggcaacctgcacgtgaccc 

agggggcixkk:cgcttcataccctgcagcccgttctccgactatgtctac 

aagcgcattaaagcacggaggaagatggcagacctgcatgccgtcccaag 

gggcatgtacctgcccgggcggccgcccgggcaggtaccaaaaaccaaca 

tgacacacaggaaaaaataaaagtgcaattttaatatagtgaatgtgata 

catgtataattcctcataacaaaatggtcaaaacctttaaaagatccaca 

atagatatctgaaaatcttagcaatgctgtatatattttgaggactaaat 

gatgaatttatattcaaattgttcaaatatattttcaaaactttcagaca 

caaatcaatggtaattctgcttttaattaaaaaaccan 

>Sequence 581 

CCGGGCAGGTACATCTCCTCGATCATCTCGCGGAGGGGCAGGAAGTAGGG 

CCCGTTTTCATTTGGGGCTCGGCGCCAGTCATAGGGAGCCCCTCGGACAT 

CCTCACCCCGTGTGTAGCCCCAGCCCACAAGGCTCTCCACCATGGTGTGG 

AAATAGGAACCCACGCTGCTTTTGCTGGGGTCCAGGAACTCCAGTGAGAA 

GGTCTTGCCAAAGCCAGGGACACGTACCTCGGCCGCCCGGGCAGGTACTC 

CAGGACGAAGAAGGAAGATCATGCTTGATACTTAGATTGGTTTTCCCAGG 

GAAGAGGGCGGAGCAGAGCAAAGTCACTGTGAACCCTGGGCCAGGCCCTG 

GCTGGGCCAGCTCCTCAGAGCGTCTCGTGTTGCAGACCCTTGCCCACTTC 

ACCCACCTGCACCTTCTTCCCCTCTCACAGTGTCACTGCTGCTAATGGTC 

AAAGTCAAATGTGTGGCCACATGGGATGGGCCAGGT 

>Sequence 582 

AGGTACATCATTCCACTTCAAG AA A 1 1 tTI 1 1 1 L C I til 1 MT GGAGACG 

GAGTCTTGCTCTGTCACCAAGGCTGGAGTGCAGTGGCACGATCTTGGCTT 

ACTGCAACCTCTGCCTCCTGGGTTCAAGCAATTCTCCTGCCTCAGCCTCC 

CAAGTAGCTGGGACTACAGGCGCACGCCCCCACACCCAGCTAATTTTTGT 

ATTTCTAGTAGAGACGGGGTTTCACCATGTTGGCCAGGATGGTCTCAATC 

TTTTGACCTCATGATCCACCCGCCTCGGCGTCCCAAAGCGTTGGGATTAC 

AGGCATGAGCCACCGCACCCGGCCTCACTTCAAGAATTTTTTACAAGCAC 

AGAAACTATATCTCAGTGTATGATAACTGTTACTATAATACTATATTGTA 

TTATAAATATACAAGCTATCTGAGGTGTGTGATAGCTCCACTACCTNCAC 

CAAGCTTTAGGAATATATATAATCTACTTTTGACCCCAAAGCCACAA 

>Sequence 583 

CCGGGCAGGTACCACTTCTGATGATGGAAGCAGTGACCTGGATCCCATAG 
AACACAGCTCAGAGTCTGATAACAGTGTCCTTGAAATTCCAGATGCTTTC 
GATAGAACAGAGAACATGTTATCTATGCAGAAAAATGAAAAGATAAAGTA 
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TTCTAGGTTTGCTGCCACAAACACTAGGGTAAAAGCAAAACAGAAGCCTC 
TCATTAGTAACTCACATACAGACCACTTAATCGGTTGTACCT 
>Sequence 584 

AGGTACTAAGTGAAAGAAGCCAGACACAAAAGGTCTCATACAATTCGATT 

TATATAAAATAGCAAGAATAGATAAAACCATAGAGACAGAAAGCAGATTG 

GTGGTTGCTGGGGGCTGGAGGAAGGAAGGAATGGAGAGTATCTGCTTAAT 

GGGATGGGGTTTCCTTTTAGAGGAGAACATTTTTTTGGAACTTTAAATAA 

AGGTGGTGGTTATGCAACATTGTTAACAATACTAAGTGGCACTGAACTTC 

TCACTTTAAAATAGTTAATTTTATGTTATGTGAAGTTTACCTCAATAAAA 

AAATTCTTAAAAAAAAAACTCAGTGATATCCAACCATTAAAAAATATAAG 

TTACATAGCTCGTATATAATCAACTTACTTATTACTGCACTATGAGGGGC 

ACCCAGATATGTAAGACAGAGTCCCAACTTTGGTTGTTGGGGACTATTrA 

GGATACAGAGATTAATA 

>Sequence 585 

AGGTACACAACATCCTTTCAAATATTCITrCTTTATTCTCCAATTCACT^ 

TTCAGGAGAATAGATAACCTCAATCATATTGATTCTCAGCCTAATGGTCT 

CCCTTACATAAATTATAATGACATAAGCATTTTGTATCACTTTATTGTTA 

CCATCGACCTCCTACAGTTTGGGGGAACCCAATCATTCnTAAAACATTA 

GAATGACAACTCCAGTTGATTTGGCATATTGTATAGGTGAGTGGGAAAGA 

CTTGTCAAATCCCAGAAAGGGGGCGTGGCACCAGCACCACCCAACCAGAA 

GAAAAATCTCTCTTTGGTGCTAGTGTCATAGCTCCCTATCTGTTCCGCTA 

ACCCA TTAAATGATGTGGTGGAAGAGGATCCTTTACAATCTTTGTTCATT 

TTTTrACAGAGCAATGGAAGTCATCATAACCTTTACAAATTATTTTTGGT 

TTAATTTTTCCAGGTTGGGAATTTGGGAG 

>Sequence 586 

CCGG CCGG GTCCTTAAAAAAATAGAGGAAATTTTTATTGGATCCCAATAG 

GGCATTTTAAACCTACAACCAGCTTTCTTTCTTCAATTTCAAAGCTAATA 

CTCTG CA AATCC AATAAAATCTGCCATTTCATATCCATTCCTGCTTTATA 

1 1 ill ATATTTTAA AAG AAGCCACCTGTAAAT ACTATTTTCTTTGGC A AA 

ATACCAAAAGGGACAAAAAACCTTTAAAAATTACAGTAAAACATAAAGTA 

GTTCTCAGGTGGAAAAGTTATCATTCCCAATGTrCTTGAGTTGTTCCTTC 

CTTAATCAACCTTTGTCACATTCTGCTTCAA 

>Sequence 587 

CCGGGCAGGTACTACTTTGAGGGCATTAAACAGACCTTTGGCTATGGCGC 

ACGCTTATTTTAGGGCCAGCGGCAGGGGACTCCAGCCTGCTGGACACTTC 

AGTCCAGCTCTCTCCTGACTGGGGCTTGCGACTCACAGGATTGCATCGTC 

CCAGCTGCTAACTTGGGGCCGGGGCCCCTCCCTTCCACATATACCTTGGG 

TTTGTGCATGTTTTCTGCTGGGTGGGTTCAGAGGGCAGGGGACTCCAGCC 

TGCTGGACACTTCAGTCCAGCTCTCTCCTGACTGGGGCTTGCGACTCACA 

GGATTGCATCGTCCCAGCTGCTAACTTGGGGCCGGGGCCC 

>Sequence 588 

CCGGGCAGGTACGTAGTAAGAGAAACATTGCCACAAAATCCTCTTTTAAA 

AGCTCTTTCAGGACACTAAATTAAGTCATTCATTTCTGAGATTTTAAAGG 

CCAACAATGTCTCTATTTTCAGACTATGTCACAAATGACATAAATGCCAA 

AATTATAGATCTTAAGAAGACAACACATAAAATACAGACTTAGACAAAAC 

AAATGACTAAAGCTGCATAGTTCTGCTAGACTTTATTCAAAACTGGCTCT 

ATTCTTAATTATTTGAGAGACCTAAAATTCTAGTGTTCAAATGTAAATAC 

CCATCATATACTGAAAAGTCATCTTCAAATTTGTG 

>Sequence 589 

AGGTACCACTGAATCCAAGGCTCTCTTGGGTAGCCTATGTGCCTCTTGGA 

TGGTATGTGAACAAGGTAGGGATGAAACTGCAGATGTCTGAAAAGAGCTT 

AAGCATCCTGACAGCTTGCATTTTITI TTTAATTTTTTTl TCCTCACCGT 

ATTCCACATACCTATGGCTGGGGAAGGTAATGTTACCTCTGCAAACAGAT 

GCTCTGGTAAGAGAAGAAAGACACAGGGAAGGCAGAGAGAGCAAGACAGA 

GGGCTCAATCACAAAGCTGGGACAAGGAGAGCAGCTGTTTTTCACACATT 

CCTGCTCCTCTCTCAGCTGGGCTCATGTTCACTCCGTTTCATTCCAATCA 
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TCAGG 
>Sequence 590 

CCGGGCAGGTACAGGACAGCCAGCGTCATCATTGCTTTGACTGATGGAGA 

ACTCCATGAAGATCTCTTTTTCTATTCAGAGAGGGAGGCTAATAGGTCTC 

GAGATCTTGGTGCAATTGTTTACTGTGTTGGTGTGAAAGATTTCAATGAG 

ACACAG CTGG CCCGGATTGCGGACAGTAAGGATCATGTGTTTCCCGTGAA 

TGACGGCTTTCAGGCTCTGCAAGGCATCATCCACTCAATTTTGAAGAAGT 

CCTGCATCGAAATTCTAGCAGCTGAACCATCCACCATATGTGCAGGAGAG 

TCATTTCAAGTTGTCGTGAGAGGAAACGGCTTCCGACATGCCCGCAACGT 

GGACAG 

>Sequence 591 

CCGGGCAGGTACACGGAAATCTGGACAGTGCTCCACAGATTGATACATTA 

GCCTTTGCTTTTTCTCTTTCCGGATAACCnTGTAACATATTGAAACCTTT 

TAAGGATGCCAAGAATGCATTATTCCACAAAAAAACAGCAGACCAACATA 

TAGAGTGTTTAAAATAGCATTTCTGGGCAAATTCAAACTCTTGTGGTTCT 

AGGACTCACATCTGTTTCAGTTTTTCCTCAGTTGTATATTGACCAGTGTT 

CTTTATTGCAAAAACATATACCCGATTTAGCAGTGTCAGCGTATTTTTTC 

TTCTCATCCTGGAGCGTATTCAAGATCTTCCCAATACAAGAAAAT 

>Sequence 592 

CCGGGCAGGTACGGTGTGCTGTCGATGAGCACGATGCAATTCTTCACCAG 

GGTCTTGGTACCA GTGCCCCTTTTCAGACAGATTTTGATTCGCTCTAGAC 

1 1 1 1 i 1 1 1 11 I 11 1 AATAGGGAAAAAATTTGATAATTTTCTTTTTTCTAC 

ATGCACT TAAGA CTAAAACACAGGTTTGGATTAATTTTATTCTGCTTCCT 

TTGTCCGCH TITATTA CCGCAGAGCCTGATGGGAGAATGTTCAGGGCAGG 

GAAACCACATTTTTTGTAGGTGAAAACTCAATGAACATTGGTGGCTTTTT 

TTTACACTTCTCTCTTGGGGTTTTTTTGTGGGTGCTTATTATTTGCTTTA 

AGGG 

>Sequence 593 

TACATAGAGGTGAGGGTCATG 

CCGTGTTTCAGCTCAATCANNGTCAGGACTTCGChWCTGCCCACCATNNA 

TGGTAGGCGGNAGGGGCCATNTGGNAGGCAAGCTTCAAAAGGGTTGGACA 

ATTGGCTTGACCCCAGAGGAGTCCCAACACTTTCAACTGGGAAGAGGGCC 

AGCCCTTATGTTGGGGCAAAAATGGGAAATTGCGGGCCCTCCTTTTAAGC 

CTTAATTTTTCCGGCGGGCCGGATCCT 

>Sequence 594 

AGGTACTCTGAAGGTAGGATGTGCAGCTTTTTCTTAGGCAGGATAGATGT 

AACATAGATGACTGCATAAAAAAGAGGCAGAAAGGCAGGAAGCCCATTTT 

Inn 1 AAC ACTTCTCC ATGTGTCTCTGCCTC ACCATAATGCTGTTT ATT 

CAATTATTCATATATCCCGATTGTGTTTTCAACACAGGTCTACACAGCAC 

CAGCTACAAGGCAAGGTCAATCGTGTAAAAAATAAAACTGGATAATGGGA 

GGCCTTGCAGTAACTAAATTAGCCAAGTTCAGAGTATGTGGTTTAACAAT 

TTTTATATGGGCCAATCATTGATATACCTACTAAACCTTGATGTCCCTTC 

TG 

>Sequence 595 

CCGGGCAGGTACCGTCGCCCGGCTCTCCGCCGCTCTCCCGGGGTTTCGGG 

GCACTTGGGTCCCACAGTCTGGTCCTGCTTCACCTTTCCCTGACCTGAGT 

AGTCGCCATGGCACAGGTTCTCAGAGGCACTGTGACTGACTCCCCTGGAT 

TTGATGAGCGGGCTGATGCAGAAACTCTTCGGAAGGCTATGAAAGGCTTG 

GGCACAGATGAGGAGAGCATCCTGACTTTGTTGACATCCCGAAGTATGCT 

CAGCGCCAGGAAATTTCTGCAGCTTTTAAGACTTTGTTTGGCAGGGATCT 

TCTGGATGACCTGAAATCAAAACTAACTGGAAAATTTGGAAAAAATTAAT 

TGGG 

>Sequence 596 

CCGGGCAGGTACCTTTNTCGGAGATTATGTCTACTTTGAGAATTCCTCCA 

GCAACCCATACCTAATAAGAAGGATAGAAGAACTCAACAAGACTGCAAGT 

GGCAACGTGGAAGCAAAAGTAGTATGCTTTTATAGACGACGTGATATTTC 
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CAACACACTTATAATGCTCGCAGATAAGCATACTAAAGAAATTGAGGAAG 
AATCTGAAACAACAGTTGAGGCTGACTTGACCGATAAGCAGAAACATCAG 
TTGAAACATAGGGAACTCTTTTTGTCACGCCAGTATGAATCTCTGCCCGC 
AACACATATCATGGGAAAGTGCAGTGTTGCCCTTCTGAATGAG 
>Sequence 597 

CCGGGCAGGTACTCATGGAAAAGGAGTTCCCTGGATTTTTGGAAAATCAA 

AAAGACCCTCTGGCTGTGGACAAAATAATGAAGGACCTGGACCAGTGTAG 

AGATGGCAAAGTGGGCTTCCAGAGCTTCTTTTCCCTAATTGCGGGCCTCA 

CCATTGCATGCAATGACTATTTTGTAGTACACCTAGAATCTTTGTGAATA 

ATGTGAGGCCAGTTCTTCCATAAGGAAGGCTGGTTATGGATATTCATAAG 

GTTATTTCAAAGTTAATAAAGACAAAGTGGCAACTGTAGAAAGTGTTGCC 

TCCAATCTTGGTCCGTATTTCCAAAGCTTGTAAACACTGCCAT 

>Sequence 598 

AATTGCGGAACGACCCCNANAATTCGAGNGGNACTCCCCGCGGNGGCGGC 

CGAGGGNNNNNNNTAATANGANAGAGAGGGNAGGCGGGCCACCCACGCGG 

GAGNGCAGNAGCACGACCNCATTTCACGGCAACCGGCGGCNCCCGCGNAC 

AAGAGANNCNCCNGCCNCAGCCNCCCAAGGAGCNGGGANNACAGGCANGC 

GCCANCACACCTTTTTAANNTTTTTTTTNCCAGGGGGGAGGGGGCCCCAC 

CAAGAAGGCCAGATTTTTCTTGAACTCCTGACCTCAAGGGATACACCCAC 

CTTAGCCTCCCAAAGGGCTGGGATTACAGGTGTGAGCCACCGTGCCCGGC 

ACAACCTTTCTTTGTTATGAACANCCTGTGTCTGCTGTGAGATATGCTGC 

AG 

>Sequence 599 

CCGGGCAGGTACAAAGCTATAAAGGAACGTTTTTAGAGAAAGCACTGAAG 

ACACACATTTTGCTGACCTAAAAGATTTTAAAATGAATTAGAATAATTTA 

CATCATATAAAGAGGTATTTAGTCTTTAAGTGGAGAAAGTTGCTAGTCAC 

ATGTAAGAAAAACAAGTTTTNTTTATTGGGGGGNNCCCCCTTTT^ 

NNCTCCT TTmil'lllU'lUlWTTCTClH'll-riTl^TlTl'ITITIUnTlT 

TTTTTTTCTCCCCTTCCCTC 

TTCTTTCTV ICTCCTCCCT 

>Sequence 600 

ACGTGCGGGGAACACCCACCANAGCGTGGAGGTGNAACCACCGCCGNGGC 

GGCCGAGGGACNNCANAAGGGTGNCNGGGTCCATTAAGTCCNCCACCCCC 

CNNNCNAGGACACCNNGNGGAAGGGGTGCAAAAGCCNCAGGGGGGGGACC 

AAAGAGAGNGAAGNGACCGNCNCNNCCAAGGGCCNCCAANANGNCCGAGG 

NGANGGCAGCCGCNCGTAAAGANGAATGTTGTANCNGGGGGGGGAACGCC 

CCCNAGAAAAGAGGGACCNGCTCGGTCGCCCGCCCGGAGGAAGCACGAGG 

AGNNCNGNGNCCCCACGGGCACGGNNCCCGCNACGGNNGCCAACAAGGAG 

CCGAGAACCGANHNCAGCAGCAGGGANCNGGAGNCCAACGGGGAGCACCG 

GACGGAGAAA 

>Sequence 60 1 

CCGGGCAGGTACTGGTCTACAGGGACAAGCAGTCTTTAAAACGAAACTCA 

CCTTCAGACCTCACTCTACGGACAGTGCCACACATAGAAAGATGACTCTG 

TCACTTGCAGATAGGTGTTCAAAGACACATGAAGATTAGAATCTTGCCAA 

TGGCTGGTCGTGACCCTGAATGCCAACGCACAGAAATGATTAAGAAAGAA 

GAAGAACGTTTGAGGGCTTCCATACGTAGGGAATCTCAGCAGCGCCGAAT 

GAGAGAGAAACAGCACCAGCGGGGGCTGAGCGCCAGTTACCTGGAACCTG 

ATCGATACGATGAGGAGGAGGAAGGCGAGGAGTCCATCAGCTTGGCTGCC 

ATTAAAAA 

> Sequence 602 

GACTTCGGATACTCTACTATGTCTTGAAGGGAAACCACCGCGGNGGCGGC 

CGAGGGACTGCATCAGCTAGATGAGGAGGGTAAATCGNNNGGGATNNGAA 

GACTATNAAGAACCTAGNAAGTCTTCGGNAGNNNACGGNGANGNGAGCAN 

NGAAGACCCCCCCGNNGNCACNAANCACACAAANAACAANNNNGAGAAGN 

AGGCNANAAAACAATTTAGGNNGCTTTTTNCNANNNGGAAAGAAACCAAA 

AAAAAAACAGAAAAGANGNGAANCCCCCCCAGNGAGGGGGGAAAGGGAAA 
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GCAACACCAAANAAAAGCCCACAGCAGCNNCANCNNAACGAAAACCCAGN 
GCANANGNGAAAGAGAANGANGCANNAACNGAAANACCNCANNG 
>Sequence 603 

AGGTACCACGCACAGGAGCCGTCATTTCTCTTGATGCAGGCGAAGAACTT 

GGCCTGGTGCCCGTTGATGTTCTTCTCTGTGACCCAGTCCATCCAGAGGC 

ACTCGTCCGGGGAGGAGATGTAGCACGGGATCATGGGGCAGCGCGTGATC 

TTGCACTCGCAGCCCATCTGGTACCTGCCCGGGCGGCCGACCGGGCAGGT 

ACTTACTTTCCGCATAGGAAGACAGACCATAGGCAAACTCTGTTTTGGGA 

TCTCA ACTCCATC ACCTTTGTTTCAATA 1 1 1 1 1 1 T 1 ' 1 CTCTCTTGAACAA 

AACTGAGATAATTTAGAAAACAGGC 

>Sequence 604 

CCGGGCAGGTACAGGCACAGCATATATTTGAGAAAACATCTTACAAATTT 

CATTTACTATAGGTITCTCAATAATCTTTACATTTAATCAATGAGAAAAG 

TGATTCAGTCrCTTGAATTTTAAGTTAAAAAAATTAAAAAGTATTTCCAG 

GGACTCTTAAAGCTCTCTCCCAAAGTATAAAATATTATGTACTGTGGGGT 

CAGATTCAGCATACTTGAGGGAACGAAAGACTTTTCGTTGGGGCGTGACC 

CG TTTGA TGTTTGGATGATCTTCAAGTGTTAGCAGCCCCGCTTTCTGTTT 

TTCTTTTATCTGAA 

>Sequence 605 

AGGTACAGACATmCAAAGTTGCCAGTGTTACTTTAATTGGACTGCCTT 

CGTAATTCATTGCCTCTGCTTCAACAATGTGCAACTCATCCTTTGCACCA 

GCCCCTAAACTGACCGTTCTTAAAGATAACTGGTGCTCATTTTCATCATT 

ATCCACCTTAAAGTGATAATCTTTGTCGGCCTTTAGTTCACAACCGAAAA 

GATAGTTCTGGGGCCTCAGGGGGCTCATGTCCATGTCCATCACAGAATTC 

TTTAATATAAATACGAACGGATGGGGATAAATAATATTTAAAACTTAGAT 

TATTCAATGCTTGCAAAAAAC 

>Sequence 606 

CCGGGCAGGTACATATGATCCTTAGCCACCAGGGCACAAGCTTACCAGTA 

GACAATACAGACAGAGCTTTTGTTGAGCTGTAACTGAGCTATGGAATAGC 

TTCTTTGATGTACCTCGGCCGCCCGGGCAGGTACCTTAACATTCACATGG 

AAGTAGTAAAAATAAGATTCTGGGTGCAGTTCTCCAATGACAGGAAAAAA 

AACAAAGAGAATTTGAAGAATACGTCAGAGACAAATACATTACAACCAAA 

ATTGACTTCAAGGCA<nTTTGAAGGAGATCAAATTTATAACAAAATAATT 

TAGTGAAAGTGAAAGCTTG 

>Sequence 607 

CCGGGCAGGTACCTGGACCTGCTGTCCCAGCCCTGCCGCGCTGTTTACAT 

CTTTGCCAAGAAGAACGACATTCCCTTCGAGCTGCGCATCGTGGATCTGA 

TTAAAGGTCAGCACTTAAGCGATGCCTTTGCCCAGGTGAACCCCCTCAAG 

AAGGTGCCAGCCTTGAAGGACGGGGACTTCACCTTGACGGAGAGTGTGGC 

CATCCTGCTCTACCTGACGCGCAAATATAAGGTCCCTGACTACTGGTGCG 

GCGCACCCTTCAGGGTCTTGAGATTGAGCTGCAGTCACAGCTGAGCATGA 

AAGCTGCCTTGGAAGACACACTGGCN 

>Sequence 608 

AGGTACCCAGGATGGTAGCTGGCAGGAGGGAGCCTGTGTTCCTGTGACCT 

GTGACCCACCTCCACCAAAATTTCATGGGCTCTACCAGTGTACCTGCCCG 

GACTTCCTCTCCTACCTACAGTCCCTGCTCCTATTCCCACCTCAGCAACT 

GAAGCCGCCCCCTGAGCTCTGCTTTGAGGATATAAACACATTTAAATTAC 

TGTCATATGCTTCCTATTGCATTGAGCATGGTGATCTGGAGCTAGCAGCA 

AAGTTTGTCAATCAGCTGAAGGGGGAATCCAGACGAGTGGCACAGGACTG 

GCTGAAGGAAGCCCGAATGACCCTAGAAACGAAACAGATAGC 

>Sequence 609 

AGGTATTAACACATGATGGAAAAGTCATTGTGACGCCAATGAATTTCATT 

GAGTATAAACTCATCTACTTCAAATTTATnTATAAGACAACCTAAGATA 

CTCAAGATAATTATTTAATGGTTAGCTCTTAAGTTGAATTGGTCTACATA 

ATGCGTG GGAAG AAAACCAGATTTTTAGCCTTCTTGCCAAATCCAGACCT 

CTGGTTGATTTTTCTTTGACAGAAGATGCAAGTTATTTTCCAATTTCACA 
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ATTAAATGTATTTAACATGAACATTATTTTGCTTTAAAAACTATAAACAT 

TGTAGGAGAATTATAGCCAGTCTTCAGTTATAACCACTC 

>Sequence610 

AGGTACTTCGAGGTCTTCGGCGAGATCGAGGAGGCGGTGGTCATCACCGA 

CCGGCAGAACGGGCAAGTCCCGGGGCTATGGATTTGTCACCATGGCTGAC 

CGGGCTGCTGCCGAAAGGGCCTGCAAGGATCCCAATCCCATCATTGATGG 

CAGAAAGGCCAACGTGAACCTGGCATACTTAGGAGCAAAACCAAGGATCA 

TGCAACCAGGTTTTGCCriTGGTGTTCAACAACTTCATTCAGCCCTTATA 

CAAAGACCTTTCGGGATACCTGCCCACTATGTCTATCCA 

>Sequence 6 1 1 

AGGTTTTGCAGCTCGTGCCATCATTTCAGAGCTGGTGAGCATTTCAGAAC 

TAGCTCAACCACTAGAAAGTGGCA(XCATTTTCCTCTCTTCCTACTTTGT 

CTTCAGCAGTTAGCTAAATTACAAGATCGAGAATGGTTAACAGAACTTTT 

TCAACAAAGCAAGGTCAATATGCAGAAAATGCTCCCAGGTAAGAGAATGC 

TGACTTGTTTGTTTTGTTTTTTTAATATTATATCTAGAGATTTCAGGTAC 

CTGCCCG 

>Sequence612 

CCGGGCAGGTACAAATGTGCCGTGTCTAACAACTTTCATTGAAAATGCCA 

TATCTATACCATATTTTATTCGAGTCACTGATGATAGAATGATATATCTT 

TTTCATTATTATAGCAGAATATTTTTATGGCATGATATTAGACGGCTTGA 

TCATACCTATTAAAATAATGCCAAACACCAAATATGAATTTTATGATGTA 

CCT 

>Sequence 613 

AGGTACAGAACTTGGTCATAATATCTTCCATTTTATAGATTTATTAAAGA 

TTAGTTTCAAGTTCACATTCGCTATTCAGTTGTAAACCGAATGGATGGGA 

GGGGAGAAAATATAA GCTC TCCACACAGGTATGCTCCTCTCTTTTCTGAG 

AGAGAAGGCATGGGATTTTCAGCATAAATTCCATGTTATGTGAGTGCTGT 

TTGAGTTCTGAAGTTCCTATCAATATCTGTTCCTGCAAGTGATCTCTGTA 

AGACCACCTTACATGCTGGTCTTAGTTATTGTTAAAATTGCAAGGTTTCT 

TCACACCCTCTTTGATAAGAAGTGTTTAGCTGGCAGAGCTT 

>Sequence 614 

CCGG GCAGG TACCTCTTGAGTGTCCCTTGAATTGGTAACCGGTTTGTTGT 

CATTATTTTCTAAGCGAATATGCCGTAATTGGTTATTGGGAACATCTTTG 

ACAAAGATCCATTTAACTTCAAATTTGCCCTTCCACTTATCCTGAGACCA 

GACACCAGCATACGCATTATAGTCCACAACAGACTTCATTTCAGCCACTC 

CACAAAAATGTCCACTGCCATTCACACTGAAGAGTAAATAGAGTGGGCXT 

TTCCCATTCAGGGAACGGTAAGCTGCATCCAAACGCTTATTACCATGCTC 

AGTACCT 

>Sequence615 

CCGGGCAGGTACTTTTGATTGTGCACGCTTTTAAATAGAGAGCAGAGTTG 

CCCACTTGAAACTACTCTCTTGCATGGGATATTTCAAGCTGTTTTACTAT 

GGGCAAGGAGCAGGGACCAAAATGCTGCCAGGGCTTAAAAAGAGCCGTGA 

TCAGATTAAACAGAAGTTGGAGAAGTGGAGGGATGTGGGCCACACACGAG 

AAGAAATTCAGGAAGTAAGAAGTAAGAGTGACCCTATTATGCTTCTCAAG 

GACAGGATGGTGAACAGCAATCTTGCCAGTGTGGAAGAACTAAAGGAAAT 

TGATGTGGAAGTGAGGAAGGAGATTGAGGATGCTGCCCAGTTTGCCAC 

>Sequence 616 

CCGGGCAGGTACATGTACATTATAAAAAAAAAAGTTCAACTAGTATGAAA 

GGGTTATAAAGTAACAGAAAAAAAAAAAAAAAAAAAAAAAAGGAATTAAT 

CACAGTGGAAGCTTGCACGGTGGGCCA 

>Sequence617 

CCGGGCAGGTACAAATGTGAAGAAAGCTTTGTGAAAATTCCTGGCGAGAA 

GGACTCAGTGATCTGCCTTAAGGGCAGTCAATGGTCAGATATTGAAGAGT 

TCTGCAATCGTAGCTGCGAGGTGCCAACAAGGCTAAATTCTGCATCCCTC 

AAACAGCCTTATATCACTCAGAATTATTTTCCAGTCGGTACCTCGGCCGC 

CCGGGCAGGTACCCAAGGGATGTTTCCAAGCTTCTTGATCTTTAATCTTT 
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TAGCAACCTTCTGATACTGGATTTACCTTCCTAGGTGTGGTGCCCTCCTT 

CTGGAATTTAGATCTCTGGGGCAAACCCTGTCAGGATG 

>Sequence618 

CCGGGCAGGTACCCTGTGGCAAAATTAGTCACTGGTAATGAGAAAGATAT 

CACTGAAAGCCTCAAGTGCCTGAGAAACAGTTTACTCATCCATGGGATCT 

CG CCAAT TGTGAGGAAACAGCTCAATGGCCATTTCCAGTTATAAGCAGCT 

TATTTTTACTGATTGGACCTGGTTACCTATCATTTCTAAAAATAACTTCT 

GATACAATTTGTACTTCCAATTTATAATGAATACrrTCTrAGATTTTAGG 

TAGGAGGGGAGCAGAGGAATTATGAACTGGGGTAAACCCATTTTGAATAT 

TAGCATTGCCAATATCCTGTATTCTTGTTTTACATT 

>Sequence 619 

AGGTACTCAATACATCTTTAATAAAAATGGGGATCGGCTTCTCTGGAGTC 

ACGACAGTTGTTAAGGGCACCCCAAAATAGTTACTCTCCCAGGTTGCCTT 

TGCGGTGGATGGCCGGCGTTTGGGCTTTGGTTTCTTAGAGCTCCTCCTTA 

CGCTGCGAAGAATATTCCTGCTCCGAGGGTCTTCGACTGTTTCGTATGGA 

ATGACAGCATTGTCCCCTTTATAACCCTGGGATGCCTGATCCTCCTCTTT 

CTTTCGGATGGGCCCCAGCTCATCATCACTCCCCACGCTGAAGCTGCTCC 

GGTAACTAGCAAACCGCCCCAGCCGGGTGCATGTCGTACTGTACCTGCCC 
G 

>Sequence 620 

CCGGGCAGGTACTGAACAAAGGCATAGCCCTTGTGCACAGAACAGCCGGC 

CACACGGCCATACTTAGAGAAGATGGTCTCCACATCTGATTTCTTCACCA 

GAGCTGTGTTGAGGTTTCCAATGAAGACTCGAGAGTTGATGGACTTGGGG 

TCATTCTTGTTGGTTACATTGCTTGCCTGAAGCTTCAAGGACATGGTGCC 

CACTTAACAAACATTTCTTGAGTGTCCTCCTCTGTGCTGGCACTGTGGAG 

ATGCTGGGAAACACCGTGCTCACCAGTCTTCTGCTCTACTTGCTTTTCAA 

GAAGCCCCCTCTCTGGGAACCAGTAACAATGATGAGCTTAGCCAGCTGTT 

TCCTCCTTTGGGTTACAGGGTCAGCACCACCTGCCTCTGGGAATAGGGCT 

ACCNNCCGCCGAGAGGTCTGGAGGAAGCCCCGCGGCTGGAAGAAAGCGGT 

ACCTTGG 

>Sequence62t 

AGGTTi 1 1 1 rrnrn rrn r TTT T TTTTTrn 1 1 l mm nrnTTT 

AACAAAGAGTTTGATTTTATTGATATTTAAATATATTAAATATTTCACTG 

AAATACATGGTTAACCATCCTCCCCCACCCCCACAGGGGTTACATTATAA 

AACCAAAGCCCACGGCCTCCCACCTTCTGACTCCTTTACCAACTGGGTGA 

GGAAAGGGACAATGGTACCXCAGGGGAAGGGCATGGCTGGCACTGTGGTA 

CCTGCCCG 

>Sequence 622 

AGGTACCAGGAGAGCACAATTGGAGCGGCCTTCCTCACACAGACTGTCTG 
CCTGGATGACACAACAGTCAAGTTTGAGATCTGGGACACAGCTGGACAGG 
AGCGGTATCACAGCCTGGCCCCCATGTACCTGCCCG 
>Sequence 623 

AGGT ACATTATATAAGGATTTTTTTTAAGTTGAAAACAACTTTCTTTTCT 

TTTTGTATGATGGTTTTTTAACACAGTCATTAAAAATGTTTATAAATCAT 

AAAAAAAAAAAAAAAAAAAAAAAAAAATAGGGGGGGACCTGCCCGGACCT 
GCCCG 

>Sequence 624 

aggtti riir rnrn rTTn rTTn lr n Tvm i ttttt ti i i mrv 

TTTTTVI IT l rTTTTTTTT n I rTT TT TT Tl rTTTTTTTTTl rTTTT TT T 

nrn i iuggggaaaaaggggg t i i n 1 iticcttcggggggggggcgg 
gctaaaaaaaaaaaagccccccccccccaaaagttittttttaggggcgc 

CCCC AA A A A ACCCCCGG T T 1111 i'lT'l GGGG CAAAACCCCCATCCCCCCC 

ttgi 1 1 i nrrrn 1 1 iaaaaaaaacci i n 1 1 1 tigcccccgggggggc 

CAAAAAAAAAAAAAAAGGGGGTTTTTTTCCAAAAAAAAAAAAAAAACCCC 

CCCCCCCCAAAAAGCCCCCCCTCCCCTTAAAACCCCCCCAAAAAAAAAAA 

ACAAAAAGGCCTTGGGGCCCCCCGAACCGGGGAATTTTTCCCCAAAAACC 
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CCCGGGGAAAAGGAAAAAACCCCCCCCTGGAGAGGG 
>Sequence 625 

AGGTACAACAGGCTCCAATGACAACACTTAATTCCAGCTATACGGGGCAA 

AAGATGTTATGGGAGGGAATAGAGAGGTTTAAATACAGACGAAATAAAGG 

GTCACCATCTCCTCAGGCACAAGGAACAGCTTACTTTTTGCCAGATCTCT 

TATTTCCACCTGTGGCCAAGGGCCCCTTCCCCGTGGCCTACGCTTTTAGC 

TACGCGAGTAACTACTGCTCCTATTTTTGAATCTGCTTGAAAGCCTTATC 

TTCCTCGAACATCTCCITGGCCTGCTTGTTGGGCTGGTTCAATGGGTATT 

TCTTGCCACCTAAAT 

>Scquence 626 

CCGGGCAGGTACACAAAAAAAACATTTGGTATCAATAATTTGGTTGTGCA 

TTCATTTATTCAGTCAACAAATATTTAGCTGAGCACTGGCTAGCTGCCAG 

GTATTGCACTAAGGACCCAAAGATGGAAGAGATGATGTCCCTGCCCTCAT 

GGAGCTTGCAGTCGTGTTGAGCAGACTGTCAAACAGATTTAGGTAAGGCA 

ATGTGACCAGTGCTATGATACAAACAGGATGCTACAAGAGTACCT 

>Sequence 627 

CCGGGCAGGTACATTTCGAGCAGCGGAAGAAGGAGGAAGAGGAGCTGGTT 

GCCTTGAAGGAGCGCATTGAGCGGCGCCGGTCAGAGAGAGCCGAGCAACA 

GCGCTTCAGAACTGAGAAGGAACGCGAACGTCAGGCTAAGCTGGCGGAGG 

AGAAGATGAGGAAGGAAGAGGAAGAGGCCAAGAAGCGGGCAGAGGATGAT 

GCCAAGAAAAAGAAGGTGCTGTCCAACATGGGGGCCTATTTTGGCGGCTA 

CCTGGTCAAGGCAGAACAGAAGCGTGGTAAGCGGCAGACGGGGCGGGAGA 

TGAAGGTGCGCATCCTTTCCGAGCGTAAGAAAGGCTTTGGACATTGACTA 

CATGGGGGAGGAACAGCTCCGGGAGAAAGCCCAAGAGCTGTCGGACTGGA 

TCCACCAGCTGGAGTCTGAGAAGTTTGACCTGATGGCGAAGCTGAAACAG 

CAGAAATATGAGATCAACGTGCTGTACC 

>Sequence 628 

GAACCGCCAGGAGCCAGAAGGCGAGCTTGGCGAGTTTTGTGTGCTTTTGA 

CCTGCCCGGGCGGCCGAGGTACTTGTTATCAACACATTTGTATCAGAGTT 

GCTTTTCTAATCTTGTTAAATTGCTTATTCTAGGTCTGTAATTTATTAAC 

TGGCTACTGGGAAATTACTTATTTTTCTGGATCTATCTGTATTTTCATTT 

AACT ACAAA TTTATCATTCTACCCGGCTACATCAAATCAGGTCCCTTTGA 

TTCC CTTTT GGGGGACCCATTTTGTTTTGAGAATATTGAACTTTTGTAAA 

TGGATTTTTTTCCCTTTTTTAAGCCTTGTTTCCCCCCTTTTA 

CCCTCCTTTTTAAAAAAATTATTGAGCCTCCCTTGGGGTTTAAAATTTTT 

AAAAGGGGGGGGAACACCAAACTAC1 Jill 11 ITIGAATAAAAATTTCAA 

TCCCTATGTTTGGAATTAAAATAGAATTTCTCTTTTGAAAATAAATATGA 

ATTTTTTTTATTGTGCTTTTCC ATTA ATTAAG AAATTGG T f TTTVl " 1 1 CC 

TTTTGGCG 

>Sequence 629 

AGGTACCATGTACTTATTGGAGTTCCTTACGAGATGTACACATCGCAGTA 

CCTAAAGAACTGCCCCTACCACTTCCTCTTGGGCTTCTTTATTCGCATTG 

TGGATCAATCTATTTTGTGCGACTCTTTACATTGTATCATCTCGGCAACT 

TAATCCTATCCITTACTGACTCATACTCCTTATGCTGAACTTTTCAATCC 

AAAATCTCTATTGTTGTAGGACTCTGGGAAGCGGTTGATAAAAAGATAAC 

ACGAGCTACTGATATGGACAGGAGATGTTTTCTAAACAAATTGTATAAAT 

ATAAACATGAAATGTGGCAATGATCCCTTTAATTAGAACATTGAGCAATA 

AAGGATATGAACCATTAGTATAAAAATTCACATTCAGTCTTTCCGGATTG 

TGTTGTTAGATAATAACACATCCATAAAGGGCCACATTATCCTAGTAAAA 

ACCAAAGTGGGTTGATGGCCATATTGTGTAAAAG 

>Sequence 630 

^pQJ^^^^^^'^'^^^'^^ '^"^^'1'^^1'^'1'^'i'l'^n'nTCCAAAATTAGCA 

TTTTATTCAAAACGCTGGGGTCAGAGGTGTATCATTTATATTCTGGTAGG 

AATTGTATTTACCTTTTATAATTATTATTAGGGGGGGTATGGCTAATGAG 

TTCTG ATTC ACCCACGAAGGTTACATTTATGCTGAATACATTTGAAAATA 

CTCAGTTTTATACTGTATGTATATGATGGCTACTCTAAAGGTTTGGATAT 
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ATGTATTGTAATTAGAATTGTTGGCATGATGACATTTCATTTGTGCCAAA 

AATATTAAAAATGCCTTTTTGGAGGGACTAACAGAAAGCACCTGATTTGC 

ACTTGAACCAGATTATAGATTTAAAAGTTTATGACATGTATTTTGTTTTT 

AAAACTAGAATAGCCAGTATTTATGTTTTTTATAAAACTGTGCAATACGA 

ATTATGCAATCACAATACATTTGG 

^Sequence 63 1 

AGGTACAACCAGTTGAAATTTCCAGTAAAGCCTGCTGATCTTAAGAAGAG 

AATAG AATCTTTAATTGACCGGGACTACATGGAAAG AG ATA AAGAAA Al C 

CAAACCAGTAGGCTGGAAGAGGATCTTGGGCGCCGCCAGTCTTTAGCACC 

AGTTGGTGTAGGAGTTGAGACCTACTTCACAGTAGTTCTGTGGACAATCA 

CAATGGGAATCCAAGGAGGGTCTGTCCTGTTCGGGCTGCTGCTCGTCCTG 

GCTGTCTTCTGCCATTCAGGTCATAGCCTGCAGTGCTACAACTGTCCTAA 

CCCAACTGCTGACTGCAAAACAGCCGTCAATTGTTCATCTGATTTTGATG 

CGTGTCTCATTACCAAAGCTGGGTTACAAAGTGTATAACAAAGTGTGGGA 

AAGTTTGAGCATTGCAATTTAACCGACGTCACAACCCGCTTGAGGGAAAA 

TGAGCTAACGTACCTGCCCGGGCGCCCGAGGTACACCTTGCTT 

>Sequencc 632 

CCGGGCAGGTACCTGAGGATCGATAAAAGAGGCAAAGTAAAAGGGACCCA 

AGAGATGAAGAATAATTACAATATCATGGAAATCAGGACAGTGGCAGTTG 

GAATTGTGGCAATCAAAGGGGTGGAAAGTGAATTCTATCTTGCAATGAAC 

AAGGAAGGAAAACTCTATGCAAAGAAAGAATGCAATGAAGATTGTAGCTT 

CAAAGAACTAATTCTGGAAAACCATTACAACACATATGCATCAGCTAAAT 

CKjACACACAACGGAGGCKjAAATGTTTGTTGCCTTAAATCAAAAGGGGATT 

CCTGTAAGAGGAAAAAAAAACGAAGAAAGAACAAAAAACAGCCCACTTTC 

TTCCTATGGCAATAACTTAATTGCATATGGTATATAAAGAACCAGTTCCA 

GCAGGAGATTTCTTTAGTGGACTGrrrrCTTTCTTTTAAAATTTTCTT^ 

CTTTT 

>Sequence 633 

AGGTCGGGACCGGGGCCGCTGGGGTCTGGACGGGGGTCGCCATGATCCGC 

TTTATCCTCATCCAGAACCGGGCAGGCAAGACGCGCCTGGCCAAGTGGTA 

CAATAAATTTTTTTTGGTCAAATTTAAAAAAAAAAAAAAAAAAAAAAAAA 

AAGGAGGGGGGACCTGCCCG 

>Sequence634 

GGCCCGAACACTACATAGGGCGATTGAGCTCCCCGCGGTGGCGGCCGCCC 
GGGCAGGAAA T1 1111111111111 I T TTTT nTT TI 1 I 1 rTTTTTTTTT 

1 1 1 1 n n rrrnrn 1 1 n 1 1 1 1 1 1 1 n m rrTTTTrrn iGrrmT 

ATTTAAACACCCCGCGCCGGATAAAAAAAAGAGAGGGGCCCCCCCGCGGC 

CGGAGGGAAAATTAGAAAAAAAAACTCAAAAGGCCCCCCCCCCCACCCCC 

GGGGGGGCGCCCCCCCCCCCCCAAAAGTGGGTTCCCCATAAAAGGGGGGG 

AAAAAAACCCCCCCCCGGGGGGAAAAAAAAGGGAAAAAAAATTGTGTCTC 

CGGGGGAGAAAAAGGGGTGAGGTTCCACAAAAAGGCGCAAAAAAAAAAAA 

AAACGCGGCGGGGGAAAAAAAAAAGAAGAAACACGGGGGGGGGGCCCCCA 

AAAAGGAGGGACCCCCCACCAAAAAATTGGGGGGGGGGGGGGCCCACAAA 

CCCCCCCCCCTTTTAAAAAAAAAAAAAAAACGGGCACCCCCCCCAAAAAA 

AAAAAAAACACCCCCCCCCCCCCGGGGGGGGGGAGGAGAAAATGCCCA 

> Sequence 635 

AGGTACTCTAGTCGGTTAATTTACACTTTATTTTnTAAAAAGTTG^ 

AAAAAAGAAACAACACAAGTTTAGAATCCATAAAATGTCAGCAATGCTGA 

TGTGCACTGGACTGAAACATCTTGATCATCTTCTGATAGAAGTAATATTC 

CATACAAAAAGATTCTTAGATTCCATTTTTTGCTTCATTATTGTTTGTGG 

CTTGCTTTCTTTGAGCAATAAAGGGGTACCTGCCCG 

>Sequence 636 

AGGGAC AAGCTTI f 1 1 11 J l i rrrm 1 11 I I 11 TTTTTT TTTTTTTTT T 
I 1 1 1 1 1 11 1 11 1 1 Tl i riTTTTTTTTTTT l 1 1111111 1 CCCAAACCCCA 
AGGAAAAGGCCCCGGCCCTTTTTTTATTTTTTGGGAAAAATCCCGGCCTT 
TCCAAACCAAACGGGGGGGGTTTAAATTCCCCCTTTTTACTTTCCAGGGA 
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AAAAAAAAAATTTCCCGGCCCCCCAAAAAAACCCCCCCAAAAAAAAAACC 

CCCGGGGGGGGCTTTAAAAAAAAATGGGGGCGGAAAAACCCCCGGGAAAA 

AAAAAGGGGAAACCCCCCCCCTTAAAAAAAAAAAAAGGGGGGGATAAATG 

GTGTTACCCCCAAAAAAAAAATTTTTTTTATCCCCCGGCGAGGGGGGGGG 

GGG AAAAAAAAA AAACAAAAAATTGGGGGGGGGGGCGCCCCCACAGGGGG 

GGTATTTTTTTTTCTTTTTCCCCTCCCCCCCCCAGACGGGGGGGGGGGG 
>Sequence 637 

CCGGGCAGGTACTAAACACAGATGGGCACACTCTAGATATAGAACACGTT 

TCTTGCTGTGGTTGTGTGACAAATGGCTAGAATTTTAGGAGGCTCTGGGA 

CTGCACACTGTATATGCAATCCATCTCAGACTTTGGGATGGGAATCCATT 

TCATCATCCAGCATGGCGAAACTTGGTTCATTCGCCCCAATGTGAGTCCT 

TCCTGGGTAAAATTAAAGGCAGACCGGTTGGGTGCTAAGGATCCCTGGTG 

TGGAGAGGCCATTCCGTTGAGCAGCTGACTGTGAAATCAATACCAAAGGN 

GATGOTGGGTCCTGGCGTTGGGGAATTCTTTGACAACrTTCTTGTCCTTC 

CTTAGCATGNGCTGTTCCCCGGAGGTCTTTCGGCCTGTGTTCTGGCCTGG 

GGGGTCCCGACAGCACAGCACCTTGGTAGATCACAGGACTGGGAN 

>Sequence638 

AGGTCGCCGCTGGGCCTGCAGGTCTCTGTCGAGCAGCGGACGCCGGTCTC 

TGTTCCGCAGGATGGGGTTTGTTAAAGTTGTTAAGAATAAGGCCTACTTT 

AAGAGATACCAAGTGAAATTTAGAAGACGACGAGAGGGTAAAACTGATTA 

TTATGCTCGGAAACGCTTGGTGATACAAGATAAAAATAAATACAACACAC 

CCAAATACAGGATGATAGTTCGTGTGACAAACAGAGATATCATTTGTCAG 

ATTGCTTATGCCCGTATAGAGGGGGATATGATGGTCTGCGCAGGGTATGC 

ACACAAACTGCCAAAATATGGGGAAAAAGGTGGCCCTAACAAATTTTGCG 

GAAAAATTTTGGACCCTGCCCGGGGCGGCCCTTTAAAAACCTGGGGGGCC 

CCCCCGGGCCGGAAGAAATTTAAATAAAAATTTTATCGACCCCCGCCCAC 

CTGGAGGGGGGCCCCCGGCACCT 

>Sequence 639 

aggtaaaaaaaaaaaaaaacctcggccgcccgggcaggtgtcttgcgcca 

ccatgcctggctaatttttgtatatttagtaaagatgggttttcgccatg 

ttggccaggctggtctcaaactcctggcctcaagtgatgcacctgcctca 

gccttccaaagtgctgggattacaggcatgagccaccgtgcccggccaaa 

gtcagctttcaaaatccaagccataattggtgaggggggagtttcagaat 

tacatagaaaaattaatatttgaaaaaataattctgaaatttcgaattta 

aaaacagatgtgctgcttctgggtgtaggtagcaaaagtataggaaaaga 

actgtttccttagaagcggactgtggaaggcctatgtagaatgtcaaagg 

gcaacaagagcccgggtttttaatgtcatccttgacctcggccgttttag 

aactatgggatacccctgaccgcaagaatttgttttaaagctatx:gatcc 

cgcgacctgggggggggct 

>Sequence 640 

AGGTCCGAGAAAAGAGCTAGGGTAGGCAACTAAAACTTACACAGTGCCAG 

TCTCAGGAGGTCAGTAGCTCACAGAACTCAACAGATAAACTGGATTAAAA 

CTTAAAAGTCTrCTTTCTATTTGAGCCCATAATGACTATTTTGAACATGG 

CTCTTTTGCTGCTGCCTATATATAAATTTTTTATTAATTTTCTTGTATTG 

GGAAGATCTTGAATACGCTCCAGGATGAGAAGAAAAAATACGCTGACACT 

GCTAAATCGGGTATATGTTTTTGCAATAAAGAACACTGGTCAATATACAA 

CTGAGGAAAAACTGAAACAGATGTGAGTCCTAGAACCACAAGAGTTTGAA 

TTTGCCCAGAAATGCTATTTTAAACACTCTATATGGTGGTCTGCTGTTTT 

TTTTGGGAATAATGCATTCTTGGCATCCTTAAAGGTTTCAATATGTTACA 

AGGGTATCCGGGAAGAGAAAAAGCAAGGCTTATGTATCAATCTGTGGAGC 
A 

>Sequence 64] 

AGGTACCTCAGGGGTGGTCTGTGGAAGCCTTAAACTCTCCACACTCAGAG 
TCCTTTGTTTCCCCAGAGGCTGTTGCAGAACCTCCTCAGCCAACGGCAGG 
TATGTCTCCCTGCAACACAGCTGTTGTACCTGCCCG 
>Scquencc 642 
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ccGGCCAGGAACAAGc ririiTrrirLri TT i TT iiir i- irrn cGGAAc 

GTACAGAAAATTTTATTAAAAAATTAAAACTATTTAAAACCTGGTATATG 

AAAATAGGCAACAGTGAGAAAAACGCACTTTTGTGACAAATATTTAGCTG 

GTTTGAAAGACAGAACAAGGAGGAATCATTTACTCATAAAGAAGGCTCAA 

ATAAGTTAA AACA TGGGTGTATTTTTAAAATGACCACTCTAGTCGTGAAT 

TTAAAAGTCTTTTAAGGGTTAGAGTAATCTTTTTACATTAGGCTTGGCTA 

TTTCCTTTAGTTCTG AC AAGTACCTAGC 

>Sequence 643 

AGGTACAGTCAACATGCTAGAGGTCCAGCATTTCACAAATACGCCATGCA 

GTTACATGAGGACTGCTACAAATTTTGGAGCAATGGCCATCAGCTCTGTG 

AGGAGAGGAGTTTAACTGATCAACACTGTGTGCACAAATTTCACTCAITA 

CCTAAATCAGGAGAAAAACCAGAGGCTGATAGAAATCCGCCTGTGCTATA 

TCACAATAGCCGAGCTCGATCTACTGGTGCTTGCAACTGTGGAAGGAAAC 

AAGCACCTCGAGATGATCCCTTTGATATCAAAGCAGCCAATTATGACTTC 

TATCAGCTTCTGGAAGAAAAGTGTTGTGGAAAATTGGATCATATCAATTT 

CCCAGTATTTGAACCAAGTACCTGCCCG 

>Sequence 644 

CCGGGCAGGTACTTCAGGGCTGTGAGGAAGGGGTGCCTGGAGTTCTGCAG 

GACGCGGTTCTCGGTGAGTGTGTGGGCCACCTCGTCCTTGGCCACGATGA 

CTTCCTTCTTGAGGATCTTCATGGCGTAGTAGCGGCCTGTGGCCTTCTCC 

TTCACCAGGATCACCTTGCCGAAAGTGCCCTTGCCCAGCAGCTTCAGGTA 

CCACTCTTCCAACTCCTGAAGGAAGCTGGCTGTGCCCGTTGACTCTGACA 

CCTTTCGAGTCGCCAGTTTGCAAAGCCGCTCAACAAAGCCAGGAATGCTG 

AGAAGGGCCGCTTGATTGATTTCAGCTGCAGAAGGCCCCAAACTCAAGCT 

CtTCTTCTGTTGAGCATTTTTGGCAAGAAGCGTGTGCTTGTCATCATTCC 

CTGTATCCATCTCTGAAAAGGTGACAGCCAGAATCCGGCAGAAATTAGCG 

AGCTGCTGCTGATCGAAATTGGATACTAAGGAACTCAAATTGTGGACTTC 

ATCAGGTCG 

>Sequence 645 

AGGTCAGCAGCAACGCGGAGGAAACGGGAGTGAACGGAGAGCGTAGTGAC 

CATCATGAGCCTCCTCAACAAGCCCAAGAGTGAGATGACCCCAGAGGAGC 

TGCAGAAGCGAGAGGAGGAGGAATTTAACACCGGTCCACTCTCTGTGCTC 

ACACAGTCAGTCAAGAACAATACCCAAGTGCTCATCAACTGCCGCAACAA 

TAAGAAACTCCTGGGCCGCGTGAAGGCCTTCGATAGGCACTGCAACATGG 

TGCTGGAGAACGTGAAGGAGATGTGGACTGAGGTACCTGCCCGGGCGGCC 

GAGGTACCTGCAGAAGGCCTACAGGGTGCCAGGCACTTCTTTAATGTGTT 

CTTTCTTTATGTGATTATTTGATTAATCTCTGCCTCCCCCACTAGACTGT 

AAGCTCCCTGAAGGCAAGAATCCTGTGCTTATGCTCAATATTAGCTCTCC 

CTTGGCACAGAGTAGGCACTTAACAAATGCTCCCCAAAGGGCTGAGTGGC 

TGACTGAATTAAGTCN 

>Sequence 646 

CCGGGCAGGTACCCATCTACAAAGACCTCTATTACATAAACACTGCTTCT 

TACAGGAAACAAACCTCrrCTGGGATCTCCTTTTGTGAAAACCAGTTTGA 

TGTGCTAAAAGTAAAAAGTCTATTTTCCAGTGTGGTCTTGTTCAGAAGCA 

GCCAGATTTCCAATGTTGTTTTTCCCCTCCACTCAGAAACCCCTGCCCTT 

TCCCTTCAGAAAACGATGGCAGGCATTCCTCTGAGTTTACAAGCAGAGAC 

TCACTCCAACCCAAACTAGCTGGGAGTTCAGAACCATGGTGGAATAAAGA 

AATGTGCATCTGGTCTCTTCTGTTGTTTTTATTTCATATCAGATTAAATT 

TCTTTACCATGTTGGCTAAGTCTAAATATTAGAGATGAGGCTGTGCCTAC 

TCCCTGGCCAGCTCTGCTGATAGCCTATGATGGGTTCCAATGGGAAATGA 

CTCTTTACTATTAAAAGACAAGGAAAGCTCTGACTTCGTACCTCGGCCGC 
TCG 

>Sequence 647 

CCGGGCAGGTACTGGGATTACAGGCGTGAGCCACCATGCCTGGCCAGAAA 
TCTATGTTTTCTTAGAACATGTGGAAGAAGGAAAAAGACAAAAAAGGAAG 
TCTGGATTCTGAGGACCACGTCTCACCCAGGGTGACATCAGGAATGGTGC 
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TAGCCTCTGCAACACGACACCCAGTCTGAAAAGCTCTATACAGGGTACCT 

TGGGCGGTTCTTAAAACTAGGGGGATTCCCCCGGGCCTTGCAAGGATTTC 

GAATAATCAAGCTTTATCGGATACCCGTTCGACCTTCGAAGGGTGGGGCC 

CCGGTAACCCAGCTTTTTTGTTTCCCTTTTAGGTGGAGGGTTTTAATT^ 

CGCCGCCTTGGCCGTTAATCAATGGNCCAATAGCTTGTTTCCCTGGTGTG 

AAAATTGTTTATTCCCGCTTCACCAATTTTCCACACCCAACAATACCCGA 

GCNCGGGGAAGCCATTAAAAGTGTTAAAAGCCCTGGGGGGTGCNCTAAAT 

GGAAGTGAAGGCTATACTTTCAACATTAATTTGGCGTTTGCGCCTCAACT 

TGCCCGCTTTTTCCCAAGTCGGGAAA 

>Sequence 648 

AGGTGTAGGGTGTTATCCCTGTGACATTGTCTCTTTAGTTTGCTCTTTCA 

AGAGATACTrACAGATGTTGAGATGGCTGCCCTGCATTTCCAGCTAATCT 

CTTCTGCTCTAAATATTTAAAAACAGTTCTTCTCAAACATTTTCATTCAG 

ATAGCTTTCTGAAAGTTCCCTATCCCTCTTTACCATAATTTTTTAAATGT 

AGCCACATTGTAATAGTAAACTTCATATATAATGAGTGCTTCATATTTTT 

GTTATGGGAAAGCAATATATTATGCAGCCAGTCTGTAGAAACATTCAGAT 

CCCTCTTCCTTTACTCAAATACAGTTTCAAAAGGAAGACTCATGAGAAAT 

TTCATAAAATACAAGTTTTTAGATGTTTATGCfTTGCCTTTCTTTTAAAG 

GTGTTTTCCTGCTTTGTAGTCTCTAACTTTGAAATTTAAAATATGTAAAC 

TAAAGGGGGTTTAATTTGGCCTAACCCCATTTAACTCAATGTAAATGTG 

>Sequence 649 

CCGGGCAGGTACTGCTATACATGCAAAACTCTTAGCACCTGAATTTGTAA 
ACATTTACACGTATCCGTGTATTCCAGAATATGAAGAAAAGGACCATGAA 
GTTGCACTCATTTTTCCTGGACCTCAGTCTATCTCAATAAAAGATATTTC 
TTTTCATCTGCAAAAAAGGATTCAAAATAATGTTAGAGGCAAAAATGATG 
ACCCTGACAAGCCATCTTTTAAACGCAAAAGAACTGAAGAACAAGAGTTC 
TGTGATTTGAATGACAGCAAGTGCAAAGGCACAACACTGAAAAAAATTAT 
. ATTTATAGATAGCACCTGGAACCAAACAAACAAAATATTCACTGATGAGC 
GACTTCAAGGGTTGTTACAAGTTGAGTTGAAAACAAGAAAAACTTGCTTT 
TGGCGCCATCAAAAAGGAAAGCCAGATACTTTCCTTTCTACAATTGAAGC 
CATTTACTACTTTCTGGTAGACTACCATACTGGTTTATTAAAAGAGAAAA 
TACAGAGGGGCAATA 
>Scquence 650 

aggtacctgaggggctgctggacagagcggtagcgatcaatgcacaggat 
gaagacactgaaaatggacgctgtgctggccacatagtccatggaaagcc 
aaaagaggcagagaggacggcccagtgaccatttgacctgcccg 

>Scqucnce 65 1 

AGGTACAAGCTCACTAAAAGATTGAGACCCCCTCCTAGGACTATAGAACC 

CTTCCTCTCCCTCCATATTTTATCACCACATTACTAAAGGCCTGTTTGCA 

GCAGTTCCTCTTAACTTGTGTGTCATGTCCAGTAATCAAGAAAAAAATTA 

CAAGACATATTAAAGGCAAGAAAAAACAGTTTGACGAGAAAGAGCAAGTA 

TCAGAACCAGAGTCAGATATGGCAGGGATGTTAGAATTATACACCAAGTG 

GGATTTATCCCAGGTATTCAAGGCTGGTTCAGCATTCATTCAAAAGTCAA ' 

TTAAGGTAGTCCATCATCACATCAGCAGGCTAAAGAAGAAAAATCATGAT 

CATAGCAGTAGATGCAGAAAAAGCATTTGACAAAATCTAACACCCACTTA 

TGATCTCAGCAAACTAGGAAGAGAGGGGAACATCCTCAACTTGATAAAGA 

ATATCTACAAAAACACCTATAGCTAACATCACACTTGATGAAAAACTTAA 

AAGCTATCCCAA 

>Sequence 652 

CCGGGCAGGTACTTTTAGTAGAGACAGGGTTTTACCGTGTTAGCCAGGAT 

AGTCTCGATCTCCTGACCTCGTGAGCCGCCTGCCTCGGCCTCCCAAAGTG 

CTGGGATTACAGGCATGAGCCACCGTGCCTGGCCACGTCCCTATTTTAGA 

AATGAGAGGAGTGACTGCACATAGGAAAAATGCCACTTTTAGCAATTCAA 

AGTGGAAAAACTTCTTTTATATAAAAATTATCCCAACTCCCACCCCTTGG 

CTCTCAGTGTTGCATCTCCCACAGAGGTAAAGTTGTGCCATTTTCCCACG 

GCTTTAAACAAAGCAAAACAAAACCACCAATCCTAATAACCCCCCTCCCT 
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GCCCCGTCTCCACGCTGTGCGGAGAGGGCTCTAGCCCCTCAGTCGGACTT 
TTCCTTCTCCTTCATGTGCAAGAAGACGATGCTGAAGATGAAGAGCCCCA 
GCATTATGGAGAGGCCGNTGCGTAGAAGGGTAG 
>Sequence 653 

CCGGCCAGGTACAGAGTTACAGAGCATAATTTTAAACACTTAGTTGCAGG 

TATATAAGTATGGTATGTTTCATGGACTGGAGACTTTGCCTGTTCATTTT 

TTAAATA TTAT TTTCAGGTCCTTTGCTTACCAAAGGAGGCCCAATTTCAC 

TCAAATGTTTTGAGAACTGTGTTTAAATAAACGCAAATGAAACGAAAAAA 

AAAAAATACAAAAAAATGGGAAAAACAAAAATAAAAGAATTAAATATCAA 

ACATA TAAAAAAAGACGCCCTCCCGGGGGGGCGCACAAACCCTTTTTTTT 

CTTTTCCACAAAAAACGTTAAAATAACGCTAGGCCTTCAAAAAAGTGATA 

GCACTTCGCCCCGAGAAATTAGCACCCTTCTCAAATTGCTCCAAAAAACG 

CGCCACCTTGTTAAAAGGTTTTTTGGTGGGTTTTGCATGCGGATATTCTT 

AAAAAAAAAAAACCTCCGACTTTTGTGC 

>Sequence 654 

CCGGGCAGGTACCCGAGACTGGGAAGAAAAAGAGGTTTACTTGGACTTAC 

AGTTCCACATGGCTGGGGAGGCCTCAGAATCATGGCGGGAGGTGAAAGGC 

ACTTCTTACATGGCAGCAAGAGAAAATGAGGAAGAAGCAAAAGTGGAAAC 

CCCTGATAAGCCATCAGATCTTGTGAAACTTATTCACTATCACAAGAATA 

GCATGGGAAAGACTGGCCCCCATGATTCAATTACCTACCCTTGGGTCTCT 

CCCACAACACGTGGGAATTCTGGTAGATACAATTTCAAGTTGAGATTTGG 

GTGGGGACATAGCCAAACCATATCATTCTACCCCTGGCCCCTCCAAATCT 

CATGTCCTC ACTAT TCAAAACCAATCATGCCTTTCTAACAGTCCCCCAAA 

GTCTTAACTCTTTTCAGCATTAACGCAAAAATCCACAAGTCAAAGTCTTA 

TCTGAGACAAGGCAAGTCCCTTTCACCT 

>Sequence 655 

AGGTACAGGAGCTTGAAGCCGAAAAGGGTGAGGATCACTTCTACAGAGAA 

GGAGCCTCGGTCCACAAAGTCACCATTAAATATATAGGGGTTGGTCTCCG 

AGGGTAAACCGTTGAGCTCGAATATGTTGAGGAGGTCATAGAACTGGCCA 

TGGGTGTCCCCACATACTGTAATCTTCTCTGTCTCTTTGAGTGTGGTTTC 

CACGAGCGTGCTCAGCTTGGAGAGGACCrcriTGACCTGTACTGAGrm 

ATTATCTCCAATAATAATGGTCTGGAACTCAGGAGGATCATAGTAAAACC 

TCCAGTGAAGGTTAAAATTCAGGCCTGTTGATTTTTTCTTCGTTTTATGT 

TTTCCAGCAAGGATATCATAAGGACCAACTAATTGAAGTCCAAGGCTTGC 

AGAAAGTGAATCAGATGGCTTTTCAGGATCAAGTTCTTCACAGAACTTTC 

AAAAGTGATAGAAATCTTCAGGTAAAGAAA 

>Sequence 656 

CCGGGCAGGTACTCTCCCACTGGAACTCTGGGGCCCACTGAGGCACCATT 

ATTGGGGATTTCAGGGTGGCTGGGCACTGCAAACTGCTCCCTCCTCTGTG 

GTCCCTGAAAGAGCCCCACACGCCTGCTTCAGACGTGTCCACGCACACCA 

GTCCTCACAGACACACACCCACATGCTTGAAGCCAATAATATGGTTCGGA 

CCTTTGGCGCGTTATAAATAT 

>Sequence 657 

CCGGGCAGGTACAGAACTGGGAAACAACACTTGGTTAGTCTCTTTTAAGT 

TACAAAAAGCCAATTGATGTTTCTTATTCTTTTTAAATTTTAAATATTTT 

GTTATA AATACT CACAGGATACCTTATTTCCCTAGCTATCATCTCCTGAC 

TTAATGTTTTTTAAACCCACCAATATAAATTTAATTAAAGATATATGTTG 

TAAAAAAAGAAAAAAAAAAAAACCTCGGCCGCCCGGGCAGGTACTCTCTT 

CCCACTCTGCGGTTCTGCCAAGCACCTTGCCTGGGCACTTGTGTGTGTGC 

A AG ACTCT AC AGTGTGTTGTCTGCTGCTTT nT TTTTn CTTCTTCTGGT 

TCAATTGGCAGCTTTGTTTCCTAAAGTGGAATGAACTGAAGATACAATCC 

TAATAGAAGATAAATACCCATAAGCTGAAAAAAGAGACAGAGAGCAATCA 

TGTTCAATGTCACCATCCTGCCAC 

>Sequence 658 

AGGTTTTT I II" 1" I GTCTGAGTCCTCTGACGTCCTGCCC AAGAGAACAGCT 
GCGGCAGCCCCTGCCAGCCTACCCCTGCTGCGCTGCCCCAGAGCCTGAGA 
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AGGAGGCCGCTATGCAGGGGAGCACTGGGAACAGGAGAACCCACTGAGGC 

TTAATCCTAAGCCCTCAATCCCACCTGGGGAGGATAACTACCTGGGGAAC 

CCCCCTT TGCCCAATGCCTACCGGTTACAAAAACAAATTCAATTGCTTTT 

TTTTTTTGGTCCCAAAATAAAAACCTAAGCTTAGCTCTTGCCAATCGTTA 

CTGGGAAAATGATAATAAAGGGGGGGGGGGGACACTGCCCCGGGACGGCC 

CGCCTCTAAGAACTAGACGGAATCCCCCCGGGCCTGCAGTGAAATATCGA 

TAATCAAAGC TTAAT CTGGTACCCGGCAAACCTCGGAGGGGGGGGGCCCC 

GGGACCCCAGCnTTGGTTCCCTTTTAAGGGAGGGGATAATTTGCGCCGC 

TTGGGCGTAAAAN 

>Sequence 659 

CCGGGCAGGTITI-lTITril I'l'l'IITI'l'l I I rTTTTTTTTTAACAGGAGG 

AAAAAAAATTTAATAATATATGTTTGCACAGGAGTTCCACGAAATATGAG 

ACTCCAAGAAGGGTCAGATGATTGACACTCATACACCATCGTGAGCTATC 

GAAAAGAACGGCAGTTTGGGAGTTCTGCAGGGAGTTGACCACAAAAGTGG 

GAGAGTGAAGGGAAGAAGTGTGTCGTGAATAAAGCTTGGCTGGTTTTCAG 

ATAAAAGGTCTTGCGAGTGGCCAGGTGTGGTGGCTCACTCCTGTCACGTC 

CCAACACTTTGGGAGGCCAAGGCGGGCGGCTCATGAGGTCAGGAGTTCGA 

GACCAGCCTGGCCAACATAGTGAAACCCCGTCTTTACTAAAAATGCAAAA 

AATTAGCTGGGCATGGTGGCAGGCACTGTAATCCCAGCTTCTTGGGAGGC 

TGAAACAGGAGAATCAC 

> Sequence 660 

CGGGCAGGTACTGTCTGGGCTGGGGGGGACACTGTCCAAGGGAGTGGCCC 

CTATGAGTTTATATTTTAACCACTGCTTCAAATCTCGATTTCACTTTT^ 

TATTTATCCAGTTATATCTACATATCTGTCATCTAAATAAATGGCTTTCA 

AACAAAGCAACTGGGTCATTAAAACCAGCTCAAAGGGGGTTTAAAAAAAA 

AAAACCAGCCCATCCTTTGAGGCTGATTTTTCl"ri'l''I"ri'l'AAGTTCTATT 

TTAAAAGCTATCAAACAGCGACATAGCCATACATCTGACTGCGTGACATG 

GACTCCTGCCCACTTGGGGGAAACCTTATACCCAGAGGAAAATACACACC 

TGGGGAGGACCT 

>Sequence661 

AGG1 Hit 1 111 rTTTTTTT TTTTTTTTTTl rTTT TTT TT TTT TTTTTTT 

TTGGCCACGAGGGGGGTTTTATTTTCATTATTCATACAAATAATTTTCTA 

TAATATCCCGGGGCAAACCGGAAAATTTGGCAGTCCGATTGGGGGGGGGT 

CCCTTAAAAGACCCACAGGCCGGTGGCATTGGCGCGGAGTGCCCAGGTTC 

ACAGGGCAACTTGGGGCTCGTGTCCATrTTGCAGGGGGCTTTTCCTCCAC 

ATAACAACTGGGGTCTCAAAAAGGACGGGGGTAGAAAATCCTCCAGGATC 

TTAGGAAATT TCAC TCCGCTTCTCCTGCTCAAAGGTCTCTTTGGTCGGCA 

GGGGGGGTTCTTTTCCTGCGTTTTCCGTTTTCTTTAACTTGGCCTTATTG 

AAACTGGGCGATTTCCCCATGTTTGGGTTTGCCGCCCATTTTTAAAACAA 

TCGGGCAGTCTTT 

>Sequence 662 

AGGTACAATTTCAATAATAAATTAAAAAAATGAGTAAAGTAAGTCTGAGA 

GAAGTTCATAGTCACTATATTACTCAATGACATTTTTCTGCCTTCATTTC 

TAAGAGTTCATCTGATCCAAGGTCTGATCATCTTCTTGACAGAAAAACTT 

GTTTTGACAGCACATTTGAAATGCCGAGTGTTTTGTTATGTCTAAGCAGC 

AGAGTGATGTTTGTTAATAACAGAAACACTTTAAAAAGAATCAATTGCAA 

TCAAGAAGTGTTGATGAACATTTGGACAAATGTAACTGCCCCNGGGCGGC 

CGCCCGGGCAGGTACAGCAAGTTTTCATGTCTTTTTTTAATAAATAGATT 

TCTA GGAGTCAGTATATATTTAATACTCTTCTTCCTTAAGAAATAAGAAG 

TTTTAGGTCAAGTGTTAAGCTTTATCACTTTGACACTGTCCTTATCTCAC 

AAGGAGGGATTTAGAAAGGACCTT 

>Sequence 663 

AGGTACAGAAGAGAGAAATTCAAACAAAATATTGCTGTTCTTCAGTTTTG 

TTTGTGGAATTTGAAATTACTCAAATTTAAAA 

>Sequence 664 

AGGTACTTTCAGTTTCATATTACTCTAAATCCATTACAAATCTGCTTAGC 
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TTCTAAATATTTCATCAATGAGGAAATCCCAGCCCTACAACTTCGGAACA 

GTGAAATATTAGTCCAGGGATCCAGTGAGAGACACAGAAGTGCTAGAAGC 

CAGTGCTCGTGAACTAAGGAGAAAAAGAACAGACAAGGGAACAGTCTGGA 

CATGGCATCAGAGATCCACATGACAGGCCCAATGTGCCTCATTGAGAACA 

CTAATGGGCGACTGATGGCGAATCCAGAAGCTCTGAAGATCCTTTCTGCC 

ATTACACAGCTATGGTGGGTGGTGGCAATTGTGGGCCTCTACCGCACAGG 

CAAATCCTACCTGATGAACAAGCTGGCTGGAAAGAAAAAGGGCTTTTCTC 

TGGGCTCCACGNNGCAGTCTCACACTAAGGATTTGATGTGGGGGTGGGCC 

CCACCCAAGAA 

>Sequence 665 

CCGGGCAGGTACACGTGGATGGGGCAGTCGGTCTTCTCTGGGCAGTTGTT 
GTTTCTCTCGGTAGTGTCCGGCGAGATGACCTGCTGCTGCTGGGCCTGGA 
TGGCCCCCAGGATTCCCCAGAGCAGGAGCACGGAGCAGGTGCCCTGGAGC 
ATCTTGGCAGCACCTGTGGCCCTGAAGTCCTGGTCCCGAGGAGGCACCT 
>Sequence 666 

AGG1 1 1 1 lll'nri'lTrmTGGCAGTGAGGACnTATTGGGGAGGGTGA 

CTTTGGCTTCCAGAAAAGAGGGAAGGTGGGGACCTAGTAACAATAACCAT 

TTATTCCAAGGAGGCCCTGGCCCTGAACCCGGGGTTCCCACAGGAATCAG 

GGAGGCACCTGAGTCCCCCAGGACCAGGGCATCCCAAGGCATCATGGCAG 

CTGCGTTGTTCAAAAGGAAGTTTCATTGAGCTTCATCTTGGGAGGTGTNG 

AGGGGAGTGCCGAGACCGCTGGAGGGCCACGGGGCTGGTGTGGGTGGCCG 

TCGGAGGTCTGGCCCACTCCGCACCAGTTCCTGGCAGCGTTCCACAAAGC 

TGCCCCCACCACGGCGCCGGGCCTCAGCCTGCGGGGGGCTTGGGCTCCCA 

CGGTGGCCAACAGGGAAGGTGTTGCTGGAGGCTGAGTGGAGGCTGTGAGG 

TAGACCGGNTGAGGCKjCTTTTTNAAACAGCCCCAAGGGGAGCTTTAGGAG 

CCCGTG 

>Sequence 667 

AGGTCTTCCTCCTCGTCCTGCCGCAGGGCCAGAACCCCTGACGGTATTCA 

GCTGCGCGTAAGTCTGGCCGGTGCCATCTGTCTCCGCAATGCCCCCCAAG 

AAACAGGCTCAGGCCGGGGGCAGCAAAAAGGCGAAGCAAAAAAAGAAGGA 

GAAGATTATCGAAGACAAAACTTTCGGTTTGAAGAATAAGAAAGGAGCAA 

AGCAACAGAAGTTTATCAAGGCTGTCACACATCAAGTTAAATTTGGTCAA 

CAAAATCCACGTCAGGTAGCACAGAGTGAAGCTGAAAAGAAATTGAAGAA 

GGATGACAAGAAGAAAGAATTGCAGGAGCTAAATGAGCTGTTCAAACCTG 

TAGTTGCTGCTCAAAAAATAAGTAAAGGTGCAGATCCCAAGTCTGTAGTA 

TGTGCATTCTTCAAGCAGGACAGTGT 

>Sequence 668 

AGGTACCCCTGTTGGTATCTAGGAAGTAACTAGCnTGCTTTTGATTTTAC 

AGGCT CATAG GTGGAAGGGACTTGCCTTGTCTCAGATGAGACTTTGGACT 

GTGGATTTTTGCGTTAATGCTGAAAAGAGTTAAGACTTTGGGGGACTGTT 

AGGAAGGCATGATTGGTTTTGAATAGTGAGGACATGAGATTTGGAGGGGC 

CAGGGGTAGAATGATATGGTTTGGCTATGTCCCCACCCAAATCTCAACTT 

GAAATTGTATCTACCAGAATTCCCACGTGTTGTGGGAGAGACCCAAGGGG 

AGGTAATTGAATCATGGGGGCCAGTCTTTCCCATGCTATTCTTGTGATAG 

TGAATAAGT TTCAC AAGATCTGATGGCTTATCAGGGGTTTCCACTTTTGC 

TTCTTCCTCATTTTCTCTTGCTGCCATGTAAGGAAGTGCCTTTTACCTTC 

CGGCATG 

>Sequence 669 

AG GTAC CTTTTGGGAATCTAATGTATTGTAAGGTATTTTACACGTGTCCT 

GATTTTGCCACAACCTGGATATTGAAGCTATCCAAGCTTTTGAAATAAAA 

TTTAAAAACCCCCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAACCTTGCCC 

GGGGGGCCGAGGTACAAGGAGCTAAGGGGCCCATGGAACAGGGTTGAAAT 

CAGCCCCAAAAACCCGATTTTGGTCAAGGGGAATCTAAAGCTGGCCAAGG 

GTTTAATCCCCCATTTTTTAAGGCTGTTCCGGAGCACGGAAAACCAAGTG 

AACTTTTAAAAGGGGGAAAGGGCCAAATCTATTATAAAGGCCGGGGGAAA 
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AACACACACAAAAGGTTTAACCAGAAATTTTTTTGGAAAAGGAACCCGGG 

AACCAATTAAAAAGGTTGGGGT 

>Sequence 670 

AGGTACAAACTGGATCTATAGATATTTTGAACTGGACCAGGTGGGTATTG 

AAGTAACCCATCAAAATATGCTCTGCAGTGATTCCGCTTAATGTTTAAAT 

TCAGTAACGTCITT TrTTTTTTTTTTTr i 11111 rTTT T CC TTTTTTT T T 

Tl l 111 11 ITrTTTTTTTTTTTTTTTTTTI rTTTTTTTTTTTTTTTTTTT 

CCCCCCATTATTAAGGGGGCCAAAAATGTrrrTTTlU'AATTAATTTTTGA 

AAACCCACCTTTTTATTTTTCCGGGTTTTTTTTATTTGC 

AAAACTTTTCCAAATGTTCACATTTTTAGGGCTAACCTTTTTTTAAAAGT 

TTTTTGGTTCCAAATGTTITrATAAGGGGGTTTTTAAAAAAGGTTAAAGC 

CCTTTTTCCCT TTTAA AAA T f f'l Tri"lTri' 1GG AAATGGGCCCCCCTTTT 

ATCTTTG AAA CTTTT A 

>Sequence67l 

AGGTACTGGCCTGCACCAGAAGATGTCTGCATTACTCATTGCTAAAAATG 

TGTAGCACAGAACTGCACTAGGATTAATTTGTTTACAAGAAGAAATTTAA 

ACTCTACGTTTGGTTTTCACATACAGCAGCTCTATTGAATAACATGCATC 

TGAATTTTAAGTTGCAAAGGTATCTGAATAATTITrCATGTGCATCTTTT 

GTCGAATGTTTTGGTTCAAGAAAGAATGTTTAAAGCTTTTTAAAAGACIT 

CAGTTCTTAATGTAACTGTACAAAATTAGTTGTAAAAAATAACATAATTT 

ACCAGTAAACCCACTCATATAGAAATGTGCAAAGCCTTTTGATATAAAAA 

GTTTTGTACCTGCCCG 

>Sequence 672 

AGGTACTGAAGCCAGCCACGCTGCGCCCGGCCCTGCCCCGGGCCTTCCTC 

GTGCCTGGGAGGTCGTTCTAGGGATGCTCCTGACCTCCGTCTCTTGGACC 

TAAGATGGAATGTGTCCCCAGCTCAGGGATTGCCTGAACCAAGAGGCCAG 

GAGCCCCCATGGGCCGCCCAGTACCTGCCCGGGCGGCCGCCCGGGCAGGT 

ACAAAGTGCTGCAGTAGCCGGTGAGCAAACTCATGTGTGGCTCCATCTCG 

GCTCCCTGTTCTTCCTCAGGAATCCACACAGCTTCCCAAAGCACTGTTGA 

TGCAGGAAATCTAACCTGCCTATTCAGCCCATCCCTCTAACCACATCCA 

> Sequence 673 

CCGGGCAGGTACAATAAATCCTACAGGAATAATAACAACAGAAACATATT 

AACAGTTTCCTTTGGCAAATTTAACGGAAGTGAATGCTGATGTGAACATA 

GAAAAAATAATTACAAAAACATGAAAAATGGAAACGACATAAAAGTTAAA 

ATAAAGGGATATTTCTAACTTTTAGACTGATGAAAGAAATGTCTGAGGCC 

ATTAAATGCAAAAAAGAAATACATTCTCTTTAAATTATTGTGTACCT 

>Sequence 674 

AGGTT^GCTTTTTTTTGAAAAAGGTAAGTTGCTGATTAAGTCTAATTGG 

AArTGATAATTCCATAGTCTTAGATTAAAATGAGGATATTTTCTCCTAGA 

TTTTCTCATGTTATGCCATGCATTTATATATCTAACCATTAATTTCACAC 

TAAGGATGCTTCACCATATAATAAAAGGAGCAAGATGGAAGCACTTTGAA 

TTTTCTTTCATTGAGAATAACTGTTTTATGTAAGAATCTGTATTTATAAC 

ACCAGATAT TAAGA TAGGCTTCCATITnTAATGCAAGCCACTTACTTAA 

TCTTGTATTCTTTTTCA 

>Sequence 675 

AGGTACACTTCTGTCTTCAAACTGTATCTTCTTTGGATGGAATTAAGATG 

TAACTGTATAGTTTTAAGATAAATAAATGGGAAGTTGGTCCAACTAAGAT 

GACAGCAGATATATTACATGCAGGATTTAATATTTTCTAATTCTCTCTTT 

TAAAAAAAAGGATGCTGTTGGATTGGGAAAAAAAAAGTCAAAAAAGAACC 

CAGATTCAATATATAAAAATGTCCCACAATAGGTCGACAATGGCAGTAAA 

AATAAGAGGAAAAAAGTAATCTTTCTGGAACATCATTTTTCAATAACATA 

GAAACACTAAGTGCCAGGAAGATTCCTATTCATGTAATTTTAGCAT 

>Sequence 891 

ACAAACATGTGCCACGTCACCACACAAAACCAAAGTCTGCTCAGAGAGGT 
GGG CTATGGTGTGC AG GCTGCA ACCTTTCTCTGC A ATTGTTAAGTCTTCA 
AAAATCTGAGTTCCTCACATAAAATTCTGTGCTGTGGCCAGAGCTCGTTT 
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TACCATTTTCTTAGATTGGATCACTTTTAGGATCAGCTTCGTTGTTCTTT 

GCGTAGACAATGACTCTCACAGCTTTCTCCAAGTGTCCCAGAAGCACTAA 

CTTACTGAAAATAGAATCTCATCAAAGCTTAACATATTCACTCTGAAAAC 

AGCGGAGCTGCTGGGTCGCTTAAGGAAAGCTGAGAACCTCAAACCTGTGG 

AAAGGAAAACCAGTGACCACTTGTGGCCTTATAAAGTTGAATTGCAGGTG 

AGGAAGGGGATCTCAAGAGGAGAATCCTAATTTCAAAGACATGGGAGATT 

TGTCCCTAATGTTTTATACTAGTGCTCTAGTTAAATGGAAAACCTTCCTG 

GATGGGGAAGATCTGAGGCTAATCTGGATCCTGGAACTTTCATTTTGGCC 

ACCACCATCTTCCTGTG 

>Sequence 892 

CCGGGCAGGTACAAACATCCACACCAGAAGAGCAAGACTTAGAAATGGCA 

TCAGAGGGAGAGCAAAAGAGGCTTGAAGAATATGAAAATAACCAGCCACA 

GGGAGAGAATGGGTCATAAAATCAACCCAACTGGCTATCAAGAGAATTAT 

ACCTTGCAGAATGGCACCTTTGGTATTAGCGTACCT 

>Sequence 893 

AGGTACCCCAGCCACATGGCCTTCATCCTTATGACCTAGCAGGCAGAACA 

GGGACCAAGCAGCTTCTATTTTGTCAAACTCCTTTGGACAAATATTCAAC 

ATTCAACAACAAGCTTTGTAAACCTAACGCTAAACAAGTCATGGCAAGCA 

AACTGGATTTTCTTAAGAAATGAGGAAAAGTGCAAGTGATCTCAGTACCT 

GCCCG 

>Sequence 894 

AGGTACTTCTTTGCAGTATACAAGGACTAGCAGTTAATATTGACCCAATC 

TTATATACGTGGCTCATCTATCAGCCTCAGAAACGAACGAGTAGACATAT 

GCAACAGCAGCCTGTGGTAGCTGTTCCTCTTGTTATGCCAGTTTGTAGAA 

GGAAAGAGGATGAGGTGTCTATTGGAAGTGCCCCCTTGGCAAAGCAGCAA 

TCA TATCAGGCCTCTGAATATGCCAGCAGCCCTGTAAAAACAAAAACGGT 

AACAGAATCCCGTCCATTGTCAGTTCCTGTTAAAGCCATGTTGAATATAT 

CTGAAAGCTGTAGAAGTCCTGAAGAAAGAATGAAGGAATTTATTGGAATT 

GTTTGGAATGCAGA 

>Sequence 895 

CCGGGCAGGTACTTACTTGATGTGACTCTCCTCTCATGCCTGGGCCCTGC 

TTACAGGTGTGATTGTGACACATAGCTTGGCCTAGCCCCTAGGTTATGTT 

ACTCTCCTCTTATCCTTCAGTTATTTTCACAAGGGGCATTGTGACATATT 

GCTGGACTGGGAACCCAGGTGATGTGACTCTCCTCTACTGCCTGAAATAC 

AACCAAAAAAAAAAAAAAAAAAAAAAAGGTCCCT 

>Sequence 896 

GAAATGCGGGGAACGCCCACCACAAGTTGANGGAGGAACGCACCGCCGNG 

GCGGCCGAGGACNNGNCAAAGGCGGGGCAANGTATTCGNCCCCACACACA 

NAGGCAGNNCCAGANNNCAACAGTGCANCAGANGGGGGGAAGANGCCGAC 

AAAAGGNGCAGCCACAGNNNCGNNNGANCNCCAGCNGGGNCCCCNGACCA 

AAAGNGCACCNGAATTTGCGGCCGTTTTAGAACGGGGGGGGGCCCCCCCC 

AGAAAAAANNCGANATCAAGCTTACCGCCACCGTGGGCCGCGAGGGGGGG 

CCCGGAACCCAGCCGCCGGNCCCAAAAGCGAGGGGAAAGCGCGCGCGAGG. 

CCGAAACACGGGCAGAGGTCGCGCCCCGCGAGAAAAAGCCAACCGCGCAC 

AACACCA 

>Scquence 897 

CCGGGCAGGTACGCGGGTCTATATGTCAGAATACACATTTCCCACCTTGC 

CCAACAGTAGAAAAACATAAGAAGAGAAAAACATTAAAAAATGACAAGGA 

AGTTAATGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGA 

AGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCT 

TCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGG 

ACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATCTTGGCTTTCCAAC 

TTCCAGAACTGTGAGAAGTATATGTTTGTGGTTTAGTCAATGGTCTATGG 

TAATTTTT 

^Sequence 898 

AGGTACGCGGGGGACGCGCGTCTGTGGAGAAGCGGCTTGGTCGGGGGTGG 
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TCTCGTGGGGTCCTGCCTGTTTAGTCGCTTTCAGGGTTCTTGAGCCCCTT 
CACGACCGTCACCATGGAAGTGTCACCATTGCAGCCTGTAAATGAAAATA 
TGCAAGTCAACGAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 
>Sequence 899 

AGGTAC1TT 1 N 1 11 rTTTTTTTTTTTCAGGTCTCCAGGAAAGATAGTTA 

AGGCTATGCTAGTGTAAGTCTTTATGGCTTGCATGGAACCAGGCAGGCTA 

CTGCTTTCTOCTGTGTGGCCTGGATCCTTTTGTTGTAGAATAAATAACTG 

CAATAGGAAAGAAACACATATATAATTTTATTCTCCATTCACAGCCCTTT 

GGGTTATAGTCTTTTCCCATATAGCAGATACTATACTAAAAAAAATTGGG 

GTGGAGGAATCITCACTGACATCACAAGGTGATrTTTGAATCCGACTTTT 

ACAGTCTGAAATTCAGACTTCCTGCCCTACTGCAATGGGAGTAAAAACCA 

CCTGAACCT 

>Sequencc 900 

AGGTACGCGGGGGTGGCGCCAGGGATTTGAACCGCGCTGACGAAGTTTGG 

TGATCCATCTTCCGAGTA 

>Sequence901 

AGGTACAACAGTTTTTTAAAAGATTTCACTGACATTTGCAACAATTTTTT 

TCTAATTTCTTTTGGTGCCATTTTAGTAACTTAACAATTGCTTTAATAGA 

CAAAACTCAATCATGCATGATCAATCACAGGTGAGAAAATAGAGGCGTGC 

TTACTAATGGCAGCAAAAGGCTTCTGTGGGGGTGTGCGGGATGGAACAGC 

TAGCTAGCTAGAAAGGGGCTTCTTTATAGAGGGACTCCAGTGTCAGGCAG 

GGGCACTGAAATCTAGGGGTCACCAAGGGCCACAGCACAGGGGACTGAGG 

GAGAATCCAGTGGCTGGAACTCTCCTCACCAGTCACCTGCCTTCAT 

>Sequencc 902 

ATGACATGGCTCAGCTTCGGTTTAAAAAAGGTCAGTGTCTATCTGGAAAT 

TTCTACGTGAG AGGT GATGGAACCAGAGTTTACTTCTTCACACAAGAGGA 

ACTGGACACGCTTTTCACCACTGCTGGACTGGAAATAGTTCAGAACTTGG 

TGGACCGTCGACTGCAGGTGAACCGAGGGAAGCATCTGACAATGTACCTC 

TGTCGT 

>Sequence 903 

AGGTACGGCCACAAGAGGGTAAGAAATTATCGCATGGTCTAATACCAAAT 

TTTCCCCCAAATAGAACCTACCAAGAGATCGAGCAATCAAAGCGTTATCT 

GTCAAAGCAATTCGCITCTTATTGATTTTGCCATAACCACGCTTGTAGAT 

TAGTTCATTTACTGACTTCAGATTGGGGTACCTGCCCG 

>Sequence 904 

GGCTTCNAGTTACTCCCCCAAGGCTGGAAGAGNGACNCACCCGCGNGGCG 

GCCGAGGNACGhfNACNCCGCTTTTCAGAGNAGANNACGCNNACGCCCCCC 

CACGCCO/AACWGGNCCAGAAGCTTTTCNCCAAGCNCCCAGCCNGCCCC 

ACAGAAAAACGANNNCNCAGCCCNGGANAGGNNCCCCACAGANCNGCNCA 

NCAACNCNGGCNCCNGACCCNCNCT'ITl'l 1 11 GACCGCGGCCCANNCCCA 

CCCCCAGCGAAAGGGACCACAGCNNCCACNANGGCAAGGGNNNAGGAAGG 

NCCAAAGGGCNCNNCAGNGGGNACGNNCAGCNGGAGNGNCANCGNAANNN 

GNGNGCCNNCNCAGNNNAGGGGCAAGNNAAAGAGCANGANGAANGNNNGA 

AG 

>Sequence 905 

CCGGGCAGGTACTCCCTCCAGACATCCGTATATTGGCCTGGGCCCCTGTA 

GAACCA AGCTTCAGTGCTAGGTTCAGCTGCCTTGAGCGGACTTACCGCTA 

1 T I ["] " I CCCTCGTGCTG ATTTAG ATATTGTA ACC ATGG ATTATGC AGCTT 

AGAAGTATGTTGGCACCCATGATTTCAGGAACTTGTGTAAAATGGATGTA 

GCCAACGGTGTGATTAATTTTCAGAGGACTATTCTATCTTGTTAAGTACC 

T 

>Sequence 906 

CCGGGCAGGTACTGGAGGAGTGAGTCCCTATGCTGACCCCAATACTTGCA 
GAGGTGAGAGAATGCTCTTTGGTTGTGCTACAAGTGCCCAAGGCCCAACA 
GTCCTTTTCTCTACAGCTTCTCCTCTCCTTGCAGGTGATTCTGGCGGCCC 
CTTGATAGTTCACAAGAGAAGTCGTTTCATTCAAGTTGGTGTAATCAGCT 
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GGGGAGTAGTGGATGTCTGCAAAAACCAGAAGCGGCAAAAGCAGGTACCT 
>Sequence 907 

CCGGGCAGGTACAAAGTGAGGAGGCAAGACAGGTGCACAGAGCATAGCTT 

TGTCCCATCTCAGGAACCCTGGGTTCCACCCCAGCTCCTGATCCCAAGAG 

ATACGTTTCCCGGGACTCCAAGGGAGAGCTGAAACACTGGTCAAGCTCAG 

AGCCCTGAAGCTCTTTCCCACTCCCCGCGTACCT 

>Sequence 908 

AGGTACTTAATGAGGCTGTATTAAGGAGAGTAACAAGTTCTAATTCTTGA 

CCCATCAAATTCTTAAGGTGAAGCTGAGGACCAGGAAGAGAAAGAAGATG 

CTGAGAAAGAAAACATTGAAAAAGATGAAGATGATGTAGATCAGGAACTT 

GCGAACATAGACCCTACGTGGATAGAATCACCTAAAACCAATGGCCATAT 

TGAGAATGGCCCATTCTCACTGGAGCAGCAACTGGACGATGAAGATGATG 

ATGAAGAAGACTGCCAAAACCTTGAGGAATTTATCTTGGCTGAGCCAAAT 

GCCCAAAGGGGATTACCCCTTTTAGCCCCCA 

>Sequence 909 

CGGGCAGGTACGCGGGGGAGTCCCCTCGCCAGATTCCCTCCGTCGCCGCC 

AAGATGATTGTGCGGGGCGCCCTCCGCCACGCAGCCGGCCACCGCCGAGA 

CCCAGCACATCGCCGACCAGGTGAGGTCCCAGCTTGAAGAGAAAGANAAC 

AAGAAGTTCCCTGTGTTTAAGGCCGTGTCATTCAAGAGCCAGGTGGTCGC 

GGNGACAAACTACTTCATAAAGGTGCACGTCGGCGACGAGGACTTCGTAC 

CT 

>Sequence910 

CGAGCGGCCGCCCGGGCAGGTACAGAGGTTACCCAGTGTTGCATTACTTT 

TAAATGATCTTAAGAAGCATACAGCTGATGAAAATCCAGACAAAAGCACT 

TTAGAAAAAGCTATTGGATCACTGAAGGAAGTAATGACGCATATTAATGA 

GGATAAGAGAAAAACAGAAGCTCAAAAGCAAATTTTTGATGTTGTTTATG 

AAGTAGATGGATGCCCAGCTAATCTTTTATCTTCTCACCGAAGCTTAGTA 

CCT 

>Sequence911 

AGGTACCAACTGGCCTCATCCTATATTCACTTTCGGCCCTGGGACCAAAG 
TGGATAtCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA 
TCTGATGAGCAGTTGGAAACTGGAACTGCCACTGTTGTGTGCCTGCTGAA 
TAACTTTTATTCCAGAGAGGACAAAGTACCTGGCCGGGCCGG 
>Sequence 912 

AGGTACCACCCATGTGCAGGAGACTGCAAGGAAGCTGTTATTCAAAGGTA 

GAACAGTCAGCCTTGTGCTTGAGTCCTGCTTTTATGCTTGCGTGTTTCAT 

AACAAAACACAGAGGCAAGTCTTCATATCAGCACTTAGTCTTGATATTCC 

AAGTAGCTGACTACTTGTACCTGCCCG 

>Sequcnce 913 

CCGGGCAGGTACTATAGCTGTAAGGAGAAGCTGAGAAATGATACCCAGGA 

GCAGCAGGCTTTACGTCTTCAGCCTAAAACCTAAAAAAAAAAAAAAAAAA 

ATTTAAAACAGCTATTAAACTGAAAGCATCTGTAACAAAAAAAAAAAAAA 

AAAAAAAAGTACCT 

>Sequence 914 

ACAGGTCAGAGTCTTCTTTTCTTTTCTTTTTGAGATGGAGTCTTGCTCTG 

TTGCCAGACTGGAGTGCAGTGGTGCGATCTGGGCTCACTGCAATCTCCAC 

CTCCCGGGTTCAAGCGATTCTCCTGCCTCAGCCTCCCGAGTAACTGGGAC 

TACAGGTGCGCGCCACCAAGCCCAGCTCATTTTTGTATTTTTAGTAGAGA 

TGGGGTTTCACGATGTTGGCTAGGATGGTCTCGATCTCTGGTCAGAGTCT 

TTTCTGTAAATATCCTTGGTAAAGAAGCAATTTTAGACTGTAGCTGTTGC 

AAATGCTTTAAGGAAGAAGCAAAACAACTGTCAGTA 

>Sequence915 

AGGTACCATCGATCCTAGTGGGACGCGATCCAAAAATATGCCTATTAAAG 
ATAATTGCTTTGGTTATGTTTAATGGGAAAGTCTATCTGTTTGGCTAAAA 
AGGGGACCAAGATGTTCTGCCATCACAAATTGACCAACAGAATTCTTGTT 
TCTCCTGATACTCCAGTAAGAAAAGACACGTTACAGACAGTGGAGTCAAG 
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TCCAGCCACAGAAATATTCAAGAAGAAGGTGTAAATATTGTTTTGCCTAA 

AAGTAAATCTCCCCAGATGTGGACAAAATCACTTTCCAATACCCAGTTTG 

CT TCCC TGGCCAATCTTAGGGCAGAGAAGATTAAGGTGGTGAAACCATCT 

TCTTTT 

>Sequence916 

mrm n i cctttttttgtaaacctatttattggtttgcggaaaacact 

CATATAGGTCGAATTGGAGACCCCCGCGGTGGCGGCCGAGGTACAAAGTG 

TC nTTA TGTCCTGTGTTTAACCCCITAACATACAGAACCTAATTTTACTG 

CATTTTAATGTTAATTCTCCACTCGAAGGTGAACATGGGATGTTTGTAAC 

ACATATTGTTGCTTATCAAGCACACATATGACCCCOTTCATGAATATTC 

ATTAGTTCCCCCTGTGACCCTGTTGAATATGTCTGTTTAGCCAACCTGTT 

TGGGATAAAACTCTTATCCCACTCTATTTTCCTCAAAGTCCCTGCCCGCC 

>Sequence917 

AGGTACACTTTGCCTGCTCCAGCCCTGGAATCAGCCATTGCTGCTGTGCT 

ATCCTTGACAGAACTATAACCTGAATTTAACAAGGAGGAAATATCAGGCA 

AACACAAATGGAGTGACATTCTAGTAAACAACTGATCAGTACTCTTTAAA 

AATGAAAGACAAAGAATGACTTGATGAATGAGTTCAGATTAAAAGAGACC 

AAAGGACACGCTACAACTGTAACTTGAACGCATGACTGTTGGCTGCGTTC 

TTGCATTGGAAAAAAGTGTTACTGATGAAATTTGAATTTCGTGTCTAGAT 

TGAG CAATTAAGCAATAATTTTGTTATAAATTGCTTTATTGGGTCATTAG 
TTTT 

>Sequence9l8 

CCGGGCAGGTACGCGGGGCAATTTGGAGAAGATAGAAGTTTGAAGTGGAA 

AACTGGAAGACAGAAGTACGGGAAGGCGAAGAAAAGAATAGAGAAGATAG 

GGAAATTAGAAGATAAAAACATACTTTTAGAAGAAAAAAGATAAATTTAA 

ACCTGAAAAGTAGGAAGCAGAAGAAAAAAAAAATTATTTAAAANTAAAAA 

GTACCT 

>Sequence919 

CCGGGCAGGTACTTCATGAAAACTACCATAACGTAAATTCCCCTTCTCTC 

CCCTGGATGGAAGTATCAACTTGGAAGTTACTAGGAAAAGGTAAGGGAAC 

TGACTGAGGACACTAGGCTTACCTTTTAATTTCGAAGAGTAACTGGATTA 

TTTCAGGTTGCTACGATTTCTGCAAACGGAGACAAAGAAATTGGCAATAT 

CATCTCTGATGCAATGAAAAAAGTTGGAAGAAAGGGTGTCATCACAGTAA 

AGGCAAGTGTGTTTGTATTTTTAAAGATAATTTTGAGTTATCTTATGATC 

AAAAGTTTGAGTTATCTGATGATCAAAACTGAATTTTT 

>Sequence 920 

AGGTACGCGGGGCCGTAACTTTCTATCCGTCCGCGTCAGCGCCTTGCCAC 

CCTCATCTCCAATATGCCTGGTCCGACCCCCAGTGGCACTAACGTGGGAT 

CCTCAGGGCGCTCTCCCAGCAAAGCAGTGGCCGCCCGGGCGGCGGGATCC 

ACTGTCCGGCAGAGGAAAAATGCCAGCTGGGGGACAAGGAGTGCAGGCCG 

CACAACCTCGGCAGGCACCGGGGGGGTGNGGCGATTCTACACAGAAGATT 

CCCCTGCGCTTCAAAGTTGGCCCTGTTCCAGTATGGTTATGAGTCTTCTG 

GTTCTTCGCTCCCGCATTTATGCTAGCCCATTTGGGGCGAGGTCCTTGCC 

GGGCCGG 

>Sequence921 

AGGTACTT TTTTC C 1 11 1 1 1 II 1 1 1 1 11 T i A AGTGCGTTC ATTCTC ACTG 

CTGTTATTGTTTTCTGACAGCATGTCTGAACCAGCTAAGTCAGCTCCTGC 

TCCGAAGAAGGGTTCCAAGAAGGCTGTGACCAAGGCGCAGAAGAAGGATG 

GCAAGAAGCGCAAGCGCAGTCGTAAGGAGAGCTACTCCGTGTATGTGTAC 

CTGCCCG 

>Sequence 922 

CCGGGCAGGTACCCAGTTCCAGGCCTTGACTCTTGGATGGCATTTCTGGA 

CTTGCCCTGGGCCAGAAGGAAGCTCACTGCCCTGAATGGAGAGTTCCAGG 

CCTGGCAGCATTCACCACAAACTGACTAAAGAGGCCCTGGGCCTGAAGTG 

AACATCAGTGGTAGTCTGGCAGTATTCCTTATGGACCTGTGGTGGTGGTG 

GCCATAGGGTGAGGCTCCTCTGCCAGTGGAAGGGGGAGGGAAGAGTAGGA 
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AGGACTGCCTCTTGTAGTTTAAGTTCCAGCTCAGATGCAGTAAAATAGAG 

CATGCCGGTAGATTTCTAATATTTrTCACTTAAGTCCCTGGCTCCTGGAA 
A 

>Sequence 923 
GTAACCACT 
>Sequence 924 

AGGTACATATCACAGGATTAAAACTCCAGTTAAGCAACTGAGCTAATCAT 

TGAAGTAAATTAAAAATACCAAGCirCTTTAACCTATCAATGCTGTTTTA 

GAAGCATCATCCGAACAAATAGAGATTTAGTTATAAATTGCTGGGCTACA 

TTCTGTGATGAGAATTTTGCTTAGTACCACTAGAGGAAGAGAGACTAGAG 

GCCCAAGAAGAAGGTGAAAGTAGAGCTATGTGCCCAAGAAAAACTTGTAG 

AGATGGAATAAGAACTGAAACAATAGTAGAAACACTTGCCCTGAAGAAAA 

AGGATGGAAAAATGAAATAGATTGATTTTTAGCTGGTAGGGAAGAAAGTT 

AA CATA GTCTTAGTCGGTTGTGTTTTCTCAAGGAACTGAGAAGCAGGATT 

AGTTTTAGAAATTTGAAGAAGGTAGTGAGAGGTGAAGCCAGCTGGGTCGA 

GTGAGGACTTGGAGAACTTTTTTGTCGGACCTGTAGAGCCTTCTACACCC 

TACCTTTTTTCTQGGC TTT1U W 1U M 11'CAAC(XGCAATGATGTGGCTTTTGG 

AAGGGCGTGAGCCAATTTTTTTCTGGAAACTGGGCCGGAGGAAAAAGCTC 

CTAGGGTCTACTAAGCGGTCTTCTTGAAGAATACTAAAAACCAGGGGTGG 

GGTGGCCCGGGTTTTTAAAAATCTTAGTGGTGGAATTCCCCCCCTCCCGG 

GGGTGGATTCCTCTTTTT 

>Sequcnce 925 

CCGG GCAGGTA CTNTN 1 1 1 1 J mm 1 1 1 ITTTTTTTTA AGAACAAAAT 

GTTTATTTITTGGATATAGACATTTAAAACATTCATGTCCAAGAACAGCT 

TCAATCAGGTATACAATAAGAAATAGACTTTAAATCCTAATACAGAAAAG 

GTAACACGAATTTTTTTGAATGCTGCTGTAGACACTAGTGTTAGAAAAAA 

AAGTTTATAAATGGTTTTGCACCAAAAAAATATGCAAAGAAACTTGAAAA 

TAGAAATTGTTTGCCATTTGTTGCTCTGGTTGCTGTTTAATATAGACCCA 

GTGACTGATTGTCTrCAGCACACATWTAATTGGCCATTTACTGCATTTG 

GCTAATGTGAACCAAAATGTGATCTAGATAGTGCTTTTCACTGGAGGATT 

GACAAACACGCTACATACATTAGTGAATCTTCATACCACCTCAGTGGGGT 

AGCCTAGAAATATTATTATACAGAAATTGAGGCACAAAGAGGTAAGTGAC 

CTTGCCAAAGGTCCCAACAGCACAATTCCTGGAAGGGGAGGGAACTCTTC 

ACACAGGACTTATGTGCCAAAAAGCTGGGCAGGGGCACCCCTTTGGTGGC 

TTTAGTAAAAACCTAGAATAAACTGTAGGTGAACCnTITGAGCTTTAGGA 

CCTTG GGCG GTTTAAAAAAAGGGGACCCCCCGGCTGCAGGAATTGATATT 

AAGCCTTTTATTCCGCGGCACTCCTGGGGGGCCCGGGACCCACTTTTTTT 

TCCTCTAAGGGGGTAAAATGCGCCCCTGGGGAAACAAGGGATAAGTGGTT 

CTGGGTGGAAAGTGTTTCCGTTACAATTCCAACCAAAATCAGCCGGGATG 

CTAATAGG 

>Scquence 926 

CCGGGCAGGTACTACGAGTGAGTGAGGCTGGGAGGAACACCAACCTAAGC 

CAGGGTAATGAGGGGGGACTCTTTACCCAGGACCCTGCCCACTGGCCTTC 

CTCTCTTCCAAACACAGGTTCCGGCATACCCAGGTGTGCAAGGCCTCAGC 

ACTGAAGCATGGTGGGGATCTGGCACAAGACCCAGCCTGGACAGAGATCT 

TTGGTGTTCTCTCTGTGGCCACCATCAAGTTTGAGATGCTGAGCACAGCC 

CCACAGAGTCAGCTCTTCCTGGCTCTGGCTGACAGCAGTATCTCCACGAA 

GGGCACAAAGAGTGGCACCTTTGTCATGTATAATTGTGCCCGTCTTGCCA 

CACTCTTTGAGAGTTACAAGTGTAGTATGGAACAAGGTCTGTACCT 

>Sequence 927 

CCGGGCAGGTACTACGAGTGAGTGAGGCTGGGAGGAACACCAACCTAAGC 

CAGGGTAATGAGGGGGGACTCTTTACCCAGGACCCTGCCCACTGGCCTTC 

CTCTCTTCCAAACACAGGTTCCGGCATACCCAGGTGTGCAAGGCTCAGCA 

NCTGAAGCATNGGTGGGGATCTGGCACAAGAACCNCAGCTCTGGACAGAG 

ATCNNTTTGGTGTTCTCTCTGTGGCCACCATCAAGTTTGAGATGCTGAGC 

ACAGCCCCACAGAGTCAGCTCTTCCTGGCTCTGGCTGACAGCAGTATCTC 
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CACGAAGGG CACAA AGAGTGGCACCTTTGTCATGTATAATTGTGCCCGTC 

TTGCCACACTCTTTGAGAGTTACAAGTGTAGTATGGAACAAGGTCTGTAC 
CT 

>Sequence 928 

GCGGTGGC CGGCC GCCCGGGCAGGAACTTN A i rrTTTTTTTTTTTl ITTT 

TTTGGCTG CTTTT CCTGATTTTTTAACTACTCATACAATAGTCTGGTAAC 

TGGTATTCTTTTTAAGCAGGGAACTCCTGGATTCAAATACCTGATAATTA 

AAGGATCTTTTGATATTTTGGCAGTTACTCTCACTAAAAGAAGTTACATT 

CAGCA GATT AGAATGATTCATGAGAAATTCTTGGTTAGTAAATATTTAAT 

CCAGATTTTATAATTGCCTAAATCTCTTTATAGGTTATTTCTTGCAATAT 

TTCAAGATCCTGAGTCAGCCATGCnTATACAAGCAAACTTTTATTTACTG 

TGTTTCTTTGGGCATCTCTGGTGTCTATTAACATAGTACAAGGTAGTGGG 

TCGCTGCCTGCCCACCCCCAAATGCCACACGCCGCCCCTTTACCGGATGC 

GAATCTTTGC 

>Sequence 929 

CCGGGCAGGTACTACCTCCTGGCAGGAGGCCAACCAACACAAAACTAGTG 
CAATAAACAAAACTACAACTAAGGATCCTCACAAGAGCCCATTTCACTCC 
CCTGCCACCTCCACAACAGCAGG 7 
>Sequence 930 

AGGTACTTCTATGTCATCATGGGTCTCAAAGGTGTTGTCAAAATTGAAAA 

GATACTCAAACTTGTCACTGGAGATGCTGCAATCTATGACTGTTTTTCTG 

CTTGTATTGATGATTATGAATGGCAGCTGAATGGCAGAGTTCACAGCCGG 

CGGGCCCTGGTTTTGCTGCTTCATTTTGTAAATTTTTTTG 

GGCGGCCT TITATAA AACnTGGTGCCCCCCCCCGGGGGGGAAGATATTTr 

TTTA TTATT '1'1'1 ITrCCCCCCCCCCCTGGGGGGGGGGCGGGCGGCCCCCC 

CCCA T TT Tl "1 1 ' I ' i'l " 1 "I "I A AAG AGGG AA ATAATCCCCCCTCCTCCCCA 

AATTAAAGAAAAAAAATATTTTGCTGTGGTGAAATA 1 TT ITr TTTTTTTT 

AATAAAATATACACCCCCCCCCCCAATATATAATAATTTATTGGTGGCTG 

GTTGGGGGGGTGTCTTTTTAATTAAAAATACACTATATTTTGTGGGGCCC 

CCTCnrCCCCTCTCTTTTTTCATGAAATTCTCCCCCCCCCCCTCTC^^ 

ATATAAGAAA 

>Sequence 93 1 

CCGGGCAGGTACCAGATTCTGATTCACTGATAATCGACTCATCTGTTACT 

AATACTTCCCCATCTGGCTTrCTGCGCAGCACCTTTCTCTTCATCACTGG 

CTTTCGGAGTCTTTGGGGGGGCCTCAGAGACTGTTTCTGAAGGGACATTA 

CTTTCTACATGTGGGTACCT 

>Sequence 932 

CCGGGCAGGTACTGTGCAATGCCTCAGGTTGCACCTGACTTATATGCTGA 

ACTACAGAAGGCACATTTAGTTTTATTCAAGGGTGATTTGAATTACAGGA 

AGTTGACAGGTGACAGAAAATGGGAGTTTTCTGTTCCATTTCATCAGGCT 

CTGAATGGCTTCCATCCTGCACCACTCTGTACCT 

>Sequence 933 

AGGTACCCCGGGGCTGGCTCCTCCAGTGTCTTCTCAGTCCTGAGCAACAG 
TGCAGAGGTGAAACGGGAGCGCCTGGAAGATGTGGTGGGAGGCTGTTGCT 
ATCGGGTCAACAACAGCTTGGACCATGAGTACCTGCCCG 
>Sequence 934 

ACCTTTAAAGGGGGGGGCCCCGGTAACCCCAACTTTTTGTTTCCCCTTTA 

AGTGGAAGGGGTTAAATTTGCCGCCGCCTTGGGCCGTAAATTCATGGGAG 

CATTTAGCTTGGTTTCCCTTGTGGTGAAAAATTGGTTATCCCGGGTTTAA 

CAAAATTTCCCCCACCAACAATTACCTAAACCCGGGGAGCCTTTTAAGGT 

GGTAAAAAGCCTTGGGGGGGGCCCCTAAATGAAGGTGAAGCTTAACCTCA 

CAATTAATTTGGGGTTTGCGCTTCACAGGCCCCGTTTTTCAAGTG 

>Sequence 935 

CCGGGCAGGTACTGTGTATCATCGCAGTCTTGCTTTTTTGAGTAATGGAT 
TCCTAGATTCTATGAGGATACCACAACCACTTTTAAAGAGGTTTCTAAGG 
CCAGGTGCAGTGCTTACGCCTGGGAGACCAAGGTGGGAGGATCACTTGAG 
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CTC AG GAGTTTG AGACCAACTTGTACCT 
>Sequence 936 

AGGT ACCAC AAACAGATCGCAGATCCAGGTTTCTCAAACTGGAGCATCTG 
CTTAATTTTCCICATAAAATCAGTCTTATTCTTTCTGACAGCTCTGAGACT 
CCTCCGGCCACGACTAGGTGCTGTCCTGGAGGAAACGGTGGAGGA 
>Sequencc 937 

AGGTACGGGAGAGACTCATAACTCTCCAGGCCCAGTGCTGGGGGAACCCC 

TCATGGGAGCAGCTGTAATGAGGCCTGGAAACTGGACACTGCTGAGCCCT 

GACATCCAGACCTCAATGCCCTGACTCAGCCCATGGCAGCGACCCCTTCA 

AACAGGCTCCATGTGGGCCTGTAATCAGGAAAGACTAGAGCATCCAGGAG 

TGGAGATTTGATTCTGAGATGCTGGGAGTTGTTCCTGGTTCTTGCTCCTG 

TCTGGCTGGTGCTGACAGCCAAAAGCGCKjGAGTTGTGTGAGCTTTGTCCT 

TCAGCACTAGAGGCTTCACTCAACCCATGAGAAGGGGATGCCCCAGGCTT 

GCCCATCACAAGCACTGGCCAAGCTGACTCCCCGCTGCTGAGGGAAAGAG 

AAAGAAGCCAAGGCTGCTCAAGTCAAAACACACTGCTGGCCAGGCCCAGT 

AATGTGGGGTCTGTAATCCTAGCTACACAAGGAG 

>Sequence 938 

AGGTA 

>Sequence 939 

CCGGGCAGGTACGCGGGGGGGGCCTGAGAATTTACATTTCTAGCCAGCTT 

CTAAGTGATGCTGATGCTGCTAGTTTGGAGACCACACCTTAAGAACCACT 

GCTGTTGGTCTTGTCTGCACAGTAGATGCACCAAGGCAAATGTTTAGAAG 

TACCT 

>Sequence 940 

CCGGGCAGGTACTGCTGACTGCCCTGGCTGGTCAGTGGGGCAAAGCCAGG 

CATGAAGAAGTGCAGGTAGGGGAATGGGATGATGTTCATGGTCAGCTTCC 

ACAGGTCAGCATTCAGCTGGCCTGGGAATCGCAGGCAGGTGGCAACCCAT 

TTATGGTGGCAGATACTAGGAGGTTTAGGTCACTCTAGGTGGGCATGGGC 

AGCTTTAGGGTTCTGAAGCAGATGTCATAGAAGGCTTCATAATCAATGCA 

AAAAGTCTCATCTGCATTTGCTATGAGACTTGGAGGGTGACATTGTGGGG 

CTCTAGCATGGTGCCTGACACCTTGGGCAAGAGCAGAATGCCGAATGGTG 

TTTAATGATCCTATTTAAATGGTCTGAATAACTGTGATGAATTTACTTGT 

ATAATCAGAATTCAGATTAAAAATTAAGACAACTCTTTTGTTTCCAACAG 

AAGGAAAAATATTATAACTrTTATATTTGTTCCT 

>Sequence941 

CCGGCAGGTACCTGAGACAATAGCACCAAATTCAACAGAGAGAAAGAATG 

AGTGAGAGAGCACTTTACACCAAGGCTCTGCACATAATTGGTGCAATTTG 

AAATTGAATGGCTCAGAAGACTGCTCTGTGAGGAGCAGATTGAGAGGATA 

ACACTCATCTTGCCGCGTACCT 

>Sequence 942 

CCGGGCAGGTACTCCCCTCCCCAAATAGAAACCTCAAAGACTGATCCATT 

TCCCCTAGGGCCTGGGCCAGGAGTAGCTCACTGCTCACTGCTGAGGAGAA 

AGGCACAAGATATAATGTCATAAGAGCAGGACAGTGGCTCACCTACAGTA 

GTTCCCTATANGGGGAAAGAAGGGCAGGAAATAGGGCGCAGNGGTCTGTG 

TCCTGTCCCTGCANCCACCCTGAGCNAGCTAGTCTTGGGAAGGGATTACA 

GGCCCTGGGCCATAGGCTGCTCGCCATTCTGCTTTCCTATCCTGTTTCTC 

TCCCTGTGCTGCTCCCTTTTAGCCAGGGCTGAGAAATGTTCAGCACCTGA 

GGCAAAACTGCCATAGTACCT 

>Sequence 943 

CCGGGCAGGTACCACGTGCATGAAACCCCTGTCACATATCCCCTTGCTTG 

CTCAAATCAATCACGACCCTTTCATGTGAAATTTTAGTGTTGTGAGCTCT 

TAAAAGCGACAGAAATTGTGCACTCGGGGAGCTCGGATTTTAAGGCAGTA 

GCTTGCCAATGCTCCCAGCTGAATAAAGCCCTTTCTTCTACAGCTCCGAG 

TCTGAGAGGTTTTGTCTGTGGCTTGTCCTGCTACAGTCCTTGGCTCCCTG 

ACCAGGAAGCGAGGTGACTGACAAGCCCTGTGGAGCGTCCCTGCAGAGGA 

CTCCGGCCAGCCTGAGTGACTCAATCCACAGAGCGCTTCCGGGTAGGAAA 
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TGGTCCCGGTGGAATGCCTTGCCAGAGCAACGCATAGCATGCTCCCGAGA 

AGGATTAACACTGGCTGAACATCGGGAAGGAACTGGTCCTTGAAGTTCAG 

ACATTTGAAGCTTGTCAAGACTTGTCTATGGAACTTGGCCCCTCCATGTG 

AGTGGAAGCATGGGCTGATCACCC 

>Sequence 944 

A GGTA CI I TT I' 1 " 1 i ' i" HTITITHTITIG ACC ATCC AC ATTATCTGTTTT 

ATTTTGGCAAAATGAAAGCATCTTAAAAAAAAAAGGCAATCACAAAATAC 

A GGGCTTTCTTA G A AAGCAACATGC ATCATATCTTG A ACA AGTTACCCGA 

GCGGTTTCTCCGTCCTACAAACAGACATGGATCAATCTCTCCTTCTGGGA 

GCTTCTCTGTCTTTGCCCAGGTCGCTCCCTGAGAGGTGAGGTCTGAACCC 

ACTCGG AAGCAGGACGATGTTCAAGGCTTGTACCTGCCCG 

>Sequence 945 

AGGTACAAGTTTACACCGTAAGAGGCAACATGGTCAGCCACAATGTCTTC 

ACCTCCACAAGGGCTCATCACGGTGGTCAGGGCGAGGGCCCCCAGCATCA 

GAGCnTrGTTTAGGATCATACrCTTTCCAAGGCAGCCTCAGCAGTTGCTG 

TTCTGAGCTGTAGAGCAATTGTCCCCGCGTACCTGCCCG 

>Sequence 946 

AGGTACCAGCCTGGAGCCTGGTAGACTTGCTGGGTGGCTAGATTCAGAAG 
AGAGAGAGCAATCACTACAGCTCAGCTCTCAGGAAGCCACATCCATAGGA 
AAAGGGAGAGAGTACCTGCCCG 
>Sequence 947 

aggtaci i 1 1 rTrrnrn rriTnTLTiTATTTTGAGTCACAGTAATTT 

TACTTTACCAATCACACATGTATTCTGTGTCTCACGGGCCACCTGCTGAA 
TGAGAGGACTCCAGTTGAAAGGTCAAGAACATAAAACCACAAAAGCTTTT 
TGAGTGGGTCTTCAACTTATTTAAAATAAAAATAAAGGACCTCCCGCGT 
>Sequence 948 

AGGTACGCGGGGAATTCATGTGGAGGTCAGAGTGGAAGCAGGTGTGAGAG 

GGTCCAGCAGAAGGAAACATGGCTGCCAAAGTGTTTGAGTCCATTGGCAA 

GTTTCGCCTGGCCTTATCTGTrGCAGGAGGCGTGGTGAACTCTGCCTTAT 

ATAATGTGGATGCTGGGCACAAAGCTGTCATCTTTGACCTA 

>Scquencc 949 

AGGTACTACTATGCTGATCACAAGCTGCTTGATGGGATCCTACTAGATGG 

ACAGGCTGAGGTGTTTGGCAGTGATGATGACCACATTCAGTTTGTGCAGA 

AAAAGCCACCACGTGAGAATGGCCATAAGCAGATAAGTAGCAGTTCAACT 

GGATGTCTCTCTTCTCCAAATGCTACAGTACCTGCCCGGGCGGCCGCTCG 

ATAT TATTCTTCAATTCAGCTTGTTAAACCTCCTTCAGGATTCTAAAACC 

TTTTAGACTCTTAAATTGCAGCCTTCCATGTCCCTTGTCCTGCCTCCAGC 

ACACTCTTCAATAAACAAAAGTCAACAGCACCAGGGCAAAACTAAAGGAA 

GTGCTGGATGGTCTCAGAATTCAGGATGACAGTACCT 

>Sequence 950 

AGGTACCAACAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCAATGATTC 

ATCCGACAGGGCCACTGGCA 

>Sequence951 

GTCAGGGACCCCGGAGGCCCGATTAGAACCCAAATAGATCAGGAGCTGTG 

GAGACTGCCCTGGCTTCTGCAGGTACCTGCCCGG 

>Sequence 952 

NGCAGTGNGACTNAATGCGANTNGGCGCTCTACCGCGGNGTCGGCCGAGG 
ACAACTTTGGATTGTCAATTAAAGCTTGTTTGTGGATACTTATCAAACGT 
TTTTGTGTCTATTTAG 
>Sequence 953 

CCGGG CAGGTACAGATGATGACTGCAAAATGAAGACCTACTTTCAACTCC 

TTTTTCCCCCCTCTAGAAGAATCAAATTGAATCTTTTACTTGCCTCTTGC 

AAAAAAAAGAAAAAAAGAAAAAAGTTCATTTATTCATTCTGTTTCTATAT 

AGCAAGAACTGAATGTCAAAAGTACGTGCCAAGCATCCTCGTGCGACCGC 

GAGAGCCCGGGGAGCGGTGGCTTGC 

>Sequence 954 
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GGTGTGCGACTGCATNTATCTCGAATNGGAGCTCTACCGCAGAGGCAACC 
C 

>Sequence 955 

AGGTACAACGGCCAGCCAATCACCAAAATGGCCTGTGGGGCTGAATTCAG 

TATGATAATGGACTGCAAAGGAAACCTCTATTCCTTTGGGTGCCCTGAAT 

ATGGTCAGCTGGGACACAACTCAGATGGGAAGTTCACCGCCCGGGCACAG 

CGTAGAGTACCTGCCCG 

>Sequence 956 

CCGGGCAGGTACTTTAGATGCAAAGTTTTAGATGTTGGTATTTGAATGGG 

ATACAAAATTGGGAACTTGGAATTTGGGTTGAGACATCTTTCCTATGCAG 
>Sequence 957 

AGGTACGCG GGGAG GAATTAACATACACTAACTTTGAGGAAGATGTGCTC 

ATATACATTATTTTTATAATTCAGTCATATGAGGCATTTTATTCACATCC 

TACATGAGGAGATTGAGAACAAAATATGTAATGTAGATTCAAGTTGCACA 

GTGAGTGAGGCCAGAGTTCATACCCCAGTCTCGTGGTCTTTCTGCAGCCT 

CATGATAGAGCAAGGATATTGTCACCTGAGAAACGAACATTGAACCTCCT 

TCTCTGAAGCCCAGTGAGTGCCCTTCCTCTAGACTCTGGCCACAGCTGGG 

CCTCCCTCCATCAGC^CACATAACTCATTGCAGTGTGCTrATCTGTTCAC 

TACTCCTTGTCTTCAAAGGAAACTCCAGAATTGTAATAGCTGTATCCTCT 

TCATCTCTGAACCTCCAGGACTTCAAAAGAAGTGACTGGACGTAGTAGGT 

GCCTGGGAAAGGTTTTTGAATGAATGTTTGAAGACAGCATCTAGGTGTCC 

AGCTCCTAGACCTTTCTTTGAGCGACAGTGGGTCTCAGTCTCATCCATTC 

AAGCTCCTGTTTGGGTTCATATTTATCCCAACCCAACCTTCTTTCTCTGG 

CCCTTGAGTCTCTCTTCATTAAGACTAATGTTTTCCCAGCTCACCAAACT 

TGCAGTCTTCTGGGATTCTCTGCTTCCCCCTATTATTTTTCACTAATCTA 

ACKjGGCTGCTTCATAAGCCTTCACAAGCCCTTCTGCAGGTCAAGCTATTT 

GCTGATTTGCTCATCAGCCTTCAATGAGGACTTCAGGAACCAACCGCCCA - 

AAACCCTTCA 

>Sequence 958 

TTTAAT 

>Sequence 959 

CGAGCGGCCGCCCGGGCAGGTACATTTAACAATTGGACATACAGCACTGT 

AAACAATTCAAAGTCCATTGAGCTTACCATGAAAGAACTGAAACGTATGT 

AGGAACTGTGTCCTGCTGCAOACAAGCAGCTGCTCTGGCTCTGGTGCGGT 

GCGGGCAGGAGGTGAGGTGGGCAGGTGTGGAAGGGAGAATTCCTGAGGCC 

AGTCACAATTATTGAAGCTAAATTAATTTCTTCCTGACACTTTAGCATTA 

ATTCTAAGTAGTTCTAAGTTCTAAACCATTAACTGTATAGTTAATTTTTT 

TAAATCAAAGAAGAAAAAGGCTTTCACACAGATGAATGTATAGGAAAACA 

CAAGTAATGACAATTTTCAAGAGCCTTATTGTAAAAAAAGAAAGAAAGAA 

A AAAGG AC AATTA ITT l" I GGAGTTACTGTCTCTAATTCTTAAAAAGTAAG 

TACCT 

>Sequence 960 

TACCCCTATTCCGATGTCGTGGATTACTTGGATTCCCTGGATTCGGGGGA 

TTCCCCTGCGAGAAGGCGGTTTTACCTTAATTCCAAGGCGGGGCTCCGGG 

TTTCCAACAAGACCCGGGGGTTTCCGCCTGTAAACAACATGTTGCGCCAC 

AAGCGCAGGAAATGGCAAAAATCCCCCTAAAGGCCCCGGGGGTGGAGCTC 

TTCCAGGGCTTCAACCACCCCGGCGGTCCCCCCT 

>Sequence 961 

CCGGGCAGGTACCTGGTTTTAACTTCATGTGTCTGAAAGCAGCACTGAAG 

AGGTTAGAAAAGACCATCTTGATCTGAGGATGCCACCCCTCTCCCATCTC 

CCAGCAGCAGCCACGTGGCATGGAGAGAATCTGTGTGCTAGGGAGAGGGA 

CAGCACAGTGATTGTGAGATACTGCTTTGAACTCAGTGCTGCCCTGTCAC 

AGCTGAAAGCAAAACTGGGCTGAACTCAGCCAGCACCCATCCACACAGGG 

AGCATTTAGATGAGCTCTAGCCAGAGAGGAATCGCCCATCCCAGCAGTCT 

GAATATGAGTTCCAGCAAGCCCCGTCACTGTGGGCTAAATTGGTCCAAGA 

CCTTAAATAAACTTGAAAGGGCAGTCTAGGCCATAAAGACTACAACCCCT 
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AGACATGTCCTAGTGCTGAGCTGGGGCTTGGAAGCCCAGGGACTTGGGGG 

CACGCTACCTACTGAGACCC 

>Sequence 962 

AATTGGTTTTCGGTTTCCAATTTTCCCACCAACATTCCGAACCCGGGAGC 
ATTAAAGTGGTAAAGCCTGGGGGTTGCCCTATTGAAGTGGGCCTAACTTC 
CCATTAAATTTGGGGTTGGGGCCTACTTGGCCGCTTTTTCCGATGGGGAA 
AACCTTGTTGTGCCCCCCTGCTTTTAATTGAATTTGGCCCACG 
>Sequence 963 

CCGGGCAGGTACTCCGCCATTTTACGTGAGAGACTTGAGCATTCTTGGAT 

TTGGTATCCTCAGGAGTCCGGGAACCAGTCCTCCATGGATATCAAGGGAT 

GACTGTTTGCCCGTGTTTTTAGCCTTTGTATCTTTGCTAAGAATCCCCTA 

AAACCTGGAGTACCT 

>Sequence 964 

AAAACCAACCGGGGGAACTTAATGGGAAGCCCCGGGGGGGCCCCATGGGG 

GGGGGCCCACTCCCAATAATTTGGGGTGGGGCCCCCCGGGCCGCTTTTTT 

AGAGGGGAAAAACTTTTGTTTTGCCGCCCITrTTTA 

CCCCCCGGGGGG 

>Scqucnce 965 

CCGGGCAGGTACTGTCCTTGTTTTCCCTCTGATAGGGTTTGGATCTGTGT 

CCCCACTAAATCTCATACTGAATTGTGATCTCCAGTGTTGAAAGTGGGGC 

CTGCTGGGAGGTGATGGGGGATCATGGGGGTGGAGTTCTCATGAATGGTT 

ACCACCATCCCCCCTTCATACTCrCTCTTGCTCCAGCTCTGGCCATGCGA 

TGTGCCTGCTCTCCCTTCCCCCTCCACCATGATrCTAATTTTCCTGAGGC 

CTCCCCAGAAGCTGAGCAGATGCCAGCCATGCTTCCTGTACCT 

>Sequencc 966 

AGGTACTTAGCAATCGGGTTGCCAGCAAAGCACTGGATGCAAGCCTTGCC 

TTCCAGAAGCTTACCAGTCGGGTTGCCAGCAAAGCAGTGGATGCAAGACT 

TGCCCTCCAGGAGCTTACCATCACAACGAAGAAGACAAATAAATGCATAA 

TATACAGACGACATAAATCCATACTGCACTCCAGCCTGGGTGACAGAGCA 

AGACTCCATCTCAAAAAAAAAAAGAAAAAAGAAAAGAAAAAAAAGAAAGA 

AAAAGAAAAAACAAAAAACCAGAAGAGCAAGGGAAGGCTCACAGGGCTGA 

ATCTTGAAGAATNGGGGGTTCTCAGGGTTACAGAGAAGGGGAGGACATTC 

TGGACAGAAATGGAATGTGTGAAGATATTGTGTACCTGCCCG 

>Sequence 967 

AGTTGGATATATAGATACGCTTCAAGCGCCGGGGGGAGGCACTTCTTCTA 

TTGGGCACCTATTCCCGTTTCTTCGGTCACTGACTCAATTGCGCTTGGCT 

CTACAGGATAGAG GGAGGC GGTTTTTGTTTCACTCAAAGGCGCAAATCAC 

GGGTATTCAACGGATTTTTGGTATAACGGCAGAAAATACATTGTGAACTA 

AAAGGGATCTAAAGGGGCACGATCCGCAATAGGGCCGGGTGCTGTGCGTT 

TTTCAAAGGCATCCCGCCCCTTACGAGT 

>Sequence 968 

AGGTACCTAATGAAACCCGTCTTTGGCCTGTGGCTGAGACGCCATCTGTA 

GGCGGTGAAATCTTTCCAGCCTATGTGACGAGGGTCATGCCACAGGGTGC 

GCACCTGAAGGAAAAGGAAAAGGAAAGGTTGAAACACAGCTCCTTCAGGG 

CTTGTTCTTACCTGGCCAGGGGTGTTTCCTGTGTGCCACAGGGCGTTCCG 

CAGGTGCTCGCCAGGCCCTGTGGTGGAGTTTACAACTTTCACAGAAAGGC 

CCGAGTATCCCTGAGCCCTCGTGGGGTTGGTGTCCCAGTAGGACTGGGTG 

ACTTGCTTCCACATCACAACATAAAAGCGGCTGCTGGACTGGTAGCCAAA 

GACAAATCCAGCATAGTCATCGTCCCTTTCGGTGTTGATGAAGAAGGTGC 

CACTGAAGTCCACAGCATTAAACTCATCATAACCTGGAAGAAGAGCCCAG 

AGCCAGGTTAAAACCTGCAGCCTTCAGAAGGTTCTCCGTCATGTTCCTAG 

ACATCCTCAGCACCCACAGGGATAGGTACCTGCCCG 

>Sequence 969 

CCGGGCATGTTACTTTTTCTTTTTTCTTCTTTTTTAAGATTATNAGTANA 

ACCCGGCAGATAGGTAGGAGTAGCGTCCCAAATGTCATGAGTGTGGCGAG 

GAATGGGGTGGATTACCCCCCTCCACCCCCTATCTTTCTCGTGTCCAGAG 
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CCCCCCCCTTCTCCACTCTCAATTCCTCTCATCCTCCCAACCTAGCCCAT 

AATCTTTACTCCCTCTAATCCCTCTTGTACCCCCCTCCTCCCATAATTCC 

CATTC CCCTCTCTGCCCCCCGTCCACCCTTTACACTCTCCCCTCCCCCTA 

CTTTTAACTCCTTCTCCAACCCGCCTATACCCCCCCTCCACCTTATTACC 

CCTCCCCTCCCCTCTCTCTTCCCCTACTTCACTCTCACTCTCCTCTCCTC 

TCCTCCCATCTCNTCCACCCCCCCTACCCCCCCCTCCATCCGCCCTTATT 

CCCCCACTTGCCTCTATCTCCACCCATTTTCTCCTGTCTTCAACCTTCCA 

CTCCTCTTCTCCTCCACTAGATCCCCTTAACTCTCCCTCATACCCCCTTT 

TACTTCTCATTCTTCCCCTCCCTTCTCCCCCCCCCCTCACCCTTCCTCCC 

TCTCATTCCTCCCCCTCTCTTCTCCACGTCTCCCATACCTCTCATCCGCT 

CCTTAGTCACCCCTTCCTCTTCCCCCCAGTCAACTGACTTACTACCCTCC 

ACCTTACCCACTCCTTTCACGTATCCTCTTACCCATACTCCCTCTTCATC 

CTTCCCATTACTCTTCCTCCACCCCTCATACCTACCCCCATCCCACTCAT 

ACTCTCATGATATCTCTCCCCTACATACTTTTTTTACATCCCCTCCCCAC 

TTTCACCCTCATCTCCCCCTTTCTCC 

>Sequence 970 

CCGGCAGGTACCTCATCCTGTCTCCAGGCCACTGAATAACACCCAAAAGA 

GCAAGCAGCCCCTGCCATCGGCACCTGAAAATAATCCTGAGGAGGAACTG 

GCATCAAAACAAAAAAAAAAAAAAAAAAAAGTACCT 

>Sequence97! 

CAGATGGAATATCNCGATAGTAGGAGCTCTCCGCGAGGGCTTTCGAGACC 

CAAGCATTCTACCACAGTTCTATTTGACTCCCACTTGTAATAACTCCTTT 

ATAAAATTCCATGTTTAACCATATGACCCTGCTTGCTTACTCATATTCTC 

CCTCC CTCTC CCCTTCCnTTCTCTCTCTTCCAGAAGTCATTTGCTCGTTG 

AAATATTTTGTAGGGATTGCTTATTATATTATTTTAGCTGATGAACCTCA 

GGACAACGTCTACACACACACACATACATACACGCACACAAAATCTCAGC 

TGTTGAAGAGTGGGCTTGGAATCAGACTTCTGTGTCCAGTAAAAAACTCC 

TGCACTGAAGTC ATTGT GACTTGAGTAGTTACAGACTGATTCCAGTGAAC 

TTGATCTAATTTCTTTTGATCTAATGAATGTGTCTGCTTACCTTATTTCC 

TTNTAATTGATAAGCTCCAAGTAGTTGC 

>Sequence 972 

AGGTACTTTTTTTTTTTTrCTCCATGGTTCTTTAGGTATCTCTCCTTCCT 

TTCCCTGTCAGCCACAGTTCTTTATATTAAATTCTTTTGATGGCGAGAAT 

CCTGGAGTAGGAGTGAGAACTGGACTGTAATGCACCTCTCCCACTAACCA 

CTGTTTGGGGCAAATAGTCTGTCTCGTTGGGAGATGAACTTTACAAGTTC 

AATTACTAAATCTGAAATATCTGGATTAGAATATTTCTAGGTTTTTTTTC 

TGCTCTTGACATTCTATGATAACTCCATGACAAATGTTCTTTTTCCAAAT 

AATT AAAACTTAAAACATTTCCGTTTAAACCTTCAAAGACAAAGACAACT 

TTTTCTTTCTTGCATTTGGGTCATAAAACATTCTAAACTTAATAAGGTTA 

GATGTTGTTAGGGGAGAAATCTATTTTGCCTTACCAATAACCACTCCCCC > 

TCTCCAAAAAGCTCAAAGCCAGGCAGTGTACCGTGGGAAAATGGGGAACC 

CTGCAAATTATTCTAACCTCCTTCCCTTTTTAATCCTCAGGAAGAAATGT 

TATATTACCTAGAGGAAAAGGCCCCCATTATTGACAATTGGAGAAAAAAG 

TTGGAATAACATTTTTTTTTATTTAGGGGCTAGAATTTAGCACTTTAAAA 

AAAGAAATTTGCTAACCGCCTTAGATTATTCCGGTATTTGCTTCTTTGGA 

GGGGTAACACTTGCCACCTTAATTTCTTCTTAGGCATTCCCCAAATCAAT 

TTGGTGGAGAATTAGCACAATAATTGGCCCTTCAATAGAATATTAGTATT 

GGGGTCTCTTGTGTCAATAACAACATTTTTCTTTCTGTAAAGAAAACCCT 

ACCGGCTAAAAATTTTATTCCTGGAATCATAAAGCAAAATTTAGGCGCCT 

ATATATTAT 

>Sequence 973 

AGGTACCTATTGGCCAATGAATCCCACCATTTTCAAATAAATTTTTAATC 

AGACTCCACTCAGTTGGAAAGTTTTGCTGAAAATATTTCTGGATAAAAAA 

CAAAAAACCTCATGTTGGAAATCAACTGTCCTTCCCATTTGGAACATTAA 

GAGGAGTCCCCAGGGAACACTGGTAATAGGTGAAAATGGTTCCTGGAGTC 

ACCAGTGTTGTACAGAGCCGCCAGGCGACTCAATTCACGTGCTCCTTTTC 
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TGGGGATGAAAAGG 
>Sequence 974 

AGGTACTCAGAAGTGTCTCTAGGAGGCTGGGCCAGTTTCCTCTCTTTTCT 

GCAGGCGTCTCCAGAGCACCCTCTCACCAGCTGTATCTACTCACAATCGT 

CTGGCATTTGGAATCTGGTTGAGTTTGGGTCCCTCAATACCCAGAAAATA 

GAGC CTCC AGGACCCGCCCCTAAGCAGGAATTTTTCAGATCTCCCTTCTG 

GGTCCTTTGGTCCCTAAGTCTCTGGCTTTGGCATTCCTGGTGGGAATCCT 

TGCGG AGAG CC ATCCTGGTACCTGCCCG 

>Sequence 975 

CCGGCAGGTACAATTTAATACATTAATGTAGTAAGTTATTAACTGGTGCC 

CCTATGATCTGCGAGAGGTAATACACTATCACGTGTTCCAAATTTTCACA 

GGAAAAGAATCATAGAATCCTATAACTGAAGGGGGCTAAGCGGGATCTAC 

AAATGCCTGCCAGGTGCTTGGATATCCTCCATCACATCCAGCCATGACAA 

GTTACTTGTGTCATGGTACCT 

>Sequence 976 

AGTCTGGCAACCTGAAGATTNNTTGCAACTTAACTACTGGTCAACAGAGT 

TACCAAGTATCCCCCTCACTGTCGTGCGGAGGGGACCAAGGGTGNNGAGA 

TCAAACGAACTTGTGTGCTTGCACCATCTTGTCTTCATCTTTCCCGCCAT 

TCTGATGAGCAAGGTTGAAAATCTGTGAACTGGCCTCTTGTTGGTGTGCC 

CTGGCTGAATAAACTTCTATCCCAAGAGAAGGCCAAAGTACCCTG 

>Sequence 977 

CAAAATCTTGGGCATACTTTTTTTCCTGGGAGAAATTTGTTTACCCCTAC 

AAAATTCCCAAACATAATTACTAGCCCGGAAACTTTAAATTTTTAAACGC 

CTGGGGTGCCCTTATGTAGTGGGCCTAACCTCCCATTATTTGGCGTGGCC 

CTCATATTTCCTGTTTTCCAATCGGGAAAACCGTTTGCGGCGCCCTnTA 

TrTTATTT ATTCGCC GCCAACCCCCCCGTGGACAGGCGGTCTNACCGATT 

ATTGGCCTC 1 1 1 11 CACCTTTTCTTACTTTAATTAACCAANATGCCCAAA 

ATCTCTTGTGTTTATGAGAATCGGTTTATTCTTCTTTTAAGAGGCTGTAT 

ATCTGGTTCTCCCTAAAATAAGGGTTTATTCCTAGATAAGACACATTTGC 

ACAACAGCCCTCTAAAGCCCATACCCCCAAAAGGCCCGTTTTCGTGTTTT 

TCTTAGGTCCACC 

>Sequence 978 

NAAGCTGCTACANTTGAAAGATCCGACTTTCCGGTTGGCAGCCGACGCAC 

GCGGGGGCTGCGTAACCATGTGTTCATGA A A CAAGCCAGCCA GTTTGA GG 

TAGTGCATAATGAGTGTAAGGCCATTATCATGGACTTTTTCCCCAGCTGC 

AGGGTTATCTACAACTCCGGGTGGAAGTCAAAGATTGAAGAGGATGACTC 

TGATCCTGGAACTGCATTGCTTGGTGGTCAGGAGGGGTTCTTAGTAAGCA 

AACTCAGTTTAATCCCAGAGTCGGAAGTGGGTGTCAACAAGCCAAAGCAA 

CATCCTTTCAGCTCTGCTGCTTTTTTGTCTTGGTGGAGGAATAGCCAATG 

GAAGAAGATGGAGAGTCCGGACCAGAAAAAAAAAAAAAAAAAAAGTACCT J 

GCCCGGGCGGCCGCTCG 

>Sequence 979 

TTGTCCACATCTGTTATTTCTGCAGGTTGTCTTTTGCAGCTTCAGGCAGT 

ATGGAACAAATGAAGGTCTATGTCACTCTAATAGAAGTAATTGTTGATAG 

GTGTTCTTCACATCCACTTCTGTTGCTGATTGAGTTAGGCATCTCTTTCA 

TGGTAAAACCCTTTTC ATTAAACACAAAG AA AGCTTTT T T TTTTI r T TTT 

TTTAATGTGCAGAGGATTGACCTGTGCATGCTTTTGATCTTTCATTCAAA 

GGACCATTCTTAATTAAAATTGCCATACCCTGTGTTGAAAACGGGGTGCT 

TTAAATAAAGAAATTGGCTTTGGGTTTTAAAGGAACTTGCCACAAAGATT 

GGAATG AGGGG ATCGGGCAAAGGTTTT T 1 11111 1 CGCGGGGACCCTTTT 

AAAACCCCAAAAAAAGGGGGCCCCCTTTTTTCCCCCCCCGGCGCGCCTTT 

AAAAAAGCCCCCCCCGGGA 

>Sequence 980 

NGGAGACCGTGCAATTTGGGCGAATCGGAGCTCTGCCGCTGTGGCGGCCG 

AGGACAATAACTCGCCTGAATTTCTATGGCAACAGGCATTTATTTAGTGG 

AGCTTATTATGGACTCATCTGTATCTGGGATGCAAAGAAATGGGAATGCC 
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TGAAGTCAATTAAAGCTCACAAAGGACAGGTGACCTTCCTTTCTATTCAC 

CCATTGGCAAGTTGGCCCTGTCAGTTGGTACCTGCCCG 

>Sequence98t 

GCGATATGCAATTCTGATATCGGGCAATGGTATCTCCAGCAGCTCTGGAA 

GTCGTGGAACCTTGTTGTCTACTTCCTTTTATAGATGGACATTTGTAAGT 

TAAAAATCAGTCACTATATAGGCACTGCTGTATGGAAAACGCATTTTGTG 

TTTCTACAAATTGTAAGCGGAAATGCCTTTTGAGTACGCGGGATTTGGAT 

GATT GACATAAGGTTTTTAGCATGTTCCTCCTTTTCTTCACCCTCCCCTT 

TTTTCTTCTATTAATCAAGAGAAACTTCAAAGTTAATGGGATGGCCGGAT 

CTCACAGGCTGAGAACTCGTTCACCTCCAAGCATTTCATGAAAAAGCTGC 

TTCTTATTAACCATACAAACTCTCACCATGATGTGAAGAGTTTCACAAAT 

CCTTCAAAATAAAAAGTAATGACGAACTACATAGACATCGAAAATAAAGT 

ACCTGCCCG 

>Sequence 982 

AGGTACAGCCTTGCCAGACCAGAGTCAGTTGTATCATCCTGGGGCAAGTA 
TGAGGAGAAGCTCACGATTACCAGGCACCTCATTGTGAACATGCTTTCTG 
CAACGCCTGCATCACCCAGTGGTTCTCTCAGCAACAGACATGTCCAGTGG 
ACCGTAGTGTTGTGACGGTCGCCCATCTGCGCCCAGTACCTGCCCG 
>Sequence 983 

AGGAC1 1 rTTTTTTTTI I I I I i ri"! GTCTGAAGTTTTTTCCCATTTTATA 

TCGTCAATATCATCACTCATTTGAAAACTAGGAATGTCCAAGTTGATGTC 

CTGACCCAAGGCACCCCAGGTTTCCAAGGCATTCGAATCTTTTGGAGACT 

GACCTATAAAAAGCAAAAGAGTTACTGAGAGTCACTTTCAGGGAAAGCTG 

GGTTGGGACTTCTTTGACTCTTATGCTTACCTTTGGAAGAAACATTGAAA 

ATCAGAAGGAAGCTGGCTACAAATTTACATGGAAAGCTCATCTTAAGGGT 

TGGTTTCCTCTTTTGATTCTCCCCGCGTACCTGCCCG 

>Sequcncc 984 

AGGACAGAGCCGCCAGGCGACTCAATTCACGCGCTCCTTTTCTGGGGATG 
AAAATGTGCTCACCATATCTTTCTATGCAACTGAGAGCTCCTAAATCAAG 
TCAAAGGGGACCATCGTACCTGCCC 
>Sequencc 985 

ACCTCGTTATGCCCACTCTCATTAAAAGAAACGGCTCAACACCCCGGGGA 

GAAAGCCGTATTAGATAATGGGACCCCTCTTACCCATCTACCGTTAATAA 

GACTACGCTGAGTCATGGGCTATACATGATAATGCGAATAGTACATTTCA 

TACTCACACGGCCGGATTCACCTGTTATCTCCACTAAACGATGTGAATAC 

CTCAGGCAAAATAACTATGTGTACTCGTATGTTCTCATAATGACTAAAAT 

ACCAGTTATAAGGTCCGCCAGCATGTCTACTTTATATAGTATATATCATC 

TTATATATAACTACCTCGTCATTCTCTCTTATCTGGAAGTATGCCTTCAC 

TCTATTTTAATCATACTCAGTGCACCATATTCCCAACTTCT 

>Sequence 986 

CCGGGCTGGTGCGCGGGGGAGACCAAGGGCTAAAGCTGGGAGGTGAGTCT 

GTCACCTTGAGCCGGGCGAGCGCTGTGGGCCAAGCAGGGGTTGCAGGGCA 

GTAGGAGTGCAGACTGAAAAAATGCAGACCGCCGGGGCATTATTCATTTC 

TCCAGCTCTGATCCGCTGTTGTACCT 

>Scquencc 987 

CCGGGCAGGTACAAGCACCAGCACCAAGGGATAATCAATGGGTGGCCACC 

ACGCATTCACAAGTATGCCTAGGTTTGAAGCTGTGGAACCTTTTAGCTCC 

AAGTTCTCTGCATGGGTATTGGGGCAACCTAAACTCCTAATCTAGGAGAG 

TGAGTACCT 

>Sequence 988 

GGGATATCGATCGATGCAGGGCAAATTAGCTTACCGCCGTGGCGGCCGCC 

CGGGCTTGTACCTACTTATTTCCAGCTGATGGTAGACCAAAGAATTTGCA 

GGTGGATGGTTTGGTATCACTGTAAATAAAAAGAGGGCCTGAAAAAAAAA 

AAAAAAAAAAAAAAAAGGAGTACCCAAGATCCCCAAATAAATTAGTAAAA 

GTGCCATTAAGAATTATCAGACATAGAATGTGTTTCAAATACAAATTTGT 

TAAATCCAAAAGATACAGTAATTTTATTACATAAAATTTCTCCTGCGTGC 
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TAAAAATGCTAACTTACAAGACATAATATTTGTAGTAGAGGGAATCACGG 

TCGGCTCGTTGAATTCTTTTTCATTATTGAAGAATAGAACAATAGGTAGT 

GGACATAGAAGCACTCAGAGTCCTTTGAAATTCAAGGTTGTTACATTATG 

TTCCACCAAAATAAGACTACCATTCTCTAATAATATAAATGCCTGGTCAT 

TTGACCTTTTAA 

>Sequence 989 

CACCTATTGTCAGCTCTGANGTCACGACGAAATGATGTCACCTCNGTGGC 
GGCCGCCCGGGCTTGTACCAGCAGATACCATCTCAGGGTCCAA(XTCCTC 
ATCTATGGTGCATCCGCCA 
>Sequence 990 

AGGTACAGCAGACGCTGGAGGAGATGGACTTCGAGAGGGGAATCTGGTCG 

GCAGCCCTGAATGGAGACCTGGGCCGAGTGAAGCATTTAATCCAGAAGGC 

CGAGGACCCAAGTCAGCCCGACT 

>Sequcncc991 

AGGTACTT1 J 1 11 1 1 I i 11 1 1 1 1 1 1 1 1111 1 " 1 ATC ATG AAG AACACAAAA 
TATTACCCAAAGATGAAGATTTAACAAAATTAATAATTTTTACTGTTTCA 
CCAAGGACTTTATAGTGAAACCGACTTTT7 ,, ri'i'rrri'l > ACACTGCAAGTA 
TGTGGCAGTCAAGAACGCAATGGCTACTAACTAGCACCGTTTCATGCCAC 
TAATGCTGATTCACACTACAGTGCAAGTAATTTAATTTTACCCATGGTGC 
TCTTG CACCAT CAGCACAAATGTCAACACAGTGGAAGAGCCAAACAACAT 
TTTAGTTTTTTGGTTTGGGTCATTGGGGGGCTACATATGTCAAGCAGTAT 
, GCTATAGGTACCTGCCCG 
>Sequence 992 

GAATTTCCATCGGTTTGCTGAGAAGCACAACTTTGCAAAACCCAATGACA 
GCCGTGCTCTCCAGCTGATGACCAAATGTGCGCAGACTGTGATGGAAGAA 
CTAGAGGATATTGTGATCGCGTATGGACAGAGTGATGAGTACCTGCCCG 
>Sequence 993 

CCCCCATCCACTTTGCAATGCACTCCCGCCTGTGGCCGCCGGCGGTCATC 

AGCTTTTTTTACATCAAACCCCAAGGCTCTCATTGCCACCTTTAATTCAT 

GATAATCTATTGCTTCATCTTTGTCTGTATCAAATAGTTCAAAAGCATCT 

TTAATTTCTTGTTTCTGTCCTCAGACAGCTCTCTGAATATCCTCTTTGTT 

TTGTCCACTAGAAGCTCACTTCTCAGAGCTAAACTCATTATCTCTTCGCA 

CAGAGACGTTCCTCTCAAGAACGATTTTAACCCCC 

>Sequence 994 

CCGGCAGGTACTTTTCTAGAAAAGCCTACATGTATATACTTAGTTACAGC 

TGCACTTCCCCATTACTTATTTTTAGGAAGGTTATAGAGATGGAATAGAT 

GCTGGCAAAGCAGTTACCTCTTCAACAGGGCTTCAATCAAGGTTATAAGA 

A GGTCA CAAGTCATTATAAACTATGGACGACTCCGAGGAACATTGAGGTA 

ATTTTTAAAGTCTAAATGCTGAATCATTTTAACCTCAATACTACTGGAGG 

ATGTTTCTGTATAAATAAAGTGTTTAAACTGAAATGCTTTTCCTGGTGCT 

AAATACACT AAAG CGTGTCGCAGATCATAGAATTATATTGCCTTCAAAAA 

GGCAAAATCTTTTATCACCTCATCTACTTTAATGTGTGAACTACATATCG 

CCTTTTCGTGCACAGAAATGGTAAGAAGATGTATACTTCTGCTACCTGAA 

CAATTATCTATCTCATTGAAAGGTCTTCAGATTTTGAATAAAACTTGTAG 

TACATGGCAAGAAAGAAATGGGCAAAAACGGGCAATGCTGTGAGAGCCAT 

TGTAAGACTGTCCTCTATGGCAATGGATCTTCAGGCTCAGTGGCAGGAAA 

ATCCTAACAGGGTCACCACCCACCCGCTTCATGGCGGAAAACTAGAATTC 

TGAGAAAATGGGTCCAAGCTTTCTTTAGCTTGTGCTGAGGAAAGACCTAT 

GTAAAACCCTATTTCTCTTAGAACATTGCGATTTAAAATTTGTGAGGGAA 

ATGCTGCTAAATTGACTGCCAATTGAAGGTCCCAAACCCGAGGTGTCTGT 

TCAAAAGACACATAAAACGGGTCG 

>Sequence 995 

CCGGGCAGGTACGCGGGGTTTTTAGCTTTTTAAATCTGCTTTGGTATACT 
CCATAAAGTTTGTGCCATTGGATTATTCTGTTCCTATAGAAATCCCCACT 
ATAAAATGTAAACCAGACAAACTTCCATTATTCAAACGGCAGTATGAAAA 
CCACATATTNNTGTTGGCTCAAAAACTGCAGAATCCTTGCTGTTACGGTC 
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ACACCCAGTTTCATCTGTTACCTGACAAATTAAGAAGGGAAAGGCTTTTG 
AGACAAAACTGTGCTGATCAGATAGAAGTTGTTTTTAGAGCTAATGCTAC 
TGCAAGCCTTTTTGCTTGGACTGGAGCACAAGCTATGTATCAAGGATTCT 

ggagtgaagcx:agatgttactcgaccttttgtctcccaggctgtgatcac 

AGATGGAAAATGCTTTTCCrTTTTCTGCTACCAGCTAAATACTTTGGCAC 

TGACTACACAAGCTGATCAAAATAACCCTCGTAAAAATATATGTTGGGGT 

ACCT 

>Sequence 996 

NTGTGAACCACCTCGATATCGGCTTTGGGAGCTCTACCGCGGTGGCGGCC 

GCCCGGGCAGGTTCACGTGTCAGCATTTGTTGAATTAGCACTTATTGTTT 

AATTTAGCTCTGGAACAATGCAGGGAATTTGAAGTTTCTTGTAAATAACC 

ACAATTAGGAAAAAACCATACAGCTCAAGGAAAATCCACTAGTATAGCCA 

AGAATACCCTNNAAGTTCTTCAAGAGACACNAAGAGGGAGAATTANTGCC 

AAAGGGTNNNACTATCACCACCAGAACCCGCGGCCATCCACGTACCTCGG 

C 

>Sequence 997 

AGGTACTCGGGGGACGTTAGGTGTCCGCCGGAGGTGTCGTTGGTGTGTTG 
CGCGACTGGCCTGGAGGGAGAGCTGGGGCCTGCTCCCGGAGAGATACGGC . 
TATGTCGATCGAAATCGAATCTTCGGATGTGATCCGCCTTATTATGCAGT 
ACCTGCCCG 
>Sequenc€ 998 

AGGTACCAACAGAAACCTGGCCAGGCTCCCAGGCTCCTCAACTATGATGC 

ATGCAACAGGGCCACTGGCA 

>Sequence 999 

AGGTACTCAGCCTGGTCGGGTGGCAGCTCGCGGCGCAGCTCGTCCATGGT 
AATGTAGTTCTTGTCCCCAGCCAGGATCTTGAAGGAAGCCATGACTTGGT 
CTGCTGTATCTGTGTCGGCTGTCTCGCGGGACATGAAGTCAATGAAGGCC 
TGGAATGTCACTACCCCCAGGCGGTTGGGGCCCACGTGGCATCGATCCTC 
CC 

>Sequence 1000 

TGAGCGCTCTTGNGGCAATCTTACGGCACTCGGTGGCGGCCGAGTGTGGC 

TCTTCTGGTGTTTCAGCTTGGGGAGAGAGGAGTGGCCTTCCTCTTGCAGT 

TGAGGCCGGCGCCGAGCCGGACTTCAGCCGGATCTCGTGGCGGAGCCCAT 

CTTGCTCCCTCTCCCAGGCCTNTATCCGCTCCCTAGGATTCCCGGGCCCT 

GTAGGTGGGAGTTGGGAGACGACAGTACCT 

>Sequence 1001 

AGGTACCCCTGCTCCAATCATCACAGCCTGGTTGTATCAAGTGTGTGCCA 

AACTGCCTGCGCTAACGACCAAATGCAAATGTCATACGTCTCTGTCACTA 

GCATCATATTTGCTAGAGAGACACTTGTGATCCACACCTCAAAGACAAGC 

CTTCATCATCTTTTCCTGGAGATAGCTGACTAGCAATCAGATGTTCAAAT 

AAAGCTACTTTCTTGTACCTGCCCG 

>Sequence 1002 

AGGTAC1 1 1 1 1 11 1 1 111 1 1 1" 11 GTTTTA AAGTAGT ATTTTATTTCTCTG 

GGCTGTGCACACTTAAGGCATTAGATCCACAGATGGGCTCATCCGCTGGG 

ATGCTACTTGTGGTGATCATCTCCTAAGCCCCACGTTTTAGCCTTGTACC 

TGCCCG 

>Sequence 1003 

AGGT ACTT1 till 1 11 11 1 1 1 T H T l'l Tl ' r ACC A AGTCTTAC AGTG ATT A 

TT7TACGTGTTTCCATGTATCTCACTTTGTGCTGTATTAAAAAAACCTCC 

ATTTTGAAAATCTACGTTGTACGTGGGATACAGGTCACGGGCAGAGCTCC 

TGGCCTCAATGATGCCTCCTGATCTATCGCTGGGCCTGGACGACCAACAC 

TGGGATGATGACGAGCAGAATGGTCATGAAGATGCTCAAAATCAGGGCCC 

AGATGTTCAGGCACTTGGCGGTGGAGGCATAGGCCTGGGCCCCGGTCACG 

TCGCCAACCATCTTCCTGTCCCTAGACTTCACGGAGTAGGCGAATGCTAT 

GAAGCCCAGGCAGCAGGTGTTCATGAAGAGGGTGTTGAACAGGGACCAGA 

CGACATGGTCAGGCACCGAGGTCTTGCTGCGGATGTGGATCACGGGG 
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>Sequence 1004 

CCGGGCAGGTACATTCTCTGAAGAGGAAGCAGCTGGTTGGACAGGATTTC 

TTGAAGAGCCAGGTGCTAAGGGCATCAGGTCGACATCCATAGTAACCATG 

TGCCATAACATCTACACATTTCCACTTGTTTTACAGACAAGGTAACAGGC 

AGAAGGAAAATCCAGAGTCCTGCAGTAAGCAGATGACAAAACTTCAATAT 

GCTTGGGCACCACTTAGGTGACCCCAGGGAGATTTAGTGTGGCCTTAGGA 

AAGCAAAAGAGCACTTTTTATTGGAAATATGAGCTTGTCACTGGGAAAGA 

TTTGTAAAATTGATCAAGAACTTGATTTATAATTATGCCTCAAAAAAAAA 

GTTCTCATTTAGTAGTGGAGCAATCTAGAAAACATACCTTTTTTGTTTGT 

TTGGAAGATCCTCTTTCCCTGGCTGTATTGTAGTGTTTGCTATTT 

>Sequence 1005 

CCGGGCAGGTACAACAAACCCCTCAAGAAAGGGGCAAAAAGGCCCCGAGT 

CACTTCAGGTGGTGTGTCAGAGTCTCCCAGTGGATTTTC 

> Sequence 1006 

CCGGGCAGGTAC 1 II H 11 1 1 1 1 1 1MTTTT1 11 1 rTTTTTTTTACTTTG 

AAATTACTTTAATTTAGAAATAGAAAACATTTTGAAAGGAAAAAAAAACC 

CACAAAACATACAGGCAGATTTGTATTCTGTGAGTTTCTCACACCCTCAC 

ACTTGTTCACCAATCTTTAAGATGAAAAACTCTTTTCCAAAATGTATTCA 

GCCACCAACAATGGTGTTATTAATAGGAATATGGATCAATTTCACAAAGA 

AGCCAATGAA TCCCA TTATAGCAAATCCTATTGCTGTTGCCATGGCAATC 

TTCTGGAATTCTTTTCTATCAGGTTTTAGTGCCTTCTTTTAACCAGCCGA 

ATGGAGTCCTTTACAAACTGCCGACTTG 

>Sequence 1007 

CCGGGCAGGTACCAAAGACTTATGAATAGATTTATGAATTGGAGTAGAAA 
ACATAGACATTTCTACCTTGAGGATATAGAAGGGAACTTAGGAAGTGAGA 
AGTCAGATTACCCTAGTCC 
>Sequence 1008 

CCGGGCAGGTACAATTTGATCAAGCTATTAAAATGCTATAAAAATATTAC 

CAGTTTGGTGGTCTTCTAATGAGAAATCTAAAGCACACCTCCCCACCCAC 

TCGGATATCTGTTTCTGATGATCACGTGACATCTAGCATATACGTCTGTA 

GGAAAAGGGAAAAAGCAAACCCATTTCACAAATGGCTAAAGTCAATCCCG 

CGTACCT 

^Sequence 1009 

CCGGGCAGGTACATCTTCTTCCGGCTGATAATTGCATTATGGATGAACAC 

AAACGAGAAATTGCGGAAGCTAAGCAAATTGTTAGA 

>Sequence 1010 

AGGTACCATGATGATGACCTGGCAGATTTGGTCTTTCCCTCCAGTGCGAC 
AGCTGATACTTCAATATTTGCAGGACAAAATGATCCCTTGAAAGACAGTT 
ACGGTATGTCTCCCTGCAACACAGCTGTTGTACCTGCCCG 
>Sequence 101 1 

CCGGGCAGGTACTGTAGGATAAGGAGGAAGGCAGTAAAGCTGCAGTATGT 

CCTTGAAGCGTGTCAAAGTGGTATGGTAAGGAAAAGGAGAGTTTTATCTC 

ACAAAGCCATAAACACTAAACAACTTAATTTTCCATTCCAGAAAATCAGC 

AGTCATCAAGACAGCACTTGGTAAAACATTTAAGATTTGTGATAATAACA 

AGTACCT 

>Sequence 1012 

CCGGGCAGGTACGCGGGGTGTGAGACTTCGGCGGACCATTAGGAATGAGA 
TCCGTGAGATCCTTCCATCTTCTTGAAGGTCGCCTTTAGGGGTGGTCTGC 
GTAGGGTATGAGTGGTTTGGGGTGGGTTTGGGTGTGGGCCTGGTTCATCG 
TGGG TAAAAG GGGTGG TCCCCCCGGGGGGGGGTAAAAAAACCCCCCTTTT 
TTTTGG GGGGGI 1 1 1'f'l l"nTCCCCCGGGGTGGTAAAAAGGGGGGGGTTA 
AAAAAA1 1 1 111 1U TTCCCCCCTGGGGGGTTTTCCCCTTTTCCCCCTTTT 
TTTT TAAA AAAGGGGGGGTTTTTTTTAATAAAArrrri rriGGGGGGGGG 
GTTTTTl I I rriTTAATCCCCCCl IU riMU lGGGGGGGTTTTTTGGGGGG 
GTGTAAAAAAAAAAAAAAAAAACCCCCCCTATAATAAAAATCCCCCCCCC 
CCCAAAAAATGTATAAATATAGGAGTAAAAATTTTT T V1 1 1 ri T TCCACA 



Page 475 
of 685 of Table 3 



WO 01/51628 



PCT7US01/00798 



Table 3 



TAGGTAAAAAAATGGAATAAATGTGATAAAAACCGCTTTTTTTTCTTATT 
TTTGGGGGGGGGGGGGGGGGTAAAAAAAATTTTTTTTTTTTTT 
>Sequence 1013 

AGGTACACCAAGGCGACCACAGCAGCTGCAACCTCAGCAATGAAGATGAG 

GAGGAGGATGAAGAAGAACGTCACGAGGGCACACTTGCTCTCAGTCTTAG 

CACCATAGCAGCCCAGGAAACCAAGAGCAAAGACCACAACGCCGGCTGCG 

ATGAGGAAGTAGCCCACGTTGACAAACTGCATGGCACTGGACGACAGTGG 

CCCGAAGATCTTCAGAAAGGATGCCCCATCGATTGACACCCAGATGCCCA 

CTGCCAACAGGGCTGCACCACACAGAAAGATGAGCAAATTGAAGAGGATC 

ATCATGGTCTTAATGAAGCTGAAGCACTGCATGGTGGCTCCTGTTCAGGG 

C 

>Sequence 1014 

GGGAAGGTCAGCGCCGTAATGGCGTTCTTGGCGTCGGGACCCTACCTGAC 

CCATCAGCAAAAGGTGTTGCQGCTTTATAAGCGGGCGCTACGCCACCTCG 

AGTCGTGGTGCGTCCAGAGAGACAAATACCGATACTTTGCTTGTTTGATG 

AGAGCCCGGTTTGAAGAACATAAGAATGAAAAGGATATGGCGGAGGCCAC 

CCAGCTGCTGAAGGAGGCCGAGGAAGAATTCTGGTACCT 

>Sequence 1015 

TTCGAATTCAAGAAGGGCAGCCAGCAGAGGATGAACACAAAACCTTAGGT 

CACTGGGTGACAATCAGTGACCAAGAAAAGAGGACAGCACTGCAGGTGTA 

TTGACCCACTTGGCAAAAAACATGCACTGTAGCAGTCTTTGAAAGGGCTG 

CTAGTTCCTAATGAAAAATGCCATACCCTITrTCCTCCCCTTCTAGGACAA 

TACCGCTTTCACCCAGTAAGGAGTACAATCCTTATTTTTAAAAGGGGCCA 

CAACTTGGGCCCAAAGAAACCGTTTTTGTTCGCCATTCTTGATCAAGCTT 

CTTCCCTGTTTAGGTTTTAACAAAAAAAATTCCGGTGGTTCTTTCTTTAA 

TTTCCAGTTATAAGGAATGTGTTTTAACTTTCAATGCGCAACACTAAAAA 

ATAATTAATTTTCC 

>Sequence 1016 

CCGGGCAGGTACTTTTTTTTTTACAAGAGTGCAGAAGAGAGCGAAAAACT 

CGTGAAAGCTGAAAGAAAATTCATTGAAGATAGGGTTAAAAAAATAATAG 

AACTGAAAAGGAAAGTCTGTGGCGATTCACATAAAGGATTTGTTGTTATT 

AATCAAAAGGGAATTGACCCCTTTTCCTTAGATGCTCTTTCAAAAGAAGG 

CATAGTTGCTCTGCGCAGAGCTAAAAGGAGAAATATGGAGAGGCTGACTC 

TTGCTTGTGGTGGGGTAGCCCTGAATTCTTTTGACGACCTAAGTCCTGAC 

TGCTTGGGACATGCAGGACTTGTATATGAGTATACATTGGGAGAAGAGAA 

GTTTA 

> Sequence 1017 

CCGGGCAGGTACGCGGGCAAAACAGTTTTCCTAATCTCAGCAGTATCCAG 

TGAGTGAAGAACACTTGACTGACTCTTGGGCCACCTCTGTTACTTACTGT 

ACTATGGAAGCTCCTGGTGAATGTTTACAATTATGGGATGTAGTATTTCT 

ATTTGTACTTTAAGTCAAATGCTTATATGAAATATGTGACAACAAATAGA 

GAAGACTGGCTCTGTTAGTAATTATGCAGTATGTACCT 

>Sequence 1018 

GGGTTTTTTCC^CAAAAATTTTTTTAAAAAGGGGGGGCCCCTTT^ 
GGGATTTTATTTTATTTTAACCCGCCCrc 

TTTTGGGGGGAAAAAAAAGGAAAATTTn i " lT rT >, l'GGGGGGCTTTTT l IT 

TAAAAATTI 1 riTlGCCCCCCCCCCGGGGGGCCCCCT T TTl TTT TC CCCC 

AAAAAAACCCCCCCCAAAAAGAAAAACNTTTTTTGTTTTTGGGGGCCCCG 

CCCCCCCCAAAAAAACCCCCCCCAAAAAAAAGCCCCCCCAAAAAAGGGTA 

AAGGGCCCCCCCC 

>Sequence 1019 

TGAGGATCCTGTGCGCGATCGCAATGGACAGCTACTAATGGTCACAACGA 

CCTCTTTCTCTAATCCTTACTTTATACATCAACCTTCAGGTGGCTCCCCA 

AAATGTTATACCAAATCTGTAAAATGCAAATAAAACAAAAGACAAATCTC 

CATCACGTACAACATGAACTGAACAGCCATTTAAAAATTCAATGGGTGAG 

AACTTCTTGGACCTCATTGGCTAGATTCCTTTCTTAAAATCCATACACCG 
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AATTTAACAGGAAGGTTCCCATTCCTTGAAGAGCAAACTTCAGATGTACA 

AGCCTTGAGTGAAATATATTTT 

>Sequence 1020 

CAGTGGCGTTTTGCCCCCCTTGGGAAGTCGTCTCTCTTCGGTGGCCGGCT 

TTCTTccATTTGGGGGGGri"i"rrrrrri'i"i'rrrri-riAACCCcccTcccc 

CCGGGGGGTGGGGAAAAAAAGCCCCCTGGGCCCCCCGTCCCCTTTTTTTT 
TGGGGGGGGAGGCCCCCCGGCCCCCCCGGGGGGGGGTCCCCCCTTTTTTT 
TTTTTTTTTTTTAAAAAAAAACCCCCCCCTCTCCCCCCGGGGGGGGGGGG 
GGGTTAATA AAA AAT1" I'll ' I'i'l' l'1'AAAAAATATCCCCCCCCCTTCCCCCT 

rrm rn tgggggggatgtti i n irrriTccccccccAcccccccccG 

GGGTGGGTGTGAGTTCTTTATGTCCCCCCCCCCAATTTTTTTATATTATT 

TTA AG AAGTGTTTTAA ACCTCCCCCCCCTC 1 i IIITI I T V ITITVAGCCC 

CAAAGTGACCCCCCCCCGGTGTCCCCCCAGATTTTTTATTTTGTGTATTT. 

A TATAA CCCCCCCCCCCCGGCATTATTTTGAGTGTGGTTTAGTTGTGGAT 

TCTTTTATAAAAAAAAAAAAAAA 

>Sequence 1021 

TGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCCTGAGTC 

CTCTTGAAGAGCAGTAGAGGTTGTTTCATTATAGTGCATAACAACACTTG 

CTTGCTTATATGTTGCACAAGACTTGGGGGGAGGCACGCAATATCGAGCA 

TCTGTCG TCGT TGGGGGTGGGTGGGGGTTTTGTAAAAAATATTTCCCCGG 

GTTG 1 i i U 1 1 1 ACA AAAAA A A AAAAA ACCCTTTATATCTCTATG ATAATA 

TT TAT 1 1 n lG TTAATTTTGGGGAGGCCCCCCACACCCCCTCTTAAATAA 

TGTTTTITTTATTATTATTGGGGGGGGGGGTGGCCCTCCrCTTTCTTCTT 

TAAATATTTAAAAACGCCCCCCCCCC 1 1 11 Hi 1 rTTT GCCCC TT TTTTT 

TTTTG AT AAAG TGGGG ATTTGGG A A A A AA A 1 'IT IT1 Ti 'G 11 i 11111 GTT 

GCCCC CC l"l ' 1 ' 1" I'l" rrn'ATTCCCCTCGGTGGGGGTGGGGGTGTGGGTTTT 

TTTTCCTTTTGGGCCCCCCCCCAAATAAATATTCCCACCTCCTTGTTTTT 

TTTTTGGGGGGTGGTGGGGGGGGGGTGTAGTATAAATAAAAGGGGGGGGG 

GGTTTATTTTTTTGCTTTCCCCTCCCC 1 1 1 1 rTT T TTT GGGGGGGGGGGA 

TATAAAAAAAAATAAAAAAAAAT 

>Sequence 1022 

AGGTACCAGGACCTCTAACTCCCCCTGACACAGAGCAATTAGACTCCCAT 
AACAATGGTATCAATTATACCACTCCATTGGAGGGACTTCCTTTATGTGT 
CAC CCAGGATACATT GCTCAACTGCAGTTGCCTTGGGGGCCCCAAAAAGG 
GGGT7 nTTTTTTn 1 "l'l GGGGGGAAAAAATTTTTTTCCCCCCCCCCCCC 
CAAAAAAAAAAGGGGGGCCCCCAAAATTrrrnGGGGGGGGGGT T TT Tl r 
TTGGGGGAAAAAAGGGGGl'm 1 TTTTTTTTAAAAACCCCCGCCCCCCOC 
AAAATTTTTTTAAAGAAAGTGTTAAAATGAAAAAGGGAAAAAGTAAAACC 
CCAAAllTTTl'lUMU^ll'rilAAAAAAATTTTTTTGGGGGGGTTTrrri 1' 
TAAAAAAAACCCCCCTTCCCCCrrTTTTTTGGGGGGGGGCCCC 
>Sequence 1023 

CCGGGCAGGTACTTGACCTTTATCTTCTAACCATTCTTTTATGTCATCAA 

GAGTTGCATCAGTCGGGAAGCCTTTAATATAAACGGATCTGTTTTTTACA 

TCAT TTTTATACTACATCCAGTrCACTTTCAGAGTrAGGAGGGTTTTTTT 

TTTTGGGGGAAACCCCCAATTTTTTTTATATGGGGGGGGGGTTTTAAAAA 

GGGGTTTAAAAATCCCCCTGAACCCCTTI ' i rT TT T TTTl ' 1'CCCCCCTTTT 

TTTGGGGGGGGAAAAAGTTTTCCTTTTTGGGTTTTGTTTTTAAAAAAAAG 

ggggggg 1 1 rn u i ii "rrrrcATTccccrrri'i rAAAAAAATTrrnrG 

GCCCCCCTTTTTTTTGGCCCGGGGCCCCCGAAAAAAAAAACCCCTCTTTT 
lull 1 1 GGGGGGGGGGGTTTAA AAA A A A ATTTTTTTTTAGTTTGTTGTG 
ATATATAAAAAGGGGGCCCTTTTGCCCCCCCCCAAAAAAAATTTTTTTTT 
TGGGGGGTT T i'lTl'l AAA AAA AAAGGGGGGGTG r l' l 11 TT TTTTTTT 
>Sequence 1024 

CCGGGCAGGTACTGACCTTGGAAGCTAACCCCTGAGTATGATGCAACTCC 
ACTCTAATGTAAATTAAAATGCCATGATCTTAAAAATGCCATAATAGTTG 
TCAGTGATAAATTTAAATTTTCCAGGTTTTAGTTTTCCCATCTGTTTTTT 
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GCCCCAAAAAAACCCCCCCAAAAAAA 1 11 lllll GGTTTTTTGGTTTTTT 
AAAAAA GGGGGGGGCCCCCCCAAAAAAAAGGGGGGTTI THTGGGGGGGG 
TTTTTTTGG GGGGG 1 1 1 J 1 J I "ITGGGGGGGi'n J ITITICCCCCCTTTTT 
TTTGGGGGG 1 A'l'1'1" I" 1' 1' rGGGGATTGGGGGGATATTTCCCATTTCCCCCC 
CGGGGGG GGlT14"lHHUn'CCCCClirili'riT14qOCa:CCCCCCCCT^ 

in l ri jggggggagtggaaaaacci nrm 1 1 hgggggggttgttct 

CCCCCCTGGGGCCCCCCTAAAAAAAAAAAGAGGGGGGGTTTGCCCCCCCC 
CCCAAAAAAAAAAAAT T1 1 rT TTTTGTT TT TrTTTGTATTTTTTAGGACC 
CCCCCCCCCAAAAAAAAAAAAGGGGGGGGTGGAAAAAAAT 
>Sequence 1025 

CCGGGCAGGTACAGCACTGGAACTTCTTGAGCAGGAGCATACCCAGGGCT 
TCATAATCACCTTCTGTTCAGCACTAGATGATATTCTTGGGGGTGGAGTG 
CCCTTAATG AAAACAACA GAAATTTGTGGTGGCACCCAGTTGGGGTTTTT 
TTTGGGGGG 1 1 1 TH GGGGGGGGGTTTTA A A ATG AAAATTAAAT 

G A A A ATTA AAGTCCC CC AAA A A ATGCCCC A AAAA AAAAAA T TTTTTTTTT 
TTCAAAAA Tl 1 1 1TLGGGGGGT1TIT1TAAAA niTlTl'GGGGGGGCCCC 
CCA AAA AAAAGG 11 rTTTTTTTGGGGTTCKiTATTTCCCCCCTTTTTTTT^ 
CCCCCC AAA AAATTTTTTTTGGGGGGGGTCCCCCCCCC r ' 1" I'l'l r AATTTT 
TGGGGGGGGGT1 n 11 rriTAAAAAAGGGGGGGG l 1 1 1 rTTT T TTT CCCC 
TTTCCCCCCTTTTCCCTAAAAAAAAAAGG 
>Sequence 1026 

TAAACCTCTGTGCCCAGGACTCCACGTGTCCATCTGGAATCCGTGGTCTT 
GGGGGAAT ATCTCATGT TTGGGCTCTCTTAAGTTGGGGGGGGGGGGGTAT 
TAA AAAAATTTT I T IT 1GGGGGGGTTTCCCCCCCCCAAAAAAAAACCCCC 
CCCCCCCC CAAAAAAATTT'fTITnTAAAAAAAGGGGGTGGTCTAAAAAA 
TTTTTTTTGGGGGGGGGGTAAAAAAAGAATCTTTGGGGGGGGGTTTAAAA 
AACC GGGGGG TGGTGCCCCCTTTTTCCCCCC CnTl TTTTTTTT TGGTGT 
AA TG1 1 1 I'M 1 GGGGGGTTTTATAAAAAAAAAAGTGGGGGTGTNCCCCCC 
CCCTTTTCCCCCTC I 1" 11 " IT I T1"J GGGGGTTATTTATATTTTTATTCCTC 
TCCTCCATTTCCCCCCCCCCTTAAATAAAAAAAAGGGGGGATATGGGGGC 
G ACAACCCC ATT 1 "i'r niCCTTTTATTCTTTTCTTTTCTTGTTTATA ACC 
CCCCCACCC1 1 1 HI 1 1 IT T 1' I GGGGGGGGGGGGTATCCCC ACCCCCTTT 
TT 1 ITlTn'GTTTGTAGGGGTCA ATTAATCATTAATA 1 ' I TTTT T TTT T' tT 
TAAAAAT 
>Sequence 1027 

CGAGCGGCCGCCCGGGCAGGTACAGAGATAAGATACAAAGATAAAAATGT 
TGGTATCAGTTGATTTTGAAGCAGGTAATTACTGTGGCCACCTCACAGTT 
GGCTCAAGAAATGAGTGTGCAGTGCCCTGGAAATGAGTGTTAATGTGCAG 
GCGCCCATTCAG AAAA J 1 1 1 I'l'l AA A A A A AA A A AAAAGGGGGGGGTGTCC 
CCCC CCAA AAAAAATTT1 rnTnTlTlTlGGGGGGGGGGGACCCAAGGG 
GGG A1 1 1 IT 1 ] 1 TH T1T1TGGGGGGGGGCCCCCCC C1 1 T T TT T T TTC CC 
CCCC 1 1 1 ITTTTn AAAAAAAAAAAAAACCCCCCCCC 1 111111 1 1 1 1 11 
TTTGGGCCCCCCGCCCCCCCTTTTTTTTTTTGTCCCCCAAAAAAAAACCC 

ccccAAAAAAAirnTrrnTTnTCccGCcccccccci 1 1 1 1 1 ttttta 

ACTAATG GCCCCCCCCG GCTCCTCCTGTTTCCCCTGGGGCCCCCCTTGGT 
CCCCTT1 T TTTTrriTTTGGACCCCAGGGCCCCCCCCCNNTTTTTTGGTT 
TTTTTTTAAAAAAAAAACCCCCCCCCCCCCri TITITIGATTTTTTAGAG 
GGAGTACCCATACCCCCCCCCTT 
>Sequence 1028 

CCGGGCAGGTACTTATGTGAAAGGTAAAAAAGATCTCATAGAAGTAGAGA 

GTGGCTCATGCCTCTAATCTCGGTGCTTTGGGAGTCTAAGGTGGGAGGAT 

CGCTTGCGGCCTGGAGTTTTGGGTACCAGCCCTGAAGGGGCCCCCTAAAA 

ATAAAATTCCCCCCA AA AAA 1 1 1 1 I T T l 1 rTTTGGGTGTGCCCCCT nT T 

TTTCCCCCAAAATTTTTGTrAATTTTTAATTAAA 1 T T I T I ' lTTI TTGGTA 

AAAATACCCTTAATTTTTATGCACTAATTTATTrTGGATTTTTATTGTAT 

TTAAAAATTTAAATTTTAATGTATTATTTTATTTTAATATTTAAATTTTA 
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TTGTCATTATTTAATATTTTTAATATGTTAAAACGTGTAATATTCTTAAT 
TTGTATAATTGTAAAACTACTATTTTTTTAAATAGTTAAATTCTTTTAT^ 
TTTAATAATTTTTCACGGGGGGGTTTTTTTTTTT 
>Sequence 1029 

CC GGGCAG GTACCACACCGAAAGTAAAGAAAGATAAACAGAACATCTTTG 
AATTTTI iGAGAGACAGACTTTGTTACTTAGGTCCTGGTAGGCAATATGG 
GTATGTATCCTCGGTAGTATCATGAGGTGGACCACGTGTAGACTAGGATT 
CATCATAAAAAAAAGGGGGGTGGGCCCCCCAAAAAAAAACCCCCCCGGGG 
GGGGGGAAAAAAGGGGGGTTTTAAAAATTAAAATTTTAAAAGGGCCCCCC 
C AA AAAAA AA 1 1 1 1111 1 nTITlTl'AAAAAAAGGGGGGGGGGTTTTTTT 
GTTTTTTTAAACCCCCT1 1 1111 1 r T TT CCCC TTTTTTTTTTC CCCCCAA 
AAAC CCCCGG CCCCC1 1 1 1'VVVVVVVVIACCGGGGCCCCCGGGCCCC ATT 
TCCCCTT TTTCCCCAGGGGGGGGGTTCCCCCGGOGGGGGGGAlT T rrrri 
lllJ"i"riC CCCCCC141'rn'l'riU'GTTTTACCCCCAAATCCCCCCdCCCT 
Mill 1 1 GT G ATTTTTTTGAGAGCCCCCCCCGCGGGGGGGGGGTGTTTTT 
TTTTTTTTrCCCCCCCCCTn 1 1 1 rTTTTTTT I 'GGCCCC AGTATACCACC 
CCCTTTTCTCCCCCTTTTTTTTTG 
>Sequence 1030 

GTTATOCCACCAGTAATTCATGGGGGATGAAGCGTCATGGGGAAGAGGAA 

ACTAGTG GTTGG AGGCCATTTAAAAGTGAAAAAGGGAAAAAAAGGGGTTT 

GGGGGGGTTTTTCCCCCTTTGCCCCCCTAAAAAGAAGGGGGGTTGCCCCC 

C TGTA AAAA TTTAA ATATTTTAAAAAATTAAAAATGGGGGTTGGGGGGGT 

GTTTTCCCCCTTTTCCCCCCAAAAAAAGGGGGCGGGGGGGGGGGGTGAAA 

AAA AAAAAAAAAATCCCCCCCCTGGCCCCCCCCGGGGGGGGG 1 TTTTTTT 

TTTTAATAAATTAAAAATTTTAAAAAATTTAAAAAATTTAAAAAGGGGGG 

GTGGGGGGGGGTTTTTTCCCCCCTTTTTCCCCCCCCGGGGGGGGTGTTGT 

TCCCCCCGGGGGGGGGGGAGAGATTTTCTTTAAAATTTTTTTGGGGGGGG 

GGA GGGAT TCCCCCCCCC'ITl TTri l 1 1 1 1 I ' 1 "1 GGGGGAATTAGGGG AGT 

TATATTTTCCCCCCCCCCCGGGGGGGGGG AGGGG 1 "I ill l'l TAGCATATC 

TATTTTTATTATTTT 

>Sequence 1031 

AGGTACCACCTGCTCCTCATCTTAGGAGTCTCCTTTTCAAATAATTAGGC 

TCTGTTCCCATTTTAAAACTCTGATATTGGCCTTCACCTGTGTACTGGGA 

CACTTTGACTGAGGAGGGCCCCATTGTTTGCACTGAAGACCAATTGAAGA 

AAGAAA AAAATT1 rr rn'riNCCCCCTTTTlT'lTlAAAAATGGAAAAAGG 

AAAAAGTTrn rfTnAAAAAGAAAAAAGGGAAAAACTTl 1 1 1 1 111X11 

TTTGGGGGGTTTGGGTTTTTTAAAAAAAATAAAAAAAAGGGTTTTGGGGG 

GGGNTTTAA AAAAAAA AAAAT TT H T 1TT 1 " 1 A A AAA A AA A AA AAGGCCCC 

CCCCAAAAAGAAAAAAAATTGCCCCCCCCTGTCCCCCCAAAAAAAATCCC 

CCCCGGGGGGGTGTTAAAAAAAATAAAAATATGTGTTTGGGGGGGGGGGT 

TTTTTAAAAAAAATATTTAAAAATTTGTAAAAAAAGGGGGGGGGGGGTGT 

GGGAAAAAAAAGGAAAAAAGGTGTTTTTTTTTTTTTAAAAAAAGAGGGGG 

GTGGG GGGTAGAAAAAAAAAAGGGGGGGGGGGGGCTTTTlTITlTrCTCT 

TTTTTTTGGGGGGGGGGGGGGGGGGGGG 

>Sequence 1032 

AGGTACGCGGGGTCTTAAGAACGAACGGCTTGGGCGCGGACTGGTATCCG 

GGGACTGTGACTTGCAGGGTCCAGTCATGGGAGCCACGAGTCTAGATTGC 

CTGGTAGGGGTACTAATATCGTCAAGCGTTTTGTCGAGTAAAAAAATGCC 

CTTCAACTTACTTTGAAAAAAAAAGGGGGGTTirrrrrrrrAAAAAATTT 

TCCCCCACAACCCCCTTTTTTTTTTTGGGGGGGTGGTTTCCCCTATATCC 

CCCCCTTACCCCCTATGGTAAAATGGGGGTATATTTTGTTTATTTCCCCC 

TCCCGGGGGGGTGGGGGGGGTTGTTTCATAATTACCCCCCCCGGGGGGGG 

CCCGGCCCCCTTTTTTTGTTTTCCCCCCCCCTTTTTTTTTAAAAAAAAAG 

GGGGTTTGTTAAAAAAAAAAAAAAAATACGCCCCCCTTTTTTTTTTTTTA 

AAAAAAGAGGG GTTTTT rrrrrrrrGGGGGGGGAGGGGGGGAGGGTTAAA 

AAAAAAAATAAATTTTTTTTTTTGTGATCCCTTTATTCCCCCCCCTATAA 
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TTATTTTTTTTATTTTGTAATTAAGATCCAAAGATGTTTTGTTATTTGGG 
GGGATATTArrTGGTATATTTTTCCCTCCCCCCCCCTC n I 1 1 ITTT T T G 
GGGGGGGGGGGTGTACTCCCCACCCCGATATATATATAGTGGTGGGGGGG 
GG 

>Sequence 1033 

TGAACCTCTGTGCCCAGGACGCCACGTGGCCAGCTGGAGACCGTGGTGCG 

TGGGGATGACCCCAGGTGGGGCGCCCTTGGTTNGGTGGGGGGTNTAAAAA 

AAA ATT TT I 1 1 GGGGGGGNGGGGCCCCCCCGGAAAAAAGGCCCCCCCCGG 

CCCCCCCAAAAAAATTTnTTTGAAAAAAAAGGGGGGGGGGAAAAAAAAT 

XXTTTTTTGGGGGGGGAAAAAAAAAAGGGTTTTGGGGGGGGTTTAAAAAA 

AG GGGG GGGTGTGCCCCCCGGGTCCCCC C I H I rTTTI G GGGGGTTNGGG 

GG TTTTGGG GGGTTTTATAAAAAAGAGGGGGGGTGGTCCCCCCCGGGCOC 

CCCTITTTTTTTGTGGGGGTAGTGGATATrTTCCCCCCCGGTCCCCCCCC 

CAAAAAAAAAGGGGGGGGGNGGGGGGGGAANANNAATTTTTTCAACACTT 

TTTTTGGGG ri'lTATl'lGGACCCACCCCCCCTC 1 1 nTTTTTl 1 GGGGGG 

GGGGGGAGCGCCCCCCCCCCTTITITrTTTTTGTGGGGGGNNAAGGGGAG 

AAAAATAATCTTTTTTTTTTTAAAAAAAAAAAAAACCCCCCCCC 

>Scquence 1034 

TAGTCGAACTGCTGATCCCAGGACX:CCACGTGCTCACATGGAACCCTAAG 

TGCTG GGGAATTACCNCAGTGTGGNGGCCTGTTCCCCCCCCCCCCCCTTT 

irr n'GGGGG GGGGGGGGGGGlll'l T1T1GGGQGGGGGGGGGGGTTAAAA 

AAATTTITTTGGGGGGAAACCCCCCCAAAAAAAATCCCCCCTGCCCCCCC 

AAAAAAA1 1 1 1 11 1 1 1 1 1 AAAAAGGGGGGGCGAAAAAAAATITnTGGGG 

GGGGGGAAAAAAAAGAGATCCGGGGGGTGTTTAAAAAAAAAGGGGGGTGG 

CCCCCCCGGCCCCCCTITITITTTTGGAGAAAAGGAAATGGGGGGTTTAA 

AAA A AAA AAGGGTGTTTTTTGGCCCCCCCGTACC ACCC TTnTTTTTTTT 

TTGGGGGGTTGGAAAATTTATAAGGACCCCTTGTCCCCCCCCAAAAAAAA 

AAAGTAGGGGNGGGGGGGGAANANNGACATTnTTCCCCTCTTTCTTTTT 

TTATTGTCCCCCCTCTTTTTTTTTTT 

>Sequence 1035 

AGGTACATGGGGGTCCGTGCGGGCAGAACCCAGGGCATGAAGATCCAAAT 

GGGCCTGGTTCAGCTTTTTCTCCAGGAGCCATGCGCAGTCTTTTCATTGT 

GCGTrCTAGGGTGTrriTTTACTCCTCACCTTCAATTCTTTCCAAGCCTT 

GTGTCATTTACCC'j TTTTTTTTTT l'GGGGGGGTTTG AAA AA A ATTTTTTT 

TTTTGGGGGGGG AT TTTTT TTTTAGGCCCGTTTCCCCCCCC nTTTTTTG 

GGGGTGTGGTGGGCTTTTAAAAAAAAATAAAAAAAAGGGGTGTTGGTGAA 

AAAAGGGGGGGTGTGTAAAAAAAAGGGGGGGGTGCTCTCCCCCCCGCCGG 

GGGGGTCCCCCCCCCTGGGGATAGGGGGTGTTlTrTTTTCCTAATATTTC 

CCCCCCGC GGGGGGGGGAGTCCCTC 1 1 1 rTTTI 1 H T1T1 CCCCCACTTT 

ini'rriTGAT AAAATGGGG TGGTTTTrTAAAAAATAATAAAAAATATCC 

CCCCTC CCCTC1 1111111 1 Tl 1 J AATAAAAAAGTGGGGGGTGCCTTTTT 

IH T^M'lCTTCTCGG GGGGTATTTTTGGGTGTTGTTTnTAAAAAAAAAAA 

TAT n TT 1 TATTTTGGTATTCCGCCTCGGGGTCCCCCCTCTCTTTATATC 

TTTTATGTGATGGCCTCCCTTAGGTGCTCCCTCCrrrGGTTTATTTATGGT 

GGGGGAGTATTCT 

>Sequence 1036 

AGGTACCCCCATGCTGTGGCACGGCTTCAGCTGTGATTGGGTTATTATAC 

CCCTGCATTGACAGACATCTAGGAGAACCACATAAATTTAAAAGAGAGTG 

GTCCAGTGTAATGCGGGTGTGTAGCAGTTCTTTGCTTTGGGGGGGGGGGG 

TT 1 1 1 1 1 A AAATTTTTTTAAAAGGAAAGG A AAATTTTTTTTTCCCCAAAA 

TTTTTTGGGGGGGGCCCCCGCCCCCAAAAAGGGGTTTTTTTGGGGGGGCC 

CCCTTTTTTGTAAAGGAAAAAANAAAAGGGGTnTTTTTGGGGGGGGGGG 

GTTAAAAAATTT1 1 1'lT'l l ri GGTTTTGGCCCCCGGGGGGGGAAAAAAAT 

TTTTTTTTAAAAAAAAAAAAAAACCCCCCCCCAAAAAAAAATAAAAATTC 

CCCCCCCCAAAAAAATTTTTTTTAAAAAAAAACCCCCCCCAAAAAAAAAG 

GGGGGGGGGGTTTTCTCTTTTTTTGGGGGG 
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>Sequence 1037 

AGGTACAAAAATTAGCTGGGCATGGTGGCGCACAACTGTAGTTCCAGCTA 

CTCAGGAGGATCAGGCAGGAGAATCACTTGAACCCAGTAAGGGTGGTAGG 

GTTGTCAGTTGGACCCCGTAGGATGCAATGTCGCACGTGTGCATTTTGCG 

CAGGCGCGTGGGTGGGGGGGGGCCCCCCGGGGGGGGGGGAAAAAAATCCC 

CCCCGAAAAAAGGGGGGGGTGGGAAAAAGGGGGGG Il ' ll TTTTT GGGGGG 

GGTT AAAAAAG GGGGGGGTTTAAAAAAAAACCCCCC i 1 1 1 UnT I Tl CC 

CCCCCTTTrTTTGGGGGGGGGTTTTTTTTTTC 

CCCGCCCCCCCCCAAAAGTGTAAAAATGTAAAAAGGTTAAAAACTGTAAA 

ATGTGAAAAAATGGAAAAAATTTTAAAAATTGTAAAAAGGGAAAAAATTG 

TAAAAAAATGTAAAAAAAGGGAAAAAAAATGTGAAAAAATGTTAAAAAAA 

ATTGTTAAAAAATTTTTAAAAAAATTGTAAAAAAAAGGGAAAAAAACCGT 

Cl l nil 1 1 GTGTTGTTTTGGGGG AA AA AAAGCG AAA A AAAACTTTTTAA 

AAATTTTTTAAAAAATGGGGGGGGGGGGGTTTTTTTTTTTC 

>Sequence t038 

CGAGCGGCCGCCCGGGCAGGTACTCAGGGCTTGTGGTTGTCTGCCTTGTG 

TTTA GACATACCCAGGAATCTCATTACTTTGCATTGAAGACTGTTTTTAT 

T TTTGGAA TGTTCTGAATGTTTCCAAACTGCTGAAGCGTGTGCTGAAGGG 

GTTTTTTTAAAAAAT 1 1 1 1 1 1 nTI GGGGGTG A AAA A AAAA A AAAAAATT 

TTTTGCCCCCC 1 [ I I 11 1 1 1 1 I ' l l I I T GCCCCC TTTn 1 TTITrTnTTT 

TGCCCCCC TTTTTGGGGGGGGGGGGGGAAAAAAAAAAAACCCCCCTTTTT 

ri'l'ri'l' ri'GGGGGGGCCCCCAAAAAACCCCCC'l'rrrrrJGCCCCCAAAAA 

TTTTTTTTTAAAAAAAAAAAAAAAACCCCCCTTCCCCCAAAAAAAAAACC 

CCCCCITriT'ri 'ri'GGGGGGGG 1 1 1 rTTTTTTTTTTTTTTTCCCCCCCCT 

1111 rTTTTTTTTTTTAAAAAAAAACCCCX^CC TTTTI I H IT 

>Sequence 1039 

CCGGGCAGGTACTGAGACCGGGAGGTGTGCTCTTTTTCTGGGAGCATGTG 

GCAGAACCATATGGAAGCTGGGCCTTCATGTGGCAGCAAGTTTTCGAGCC 

CACCTGGAAACACATTGGGGATGGCTGCTGCCTCACCAGAGAGACCTGGA 

AGGATCTTGAGAACGCCCAGTTCTCCGAAATCCAAATGGAACGACAGCCC 

CCTCCCITGAAGTGGCTACCTGTTGGGCCCCACATCATGGGAAAGGCTGT 

CAAATAATCTTTCCCAAGCTCCAAGGCACTCATTTGCTCCTTCCCCAGCC 

TCCAATTAGAACAAGCCATCCACCAGCCTATCTATCTTCCACTGAGAGGG 

ACCTAGCAGAATGAGAGAAGACATTCATGT 

>Sequence 1040 

AGGTACGCGGGGGAGCCTGCGGAGTTCGAGACCATGCTGCTGTTCTGCCC 
CGGCTGCGGGAACGGGCTGATCGTGGAGGAGGGACAACGCTGCCACC 
> Sequence 1041 

AGGTACCTCAGTGCAAAAGTTAGTTGAACTGGTTCATTCATCTCTATGGT 

AACAGCTTCCTCCTCTTTATCGACATTACTTGTCTGTGACAATTTAATGT 

TTCCATTTCCAAGTTCTCCACTTGCAGAAAATTTCACTCCGTCTTTTGCA 

CAGGAAATTACAACAGCATCTCCAATATGGCTGAGATCTCGGCATATACG 

TGCAAATTCACCAGAAGGCATCTTTACTACACAGCTGTACCTGCCCG 

>Sequence 1042 

AGGTACTATAGCTGTAAGGAGAAGCTGAGAAATGATACCCAGGAGCAGCA 

GGCTTTACGTCTTCAGCCTAAAACCCAAAAAAAAAAAAAAAAAAAAAAAG 

GTACTGGACCGGGTTGCTGAAAAGACTCACACCCGAATACCCGCGTACCT 

GCCCG 

>Scqucnce 1043 

ACGAGGATGCTTGGCACGTACAGGATCTTGCCATCACCTGTTCGGTCAAA 

CAGCTGGAAGGCCTCCTTGAACTCTGCGGTCTGGT 

>Scquence 1044 

TTAGTGCGCCCGTAAACTGACTACTATATGGCAGACTCGAACCTGGAGGC 
GGGCGGCCGGCCAGGTACCTGAGGCAGCAGTCACTGTGGCATAAATTTCT 
AAACTTACATAGCAGATACTTGTAATAAGCAAACCTTAAAAAGGGCAAGG 
TACAGAGGACTTAAAAATGAAAAAAAAAAGCGATAGGGAGAATG 



Page 481 
of 685 of Table 3 



WO 01/51628 PCT7US01/00798 



Table 3 



>Sequence 1045 

AGGTACCTGCTITTGCCGCTTCTGGTTTTTGCAGACATCCACTACTCCCC 

AGCTCATTACACCAACTTGAATGAAACGACTTCTCTTGTGAACTATCAAG 

GGGCCGCCAGAATCACCTCTGCAAGTATTGGGGTCAGCATAGGGACTCAC 

TCCTTCAGACCCTGCCCG 

>Sequence 1046 

AGGTACGCTGGATAGCCTCCAGGCCAGAAAGAGAGAGTAGCGCGAGCACA 

GCTAAGGCCACGGAGCGAGACATCTCGGCCCGAATGCTGTCAGCTTCAGG 

AATGCCCCCCGCGTACGCGGGGCCCGCGGAGTATACACCATGAGCAAAGG 

TTAACCCTCCCAAGTTGAAAAAATTTATGGACAAGAAGTTATCATTGAAA 

TTAAATGGTGGCAGACATGTCCAAGGAATATTGCGGGGATTTGATCCCTT 

TATGAACCTTGTGATAGATGAATGTGTGGAGATGGCGACTAGTGGACAAC 

AGAACAATATTGGAATGGTGGTAATACGAGGAAATAGTATCATCATGTTA 

GAAGCCTTGGAACGAGTATAAATAATGGCTGTTCAGCAGAGAAN 

>Sequence 1047 

GCCATCGAGCCCTCAGAAGACGNCAANNGGTTTCCGGCGAGGTTCCTGGC 

CGAGGACATTCCACATGCATTGCCTTCTTTTTTTACCCCTTTTATCTGTA 

AACCTTTGCAAGATGCAAAGAGGTTGTGTTCATGTTTAAATGACTGTGCT 

GTCCCTTTCACATCAAAGAACTACTGACACGAAGGCCGCTCTGCCTCCCA 

TCGGCCATCTATCTGGCCGGCAGGGAAGGAAAGAACTTGCATGTTGGTGA 

AGGAAGAAGTGGGGTGGAAGAAGTGGGGTGGGACGACAGTGAAATCTACA 

GTAAAACCAAGCTGGCCCAAGGTGTCCTGCAGGCTGTAATGCAGTTTAAT 

CAGAGTGCCATTTTTTTTTTTGTTCAAAAGATTATAATTATTGGAATGCA 

CAATTTTTTTAATATGCAAATAAAAAGTTTAAAAACCTCAAAAAA 

>Sequence 1048 

AGGTACTGTGGGCTGGAAATCCCAAATCTAGATTCCAGCAGAGTTGGTTC 
TTTCTGAGGTCTGCAAGGAAGGGCTCTGTTCCATGCCTCTCTCCTTGGCT 
TGTAGGAGGCATCTTGTCCCTATGACTCTTCACATTGTCTTTATGTACCT 
GCCC 

>Sequence 1049 

AGGTGTCGACCCACGCGTCCGGCTACTTACTGGCTTGCTTTTGTTTGCCC 

TGCCTTGCTCAGCTTGCTTTTTTATAGAACCCAAGACTACCAGCCTAGGG 

CTGGCACCATCCACAATGGGCCCTCCCACCTTTGATCACCTAATTGAGAA 

AATGCCTTACAGCTGGATCTCATGAAGGCATTTCCTCAAGGGAGGCTCCT 

TTTGAAAGAACCCCAAATTGGGGAGACTTTCGCTCCAGTCTCAGGATGGC 

GCGCCCTAGGAAACACGAGTTGCCGATCTTGATGTACCCACCTGAGGCAG 

CTTTTATTAACGAGGATCTTTGGGCCGACATGTATTTTACG 

>Scquence 1050 

AGGTACGTTTTCAGAGATGTGTGACTGAAGTAACCTTCAGCGGGCCTGAG 

AAACCCACAGCCAGATCCAGCCCTGCCTGGAGGTCCTGACTGGAAATATC 

TGTGATTTCTTCACTGTGCCTTTAGTTTATTTATCGTTTTGGAGGAGTGC 

CAATGCCATCCACTTTAAAGAGGTCTTTCCCTTTAACCACAATAAAGGGA 

TTTCCTTGAGGCAGAACCCACCCCTTTCTTGGAAGACTTTTCACCCTTCC 

CAT TTTTC TGGACAAACACCCACCCGGGGCCAATACCAAATTGGGTCTAT 

TGGTTTTAAGGGTTCTTCTTCATGGGAAAGTTTTGGGGGAAAGTAAATTT 

AGGAAATTGAACTCAATAAATAAAAAGGCTTTTTATATTATTTATATATC 

TATTATCTAAAAAAAGTGG 

>Sequence 1051 

AGGTACCCCAACATATATTTTTACGAGGGTTATTTTGATCAGCTTGTGTA 
GTCAGTGCCAAAGTATTTAGCTGGTAGCAGAAAAAGGAAAAGTATTC 
>Sequence 1052 

CGGGCATGTGGCCGCCCGGGCAGGTACTGCTAGTGCTATCGGTTGAATAA 

ATAGGCTGATAGTTTCGATGATGATTAGTATGGGAATTAGTGAGATGGGG 

GTTTCTTGCGGTAAGAAGTGGGCTAAAGAATTTTTTTAGTTTGTGTCGTA 

AAGCTTAGAATTACTGCTTCCTGTTCATAGGGGGATGGCTATTGCTTAAT 

GTTTATAAGATAGTTTGATATGGTTATGGGTTAAAATTGTATGGTTGACA 
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GTAAGC TCCTA TAAAGTGTTGTTCTAATGCTATTTATTTTATATCTTATA 
TACTATATTTTCATGATTATATAAATATTATGATATATCATCTATATTTA 
TTATAATATTATTAATTTTATTATA 
>Sequence 1053 

CGGGCAGG TACAG ATACTTGAAGCAATTCTGCAAAGACCCTGAGTTTTCA 

CAGGGCTG GTTTT GGCTATCGTAAAAAAAAAAACAAAAACACGCACACAC 

ACACTATAGTTTTCCTGCTTGCCATAGGATCTCTCTTGGGAGATGGACAA 

CCCTCAAAGGCACTGATTGGTGACATTGGTAGCTCTGGTCCTTACTCAGG 

CAGCCAGCTCAGCCAAGGCCCGGTCCAAGGGATCCACTGACCAGTAGTCA 

TAATCCCAGCCGAGGAACCAGCCCACAAAGGAAGGAGGCTTAAAGCCTTG 

CCTAACGACAGTGATGGGGGTCCCGCTGTCCCAATTT 

>Sequence 1054 

CGGGC AGGT CGCTCGTGATCTAGATAGTGAGCGGACGCGTGGGTCGACTC 

AAGACTTTTAAAGATTTATCAAAATTTGGTGAGCCGAATCTCAGAAAATT 

GGTGAATTCGGTTAGTTCCCAATAGGCCGCAGTAGTAATAAGTGGAGTGT 

TCGGGATATAGAAAAATTTTCACGAATGGAATGAAAATTTCTAGGCGAAT 

TCAGTGAGTTCCCAATGGGACATGATTGTATGAGTGAGCTTTTTAATATA 

TAGCAACATTTTAGGTTCAGAAACTTAGTnTATGGTGAATTCAATAGGT 

TCCCAATAGGATTCGCATGTAATAAGCA 

>Sequence 1055 

CGGCAGGTCTTGAGTCGACCCACGCGTCCGCAAAATTCTAGCCAGAATAG 

CCAGACAAAAAAAGATCTAGGGGATACAGAAAGGCAAAAGGAAGTCAAAA 

TATCACTATTTACATATGATATGATAGTATATTTCAGTGATCCCAAAATT 

TCCAGTGGAGAACTCCTAAACCTGATAAACACCTTCAGCAAAATGGCTGT 

GTAAAAAATTAACTCAAATAAATCAGTAGTCTTCATCTACAGAAAAGACA 

AACAAG(XAAGAAAGAGATTAGCGAAAAGACACCCTTCATAATAGTCCCA 

TATAATATAAAATACCTCAGTGTGA 

>Sequence 1364 

AGGTACTCAGAGTGAGGATTTTCTGCAACCTGCGTTTGTC(XTCCAGCAT 

CTGCTCTGGCTCCATGGCGGACCCTGCAAGTCACAGTCCCCGGATACCAG 

TCTGGGCGCQGGAGCACCACGAGCAGTAGAGCAGCAGAGTGGGACAGTCC 

ACGACTGGGCGCCTACATGGGGTCTGGAAACTCTACGACAGTCCCAAGTA 

CCTGCCCG 

>Sequence 1365 

AGGTACCTTGGTGTTACTTCCTTTGAAAGATGGACATTGAAAGTTAAAAA 
TCAGTCACTATATAGGCACTGCTGTATGGAAAACGCATTTTGTGTTTCTA 
CAAATTGTAAGCGGAAATGCCTTTTGAGTACCT 
>Sequence 1366 

CTTATTTTTTTTCTTTTTAAACATTGAAGGCTCCGGATACCTCCTATAGT 

CGATGGGAAACCACCGCGGTGGCGGCCGTCCGGGCAGGTACTGTTTACTA 

CACACTTAAAAACTGAGTGTTAAGTGCCTTTAGGGGAAGAACACTCTGCC 

TGCATGAAAATGTCTTAAAACTGAAGGAAAATTTCAAGAACGCTCTTGAT 

CAGAAGTCCAGACTGTAAACATAATCGCTGGGTCATGTTACTTGGAACCA 

GTACCTCGGCGCGG 

>Sequence 1367 

CACTGAGAGGAACACCCACCAAGCCTGGAAGGGNGAACCACCGCGGNGGC 

GGCCGAGGGACGAGGGCCCCTTTTAGGGGGCGGCAGCCANAAACCGCAAA 

ANCNNCAGACGGCAGGCGGCNGCCCTTGAGAGNGAACGGGGNCCCACACC 

CACAGACACNGAACCNGGCNGGGANACCAGNGGCCCNGGNGGANGCACCA 

NAGANGAGGAGCCTGTGAGCCAGGCCTGGTNNCNGCGGGGACCNGCCCGG 

GCGGACGCNCAAGAACNAGAGGACCCCCCGGGCGGCAGGAANNCGANANC 

AAGCNAANCGANACCGNCGACCNCGAGGGGGGGCCCGGNACCCAGCNNNA 

GGNCCCNNAAGGGAGGGGNAAAGGCGCGCNGGGC 

>Sequence 1368 

AGGTACTTTTTTTTGTTTGTTTrTTTTTTTTCACCTTA 
ATTTGCTCCCAACTGATTGTCACTTAAATGAAAATTTAAAAATGAATAAA 
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AAGACATACTTCTCAGCTGCAAATATTAATGGAGAATTGGGGCACCCACA 
GGAATGAAGAGAGAAAGCATCTTCCTAATTTCAAAACCATTTTGGTACCC 
TGCCCGGTCGGGCCGTCTAGAACCAGTGGATTCCCCTTTCTGCAAGAATT 
CCAATT TCTTTC TTAT TCAT ACCCTTT TTCC T CGTG GGGGGTGTCCCGGT 
TCCCA A rTTT lGTTrCCTTTAATTGTGTTTTATTTTCCCCTTT 
>Sequence 1369 

CCGGGCAGGTACCAAAATGGTTTTGAAGTTAGGGAGCTGCm 

CATTCCTGTGGGTGCCCCAATTCTCCATAATATTGTGCAGCTGAGAAGTC 

ATGCCTTTTTATTCATTTTTAAATTTTCATTCAAGTGACAATCAG 

AGCAAATTAAAATCCTCCCTTAAAGTGAAAAAAAAGAACAAGCTATAAAT 

TTCCCTTGTTCGTTCTAGAACTTAGGGCACCCCTCGGGTCTTTCCGTATT 

CCATCTCCCCCTTATTGATACCGTTTCTCTCGTATGGGGGTCACCGTTTC 

CTATC rrrTGTTTCTCTTTAATAAGTGTGCAACCCCACCCTTTGCTCTAT 

TTTTTGTTA 

>Sequcncc 1370 

CCGGGCAGGTACTGGGCTCTGACCACTATTGGTTTTGAGACCACGATGTT 

GGGAGGGTATGTTTACAGCACTCCAGCCAAAAAATACCAGCACTGGCATG 

ATTCAACCTTCTCCTGCAGGTGACCATTGATGGCAGGAACTACATTGTCG 

ATGCTGGGTTTGGACGCTCATACCAGATGTGGCAGCCTCTGGAGTTAATT 

TCTGGGAAGGATCAGCXTCAGGTGCCTTGTGTCTTCCGTTTGCCGGAAGA 

GAATGGATTCTGGTATCTAGACCAAATCAGAAGGGAACAGTACCT 

>Sequence 1371 

CCGGGCAGGTACCAAAATGGTTTCGAAGTTAGGGAGCTGCTTTCTCTCTT 

CATTCCTGTGGGAGCCCCAATTCTCCATAGATATTTGCAGCTAGAGAAGT 

ATGTCTTTTTTATTCATTlTrrAAATTTTCATTTTAAGTGAACAATCATG 

TTGGGAGCAAAATTAAATCCTCCCTTAAGGTGGAAAAAAAAATCAAACAA 

AAAAAGTACCTCGT 

>Sequence 1372 

CCGGGCAGGTACTTACTTGATGTGACTCTCCTCTCATGCCTGGGCCCTGC 

TTACAGGTGTGATTGTGACACATAGCTTGGCCTAGCCCCTAGGTTATGTT 

ACTGTCCTCTTATCCTTCAGTTATTTTCACAAGGGGCATTGTGACATATT 

GCTGGACTGGGAACCCAGGTGATGTGACTCTCCTCTACTGNCTGAATACA 

ACCAAAAAAAAATAAATAATATAAAAAGTCCCT 

>Sequence 1373 

CCGGGCAGGTACCAAAATGGTTTTGAAGTTAGGGAGCTGCTTTCTCTCTT 
CATTCCTGTGGGTGCCCCAATTCTCCATAATATTTGCAGCTGAGAAGTAT 
GTCTTTTTATTCATTTTTAAATTTTCATTTAAG 
>Sequence 1374 

AGGACCTGATTGCATG CACTTAAAT GCAGATTATTTTGGAGTTTGAAAAG 
GG ACTATTAATG AA ATC I" VIC IT l"l CCCTCCTTTCTCTTTTTCCCTTCCC 
CGCCACTGATTCAGTGAGCTGGAGATTGGATCACAGGTATAATCAAGCTT 
CATGTAGTCATGTAGATCACTAGACTCCTTGGTGTACCTGCCCG 
>Sequence 1375 

CCGGCAGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACAC 

AAGAGAGGCAGTTCCAGATTTCAACTGCTCATCAGATGGCGGGAAGATGA 

AGACAGATGGTGCAGCCACAGTTCGTCTCATCTCCAGCCTGGCCCCTAGC 

AAAAGTGTGCGGCCAGTTATTATACTGCT 

>Sequence 1376 

CACTTATCACTTATTCTATAGTCTTTAACTAATATACATAACTTATTAAT 

ATCTTACTACAGTITAATTGTATCGATGTATTCTTCTATCTATTGTTATT 

TCTTAACATTATCCTCAGTATATCTATTTGTTATATTATCTTTAGTAGTG 

TGTTCCTTCCTCT 

>Sequence 1377 

CCGGGCAGGTACCAAAATGGTTTTGAAGTTAGGGAGCTGCTTTCTCTCTT 
CATTCCTGTGGGTGCCCCAATTCTCCATAATATTTGCAGCTGAGAAGTAT 
GTCTTTTTATTCATTTTTAAATTTTCATTTAAGTGACAATCAGTTGGGAG 



Page 484 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



CAAATTAAATCCTCCCTTAAGGTGAAAAAAAAAAAAACAAAAGTACCT 
>Scquence 1378 

CCGGGCAGGTACAACTTTAAACTGTATTGTATTCATGTTGCTAAACAATA 

TTGGCCTTCTCGATGATTTTATTCATGTTGCTCCAAAGTTAAAACCCTGT 

AGAACTAAGTAGGTGAAGAGATATTTTGTATAAGTGCCACAGAAGAGAAA 

ATATAATAAATTAAATAGTGATCGAGCGGCCGCCCGGGCAGGTACCAGCA 

GAAACCTOGCCAGGCTCCCAGGCTCCTCATCTATGGTGCATCCACCAGGG 

CCACTGGTA 

>Sequence 1379 

AGGTACTTTTTCCTAGTAGTGACCCAGTAAATATCTTTGCAACAAACTTG 

GCTT TGCT GGTGTGCAAAGTGTAATATAAGGAAAATTAGTGACATTTTTT 

TGCCTTTTAGTGTGTAAACTGGAATGTATAGTATAGAAAACAGAGAGATA 

GTATATATTTTAACAACTTGAAATTCATAGGTGTTAATAGATTCCTCTTT 

TTGAAATTAAAATATCTCCTAGGATTTTGATCACTTACAGTGTTGTATGC 

ACTACCTTAATTAGATAATTAGTTTTTGTCTTTTTTCTTAACTGAGATCT 

GATGAGTTGGCGACAGAAAAATGAATGAATTTCTTGGCAGGGGTAGAACT 

AAACCAAGGGGAATTTTAACCCGGAGTGGTTTTAAGGGAAACAAGAACAT 

TGGATTCATTTGAAAAAAAGTAACTTTTTTATTATTTAAACAAAATTGGA 

AAACACTGTTTTAAAAGGG 

>Sequence 1380 

AGGTACTli IT fl 1 VI 1 rilUliriUCCAAAAGCCTrGTTTTTATTTATA 

TAGAGTCCTAACCACTTCGGTGGTAGGAGGGGTGGGAGAGGCTCCTTTTT 

CAATCCAGGGACCTCCATGATGTTGGTTTGTTGATACCAAACACACAGGT 

AAGTGGCATCACGGATCTGGTAAACTAACGACAATGTTTAGTCTCTTCTT 

TGCTAGAACAACATGGTGAGCATTAATCTCTGCTTCTGTAAGAATCCTGA 

ACTTAGGGATITCAACTGGTACTACTCCAACTTTTTATTTTAAAGGTTTG 

AAATTCAATTGCTTTAACCAGTGGGCAGGGATGTAATTGGCCAGTTTCCA 

TGGTCCTGGCAAAATGGCCAAACAAAAATTTTTTTTACACTTTTTTTTTA 

AAGGAAACCTGGTTAGACTTAAATTTGGTTAAACTCCCCGTGTGATGGGG 

GTTTTAAACCCCCCAGTAATTTACCCCTGTAATGAATCAACACTTTAATT 

TACCCTGAGGGGCCTTTGCTTT 

>Sequence 1381 

CCGGGCAGGTACTGTGTATCATTGCAGACTTGCTTTTTTGAGTAATGGAT 
TCCTAGATTCTATGAGGATACCACAACCACTTTTAAAGAGGTTTCTAAGG 
TCAGTTGCAG 
>Sequence 1382 

AGGTACTTTGTTCTTTTTT1 1 1 11" 1 " 1 CTTCTTCTAGTTGTTTCTTGGT 

TTCTGAGTCCAGTCCCCTTTGCATAAACTTCA 

>Sequence 1383 

CCGGGCAGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTA 

TGGTGCATCCACCAGGGCCACTGGTA 

>Sequence 1384 

AGCAGCGTAGCAACTGGCCTCGGTCACTTTCCGCGGAAGGACCAAGGGGG 

AGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATTT 

GATGAGCAGTTGAAATTTGGAACTGCCTTTGTTTGGGGCGCCTGCTGAAT 

AANCTTCTATCCCAGAGAGGCCAAAGTTACCTGCCCCG 

>Sequence 1385 

AGGTACGCGGGGGACATTCAGCCGGCGGTTCGGGGCGACGGACTCTCCAT 

TCCAGAACCATGGCCCAATTTGTCCGTAACCTTGTGGAGAAGACCCCGGC 

GCTGGTGAACGCTGCTGTGACTTACTCGAAGCCTCGATTGGCCACATtTT 

GGTACCTGCCCG 

>Sequence 1386 

AGGTACTTTCTTCTGTGTGACAATTACTGCACAGTCTTTCCCTCTGACAG 
CTACTGATGTAAGGCCACCCTGGTTAATAGCCTTAAAAGCATATTCTACT 
TGGTAGAGCCGACCCTCGGGTGAAAAAATGGTAATGTGGCGGTCAAAACC 
GGCGCTGGAACCACGGGACATGTTGGTACCTGCCCG 



Page 485 
of 685 of Table 3 



WO 01/51628 



PCTAJS01/00798 



Table 3 



>Sequence 1387 

AGGTACAAAGAAAGCAGAACTGGCAATTTATTTGTGACTGCAACAGCCCG 

TGCGTGTTCAGGAGTGTGTCTTCCAATCTGTCCTAAGGCCCAAGCAGCTG 

CAGCCTTAATATGATCTTCCGGTTCTTCTGACAAGCATACTGACAACTGG 

GGTACCTGCCCG 

>Sequence 1388 

GGGCTTGTCGTCGATTGTGCTCCACCGCTGCGGCGGCCGCCCGGGCAGGT 

TCirrGGCCTCTCTGGGATAGAAGTTTTTCAGCAGGCTCACAACAGAGGC 

AGTTCCAGATTTCAACTGCCCATCAGATGGCGGGAAGATGAAGACAGATG 

GTGCAGCCACAGTTCGTTTGATATCCACTTTGGTCCCAGGGCCGAAAGAA 

GGCATACCAAATATTGCTGACGAATCCCGGTACCTGGCCGGA 

>Sequence 1389 

AGGTACGCGGGAGGAACTGCTCAGTTAGGACCCAGACGGAACCATGGTTT 

CCCCAGCGCAGCTTCTCTTCCTCCTGCTACTCTGGCTCCCAGATACCACT 

GGAGAAATAGTGATGACGCAGTCTCCAGCCACCCTGTCTGTGTCTCAGGG 

GCAAAGAGCCACCTCTCTCCTGCAGGGCCAGTCAGAGTGTTGGCAGCAAC 

TTTGCCTGGTACCTGCCCG 

>Sequence 1390 

ACGACACGCTACACCCCCCGTGCACAGGTCTTGCGTTGAACATGCCACCA 

CCATTGTACCACAAGACTCAGTCAACATTATTTGCAGCACAGACGCGATA 

TTGATCCACGATGATAGAAGAGGATGACTCTGGTTGCCTGCGGTCACTGT 

GGTCCTAGGACTAGACCGCTCATATTGTCAGTGTCGGGACACTGCCATTC 

CTCATCAAAGAAGATCAATTGAATGCTGCACAGAAAGGAACAAATGTAAT 

ACAGACCTACACCCTACACTGCCTACATAGAAAAACAGAGATTTTGTTGA 

TGGACCTATACACCACAGGGCTTTACTTATATCTGTGACTGTCCGCACTT 

GGCTCTTGGACCTTATCATATGATTCCGGTACTACCGGGATAAAAGACAA 

GAAACCAGACCTCCATACAACATTGGGTCAGAACAGGATGAAACTGACAT 

TCCTACTGGAGAATCCCTGAGAGACTTAATGGAGCAGGCTCACAGCTCAT 

GAAGTGGATCAGGCCCCCCTCTGCTGGTCCAAATGACTATAGCTAACCAC 

ATTCAGATGGTGACACATATTGTAAAAGGTCCCTATGGCGGAAGCTTGTA 

TGGTAAAGTGGCGTGGCCAAAAGGTAGCCTTTAAAAGGTTCTTTACCCTA 

AGGAAACCGCTTGGTTCAGAGAGACAGAAATTTCCCGGACGCGCCGGTTA 

AGCACTGAAACCTTTGGGGTTCCTTGCGGCAAAATCCAAGGGAACGGGTC 

CTGGACCAATTTTTCCTTGCCCGCCGCCCCTGGACCTTCTATCGGGAAAC 

CGCCTTGCCACTTGCTTATTAACCT 

>Sequence 1391 

CCGGCAGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACAC 

AACAGAGGCAGTTCCAGATTTCAACTGCTCATCAGATNNGGCGGGAAGAA 

TGAAGACCCAGATGGTGCAGCCACCAGTTCGTTTGATCTCCAGCTTGGTC 

CCCTGCAAAGTGTACCT 

>Sequence 1392 

CCGGGCAGGTACTGTGCAATGCCTCAGGTTGCACCTGACTTATATGCTGA 
ACTACAGAAGGCACATTTAATTTTATTCAAGGGTGATTTGAATTACAGGA 
AGTTGACAGGTGACAGAAAATGGGAGTTTTCTGTTCATTCATCANGGCTC 
TG AATGG CTTCC ATCCTGC ACC ACTCTGTACCT 
>Sequence 1393 

TCCGGTGGTATCTGGGAGCCAGAGTAGCAGGAGGAAGAGAAGCTGAGCTG 
GGGCTTCCATGGTTCCCTCTGGGTCCTAACTGAGCAGTTCCTCCCCGCGT 
ACCTGCCCG 
>Sequence 1394 

AGGTACTGTCGTCTCCCAACTCCCACCTACAGGGCCCGGGAATCCTAGGG 

AGCGGATAAAGGCCTGGGAGAGGGAGCAAGATGGGCTCCGCCCACGAGAT 

CCGGCTGAAGTCCGGCTTCGGCGCCCGGCCTCAACTGCAAGAGGAAGGCC 

ACTCTCTCTCCCCAAGCTGAAACACCAGAAGAGCCACACT 

>Sequence 1395 

NNAAGATAAACCTGTACTTGACAGCGAACNGGAGCTTCACCGTTGTGGCC 
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GCCG ACGTACTTGTTTGTT rTTTTTTTTTTTl TC ACCTN AAGGGTTG ACT 
TTATNTGTTCCCTTTTGACCGCCACTTAAATGAAAATTTAAAAATGAATA 
AAAAGACATACTTCTCAGCTGCAAATA 
>Sequence 1396 

AAATAGCATTGATATCGGCGAAGTAGCTGAAAGGCCGGCGGCGAGACGCT 

TGCTTTTACAATTTGGCGCCGAATGTTATATAACGAAGCTCCTGCCCCTC 

CTAAAGCTGAAGCCAAAGCGAAGGCTTTAAAGGCCAAGAAGGCAGTGTTG 

AAAGGTGTCCACAGCCACAAAAAGAAGAAGATCCGCACGTCACCCACCTT 

CC 

>Sequence 1397 

ACCGGCAGGTACTGGAGGAGTGAGTCCCTATGCTGACCCCAATACTTCCA 

GAGGTGATTCTGGCGGTCCCTTGATAGTTCACAAGAGAAGTCGTTTCATT 

CAAGTTGGTGTAATCAGCTGGGGAGTAGGATGTATGCAAAACCATAACGA 

AAAGCAGGtACCTX 

>Sequence 1398 

AGG TACCG CGGGAGCTTCTCCTTGCCAGTTTCTCCCAGCAGGACCCTCTT 
CTTGTTTTGAAAGATGGTCGGCTGCTTTTGGTAGGCACGCTCAGTCTGAA 
TGTCCGCCATCTTCC 
>Sequence 1399 

CCCTGCCAATTGGAATGCACTCACCGGGTTGGGCGCCGGCAGGTACCGGG 

GAGCTCGGTTTGAGGCGGGCTGGCGTTCCTACATGGGTTCGAGAGAAAGA 

CAAAGTNTGTCCAAGAAGATCTGTCTGCTTGCATGAAGATTTATGGCCAT 

AGGGGACTGGACTCAGAAACCAAGAAACAACTAGAAAGAAGAAAAGAAAA 

TCATTAGTGAAGAGCACTGGTACCT 

>Sequence 1400 

AGGGCGTGGGCGCACAACTGGACCGGATAGCCAAGACGAGAAAACCTGGG 

CGAGCCAAGCTGGGATTAAAGGAAACGGCCCAACGCCCCGGGGAGAGGGC 

GGATAGCGGTAATGGGGCACATCTTCCCGCTTCCTCGACACAATGGACCC 

TGATGCGCCCGGGGCCGTACGGTAGCGGGGAGGCGGTCATAACATAATGA 

TAAGGGGGGAAAACGGGGAATCCACGGAATCGGGGCGAAACGGCAGGAAG 

AAACATGTGAGCGAAAAGGCCAGCGAAAGGGCCAAGGACCGGTAAAAGGG 

CCGGCGGGCAGGGCGGTTTACCAAAGGGGACGCGCCCCCTGAACAACAAG 

TAGAAAAACGCGCCCCGATACAAAGGGGGGAAAACCGGACGGGCCGTAAA 

GGAAGCAGGGAGGAGCCCTGGGT 

>Sequence 1401 

AGGTACTTTTTlil TTrrmTTTliAGAGATGGGGGTTTCACCGTGTTG 

GCCAGGCTGGTCTCGAACTCCTGACCTCAAGTGATCCACTCGCCTCGGCC 

TCCCAAAGCGCTGGGATGACAGGCGTGAGCCATTGCACCAAGACCCGATA 

GGTCTA AGGGGTCTC ATTTG AGTCATTGTATATAA A 1 1 ' t ' l ' l ' lT I ' l CAATG 

1 l i l riGTCTAAAAAACT TTAG ACAGGGAATGCACTCTCCAATTACCTTC 

AACT GCTA CCTCTCCTTATTTTAATAACCCCAGAAACACATTTTGGCCTT 

AACCTTTTCAATAATTTAACCCCAAATTTGGTTTTGTTAAAAATTTTI^^ 

TTATTGGGGGGGGCCCCTTAAAACGGGGGGGACTCCGGGGGGGTTAAATT 

TTCCCCCAATTTTACCGGGTTCCCCCGGAAAACCGGTGAAAAAAGTTGGG 

GACCTTTTCCCAATTAAAAAAAATTGGGAACTTAAACCTTTTAACTTGGG 

Gcrrrin'i''iccTTTTACccccccccAAAATG n nT 'rrr ri ' i ' 

>Sequence 1402 

AGGTACGCGGGGAGGAACTGCTCAGTTAGGACCCAGAGGGAACCATGGAA 

GCCCCAGCTCCACTTCTCTTCCTCCTGCTACTCTGGCTCCCAGATACCAC 

CGGA 

>Sequcnce 1403 

AGGTACGCGGGGGAGCTACAACAGGCAGGCAGGGGCAGCAAGATGGTGTT 

GCAGACCCAGGTCTTCATTTCTCTGTTGCTCTGGATCTCTGGTGCCTACG 

GGGACATCGTGATGACCCAGTCTCCAGACTCCCTGGCTGTGTCTCTGGGC 

GAGAGGGCCACCATCAACTGCAAGTCCAGCCAGAGTCTTTTATACAGCTC 

CAGCAATAACAACTACTTAGCTTGGTACCTGCCCG 



Page 487 
of 685 of Table 3 



WO 01/51628 



PCTYUS01/00798 



Table 3 



>Sequence 1404 

CCGGGCAGGTACCAAAATGGTTTTGAAGTTAGGGAGCTGCTTTCTCTCTT 

CA TTCCTG TGGGTGCCCCAATTCTCCATAATATTTGCAGCTGAGAAGTAT 

GTCTTTTTATTCATTTTTAAATTTTCATTTAAGTGACAATCAGTTGGGAG 

CAAATTAAATCCTCCCTTAAGGTGAAAAAAAAAAAAAAACAAACAAAAAA 

AAAGTACCT 

> Sequence 1405 

AAGGAGAAATAGAACAGTGCAGGCAAAAGAAGATAGGCGCGGGCTGGGTG 

GGAAGAGGATTCGGACTCGTCACAC 

>Sequence 1406 

AGGTACAGAAACATTTTAGAAAAAGAAAGGGAACTTCAGCAACTGGGAAT 

CACAGAATACCTAAGGAAAAACATTGCTCAGCTCCAGCCTGATATGGAGG 

CACATTATCCTGGAGCCCACGAAGAGCTGAAGTTAATGGAAACATTAATG 

TACCTGCCCG 

>Sequcncc 1407 

CCGGGCAGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACA 

CAACAGAGGCAGTTCCAGATTTCAACTGCTCATCAGATGGCGGGAAGATG 

AAGACAGATGGTGCAGCCACAGTTCGTTTGATCTCCACCTTGGTCCCTCC 

GCCGAAAGTGAGCGGGGTACCT 

^Sequence 1408 

CCXjGGCAGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACA 
CAACAGAGGCAGTTCCAGATTTCAACTGCTCATCAGATGGCGGGAAGATG 
AAGACAGATGGTGCAGCCACAGTTCGTTTGATATCCACTTTGGTCCCAGA 
GCCGAAAGTGAATATAGGATGAGGCCAGTTGCTACGCTGCT 
>Sequence 1409 

CCGGGCAGGTACTTCCAGGAAGTGAAGTAAAACCTGGTCTTGGTTGATAG 

GCCCCAGGTTGGCTTGGAGCCATTCCAGGTTGAGAGGCAGGAGCCACAGT 

ATAATTAGTAGGCTGAGAAGTTTGGGCAGTGTAAGTTTGTGCAGGATAAT 

TGCTCGCCTGGTACCT 

>Sequence 1410 

CACGCTGGTTTTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTCTCC 

TCGGCCAGTTCGCGGAAGAAGTGGCTCACGCC 

>Sequcncc 141 1 

AGGCCTTTGCCTTGAGTCCATCCACGCTTTAGCAGCTGCTCCTCAGCAAA 

CTTCATCCCACGACTCTTGACCTCTGGGGTGGCATTCATGGTGAGAAAAA 

AGTCTCTATCCTCAGACTCTCACCAGAGAAGAAGAGGTGATATCATCCGT 

CATTGCTGGGTCCGCTCCGCGGAAACATGTGCCGGACCTGACTTGTGCGC 

CGCCATCTTCCCCCGCGTACCT 

>Sequence 1412 

AGGTACTlTTTrTrn'lTTrn'l rn rrnTrAAGTGATTTGCAGTTAGT 

TTATTGAAATGGAAATGAATTTGAGGTTTCAACAGTTGTGCTATGCAGAT 

TTTCCACCATGAATAAGAGACCAACCACCACAGTAGAAGTATAACAGTTG 

TGTTGTTTCTTTAGGNCCCCCG AAAA AANTTTATA A 1 1 TTTTT TGGGCCC 

CC CGAAAAAA AGAAAAAAAGGGCCCCCCCTAAAAATGGGGGAGGGGGAAA 

AA1 n 11 liTGGGGGCGGGGGAAAAAAAAAGGGGGCCCG l 1 11 T1T1T GT 

TTTTTGGGCCCCCCCCCTTTTTTTGGGGAGGGGGGGGGGGGGGGCCCCCC 

CCCC CCCCCCTTAAAAATlirrrirrriMAAAAAAGGGGGTGGTGTTTT 

TTTTGGCCCCCCCCTTTTTTTTG GGGGGTTTTTTTTTTTTTA AA A AAA A A 

AGAGGGA GTGNNCCCCCCCGTTTCCCCCCCCCCGGTCCCCCCTTT1 M I , ^^"1^ 

TTTTTTTTCCCCCCTCTTTTTTTTGTGGGGGGGGGGGTATAAAAAAAAGG 

AGGGTGTTTTTTCCCCCCCCTTTTTCCCCCCCTGAATAATTTTTGATAAA 

ATTTTATGAAAAAAAGCGCCCCCCCCGGGGGGGGTGGGTGTCCCCCCTCT 

TTTTTCTTT 

>Sequence 1413 

CGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCA 
GTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATC 
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CCAGAGAGGCCAAAGTACCTCGGCCG 
>Sequence 1414 

AGGTACGGATAAAGATGATGTCTTTTTGTTATTGTCTGTCTGTTTTGTAT 

GTGTCTGAGATAAGGGATAGAGAGGAAACATCTCGTCAGGGCTAATTGTG 

AACTACCAATTTGTATTTTTTAAAAGATTAGGAGGAAAACCAGTAAATCG 

CTGCTTTAAAAAGGGGGGTTATAAAAAAATATTTTTTTTTGTGGTTNGGG 

GGGGGTTGGGGGTTTTTAAAAAAAACCCCCCCCAAAAAAGGGGGGTGTGT 

CCCC CCCCTAAAAAAAAGGGGGGTTTAAAAAAAAAGAGTGGGGGGGGGGG 

TTTTAAAA AAAAACCCCCCCCAAATAAAAAGGGGGTGG TrTl 1 1 1 1 1 1 1 1 

i J M l U TAAAAAAAAAGAGGGGGAGTTnriTlTrTAATAAAAGGGGGG 

GGGGGAAAAAAAAAAGGGGGGGGGGGGGGGGTGGGGTGCCCTCCTTTCCC 

CCACAAAAAAAACACCCCTCCTCTTTTAATATATTTTTATATATGTGTAA 

AT AAATTTCCCCCCC CCCCCCl'l I'ri'l'ITnTGTGGGGGGGGGGGGGGAA 

TATTTTAT" 1" H T IT 'ITTGC A A AAAAA AT ATTTTTTTTT ATTTTTTGTTAT 

AGGGGGGGGGGTATTATAGAATATTTACCCCCCCCCCCCCCTTTTTTTTT 

TGTGGGGGGGGGGCCCTC 

>Sequence 1415 

AGGTACCTGCAGGCCTCCTACACCTACCTCTCTCTGGGCTTCTATTTTGA 
CCGCGATGATGTGGCTCTGGAAGGCGTGAGCCACTTGCTTCCGCGGAACC 
TGGGCCGTAGGTAGAAGTCGTCGAGGGGGCTGACGGAGGCCGTGCTGCCC 
TGGAGAGAATGGGGGGGCCCCCCCCCAAAAATGTAAATGGGGAAAAAAGA 
A AAAAAGC CCCCCTTGCCCCCCAAAAAAAGGGGGGTGCCCCCCGCGGGGG 
ATTTTTTT I GGGGGGGGGGGGGGGTCCCCCCCTGGTTTTGGGGGATTTTC 
CCCCCCCTCCCCCCCCGGGGGGGCCCCCC T1 1 1 1 1 irn cccccccTnT 
TTTAAA AAAGG GGGGGGG AAAA AATAAAAA AGCCCCCCCC C1 I TTTTTA A 
AAAAGGG GGGG1 11111 1 GGGGGGGTGGGGGGNNNAAAAAAAAAATTTTT 
i u i i n rGTGCCCCGGGGCCCCCCCCCAACCCCCCGGTGCCCCTTTTAT 
CTC CCCGGGGGG GGTGGGGGGGGGGGTTATAATTTTATTTACCCCCCCCC 
CCCTTTTTTTTTTGGGGGGGGGGCCCCCCCCCCCCAAAAAAAGGGGGGGG 
GGG 

>Sequence 1416 

AGGTACTTTTTTTTTGTTTG 11 11 r TT TTTTTTT CACCTTAAGGGAGGAT 

TTAATTTGCTGCCAACTGATTGTCACTTAAATGAAATATTTAAGAAAGTG 

AAATGAAAAGAGGACATTACCTTTCTTCAGACTTGGCAATATTATGTTAT 

TGGTAGG AAAAAAAAAAA 1 1 J U r TT T TTTTTTI G GGGGGGGGGGGTA TA 

GGGGGAAGGGGAATTTTCCCCCCTAAAAAAAGCCCCTTTTTCCCTTTTTC 

CCCTAAATAA AAAAACCC CCTAAAAAAAGGGGGGGGGGGGGGGTTTAAAA 

A AAAA AAA AA i mil l i GGGGGGGGGGG A AAAAAAAAAAAA AAGTTGGG 

TTGTAAAAAAAAAGAGGGGTTGAAAAAAAGGGGGTGGCTTACAAAATTAT 

ATAAAAGTTGAAATGGGGGGGTGTTCCCCCCCCCAAAAAGAGGGGGGTGG 

GC CCCCCCCCTCT 1 11111111 1 111 TnCGAGGGCCCCCCCCCTTTGCC 

TCCTTTn Tl'l 1 1 1 rn riTTAAAAAGAGAGAAAATTGTCACCCCCCCCT 

TTTTATTTTTTTGTGTATANGTGGAGGCGCCCCCCCCCACAAAAATATCG 

TCTGATATTGGTGGAAAAAAATTTCCCCCCCTCCCTCCCCCCC 

>Sequence 1417 

CCGGGCAGGTACCAAAATGGTTTTGAAGTTAGGGAGCTGCTTTCTCTCTT 

CATTCCTGTGGGTGCCCCAATTCTCCATAATATTTGCAGCTGAGAAGTAT 

GTCTTTrTATTCATTTTTAAATTTTCATTTAAGTGACAATCAGTTGGGA^ 

CAAATTAAATCCTCCCTTAAGGTGAAAAAAAAAACAAACAAAAAAAAAGT 
ACCT 

>Sequence 1418 

AGGTACATGGGGGTCCGTGCGGGCAGAACCCAGGGCATGAAGATCCAAAA 
GGGC CTGG TTCAGCTTTTTCTCCAGGGCCATGGCAGCTTTCATGGCGTCT 

GGGGTTTTACCCCACTCATCTTCAGCTGGCTTCTTGATGTCCTGGAAGAG 
AGC 

>Sequence 1419 
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AGGTACll 1 1 rTTTGTTTGTTTTTTI 11 1 Tl CACCTTAAGGG AGGATTTA 

ATTTGCTCCCAACTGATTGCCACTTAAATGAAAATGTTAAAAAATGAATG 

AATAAAGTACCATATCTTTTTTCAAGGCTGTCAAAAATAATTTATTGAGT 

AGAAAATTTGGGGATAGGGGGTTGGGGTTTTTTTCCCCCTAAAAAAATAA 

CCCC CATGTCCCCTTTGTCCCCCTAAAAAAATCCCCCTATAAAAAAATGT 

TTTTGGGGTTTTTATAAAAAATAA A ATAAA TTT T TT T! GGGTGGTGTGTA 

AAAAATCTAAAAAAGGGGGGTGCCCAAAAAAGGGGGGGTTTTAAAAAAGG 

GGGGGGTTTTAAAAAAATAAAAATACTTTTAGGGGGGGGGGTGTCCCCCC 

CCATAAAAAAGGGGGTGG AGGGTCCCCTG A TT nTTTTTn CCCCTCTTG 

CCCCCCCTTTCTATATC I rTTTTTTTTTTI IVi ' l AA AA AAAGGA AAATAA 

TTTCCCCCCCCCCCCCC1 11 H 1111111 1 1 ATATCTCAGGCC ACCCCCC 

CCCGCCTAATTGTACTTAAAATTATTGAAATAAATAATGTTATATTAATT 

TTTCTCCCCCCCAGTGTGTCCCCCCCCCCAAAAAAAAAAAAAATTTTTIT 

TTTCGTGTATTTT 

>Sequence 1420 

AGGGACCAAGGTGGAAATCAAACGAACTGTGGCTGCACCATCTGTCTTCA 
TCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTG 
TGC CTGCTGAA TAACTTCTATCCCAGAGAGGGCCAAATAAAATTAAAAGG 
GGG 1 1 1 1 rrn'AAAAAACCCCCNTCCCC TTTTT 1TCCCGGGGGGGGGGGG 

GTCcccTTCcccGGGGGGGCcc cri 'i' rrrr GCCC cri ' rrrrr AAAAGGGG 

GTTAAA A A AAA AACCCCCCnTTTTTTAAAAAAGGG 1 I'll' 1T1" ITGGGGGG 
GGGGGGTAAAAAATI'lll 1'1'1'CCCCTGCCCCCCCCCCCGTTCCTTTTTTC 
CCCGGGGTTTTGGGGTTTGGGGTTTTTCCCCCCCCC 1 1 1 1 1T1T1G GGGG 
GGGGCCCCCCCCAAAAAAAAGGTTGGGGGGGGGGTTTTAAAAAAAAAAAA 
AAA ii Vi ill T1T G1 r n THTC 
>Sequence 1421 

AGGTACCTTGGTGTTACTTCCTTTGAAAG ATGG ACATTG AAAGTTAAA AA 
TCAGTCACTATATAGGCACTGCTGTATGGAAAATCGCATGTTGTGTGGTT 
TCTTACAATAGTGTGTGAAGTCGNGGAATATTGCCCTTTGTTGTAGTTAT 
CCC TTGCGTGGCTT TCCCCCGGGGGGGGGCCCCC CT 1 11 1 TlTl T n CCC 
CCC TT1 1 11 TT TTT AAAAAGAGGGGGGGGGAA AAA AAAAAAAAATCCCCC 
CCCT TTrn rriAAAAAAGGGGGGGN l TT Tl Tl TlG GGGGGGGGGGGGGG 
TTTTAAAAAAAATTTTTTTTTTTGCCCCGGGGCCCCCTGTCCCCCTTTTC 
CCCCTTT GCCCCCGGGGGTTTGGGGGGTTTGGGGTTTTTTCCCCCCCCCT 
1 1 1 1 1 1 rGGGGGGGGTTCCCCCCCCCAAAAAAAAGAGTTTTTGGGGGGTT 
TTTAAAAAAAAAAGGGAAAAACNTTT T , fT rn > 'l"l'rN r 1 Tl Mil 1 GGGGC 
CCCCCCC CGGGGGGGGGTTG A GA AAAAAAA A A AA i 1 1 1 1 1 11 1 1 ' ITA ATA 
AAAAAA A TT T" 1*1111 ' ITl'lT ITCCCCCCCCCCCCAAA AAAAAATTGTAAA 
TAATGGGGGGGGGGTGGTTTTTCCCCCCCCCCCTTGTTTGTGTTGTGGTG 
TGT 

>Sequence 1422 

AGGTACCTGCACAATGTCTACCCAGAGATGTTTGTTCCTGACCTGACGCC 

CACCTTCTATGGTGCCATCAAGAACCTCGGCACCAACCAATGCCTGGATG 

TGGGTGAGAACAACCGCGGGGGGAAGCCCCTCATCATGGGTTTTAAAAAC 

CCCCTGCCCCTTTTTGGGGGGGCCCGGCCCCCTCCCGGGTTGGGTTAGTT 

TTTCC CCCGGGG GGGGGG TTrri 1 rr CCCCCGGGGGGCCCCCTT'rrriTl ' 

CCCCCTT TTTTTAAAA GGGGGGGAAAAAAAAAAACCCCC 1 IT T TTTTA AA 

AGGGGGGTTTTTTTTGGGGGTGGGGTTTAAAAATTTTTTTTTTNCCCCGG 

GCCCC CCGGGCCCTTGGCCCCCTTTCCCCGGGGGGATGGGGGGGTTTATT 

TTTTTCCCCCCCTTTTTTTGGGGGGGGCCCCCCCCAAAAAAAAATTTTTG 

GGGGGTTGTAAAAAAAA 

^Sequence 1423 

AGGTACATATTTATGCCAGAAAGCTTGACAAACACTGAACAGTCTGTAAA 
AAAAATGGAAAATCTCTTGACCATCAATGTCAAATAAATTATAAGTTTAA 
CCTATTTTGTCAGGCAATTACCTAAATTTTTACCTriTTAATTTAATATT 
GTAGAA 1TTT1 1 11 TITJ AAAAAATAACCCCCCC TT 1 1 1 rri T lTC TCCC 
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CTi l 1 IT! 1 1 l AAAAAGCAAAAATGTAAAAATTAAAACT'rri' l ' l 'lTGGGG 
GGGGGGCCCCCCCTC i 1111 11 nTG CCCCCATTTrr M T lTrnnTC GG 
GGGGGT AATTAT ATTTCCCCTTGGCGGGGTG T H I I T1T1T CCCCCCAAA 
AAAAAA11 1 1 1 iGG GGGGGGAATAT 1 1 1 1TJTAATAAAAATTCCCCCCCT 
AGGGCCCCCCl 1 1 1 1 "1 "1" I l" IT1 CTCCCCCCGCCCCTTGGGGGTGTTTTTT 
ACCTCTTGTCTCCCCCCGCGGGGGGGGGGGGTTTCCCCCT ITT 1 ITTTTT 
TTTCCCC CCCCTCTTTTirn "l-l M llAATAAAAAAAGGGGGGGGTGATGGA 
CAAAATGTT I 1 1 1 1 Ti l mCCCCCCCCCCCTT TI Tl 1 J 11 TAAAAAAAA 
AAGGGTGGTTTTGTTTTTTTTTTTTTGGGAAAAAAAAT 
>Sequence 1424 

AGGTACTrTCTTTTTTTGTTTG 1 nTlTlTHTCACCTTAAGGGAGGATT 

TAATTTGCTCCCAACTGATTGTCACTTAAATGGAAAATGTTAAAGAATGA 

AATAAAGAAGGACATTACCTTTCTTCAGQCGTGGCAAAAATTATGTATTG 

GGGGAGGGGGGAAAAAAAAAAAAAAAATTTTTTTTTTfTTTTTGGGGGGG 

NCGGGGGT ATTAG GGGTTTGGGGGTNTTTCCCCCCCTAAAAAAATACCCC 

CCTTGCCCCTTTTTCCCCCAAAAAATATCCCCCCCTAAAAAAAATATTTT 

GGGGGTGTTTAAAAA AAAA AAAAAA TTfrilTl GGGGGGGGGGGGGGGGG 

TTAAAAAAAAGGGGGTTTTTAAAAAAAAAGGGGGTTTTAAAAAAAGGGGG 

GGGGGTGTAAAAAAAAAAAAATATTTTAAAAGGGGGGGGGGTTTCCCCCC 

CCCAAAAAAAAAAAAAGGGGGGGTGTCGCCCCCCCCATTTTTTTTTTTTG 

TTAGAGACAAGNGAACGCCCCCCCCAAGTCACCCA 1 1 1 1 r TTTTTTTTG T 

TTTTAAAAAAAGAGTAAAAAANCCCCCCCCCCCCCXCTTTTTTGTTTTT^ 

TTGTTTOAAACCCCCCCCCCCCCTAAATGATGTGAAAAATATTAAAAT 

>Sequence 1425 

CCGGTCAGGTTCACTTGAAACCAAATTTCTAAAACTGGTTTTTCTTAAAA 
AATAGTTGTTGTAACATTAAACCATAACCTAATACAGTGTGGTTCACATA 
TAGACTTGCCA CTAC TTAGGTCCAGATCCTCTGCTTCACCAACATTACAT 
T ACTTG AGGTGT 1 1 1 1 11 T 11 HTCCCNCC A AAAATTTTTAA AAAAGGGG 

Gin n 1 1 in i rrnccccccAAi mrm n i ccccccaaaaaaacc 

AAAAAAGGGGGGTTTGGGGGGGGTGTTCCCCCCCAAAAACCCCCCCTTTT 
TTTTTGGGGGGGGGGGGTAAAAAAACCCCCCCTTTTAAAAAATGGGGGGG 
TTTAAAAAAAAAACCCCCCTTAAATAAAAGGGGGTGTCCCAAAAAAAAAA 
AAAAAACCGC TrrrrGGGGGGGNCGGGGGTTTCCCCCCCCCCCCTTTTTT 

1 1 rrn n 1 i igggggggggggggggggtttctittaaaaaaaaaggggg 

GTTT GGTGG AAAAA ACCCCCT r I rTTTNNNNTn 1T T T TTTGGGTGGTTG 
GGGG 1 1 1 1 1 1 ill i l GGTTGTGG AG AGTTTTTCCCCCCT' I ' IT l ' IT 1 CCTT 
TTTTTTGAGACGCGCCCCCCCCCTTTTTTTAATAAATTTTTTTCCCCTT^ 
TTTGTTTTAAAAAAAT 
>Sequence 1426 

CCGGGCAGGTACAACCATCCAGCAGGTCCCAGAACAGTTTTCTTCTGGGC 
TCCAATTATGAAATGGGGGTTGGTGTGTGCTGGTATTGGTCTGTATGTGG 
TCCAGTACCCTGTCAGGAATAATACTTTATGCAACAAGGCTCCAAATTCT 
TGTCTT GGGGTGT GGGT T' l 1 1 1 U r TTTTTTTTT AGOGGGGGGGTGAAAA 
AAAAAATTTmTGGGGGGGGGGGGGTTACCCCC 1 1 11 1 T il U A AAAAA 
ACCC CCCCCA AAAAAAATTTTTGGGGGGGGGGGGGACGAATTTTTTATTT 
TTTTCt 1 1 1 1 CAAA AAAAAA ATTITrTGTTTTCCCCCCCCTTGGGGGGGG 
GGGGGGGGGTTT irrillTT TCCCCCCCCAAAAAAAAAAAATGGGGGGGG 
GGAAAAAAAAAATTTTTTTGTAAAAAACGCCCCCCCCC T1 1111 1 Tl TIT 
TCGCCCCCCCAAAAAAAAAAAACCCCCCCCCCCCCT1 rTTT TT T TA TATA 
TTTTGGGGGGGGG GGGGG 1 1 1 11 I TT1T 1 1' l TnT n 'AATCTTTTAACAA 
AAAATTT1 T1TGTI 11 II 1 rri^GTTTTTAAAAAAAAAAAAAATTTTTTT 
ATTTCGGTTTTTGTGGGGCCCCCCCCCCCCCC 
>Sequence 1427 

CACGCTGGTTTTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTCTCC 

TCGGCCAGTTCGCGGAAGAAGTGGCTCACGCC 

>Sequence 1428 
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ATACCTCACCGTGGCTGCTGTCTTCCGTGGTCGGATGTCCATGAAGGAGG 

TCGATGAGCAGATGCTTAACGTGCAGAACAAGAACAGCAGCTACTTTGTG 

GAATGGATCCCCAACAATGTCAAGACAGCCGTCTGTGACATCCCACCTCG 

TGGCCTCAAGATGGCAGTCACCTTCATTGGCAATAGCACAGCCATCCAGG 

AGCTCTTCAAGCGCATCTCGGAGCAGTTCACTGCCATGTTCCGCCGGAAG 

GCCTTCCTCCACTGGTACCT 

>Sequence 1429 

GGTCGAGAGGTGGTTACATTCGTTGAAGGACACCAGCTGCGGAATTTGCG 

GC7TTTGGCAGATTGAAATCATGGCAGGTCCAGAAAGTGATGCGCAATACC 

AGTTCACTGGTATTAAAAAATATTTCAACTCTTATACTCTCACAGGTAGA 

ATGAACTGTGTACCT 

>Sequence 1430 

AGGTACACACTTTCATTTAGTAATTAAATTTTAGTCAGATTTTGCCCAAC 

CTAATGCTCTCAGGGAAAGCCTCTGGCAAGTAGCTTTCTCCTTCAGAGGT 

CTAATTTAGTAGAAAGGTCATCCAAAGAACATCTGCACTCCTGAACACGC 

CCTGAAGAAATCCTGGGAATTGACCTTGTAATCGATTTGTCTGTCAAGGT 

CCTAAAGTACCTGCCCG 

>Sequence 143 1 

CCGGGCAGGTACATCCCCAGTCGTGGCCCTCTGGACAAGTGGCGGGCCCT 

GCACTCATGAGGGCTTCCAATGTGCTGCCCCCCTCTTAATACTCACCAAT 

AAATTCTACTTCCTGTCCAAGAAAAAAAAAAAAAAAAAAAAAAAAAGGGT 

CCGTCCGGTGTAATGGCGGCGCGGTGGAGCTCTAGGTGATGTTTGCAGAC 

AGAAAAAGTAAACTGTCAAGGAATTCAGAGCATTGGGTACCT 

>Sequence 1432 

CCGGGCAGGTACCAAAATGGTTTTGAAGTTAGGGAGCTOCTTTCTCTCTT 

CATTCCTGTGGGTGCCCCAATTCTCCATAATATTTGCAGCTGAGAAGTAT 

GTCTTTTTATTCATTTTTAAATTTTCATTTAAGTGACAATCA 

CAAAATAAAATCCTCCCCTTAGGGGGAAAAAAAAAAAACAAACAAAAAAA 

AAAGTACCT 

>Sequence 1433 

CGTCATCACTATTTCTCCAGTGGTATCTGGGAGCCAGAGTAGCAGGAGGA 
AGAGAAGCTGCGCTGGGGCTTCCATGGTTCCGTCTGGGTCCTAACTGAGC 
AGCTCCTCCCCCGCGTACCT 
>Sequence 1434 

AGGTACTTTTTCTTTITrGTTTC 

TAATTTGCTCCCAACTGATTGTCACTTAAATGAAAATTTAAAAATGAATA 

AAAAGACATACTTCTCAGCTGCAAATATTATGGAGAATTGGGGCACCCAC 

AGGAATGAAGAGAGAAAGCAGCTCCCTAACTTCAAAACCATTTTGGTACC 

TGCCCG 

>Sequence 1435 

CCCCCCTCCAGCAATATGAATACGGCATTGATCTCCGCGAGGTGCTGGCC 
GAGGTACl l l 1 i rri l IT I GTTITTTITI T1TIC ACCTTA AGGTATGATA 
AAATTTGCTCCCAACTGATTGTCACTTAAATGAAAATTTAAAAATGAATA 
AAAAGACATACTTCTCAGCTGCAAATATTATGGAGAA 
> Sequence 1436 

CCGGGCAGGTACTCCAGGCGAGAGGCGGACGCGAGTCGTCGTGGCAGGAA 

AAGTGACTAGCTCCCCTTCGTTGTCAGCCAGGGACGAGAACACAGCCACG 

CTCCCACCCGGCTGCCAACGATCCCTCGGCGGCGATGTCGGCCGCCGGTG 

CCCGAGGCCTGCGGGCCACCTACCACCGGCTCCTCGATAAAGTGGAGCTG 

ATGCTGCCCGAGAAATTGAGGCCGTTGTACCGTATATAAAAGACAATTGC 

TCACAATGATAGCACTGAAGCACTGAGAGATATCAAAGTACCT 

>Sequence 1437 

CCGGGCAGGTACACGGGAGATGAAGGTGCGCATCCTCTCCGTTCGTAAGA 
AGCCTCTGGACATTGACTACATGGGGGAGGAACAGCTCCGGGAGAAAGCC 
CAGGAGCTGTCGGACTGGATCCACCAGCTGGAGTCTGAGAAGTTCGACCT 
TGATGGCAAAGCTGAAACAGCAGAAATATGAGATCAACGTGCTGTACCT 
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>Sequence 1438 

CCGGGCAGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTA 
TGGTGC ATCC ACC AGGGCCACTG GTA 
>Sequence 1439 

AGGTACCTAGAATATCAACAGAGTCTTTTAAATGAAATTGATGGAAAATC 
AAGATGGTTCTACTCACCGTGGTTGTTGGTAGAATGTTACATGTATCGAA 
GAATTC^TGAAGCAATTATCCAGAGTCCACCAATCGATTACT 
>Sequence 1440 

AGGTACACAAACTGTTCAATCTTCTCAAAGTGATGGACTCGGAAGATGCC 
ACGGGTGTCACGGCCATGGAGCCCACCTCCTGACGGAAGCAGGTAGACAG 
GCCAGCATACTTGATGGGCAGGTCCTCC 
>Sequence 1441 

CCGGGCAGGTACGCGGGGATCCAGAATACATTTCCAACAAGAGCACTGGC 

CAAGTCAGCTTCTTCTGGAGAGTCTCTAGAAGACATGATGCTACACTCAG 

CTTTGGGTCTCTGCCTCITACTCGTCACAGTTTCTTCCAACCTTGCCATT 

GCAATAAAAAAGGAAAAGAGGCCTCCTCAGACACTCTCAAGAGGATGGGG 

AGATGACATCACTTGGGTACCT 

>Sequence 1442 

AGGTACTTTTTGTTTG1 11 1 T TTTTTTT 1 TiCACCTTAAGGGAGG ATTTA 

ATTTGCTCCCAACTGATTGCACTTAAATGAAAATTTAAAAATGAATAAAA 

AGACATACTTCTCAGCTGCAAATATTATGGAAATTGGGGCACCCACAGGA 

ATGAAGAGAGAAAGCAGCTCCCTAACTTCAAAACCATTTTGGTACCTGCC 

CG 

>Sequence 1443 

AGGTAC1 TTTTTTTrGTTTGTTn TI TITnTCACCTTAAGGGAGGATTT 

AATTTGCTCCCAACTGATTGCACTTAAATGAAAATTTAAAAATGAATAAA 

AAGACATACTTCTCAGCTGCAAATATTATGGGAATTGGGGCACCCACAGG 

AATGAAGAGAGAAAGCAGCTCCCTAACTTCAAAACCATTTTGGTACCTGC 

CCG 

>Sequence 1444 

AGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTATGGTGC 

ATCCACCAGGGCCACTGGA 

>Sequencc 1445 

CTCCCTACCTCTACTTCTAC ATATATTTC A TCTAATTCTTCTATC A A TTC 
TATTATATGTTATATATACTCTTTATTATTAACTATATTATACAACCTAT 
ACTATATTTAAACTATCTTTATCTTTATCGTTATCGTGTTATCACG 
>Sequence 1446 

CCGGGCAGGTACACAGTAAACGCATTCCTCACTTCGCTGAACAGCAGAGG 

CAATCCGTTTCTAAGTTCCTAGCCACTCTTCATAGAGTCTCTCCATCCTT 

GTGCTGACAAGCTAAGGAATTTTCTCCAGCCGCAACTTTACTTTCCCCCA 

AAATTCATTATAAAAAATGAACCGGCTTACTTCTTTTTGGCTTATGTTTA 

GCTTCCTGGTTCTAAAAATATTAGGTTTTCAGTAAAGTTGGTTTGATTCT 

TTTCCCCCAGGCAACCCCTTAAAATAACCCCCGAGTTGGATTAAAATTTG 

T CGAACCT TGGGGGAATTCTTTGGGTCCGCCCCTGTAGGGCCCAAGGAAC 

CTTTTTTTC ACCTAACCTTTCCCTTTCGCC 1 I 1 1 1 GGCCGTGTCGATTCT 

TTCAAAATTGGTGGGAAACCCCAAAATTTCCAAGGGGAACAAAATTTACG 

TTTC ACTTTTCGTAC A GGGG ATA ACCCC rTTTTTTI CCCTT A A ATTTCCC 

AACCAGGGATTCCCCATAACCAGGGTCTGCGATTATAACCAATTTTCCCG 

GGG 

>Sequence 1447 

CCCGGGGAAGAGGGCCGGTTTTGCCGTTATTTGGGCCGCCTTTTCCCGCT 
TTCCTCGGTTTCAATTGACTTCGTTGCCGCTTCGGACGTTTCGGCTTGGC 
GGCAAGGCGGTTTTT 
>Sequence 1448 

CTGGTGGAGGCACCATATATGAGGAGCCTGGGAGCCTGGCCAGGTCTCTG 
TTGGTACCTGCCCGGGCGGCCGCTCGACTGTTGGACTTGAACCAGCGCGC 
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GTTCAAGAAGTTGCCGGGCAACCGCACCAGCGCCTTCGTCGAACTCGACC 

GGCCAGCCCTGCGCCCCCTGCCGGCGGTGCGCATGCCCATCGCGCGCTTC 

AAACCCGCCCGGGTCAACATTGATTTACCACGTCGAGCTCGACGGCCACT 

ACTACTTGGTGCCGCTCTTGAACTTGTGGAACCCCCG 

>Sequence 1449 

AGGTACCTGAGGCACCAAGGTGGCCTTCGCTCTCTTGACATCTTGGTCGT 

CTGCGTCCGGCGCTTTCCTCTTGACGGACTGAGGCGCTGAACTGGCGGAC 

GAACCCTGGCTGGCTTCCTTCGCGCCTTTCAGCTCGGCCACTTTCTCTCG 

GTGCTGCTTTCCCAGGACGTGAGTCTGCCACAGGAGCTCGCTCTTAACCG 

GAGTGTTACACAGGGCACAACTCAGCTGCCCCAAACGGTTGTACCTGCCC 

G 

>Sequence 1450 

TACCAGTGG CCCT GGTGGATGCACCATAGAATGAGGGAGCCTTGGGAGCC 

TGGGCCAGGTTTTCTGCTTGGTAACCTTCGGCCCGTTCTTAGAAACTTAG 

TGGGATCCCCCCCCGGGTCTTGGCAGGGAAATTCCTAATATTTCAAAGCT 

TTATACGGATAACCCGTTCGGACTCATCTTAAGGGGGGGGAGACCTCGGG 

TTACCCCCAAGCTTTTTTGGTTTTCCCCTTTTAAGATGGAAGAGGTn'AA 

ATT TTGC CGCCGGCCTTTGTGCCGTTAAATCCATTGGGTCCATTAGGCCT 

TGGTTTTCCCTGGTGGTGAAAAATTGGGTTAATTCCCGGCTTCAACAAAT 

TTTCCAACACCAAA 

> Sequence 1451 

CCGGGCAGGTACT Hill rTT T T TTTTTnTTTTTTTTr GGCACAGTATC 

TCACTCTATCAGCCAGGCTGGAGTGCGGTGGCATGATCACCGCTCACTAC 

AGCCTTGAACTCCTTGGCTCAGGTGATCCTCCCACCTCAACCTCCCAAGT 

AGCTACGACTACAAATGCGTGCCACCACACCGGGTAATTTTTTTGGATTT 

TTTGTAGGGACGAGGTTTCACCATATTGCCCAGGCTGTATCCCCTCTTTA 

GACTCATGCACTCTCTGTGGAGCAGGAACTACACTACTCTAAGTGATTCT 

GATTCTCCTCTCAAATCCCATCGGTCACCCCAACAAAAGCACTCACTACA. 

ATTCTTTCCCATAAGGAGAAATAATTATCCCCCAGGTTATTCAGGCATTT 

GC 

>Sequence 1452 

CGGCCGCCCGGGCAGGTAC rn 1 TTTn 1 1 V I 11 1 rTTTTTTGCCCATCT 

GCCCAGTTTTATTGGGAACAAGGGCATTATAACTGCTATCAAAGAGAAGG 

GAGCCCAAGGGCTCCTTCTGTAGCAAGATCCTTCTTCAGAGTTGAGCCAG 

GGCTGGGAGGGTAAGAGACCCTTTTTTCAGGCAGGGTCACACTACCACCC 

TCAGCATGACTTCCCCAAAAAGTTATCCTCCTTTAGCTCAGCACTTGGCA 

CTTAAGGAAGAAAGGACCAACAAAGGTAGCATTAGGAAGACAAGCCCAGA 

TTTATCAGGATACCCACTCAGCCAACTGCTTTAGTGCTTCTTCATCTTCA 

TCCACTTTGGGAACTGGCCCTGCCGGCAGATGAGTAAAAGGTTCCTTGGG 

C 

>Sequence 1453 

CGGGCAGGTCGAGCTCCGGCGCACGATGCAGAACCTGGAGATCTCGCTCT 

TGCCGCTCTGCACCAGTTCGCTGTTGGTGGCCACCTCGCGGTTCAGCTCC 

TCTGTCITGGTGAAGAACCAATCTTCGGCATCCTTGCGGCGGACGCGTGG 

GTCGACTCACCT 

>Sequence 1454 

AGGTACTCCATCGCCTGCTGCTTCAGCTTCTGCAGCTCCCTAGTGGCCCC 

ACAGCTGCGGCCGCCGCCTTCTTCCTCCATGATGAAAACATCTGAGACTC 

AGGGCTAAGCACCTTGCCCAAGGCCACACAACAAGTAGGTGATGGAGAGT 

GTTGGCGTGTACCTGCCCG 

>Sequence 1455 

AGGTACCAGGACCTCTAACTCCCCCTGACACAGAGCAATTAGACTCCCAT 

AACAATGGTATCAATTATACCACTCCATTGGAGGGACTTCCTTTATGTGT 

CACCCAGGATACATTGCTCAACTGCAGTTGCCTTGCAGTTTGATCCCAAG 

CATGGCTGAGTTACCATAAAAAAATTATGTACCT 

>Sequence 1456 
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CCGGGCAGGTACTAGACAGAGTCACCATCACTTGCCGGTCAAGTCAGACG 

ATTCTATGCACAGTCTGCGAGCTGAAAACGGACCCTCACTTTTGGCCGGG 

GGACCAAGCTGAAGATCAACCCGAACTGTGGTTTGCACCAATCTTGTATT 

TATCTTTCCCCGCCATTCTGATGGAGCAGTTTGAAAATCTGGGAACTGGC 

CTTCTTGTTGTGTTGCACTGCTTGAAATATACTTTCTTATCCCCATGAAG 

AGGCCCAAAAGTTACCTTCTGGCCGTCTCTTAGGAACCTTAGTGTGTATA 

CACCCCCGGGTCTTGTCAAGGGAAATTTCGAATTATTCAAGGCCTTAATT 

CGAATTACCCGTTCGTACACTCATAGGGGGGGGGTGCCCTCGGTGTTACT 

CCAAGTCTTTATGTGTTTrCACCTTTTTAGATGAAGGGGTTTAAAATTAG 

TCTGCGCCTTTGGGCCGGTAAATTCATTGTGTTCATTAGTCTTGTTTATC 

>Sequence 1457 

CGGGCAGGTACTTCCTGTGGAACTCCCTGGAGATGAAGCCATGTTCGTCC 

TGGCGCTCTTCGTGCTTGCCGTGCACCTCAATCACGTCTCCCAGAACCTT 

GACTTTGAGTTCCTCTGGAGAGAAGTGCTTCACGTCCAGGTTCACAGAGA 

ACCTGTGCTTCTCCATACGCATCTCTGAGAGCCCAGTGTCAATCCAGCTA 

GGTGCCCCCAAGGAAGGGAGGTGGGCCAAAGGTAAAAAGGGGCTCAGGGG 

AAATGGCTTGAAAAAAAAAAGGTTAAAACTTCAACCAGTTGCCTTCTTCC 

AAAAAAATTGGTAAAAAAAGGCGGGTTTGGGGGAGGTGGAAAAGGGGAAA 

AAAAGGGTCACCCCCAGTATCCCTGG 

>Sequence 1458 

CCGGGCAGGTACAGATGTCACCGGCAGCATAGATATCAGGAAGGGATGTG 

TGCATATGATCATCCACTTTCAGGCCACCATCTTCCCCTAGATCAAAACT 

GTTACCATGGAGAAAAGGTTCTACATTTGGTGTAACTCCTGTAGCACTGA 

CAATGAAAGCCCAGCCATATATCTTTTCATTGGTCAATTCCACATAGACA 

GGCCACA TCTTT GTATCGGCTGTAACTGACTTATGGTCTCTTGGAAAAGT 

GAAGGACTTTTTCTTCAAAATTCTAAACTCATCCTGAAGGTAGATTTTCT 

TTACTTCACACATAGTTTCAAGGTGAATCTTATGAGAAAACTCTTTTGTT 

CCTTTAAGATTCAAGCCTTTATGCCAATCTGGTCCCAATGCACTTCCTA 

>Sequence 1459 

TCGAGGCCGAGGTCTTGCGGATCTGGCGGACCTGCTGGTGCTGCGCATAG 

GATGTCTTTCTAATCTGGTTGTTACGTTTCTTAGTGAAACCAACACAGAA 

AAGTGGGAGCAAATACCCATCGGTCGTTTTCACATTAACATTGGCCTTAA 

ATCATGGGTCTCCCATTITrTTGACCCTGGGGACCCATTTTTTGTCCCCG 

GGGGAAAAAACCCTCGCCCTGGGAATTTTTTrCAAAACAATTTTTTTGCC 

CCTTAAAAATTCTCAGTAAAATATATTGTTGGGGGAGTTTTTTTTAGAGA 

AAAGCCCTATCTTTCTTTTGTGTATTTGTGTAATTTGATGGAAAAATTTT 

TTTTTTTITATAAATACACACCCCTCTCTCTTTTTGGTGGGGCCAACTTG 

TATAAAATGAATTTG 

>Sequence 1460 

CCGGGCAGGTACATAAAATGGCAAGAGTGCATCCTTTAAAGCTTGCACAT 

GAGAGACTTGGAAACAATCTTATTAGAATTGTGAAAATTCTAAGTAGTCA 

AAAAAAATAAAAAAAAATAAAAAAGAAAGTCAAGTACGTGCCAAGCATTC 

TCGTGCGACCGCGAGAGCCCGGGGAGCGGGGGCTTGC 

>Sequence 1461 

AGGTACTATGAATGTAATTCATAATTTAAAAGGAAAACTAAAAACTATTT 

TGATTTGGGAAAATGAGCCTTAATTTGTTAAACCTATACACTGAGAACTA 

GCCTCAGGCTTAATATTCTCATTGCATTTGCAAGATCTGAGCAAATAAGA 

TTAAGTAAAACAAATCAATTGTATATATAATTGACCTTTTTGTGGAACAT 

GTAGTTTATAGAAAGTATACTCTAAAGGGAATTTGCCGAAGACCTTTTAC 

TGATTGAACAGTTGTGCTACAATCAACTTTTCATAGTACCT 

>Sequence 1462 

CCGGGCAGGTACTCGGATTTTGAATTTCGTGATTTTGGTTTGGTATAAAC 

GGTAAAAGTGTGTGTGCCCTCTTTACCTGTTCTTTGTCTTGTGGTATGTG 

TGGTGTGAGCGTGGTATTTTGTCTGGAAAAAAAAAGAAAAAAAAAAGTAC 

GCGGGGGGGGAGAGAGCCATCCTCTCCTGCTGGGCCAGTTAGAGTATTAC 

GACCTACTTAGCCTGGTACCT 
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>Sequence 1463 

CGGCCGCCCGGGCAGGTACTCAGTGGATGACGAGTGCTTGGTGAAATTGT 

TGAAAGGCCTGTGTCTGAAATACCTGGGCCGTGTCCAGGAGGCCGAGGAG 

AATTTTAGGAGCATCTTTGCCAATGAAAAGAAGATTAAATATGACCACAT 

ACTTGATTCCCAAACGCACCTGACTGGAGACTGGACCCTAGCTGCTTTAT 

GGGAGCTAAGGCTATTAAACGTAAGTAGTGCCATTCAAACTTTTTGGAAA 

TTCTGTCCAAGCCAAAAAACTACCAAGAAATTACTTTCCATGGGAGGTCA 

AGGGAC AACACTT TTCTGAAAATCTAGGTCAGGCGCTATACTTTCAAGGC 

CAAAATTCTTTTTCCTAGAAGAAAACAGTCACCAAGAATCCATGGGTTCT 

ATAAAAAAGGGTACCATTGTAAGCATTTTGGTGCAAGACAAATACCCGGG 

ATCTGGGAAGAACATAGTACTATGTTGGAACAGAAGTCTCCTTGAAACAC 

ATTA 

>Sequence 1464 

CCGGGCAGGTACTATAGCTGTAAGGAGAAGCTGAGAAATGATACCCAGGA 

GCAGCAGGCTTTACGTCTTCAGCCTAAAACCTAAAAAAAAAAAAAAAAAA 

AAAAAAAATTTAAAACAGCTATTAAACTGAAAGCATCTGTAATTAAAAAA 

AAAAAAAAAAAAAAAAAAAGGTCCCT 

>Sequence 1465 

CCGGGCAGGTACTGAGATCACTTGCACTTTT(XTCATTTCTTAAGAAAAT 

CCAGTTTGCTITGCCATGACTTGTTTAGCGTTAGGTTTACAAAGCTTGTTG 

TTGAATGTTGAATATTTGTCCAAAGGAGTTTGACAAAATAGAAGCTGCTT 

GGTCCCTGTTCTGCCTGCTAGGTCATAAGGATGAAGGCCATGTGGCTGGG 

GTACCT 

>Sequence 1466 

AGGTACTTTTCTTGAACTCAGCATTGCTGCCCTGAACCCTCCCCCAGCTG 

CCTTCCCTACTTTGGGAGCCTCTATTTCTAGAACAGGAAAACGCTAGGCT 

AAATATATGTCCTAATGGTCTCTTCCATCGGTGTGAAGGAAAGAAAATGG 

GCCCAATGTTGTTGCAAGGATTAGGAAGGTCCTGCCTTGCCACCCAGTGG 

GTTTAGAAATCCATCTTTACGGCCTCCAGAGAAGCTGGTGATCAGGTTCC 

CAGACATCAGCAATCCTGTTTCCTGAGGAGCTTGTGGGGGCTCTCTCTGG 

GGATGATCTGGGTCCTAGACAAAGAGCCACAACTGATGGGGGTCACTGGG 

ATTGCAGGGGGCCATGGCTGGCTTTTTGTCCTGGGATGTCAGGCAGGTAC 

CC 

>Sequence 1467 

CGTCATCACTATTTCTCCAGTGGTATCTGGGAGCCAGAGTAGCAGGAGGA 
AGAGAAGCTGCGCTGGGGCTTCCATGGTTCCGTCTGGGTCCTAACTGAGC 
AGTTCCTCCCCGCGTACCTTGCCCGGTTTATACTCTTATTGTTTTCTATC 
TTCTTTTATTTGCCTAATATTTTCTTATATTCTTTCCTAATTGGTGTGTT 
ATCTTTATTATTCTTTTTTTTTTCTTTG TTATCGTTTTGTTTTATTTTCT 
TATTCTTAAATTTATAAGTTTATTGCTAATTCTAATATTCTTTATTTTTC 
TTCTCTATATCCCTTTTCAATTAATTATATTATGTTTAGTATT 
>Sequence 1468 

AGGTACTGGAGGAGTGAGTCCCTATGCTGACCCCAATACTTGCAGAGGTG 

ATTCTGGCGGCCCCTTGATAGTTCACAAGAGAAGTCGTTTCATTCAAGTT 

GGTGTAATCAGCTGGGGAGTAGTGGATGTCTGCAAAAACCAGAAGCGGCA 

AAAGCAGGTACCCTAGCCATGCTGAGCTGCAGAGGCCACAGGACAGCTCT 

CCCCGCGTACCTGCCCG 

>Sequence 1469 

AGGTACTGCGCAGCAAAACAATTCTATCTTCTTAATAGTTCTTCTATGTC 
TTTCCCAGTGTTTACTGAAGAAGCTTCACCCTTGAAACGTCCTTTCTCCA 
CCTCCACCTCTACCTAACAAAGTCCCCCGCGTACCTGCCCG 
>Sequence 1470 

CCGGGCAGGTACCAAAATGGTTTTGAAGTTAGGGAGCTGCTTTCTCTCTT 
CATTCCTGTGGGTGCCCCAATTCTCCATAATATTTGCAGCTGAGAAGTAT 
GTCTTTTTATTCATTTTTAAATTTTCA 
>Sequence 1471 
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CCGGGCAGGTACCACCATGGACACCTATAAGGAACTGATTGAGAGGATTC 
CTGAGTTGAACAAAGTGGCACGAGCAGCTGCAGAGGTCGCTGGTCAGTTC 
GTGATTAAACTAACCCATGATGTTGAATTGAACCTGGACTATGAGAGGTA 
CWNTTTTTl 1 1 1 " H TH T ITTG A A A ACTTTTTATTGCTCTTTTGG ATAG 
AAACGGGAATTTATTTGCCAGGAAGGATGATCCCATCATACTTCTGCTGG 
AACCAGCGCATGGCCTCCTCTTTGCTGATTCTGTGTTTGGCCCCAATGCA 
GCC TGTCC TGCGCTTCTTGTCTGCGATGCTGAAACCTGGCCTACCCAGCA 
CC ACTI 11 AAGTCCAGGCCGTAG ATACCAATGCTTGGGTCATATTTG ATG 
>Sequence 1472 

CGG GCAGG TACTTACAAATGCCCCATTCTCTTCATATGAAAATGTCCCCG 

AGCCTTTTGGAAACAGGGCGGGCATACAGATTATCCCAATTTTATGAACT 

TGAATACGTTTCACAGAACACCTTAATTTCTCAGCGACCTATTGGGTAAT 

TTTA AGCG ATGCTCTCTAATTTAG ACCCACTAG ACCCGACTTGG AA ITGA 

AAGAAGCCCTATCTTCTACAATGTAATGTACCTGGAGAAAGCTTGGTGAT 

TTAAACCCTAATTAGGTTGTCCATAACACGGACAATGGTTTTTAAGAAAG 

AGGGAAGCTCTCTGCGTGCTTTTGAAGATTCGAACTTTCAAAGGCTTAGA 

CAA CCCCTT TAGGTCTCGTCCCACCCCGCCGAGTTGTGGAGACTTGGCAA 

GCCl 1 1 1 i 1 iGGTTTTCCCCCTATTAATGTGAAAGGTTGTTTAAATTTTG 

GCCGCCGCCTTG 

>Sequence 1473 

AGGTACAGCAACCTCTTGGTCAAACAGGCATGCCACCATCTTTTTCAAAG 
CCCAATATTGAAGGTGCCCCAGGGGCTCCTATTGGAAATACCTTCCAGCA 
TGTGCAGTCTTTGCCAAAAAAAAAAAAAAAAAGTACCTGCCCG 
>Sequence 1474 

AGGTGTCGACCCACGCGTCCGCAAATAATGTTAATCCACACACCAAAAGG 

ACGAACCTGAGCCCTAATAATTGTATCCCTAATTATATGTATCGGCTCAA 

CCAACCTTCTAGGGCTTCTTCCCCATACATTTACCCCTACCACTCATCTA 

TCTATAAACCTAAGCATAGCCATCCCCCTATGAGCAGGAGCCGTAATTCT 

AGGCTTCCGACACAAACTAAAAAATTCTTTAGCCCACTTCTTACCGCAAG 

GAACCCCCATCTCACTAATTCCCATACTAATCATCATCGAAACTATTAGC 

CTATTTATTCAACCGATAGCACTAGCAG 

>Sequence 1475 

AGGTACCGCTTCCCTGAAGAGCTCACCCAGACCTTCATGAGTTGTAACCT 

CATCAGTGGAATGTTCCAGCGAATGGACAAACTGAGAAAAGATTGCCTTT 

GCTAGTGTTATCCTGTTTAGAAACAACAACAGCAGCTCCATTTCTGGGGT 

TTGGGTCTTCCGAGGCCAAGATCTTGCCTTTCTGCTGAGTCCAGATTGGC 

AGGTGGACTATGAGTCATATACATGTCGGAAACTGGATCCTGGTAGCGAG 

GAGACCTAGACCCTCGTTCGAGACCTGCCCGG 

>Sequence 1476 

AGGTACrTTTTTTTTTTT Tl M Ml 1 1 1 1 1 1 1 T GGGCAGCTA A A ATCTAG 

GATGGGGTTAAGCTTCTTCATTTTGTCAATTATATATAAAAAATCACAAA 

CAACATGAATCTGCATTTCTTGGATGAGATAGTTAATAACAAACTATTTC 

TCAATATTTGTATACTAAAAACTAGTAAAGGTGTTATGTGTTTCAGTATC 

TTATCTCTTATTTGAACA7X3GGTTTCTGAAAGGAGCCTATATAATAATAT 

AAATGGTATGTAGTAAATGAGGCACTGCCTTGGCTGGGACTGCTATAAAA 

AAATTACCATAGACCATTGACTAAACCACAAACATATACTTCTCACAATT 

CTGGAAGTTGGAAAGCCAAGATGAGGATGCCAGTATGGCTAGCTTCTAGT 

GAGGG 

>Sequence 1477 

CGGGCAGGTGTACAAGCTAGCTTGAGTCGACTCAAGCTTAGGGATCTAGA 
CCAC 

>Sequence 1478 

AGGTACTTCAGGGAAATACCACCTCCACAAACGTTGAGCCAATTCAGGGG 
CTGCCAGTAGAATCCTAAAGAGTGATGTCTCCGGTTCATGTGAACACCAT 
CTGCAGTCCACACCCCTTGAGGACAATTTTATGGCCATTAAGGTAAAAAC 
CATGCTTCAGCAGAAGCTGGCCCCTTTTACCCACCCCCAGTTCACCAACC 



Page 497 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



CTTAAGCCTGTATtGGGGCAAGGCGTATGGCCTCATAGACTCAGGTAAAG 

GGCTGCTCTTCCCTTCAGGGCCTTCCCCAATAACCCAAATCATAGGGGCA 

ATAACCGCGGGCTTCAGCCCAACACCTTTTGGCACTTCATTATTTCCCCG 

TTATGGCTITTCCGTCTTTAAATTGTTACCCTTGCCCCGGGGGCTGGTCC 

GTCTTCTAGTAAACCTAGGTTGGAATTCCCCCCCGGGGCCTGTCAATGGA 

ATTTTCGAATTATC 

>Sequence 1479 

AGGTAGTTAATATTCGGATGGTTCTGAAGCTTGGCTTGAGACCCCCCTCT 
CCAACACACACACACACACACACACACACACACACACACACACACACACG 
CACACATTATCCAAGCGGACGCGTGGGTCGACTCAAGCACCTGCCCGG 
>Sequence 1480 

AGGTACTGTGGAGCTGTTGGGACTGGGCAGGCGGCAAAGATCTGCAACAA 

CATGCTGTTAGCTATTAGTATGATTGGAACTGCTGAAGCTATGAATCTTG 

GAATCAGGTTAQGGCTTGACCCAAAACTACTGGCTAAAATCCTAAATATG 

AGCTCAGGACGGTGTTGGTCAAGTGACACTTATAATCCTGTACCNTGCCC 

GGWnNTNNNTNATGAACCGNNTGNATGCl^ 

NCTGTCCGGGCATACATTAAGTAATGTTTCCTCATGGAAAAATGATGGAG 

GGGGGACGACATCTTCTCATCAACTTTGGTGGCGGACCCGGGTGGTATCG 

GAC GAAGG AGGCAAAACCACATCTCGGTCAATTCTATTCCAGCAATCCAC 

ATGCTTTTGGAACCTGGCCACCCGGCTTACAGAATGCTTCCTTGGGAACC 

CACGAAGCCCATGGTCTTGCGTTGGGGCCAAAGA 

>Sequence 1481 

GGATCGCGGAAAGTGATGGCTGTCGTCCCGGCGTCTCTCTCAGGACAGGA 

CGTGGGATCATTTGCATATCTTACAATTAAAGACAGAATACCACAGATCT 

TAACTAAGGTTATTGATACATTGCATCGACATAAAAGTGAATTTTTTGAG 

AAACACGGAGAGGAAGGCGTGGAAGCTGAAAAGAAAGCTATCTCTCTCCT 

TTCTAAATTACGGAATGAATTGCAAACAGATAAACCATTTATCCCCTTGG 

TTGAGAAATTTGTTGATACTGATATATGGAATCAGTACCT 

>Sequence 1482 

TACCAGTGGCCCTGGTGGATGCACCATAAATGAGGAGCCTGGGAGCCTGG 
CCA GGTTT CTGCTGGTACTGTTAACAACCGGTATTAGAAATTGAGATGTT 
TTTATTTTGACTATTTGAGAGTAACATTGTAGATAATGTTCCAAACCATC 
ATCAAAAATGCAGAGCAAACTTTTCTGTATATAAACTGTACCTGCCCG 
>Sequence 1483 

GCGAGGTACTCATCCCTTGTTTTCTGCTCATTTCTTGCAGCCTGAGGAAC 

AGACGTCAGAAAAAAAAACAGCCACCCAGACAACTTCCCCTTTTAGCTGA 

GCTGTCTTCTGACCAATCAACAGGGACCAGCCAAAAAAAAAAAAAAAAAA 

AAAAAGTACCTGCCCG 

>Sequence 1484 

AGGTACGCAGGCGGCAGCCTCACTCTGAATGGACCAAGGCGCCAGCTCCT 

TGTCCAAAGCCAAAACCTTTGGGCCCAAAGTTTTTGGCATAGCATCCTTT 

GCAATAGATCTCACCATCCTTGTCTGCCAGGGTGGTCGACTCGAGGCCTT 

TGCCACATTTGGCACATCGGAAGCAGGACTTATGCCAGGACTTCCCGGCA 

CCGATCACCTTCTCCGCTGCATAGACTGCCTGGCTGCATCGCGGACAGCG 

CTCAGAGCCGCCGATCTTCTGAGCAAACTTGGATGCATTGGGGTTGGTGG 

TAGCGGACGCGTGGGTCGA 

>Sequence 1485 

AGGTACGCCTTCGCAGTTTCCTGCCTGATCCTTCCTCCAGCAAGTAGGTC 
ACATCAATGGCATTTTTTCCAGGGATTTTTTCAAGGAGATTGAGCAAGAT 

CCGGTTGAGTCGTTCCCGTTGGTTATGCCGTCGTTCCTCAGGGGTACCTG 
CCCG 

>Sequence 1486 

CGGGCAGGTCGACTCCTATAGGGTCTAGATCACGAGCGGCCGGCCGCACT 

TTTTTiTiTniiirmMTTiiiii'i T nTrTmTrm'rr r n A AAG 

ACACACACACACACACACACACTCACACACTCTCACACACACACTCACAC 
ACATTTGTTTGCATTTTTTTAAGTGTGTGTGTGTGTTTGTCTTTCTGTCT 
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GTCTGTCTGTCTGTATGTGAGTCTGTGTGCCACATTTTTGTTGTGTCCAT 
AGGGGTCAAAAGAGCTTCAATTTGTGTGCCATTTTCAGTTTTCGGAATTG 
AACTGGTGATAAGTTTTTTCTG 
>Sequence 1487 

AGGTACTGGGAAAAGGCCACAGGGAGAAGGAAGGCTCCAGCTGAACTTTA 

TAGCAATTTGAACTCAACCAGAAGCCTCCTGACCAGAACTCGATGGGAGG 

GGTGAAGCTGGCTTGCAGATTCCACAGGTGGGGAAAGAAGGAAGGCTTTA 

TTTGCTTTGCAGCTGGGAGGTGGGTACCTGCCCG 

>Sequence 1488 

AGGTACAGTGGTTAAATAATGACTCAATGACAAAAGTGGGATTGGAGTCC 

CAACAGTGTGGACATGCTTGCTTTGGATTGAATGTTTGTGTCTTGCCCCA 

TATCCCAATGTTACAGCCCTAACCACCAATGTGATGGTATTGAGATTAGG 

GCCTTGAGTACCTGCCCG 

>Sequence 1489 

AGGTACGGGGGCCAGTTATTATACTGCTGACAGTAGTAAACTGCAGAATC 
TTTAAAACTGGAAGCTGGTTATGGGGAAAAGGGACCTTTTGCCCCAAACC 
CACTGCCACTGAACCTGGCTGGGATACCAGTGGCCCTGGTGGATGCACCA 
TAGATGAGGAGCCTGGGAGCCTGGCCAGGTTTCTGCTGGTACCTGCCCG 
>Scquencc 1490 

AGGTACATTTTGTTCCACCAAGTTATCCAAAACACCAGTGAGGAAATCTT 
TGCCCAGGGATTCCAACACCTTAAGTGGCTTTTTTTTGTGGTTGCCTTCT 
GCCATAGGGAACAGCCTCCGTCCTTTTTTACAGCGTTGGAAAACCCCGCG 
T 

>Sequence 1491 

AGGTACCAATAAGCATATTGCTTTGGCAATGCATCTCCAGAGCAGGTGAC 

CCTGGCCGTCTGTCCTGGGGACACTGACACCGAGGGTGGCTGTGCCAGTT 

CATAGGAGGCCTCAGAGCCTGTGCAGAGAGTGAGGAGGGGGAGAAGTAGA 

GGGATCCAGGCCATGGTGAGACACCCAGAGTTCTGCCTCCTGGACCCACC 

CCCGCGTACGTGCCAAGCATCCTCGTGCGACCGCGAGAGCCCGGGGAGCG 

GGGGCTTGC 

>Sequence 1492 

aggtacgcgggggagctggagacggcctgggtgctggcgaagcggaggcc 

cgaataagaagactggataaaatgcccctcggtaaccx:aaaggctgagaa 

atcctgacataaatccttgtttgtcggaatctgatgcttccaccagatgt 

ctggatgaaaataactatgacagggaaaggtgttccacttacttcttgag 

gtacctgcccg 

>Sequence 1493 

AGGTACCTTCTTCACITGGGCCACCCACCGTGATTTCTGTCCTGGATTCC 

CTGAGCCAAATACCCATGATGGGATGGTTCAGTGATGTGGATGGATGGCT 

ATTTGTGTAAGGGCCGAAAACTAGTTTTCTAAGATGGGAGAGCTGGGCAG 

TTACTTATACTCTGAAGCCCTTCTCTTTCTCTGCTGGGGCTTTCCCAGCA 

GTTCCTAATAGTTCCTTGTATTTCAGATAAGTCATCATGATTGTTAGGAA 

AAAAAGAAAAAAGAAAGTTAGTTTTTAGCCTCCTGACTTCTTAAGTCAAG ' 

TGAGACTrTTAAAATTTAGTAAATAATAGCTCATTATTTTTATGGTAGCT 

ATTTGATTATTTTAATTCTTTAGCAGCACTGAAGAAATTCAGAGAAGTTC 

AATAGAGAGTAATA 

>Sequence 1494 

AGGTACGCGGGGAGTGTAAGAAGGCCATCTACAATCAAGATTGAGAGTGG 
CTCTAACAAGTGCCATTTTTCCTTGTTAGCTTTCATTTCTCAGCCCTTTA 
CAAGATTAAAATAGTCTGCAGTTTAATCTCTCCAAAGCTTTACGGACAGT 
GATTCTGTCCTAAACAAGACAGTGACTCCAGGATTTCTGAAGACTATTGT 

GGAAGAAGCATCCATTAAGGCCAAGCTATAACATCAGAAATGGTGAATGA 
A 

>Sequence 1495 

AGGTACTGGAGGAGTGAGTCCCTATGCTGACCCCAATAACTTGCAAAGGT 
GGAATTCTGGCGGCCCCTTGATAGTTCACAAGAGAAGTCGTTTCATTCAA 
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G 

>Sequence 1496 

AGGTACCAACTGGCCTCATCCTATATTCACTTTCGGCCCTGGGACCAAAG 

TGGATATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCA 

TCTGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAA 

TAACTTCTATCCCAGAGAGGCCAAAGTACCTGCCCG 

>Sequence 1497 

AGGTACCGCGGGAGCTTCTCCTTGCCAGTTTCTCCCAGCAGGACCCTCTT 
CTTGTTTTGAAAGATGGTCGGCTGCTTTTGGTAGGCACGCTCAGTCTGAA 
TGTCCGCCATCTTCC 
>Scquencc 1498 

AGGTACCTGATTGCATGCACTTAAATGCAGATTATTTTGGAGTTTGAAAA 
GGGACTATTAATGAAATCTTTCTrTTCCCTCCTTTCTCTTTITC 
CCGCCACTGATTCAGTGAGCTGGAGATTGGATCACAGGTATAATTCAAGC 
TTTTCATGTAGTCATGTAGATCACTAGACTCCTTGGTGTACCTGCCCG 
>Sequence 1499 

AGGTACGCGGGGGCCATTACTGCAGGAAAAGGTCCCGGAGAGCTAAGCAG 
TCAAGATGTGTGACTTCACCGAAGACCAGACCGCAGAGTTCAAGGAGGCC 
TTCCAGCTGTTTGACXGAACAGGTGATGGCAAGATCCTGTACGTGCCAAG 
CATCCTCGTGCGACCGCGAGAGCCCGGGGAGCGGGGGCTTGC 
>Sequence 1500 

AGGTACTATATCAACCAGAGCAACATACATGAATAAGCCAGCAGTAAGTG 

CAAATATCCACATAGAAACATTTTCAGCATAATGACCAATGAAAATTCCT 

GTTGCCATTCCAAGATACGCCAGCATGGCTGACAATGCATTATAAAGGAC 

AGCCTGCTTAACGGTCATGCCAGCCTTTAGTAGAACAGCAAAGTCACCTA 

ATTCATGAGGCAACTCATGACAGAACACAGCAACAGAAGTACCTGCCCGG 

GCGGCCGCCCGGGCAGGTACAAGGGATTGATTTAAACCAAATTCGAGGAC 

TTGGGTTTGATGCCACGTGTTCTCTGGTTGTTTTGGATAAGCAGTTTCAC 

CCATTACCAGTCAACCAGGAAGGGGATTCCCATCGAAACGTCATCATGTG 

GCTGGACCATCGA 

>Sequence 1501 

CGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCA 
GTTGAAATCTGGAATTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATC 
CCAGAGAGGCCAAAGTACCT 
>Sequence 1502 

GGGGCATTCGTATTGCGCCGCTAGAGGTGAAATTCTTGGACCGGCGCAAG 

ACGGACCGGAGCGAAGAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 1503 

AGGTACGCGGGGGTCACTTCCGGCTTCCTTCAGTCCGCTGGTCCCGAGCA 

CGAGCTGTGAGGGGATTCACTTGTGTGCGGAACTCCTCGGAACCATGGCG 

TCCCTTTCCCTTGCACCTGTTAACATCTTTAAGGCAGGAGCTGATGAAGA 

GAGAGCAGAGACAGCTCGTCTGACTTCTTTTATTGGTGCCATCGCCATTG 

GAGACTTGGTAAAGAGCACCTTGGGACCCAAAGGCATGGACAAAATTCTT 

CTAAGCAGTGGACGAGATGCCTCTCTTATGGTATCGAGCGGCCGCCCGGG 

CAGGTACCCTTAAACTCGCAGGACATTTTTGAAATCACAAATTTGCACAT 

AAAGAATGTCACGAACAGCCATGTATCCATATACAGCAATCAAATAAGGA 

ACTTATGACCTAAAGCAAAGGTAAACTTTCTTGAAACTTT 

>Sequence 1504 

AGGTACCCTGTGGTGATGCAGTCAAAGCCCAGGACAGTCGTATAAAGGAA 

AGCAAGACCCATGCCAGCCAGAAACACAGGCTGGTTGTAGTAGGAGACCC 

ATCCATCTCGGAAGGTACCTGCCCG 

>Sequence 1505 

TTTTTTGGGGTCACTACT 

>Sequence 1506 

AGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTATGGTGC 
ATCCACCAGGGCCACTGGTA 
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>Sequence 1507 

CCGGGCAGGTACATTCAGGACAAGGATGGCGCTCCAGTGGCCACCAATGC 

CTTCCATAGTCCCCGCTGGGGTGGCATTATGGTATATAATGTTGACTCCA 

AAACCTATAATGCCTCAGTGCTGCCAGTGAGAGTCGAGGTGGACATGGTG 

CGAGCGATGGAGGTGTTCCTGGCACAGGTGCGGTTGCTCTTTGGGATTGC 

TCAGCCCCAGCTGCCTCCAAAATGCCTGCTTCAGGGCCTACGAGTGAAGG 

GCTAATCiACCTGGGAGCTAGACCGGCTGCTCTGGGCTCGGTCAGTGGAGA 

ACCTGGCCACAGCCACCACCACCCTTACCTCCCTGGCGCAGCTTCCGGGC 

AAGATCAGCAACATTGTCATTAAGGACGACGTGGCATCTGAGGTGTACCT 

>Sequence 1508 

AGGTACCTTCCGAGATGGATGGGTCTCCTACTACAACCAGCCTGTGTTTC 

TGGCTGGCATGGGTCTTGCTTTCCTTTATATGACTGTCCTGGGCCTTGAC 

TGCATCACCACAGGGTACATCTTTCAATTCTGGAATATCTGTGTCTAAGC 

ACAATATCTTCACACTGTGCTGTATTGCTGCTGAACTAAATGCACTTTTC 

CCCACATATGGGGCACTGGCTTCAAACAATTCAGTTCAGTATCATTACTT 

TTAATCTCATCrrrCCTTTCITGGTAGTTGTTAATACAGTTATGGAAAAG 

AGGCACATTGCATAGAAGCCATTGGGGAGTTCAGTGGAAGTTCTGTAAGA 

TGTGCATGTCCTGCCCG 

>Sequence 1509 

AGGTACCAGCAGAAACCTGGCCAGGCTCCCAGGCTCCTCATCTATGGTGC 

ATCCACCAGGGCCACTGGTA 

>Sequence 1510 

AGGTACAGATGGGGTCTCACTACATTGCCCAAGCTGTGCCAGAATTCCTG 

GATGCAAGCAATCCTTCTGCTTTGGCCTCCCAAAGTGCTGGGATTACAAG 

CATGAGCCACCATGCCCAGACAAAGCCCTCAATTTCTTACATATCGATTT 

AAGGGCCTGAATAAACCAACACATTAAAAAGGAAAAGAATAATTCACATA 

CCAGCGTGAGTAAATTCAAGACTGAGATGATATAATCGGTACCTGCCCG 

>Sequence 1511 

AGGTACTTTTTTGTTTGrTirri 1 1"! 1T1TCACCTTAAGGGAGGATTTAA 

TTTGCTCCCAACTGATCGTCACTTAAATGAAAATTTAAAAATGAATAAAA 

AGACATACTTCTCAGCTGCAGATATTATGGAGAATTGGGGCACCCACAGG 

AATGAAGAGAGAuAAGCAGCTCCCTAACTTCAAACCATTTGGTACCTGCCC 

G 

>Sequence 1512 

CCGGGCAGGTACTCCTCTTTCACTATGAAAGTGTGCATGAGTCCCAAGCA 
TCGGATGTCAAACAAGAAGCAAATCACCTGCAAGGATCGGATGGGCAGCA 
GTCTGTCAAGGAAAGCAAAAAAAAAAAAAAAAAAAAAAAAATGTCCT 
>Sequence 1513 

TCGAGGTACATCATTTCCAGAGCAGGCACTGGCAGCGAGATAGGGTTGGA 

GGAGAAGTAGCGCCGGGACTTCCGGATGGCAAACTTCTCTGTGGGTAGAG 

ATTTCCCAGCAATCTTGAGCTTCAGGCCTGGCACAGCTCGAAATAATTCC 

ACTTCGTCGTCCCCGAACGGCTTGTGGTCCTCCTTCCCAAACATGCTGAG 

GTAGGCGGCCTTCATGTAAATGTAGGTGGCCTTTTTAAGTCAGATCATGT 

CAGTXCCTTCTGGAAATCTGGTTATATTCCATCACACTCAGGAGACATCT 

CCTACAATTTCCTTGACACCTGCAGCACTCCAGCCACACGACGGCCCCCG 

CGTACCTGCCCG 

> Sequence 1514 

AGGTACCGGGGGATTCTTCAGAGGTCAGCCAAGTCGGTAACATTCTGTGA 

AGCAGATTAAATACAGTAAAATCAAACAAACGGAGGTCTTTGGAAGTGAT 

GCTGGGCCCAGGCAGTGAAAATCAAGAAAAGAGGAGAAAGACCAAGACCT 

GGATGTCCTGGACGACCTGACCCAAAAAGGGGCCCAAAACAGCAGAGCTT 

CACCAGGTGACTGGGTGGCTTCTTTGTCCTCATTAAATGTACCTGCCCG 

>Sequence 1515 

TCGCACTCATTTACCCGGGGACAGGGAGAGGCTCTTCTGCGTGTAGTGGT 
TGTGCACAGCCTCATGCATCACGGAGCATGAGAAGACGTTCCCCTGCTGC 
CACCTGCTCTTGTCCACGGTGAGCTTGCTATAGAGGAAGAAGGAGCCGCC 
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GGAGTCCAGCACGGGAGGCGTGGTCTTTCCGCGTACCTCCGG 
>Sequcnce 1516 

GATTCCCTTTAGAGGTTTAGTCGATCACCGTAGGAATCTCGTATGGGAGG 

GCTCCGGGTCCCCCATCTTTTGGGGGTCCAATATTCCTGAAGGTGTTAAA 

TTGCTCTTCTTTGGGCGTGATTACATGGGCCCCATATTGTGTATGTCCTG 

ATGTGAAAATAGGTTGATCCCGCTGCACGAAAATTCTACACCAACCAGTA 

CCCAAGCCTGGTGAGACATTAAAATTTGCTAAACGCTCTGGGGGTTGGCC 

ATAATGGAAGTGAACCTAAGCGGCGCCATTTAN 

>Sequence 1517 

AGGTACACTGTTCGTCAGGGGACCAAGCTGGAGATCAAACGAACTGTGGC 

TGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTG 

TAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAAAGAGGCC 

GAAGTACCTGCCCG 

>Sequence 1518 

AGGTACGCGGGGGGAGGAACTGCTCAGTTAGGACCCAGACGGAACCATGG 
AAGCCCCAGCGCAGCTTCTCTTCCTCCTGCTACTCTGGCTCCCAGATACC 
ACTGGAGAAATAGTGATGACG 
>Sequence 1519 

CCGGCAGGTACCTCTGGAGAAAATAAGTGTGTTAGATAAGACTTGTTCAT 

GCATGAGTGATAGTGCTGTTAGTGTGAATTCAATGTTAATGAATCAATAA 

AATATATGAAATAAAGTGTCTTTAAACAGTAACACAAGGTTGTATGTTAC 

TAGTTGACAAAAACATTGTGACCAGAGGCTCACAGGAGTCTTAAGTCTGC 

ATTTCCCCAGGAGCAATGGCTTAGCATTTACTAATCGAGTATTCCTGGCA 

ACTTTATAGAACATAACTACTGTAAATAATGAGAATCAACTGGATATTAT 

AAATCCCCAAATATA 

>Sequence 1520 

CCGGCAGGTACGCGGGGAGAGCCACCGGGCTGGGGACCGGGGAGCGGAGG 
CTGAAATCCCCAGACGCCGGTTTTCTGGGCTGGGCTTTCTGCCTTACTCA 
CTCCTTCTCCCTCT 
>Sequence 1521 

CCGGGCAGGTACACAGAAATTCCTAGACTACAAGATGTCATCCTTCTAGA 

AGAAGAC CTAAAG CATACACTGGGAGGAAAGTTTTACAGGGGAATCTAGA 

CTACnTAATTTTTTCTTCACAGTAACAAATGACAAAGCACCAATATCTAA 

AG GTTC CCAACACACAGGATAAACAATAAGGAAGTTCTCCCAGTGTTTCC 

CATTTTAGGCAAAAAAAAAAAAAAGGATTTCAGCTAGCACAGTGCATCCA 

AA TGAC CAAAAATACTACAATGCCGATGTTTTTTAAAAATAAATATAAAA 

GATTTTAAGGATTTTGTCTTACTGGAATAATAAAATTAATGGTGAATGGG 

TACCT 

>Sequence 1522 
TCGACGCTACTCT 
>Sequence 1523 

TGGTTCGCCTCCTGCAAGCATAAAATAATTGAGTTTAGTGTAGGAGGGAA 
CCAGAGTGTACTATTATACTAGACAGATCCCTGATAGCCATAAGGAGTCT 
TCGTT 

>Sequence 1524 

AGGTACGCGGNGATCCAGAATACATTTCCAACAAGAGCACTGGCCAAGTC 

AGCTTCTTCTGAGAGAGTCTCTAGAAGACATGATGCTACACTCAGCTTTG 

GGTCCCTGCCTCTTACTCGTCACGGTTTCTTCCAACCTTGCCATTGCATA 

AAAAGGAAAAGAGGCCTCCTCAGACACTCTCAAGAGGATGGGGAGATGAC 

ATCACTTGGGTACCTGCCCQGGCGGCCGCTCGACCGCCTGGACCAACTTG 

TCGGAAACCACCTTTCTGATGCCGCCCACGGCAGCG 

>Sequence 1525 

TGACTCTGTCCAGACCACTGCACTGACCTGCTGGATACCATGCCCTGTGG 
ATGCACATAATAGGACCTGGAGCCTCCCAGTTCTGTGTACTGCCGGCGCC 
GTTAACTATGATCCCGGCTGAGATTCATTAACTATCATCCGCACTCAGGG 
GGCCGTCCACTTGTCCTTATGAGTATGCCCTGCTATATGTCATACTGTTC 
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TGGTGAATGTATCGTACATTCAACACATACACCGAGCTAAGGTAACCTGG 
GGCTATGAGGACTACTACATAATTGGTGCGCTACTGCCGCTTTCAGTCGG 
AACCTGCTGCCACTGATAATGAATCGCAACCC 
>Sequence 1526 

CACATGTCCGCCTCGGCTGTCTTCATTCTGGACGTTAAGGGCAAGCCATT 
GATCAGCCGCAACTACAAGGGCGATGTGGCCATGAGCAAGATTGAGCACT 
TCATGCCTNTGCTGGTACCT 
>Sequence 1527 

TACTGTCACTACTATAGCGAATGAGCTCACCGCGTCGCGCCGAGTACATA 

TAGGCAGACAGTTTGCCTTCAGAAATTCAGAAATGCAGCTTTTGAGGGAG 

GTCAGCATCATTGGTCTCAGCTACCATTTTCCTGCAGGATGTTCATAAAT 

AGTTCCTGGCAAAGGAGGTTCCGTATACGGTCCTACAAGAACCTACGTGG * 

CAACATTTTCTCCCAGCGTCAGGTCTTAACACACAAATTCTACCTTTCAT 

CTACACTCACATTGCTACCCCGGCTGGCCGATCAAGTAACTAACGTATCC 

TCCCAGACTACAGAGACATACTTAGTCGAGCTCTATTTATCCTGTCTAAT 

GATACTAATTGCGAGATATGGCTCTCTGCCCTCTAATCACGCTCGTAGAC 

TGATAACACACTTACATGGAAGACACATACTAGATCACTCACGCATACTT 

CGCTCTCTATATACGATACACTTCCCCTATAATAACTTAGCAATTATTTA 

TTTATACTATATCACTCAATTAGTCGTATAACTACAGTTGTTATATGACA 

TACTCATAACCCCTATATATTATACTTTAATTCACATATTTTGCTCACGC 

GATTTATATACAAGATACGACTACCTCTCCTTCATGACGCCAAGTTCATC 

AATATACTTTCTAATTAGTCGACTACACATCGTAGACTACCGATTACTAC 

ATAATCTCAACGTATACATCTGTATTATCATCTCCACTATTTATGAGCTT 

CGCTACTCCGTTCCTCATCTACATCGTCCACTCCTATCGACTCAACTCTT 

ATCTATTACCAATATTCATCTCTAACAATATATAACGTACGTTATGTATT 

CTCATTCAGTCAACTCGATATGTATTTTATTATATCTTCAACGAATTGTC 

ATGCTCATATTCTCGTACATATATACGTCTTAATACTCTCACTCTATATT 

TCTACTTATGATGAATACTATATATCTCTGACGTNANTCTCTATTAACTT 

ATCATTATACCTCCGTACATAGTATCATCTACACGACACTAGGCTATNCC 

TAGGATGACATAACTCTCGTCTTAGATAGTAGTTATATCATGTACATACG 

ACATCTGCTTCTT 

>Sequence 1528 

GACTCT TGTGT GTCCTTTTATCATAGGCTTCCAGCTCCTTGATAGCTTTT 
GAGA TATTTTATGTTTAGAGTTAA GTAGAGG AAA ACGCGTC ATGATCTTT 
AGAAATATCGGGTGTTTCCTCGGGATAGGATCCTGTAGCTGCACTTGTGT 
TAAGACCG 
>Sequence 1529 

AGGT ACTTGT TTTTTI I 1 1 linTlTnGATTTGCAGTTAGTTTATTGAA 

ATGGAAATGAATTTGAGGTTTCAACAGTGGTCTAGCAGTTTCCACATAAA 

AAGACAACACAAGAAAGAAAAGTGGTTTCTATCAATCAACAGATGAGfCT 

GCCATAGTCTGTAGCCCTCTGAGCCAAACGCCTTGGGTAAAGTTAATTAC 

TCTTCATATTACACCAAATGCTGTCGTACCTGCCCG 

>Sequence 1530 

ACATCGCCGCCGAGGGATCGTTGGCAGCCGGGTGGGAGCGTGGCTGTGTT 

CTCGTCCCTGGC 

>Sequence 1531 

CCGGGCAGGTACATAACAAACATGGCGAAAAAGGAGATGTTTGAAACCAT 

CTGCATTTTTTTCTGTGATCGGTCTTTAAGCTCACTGTAAATTGGCAGGA 

CTGACGGGTGGCAAACAAATGCAAATGCAATGGTGGGTAAAGCATACACG 

GTCTTTGAATTGAAGGTAACATATTTTGGCGTACCT 

>Sequence 1532 

AG GT ACTTTTTTT ATC 1 1 1 1 1 1 1 1 1 l"l ri GAGATGGAGTCTTGTTTTGTC 

GCCCAGGCTCTGGAGTGCAGTGGCGCTCACTGCAACCTCTGCCTCCCGGG 

TTCAGGTTATTCCTCTGCCTCGGCCACCCTAGTAGCTGGGATTATAGGCT 

TGAGCCACTGCGCCCGGCCCAATTTTTATTTTTTAATGGTTGTTATGGAC 

TGAATGTATCCCTCTAAAATTCATATATTGAATCTCTAATCCCCAATGTG 
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ATGACACTAGGAAGTAAAGCCCTTGGGAGATAATTAGGTTTAGATGAGGA 

CATGAGGATGGGATCCTCATGGTGAAATTAGT 

>Sequence 1533 

CCGGGCAGGTACl TTI TTTTTCTTTTTI 1 iTrTTTTATCTTCTCATACTG 
AGAATTGTTCTTGACTCCTTTTCTTGACATTCAGTTTTCAGAATTTCCAT 
CTTTTTTCTGGAACTAATGTGCTGTTCTC 
>Sequence 1534 

TGGCACTCATTTACCCGGAGGCAGGGAGAGGCTCTTCTGCGTGTAGTGGT 

TGTGCAGAGCCTCATGCATCACGGAGCATGAGAAGACGTTCCCCTGCTGC 

CACCTGCTCTTGTCCACGGTGAGCTTGCTGTATAGGAAGAAGGAGCCCGT 

CCGAATTCCAAACACCGGGAGGGCGTGGGACTTGGTAGTTGATTCTCCGG 

CTTGCCCATTGGCTCTTCCCACCTCCACCGGCCGATGGTCTCTTGGGAAT 

AAGAAGCCCCTTTGGACCACGGCAAGGTTCAGGGGCTTGACACTGGTATA 

CTTGGTGCAGCCTTCATCCCCCGGGGATGTGGGTGGCAGTGGTTGTTACT 

CTACGGTCCGCGCTCTTAAGAACCTAGTTGGGAATTCCCCCCCGGGACTT 

GCAGTGAAATTTCAGATATTCAAAGGCTTTATTCGGATACCCGGTGCGAA 

CCTTTTAAAGGAGGGGGGGCGCCCGGTTACCCCCAAACTTTTTTGTTTCC 

CCTTTTAAATGAAGGGGTTTAAATTTGCCGCCCGCTT 

>Sequence 1535 

AGGTACTGGGGTTGGGGAGAACCCGTTTTGATTACAAGCAGATAATTATC 

TCAGTGAGATGGGGGTTAGTTCAAGGAAGTAAGGAGGGGGGAGGATGTGA 

GGAAGTTAGAACAACCCAATGCTTATTTGATGGGCTGAATAAACTATTCA 

NGACTGAACTATTTTTGAGCACTGTGAGGTGGCACAGTAATTACCTGCTT 

CAAAATCAACTGATACCAACATTTTTATCTTTGTATCTTATCTCTGTACC 

TGCCCQ 

>Sequence 1536 

AGGTACGCGGGGGAAGTTGATGCCGAGCGCAGATCGCCTGCAGCTTGCTA 

GCTGTGTGGGCTGGGAGGTCTGGTAGGGCTGAGCTTGCAAGAGGATCAAC 

ATGCCTTTGGCTAGAGATTTACTACATCCGTCCTTGGAAGAGGAAAAGAA 

AAAACATAAAAAGAAACGCCTAGTACCTGCCCG 

>Sequence 1537 

AGGGGAGCTGCACCGCGGCGGCGGCCGAAGCTTTATAATCTTTTAACTAA 

ATGTAATTGTCACCATAATCTTATAGACAAAGCATTGAGGTTTATTGAAC 

TAATGCTGAAGGTAGTAAGTGGAGGAGCCAGGATGAGGTCAGAATCTGAG 

ATATAACCATGCCTATGCTGTCACTTCTTACACTCTAAAATACCTCCATG 

CTCATGTGGACACCTAAGAACAAATGAATATTTCTATTCTTGTCCCAGAA 

TATCAAAACATTAAACATGTTAAACTGTATTTTTGATTACCATAAGCCTT 

TCCAGGAGGAACAAGCACTAAACACAGTCTCTGGCTTAGGATTTGGATGA 

ACATATTCAAAAGCCATCTGCTTCCCAGCAATCATAATCATACCCTTTCC 

TTTTGGCCACTATCACCAAGATCTCCAGTAGTACCTCAGA 

>Sequence 1538 

AGGTACCTATGATAATCAGATGGAGATCTGGGGAGGGGAGAACGTGGAAA 

TGTCCTTCCGGGTGTGGCAGTGTGGGGGCCAGCTGGAGATCATCCCCTGC 

TCTGTCGTAAGCCACGTGTTCCGGACCAAGAGCCCCCACACCTTCCCCAA 

GGGCACTAGTGTCATTGCTCGCAATCAAGTGCGCCTGGCAAAGGTCTGGA 

TGGACAGCTACAAGAAGATTGTCTATAGGAGAAATCTGCAGGCAGCAAAG 

ATGGCCCAAGAGAAATCCTTCGGTGACATTTCAGAACGACTGCAGCTGAG 

GGAACAACTGCACTGTCACAACTTTTCCTGGTACCTGCCCG 

>Sequence 1539 

AGGTACGCGGGGCAGGTGATGTTTGTTTTCACGATGGTCTTCAGATGCCC 

ACGTGGGCACTGCTGAGAAAGCCACTTGGTAAAACTGATGCCGGAAATGG 

GGCTTTTTGGGATCCCTGCTCAGCTGCTTCTGAGTCCCAGCATGCCCTGG 

TTACCTATGGCCCTCTTTCCCATGGGACCTGACCTATGATCGGCCCCCGC 

TCCTAGGCGTGGTGACCAAGATGAAGATGCAGAGGACCATTGTCATCCGC 

CGAGACTATCTGCACTACATCCGCAAGTACCTGCCCG 

>Sequence 1540 
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CACCAGACATACATTGCTAGCCTGTGAGCAAAAAGGTGTAACAGCTCTGC 

GGTTGCCTAAATGAGGTGCGCATCCCTCACACTTAATTGGCGTAGCGCCT 

GCGGGGGCCTAATTGCAGGACGGTACACCCGTTTAAGCCACGCTGCATTT 

ACTGATCCGCCCTTCCACGTCGGGGAGAACTCGTTCTGGCCATACTGGAT 

TCACTCATTTCGGCTTCAACCCGCCAAGTACATGGGTTGTTCTTTTATTT 

GGGCGCTTCTT>ICCGATTCTTTTGCTTAACTGACTTCAAATGGGGCTTGG 

TACGTTCTGTTTGCCCGCATACCGGCGTTTAACTTTCTTAAAAAGGCCGT 

TATTCCCGATATTCCAACAAATTTGGGGTGTTACCTCAAGGATAGAACCC 

TTTTGATCGCCAT 

>Sequence 1541 

TTAACTGGACAGGTCAATTATCTGAGCTGTGTAAATCATTGTCTGGCACT 

ACAGTTGAATCACCTTGACACTGAGCTCAGGAGCAGCCCATTTAAGAAGC 

ATCTTGTAAATAACAAAGTGACACCTTCGAGATTACAGTTGCAGCTATGC 

AAGTCATTCACAGAGTAGCTGAGGGCTCTCTTCTGAAGGAGGACCCATTA 

CATGAAGGTAGACCTTTCATGTCTTGTTGCCGACGTCCAAGTCTCTTGCG 

GTCCAGAAATGCCAGGATGGTTGTTTCAAATGCATTGGGTATGAACTGCA 

CCTTGAATCTGCCCTTCCCTTTITCGATTAAACCITTTCACATAGCTGCT 

GCTGCTCCTT 

>Sequence 1542 

CCGGGCAGGTACGCGGGGGAGACCAAGGGCTAAAGCTGGGAGGTGAGTCT 

GTCACCTTGAGCCGGGCGAGCGCTGTGGGCCAAGCAGGGGTTGCAGGGCA 

GTAGGAGTGCAGACTGAAAAAATGCAGACCGCCGGGGCATTATTCATTTC 

TCCAGCTCTGATCCGCTGTTGTACCT 

>Sequence 1543 

AGGTACAGAAGGGCCATGCTGTTATTACTCTTACACAAGGAGGCAGCCCT 

CGAGCCACAGGGTCCAGCTGTTGGCTATAATAGCCTACCGGTCTCTGATG 

ATCACCATGTTTCTGGAATTCAAGCCAGGAAGAAGCAGCAATCTGTCTTC 

TGGATTAAAACTGAAGATCAACCTACTTTCAACTTACTAAGAAAGGGGAT 

CATGGACATTGAAGCATATCTTGAAAGAATTGGCTATAAGAAGTCTAGGA 

ACAAATTGGACTTGGAAACATTAACTGACATTCTTCAACACCAGATCCGA 

GCTGTTCCCTTTGAGAACCTTAACATCCATTGTGGGGATGCCATGGACTT 

AGGCTTAGAGGCCATTTTTGATCAAGTTGTGAGAAGAAATCGGGGTGGAT 

GGTGTCTCCAGGTCAATCATCTTCGGTACCTGCCCGGGCGGACGTTCTAA 

>Sequence 1544 

CACGCTGGTTTTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTCTCC 

TCGGCCAATTCGCGGAAGAAGTGGCTCACGCCTTCCAGAGCCACATCATC 

GCGGTCGAAATAGAAGCCCAGAGAGAGGTAGGTGTAGGAGGCCTGCAGGT 

ACCAGCTGCCATCTGTCAGTTAAACTTCAGAACACACATACCATAGGGAT 

GAAGATAAGAAAGGAATGATTGTGACTCTGGATCAAAATGCTCCCAGTTC 

CTGAAGGTGCATGATTTAACTGTGAATGCCAACTGAGATCCTAACATCCT 

ATACAACCAAAGATGAACTAGTCTCTGAACTGGTAACTTATAAAGACCAA 

TTCCACAGTACCCT 

>Sequence 1545 

AGGTA CCACCTAAC ACATTATTATGTTTATTAACTTTGAGACCCAGAAAT 

AAATTCTTTTCTTTTCTTGATTCTTGCTCTTAAAAATACAAAAAAAAAAA 

TGTTTTGTTTTGTGTTATTTTTGGTTTGTTTATTGGGGGGCTTT^ 

TTGTCAGGATTATGATCTTGCTGTTTTTCTTCAATATGTATACAAGGTGA 

TGTGAAAAGATGACTTGTGCAGAGGAGTAAGAACAAGTAGGCTTGTTCTT 

CTACTTTGCTTTAAAACTTCATTAATGCCAAAAGCGGAGATCAAGCCCAT 

GTTTGACGTTTCGTTGCTCACCTGCTTTTCCAGAGAGTGTGACACTCATG 

CAGTCCCTGAGAAAAATAAAATTAGGGACATACTTCTCCTTTTAGTCTTT 

TAAAAATTTAAAAACTTTTATTTCAAAGGAACTTTTTATGCTTTTAGGAA 

AGGTT 

>Sequence 1546 

CCGGGCAGGTACTGCTTCTATAAGAACGTGGTCCTGTATATTATTGAGCT 
TTGGTTCGCCTTTGTTAATGGATTTTCTGGGCAGATTTTATTTGAACGTT 
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GGTGCATCGGCCTGTACCT 
>Sequence 1547 

AGGTACACCTCATTGAGGATCTAATGGACCCCTATCTTCAGCATGGGGAA 

CAGGGTATAATGTTCACCACCTTGAAGGCATGTTACTACCAGATTCAGCG 

TGAGAAGCTTAACTAGGCTGCATAACAGCTTGAAAACTGGATTATCTACT 

ACAGAGTGTTATAACACCATCTGGAGTCTTCCTGTAGTGGCAAAAAAGAA 

CAGTGTTGAAATTGGAAGGGACTTTGTGTTATTAAGGTTGTTAGAATGAG 

CCTTACCAATAATAAGAGCCCTGAGCCCAGAAAAAAGGACTGTTTATTTT 

AAAGGGAGGATTGAAAGGGAGGTAAAAAATCAGATTAGACCAGTTCTT 

>Sequence 1548 

CCGGGCAGGTACCACAAGCTGTGTGTCTTTAAGCAACAGAAATTTCTTCC 

CTCACAGTTGCGGAGGTCAGAGGTCAGAAAACAAGGTGTCTGCAGGACCA 

ACCTCTCCTCTGGATGCTCTAGGTGAGAATCTTrrCCATGCCTTTCTCTT 

AGCTTCTGATGTTGCCGTCAGAACTTCAGATGGTGTTCCTTGGCTTCTGT 

CAATATTAATACATAAATCCTTTTCAGTCTCAGCTTCTCTCTTCACATGG 

TCCTCTCCACCCCCGCGTACCT 

>Sequencc 1549 

AGGTACTTTN 1 1 1 1 1 111 rTTTTTTTl 1 1 I I 11 1 I AATATTTTAAAGTAT 

TGCACTGCAGTGGCATTTGTCTTGATGGCTGAG 

>Sequence 1550 

AGG TACCA ATTCTTCTTTGAATGTCTAATTGAATTCAGCTGTGAATCCTT 

CTGGTTTTAGCCCTTTTTTGTTGTTGGCAACTTTCTTTTTATAACCAATT 

CCATTTAGCTGCnTGTTATTGGGCTGTTCATGGTTrCTATTTCTTACT 

TGTAAGACGGTTGTATATTTTGAAGGATCTATCAATTTTCTCTAGATTTC 

CTAGTCTGTATGTGTAAAGGTGTTCACAGTAGCCTTAAATAATTTTTTAT 

AATTTTTGTGGTATTGGTTGTAATATGTCCAGTTTTATTTCTAACTGAGC 

TTATNTAGATTNTCTCTTTTCTTTTCTTGACTAATCTTACTAAGATCAAT 

TTGGTTAATCTTTTCAAAAAAATAGCTTTTGGTTAATCTTTTCTATTTTT 

GGGTTCAATGTCATTCCCCGCGTACCTGCCCGGGCGGCCGCCCGGGCAGG 

TACTCAAGGCCCTAATCTCAATACCATCACATTGGTGGTTAGGGCTGTAA 

CATTGGGATATGGGGCAAGACACAAACATTCAATCCAAAGCAAGCATGTC 

CACACTTGTTGGACTCCAATTCCACTTTTGTCATTGAGTCATTATTTACC 

CATGTACCTCGGCCGGT 

>Sequence 1551 

TGAAATTGGTAATCAACAGAATTCTAGTGAAAAGGCCCCTTAAGCTTCCT 

TGAATCTAATGCTGGCATTCCGGGTTTGCAAAGGGTGGGGGTTCCCATTC 

TAAGGGTTCAGTTGGCCAGGTGGAATCTTTGGGACAAGAATTTCAACTTC 

TCAACCATTCAAGCCAGTTCTTGCAAACCCCTTGAAAGAATTTTTGCCAA 

GTTTTACTAACCTGGTCATACCAGAACCTTAACCAGTTTGCCCCCGGTAC 

CCT 

>Sequence 1552 

AGGTACTTTTnTTTGTTTGTTT I " nTTTTTI CACCTTAAGGG AGGATTT 

AATTTGCTCCCAACTGATTGTCACTTAAATGAAAATTTAAAAATGAATAA 

AAAGACATACTTCTCAGCTGCAAATATTATGGAGAATTGGGGCACCCACA 

GGAATGAAGAGAGAAAGCAGCTCCCTAACTTCAAAACCATTTTGGTACCT 

GCCCG 

>Sequence 1553 

TGGTGAGTGACCGCGTATACACT 
>Sequence 1554 

CCGGGCAGGTACATTGGTGATCGGAGTATAGTTGGAGCGCTTTGTCATGA 
TTTCCAGGTTGGCTTTGTCCACAGCTATGTTGGCCAATGCACCTTGAGCC 
TCAAAGCTGGCAAATCGTCCAAATTCTTCAAGCCGCCAGACCGTCTCCTT 
CTTTGCCATATTCACATGGAAAATCTCATCACCCCGCGTACCT 
>Sequence 1555 

AGGTACGCGGGGGCTGAAAAGTGCGCCCTACGAAAGGACGGTCGACTCCG 
GCGGGGCCCAGGTGCCAATGGGTCATGTTTGGTTAGAAGGTGACAATCTA 
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CAGAATTCTACAGATTCCAGGTGCTATGGACCTATTCCATATGGACTAAT 

AAGAGGACGAATCTTCTTTAAGATTTGGCTTCTGAGTGATTTTGGATTTT 

TACGTGCCAGCCCTAATGGCCACAGATTTTTCTGATGATTATGTAAGCAA 

TTTATTTCTTnTG ACTTTG ATTATTTGTCTTCC V ITnCATTGTGG AAT 

TTTATTTACTTCCCCGTTTGAAAACCCGTGGTACCTTGCCCCGGGGCCGG 

CCCGCCTCTTAAAAACTAGGTGGAATCCCCCCCGGGGCCTGCCAGGGAAT 

TTTCGAATTTTCAAGGCTTTAATTCGAATAACCCGTCGAACCCTTGAAGG 

GGGGGG 

>Sequence 1556 

AGGTACTTTTTGTTTG rTTTTTTTTTTI C ACCTTAAGGG AGG ATTTAATT 

TGCTCCCAACTGATTGTCACTTAAATGAAAATTTAAAAATGAATAAAAAG 

ACATACTTCTCAGCTGCAAATATTATGGAGAATTGGGGCACCCACAGGAA 

TGAAGAGAGAAAGCAGCTCCCTAACTTCAAAACCATTTTGGTACCTGCCC 

G 

>Sequence 1557 

CCGGGCAGGTAC 1 111 1 J I 1 1 1 rTTTTTTTTTCTTTTCAATGTTCACAGC 
TACTTCTCCTTTAAGAGAAGCAGAAAGGCAGTTTTAGGTGTGGTCTGTCT 
TTATTCCCCCGAACTTGATCAATG 
>Sequence 1558 

AGGTACGCGGGGTCCCAGCTCCTGGCTGACTTCTAGTCTTCTGGTTGAAG 

CTGCGCCTTTAGATGACACGACCCTACCCACCCCTGTTTCCAGCGGATGC 

CCGGGCCTGGAGCCCACAGAATTCTTCXAGTCCCTGGGTGGGGACGGAGA 

AAGGAACGTTCAGATTGAGATGGCCCATGGCACCACCACGCTCGCCTTCA 

AGTTCCAGCATGGAGTGATTGCAGCAGTGGATTCTCGGGCCTCAGCTGGG 

TCCTACATTAGTGCCTTACGGGTGAACAAGGTGATTGAGATTAACCCTTA 

CCTGCTTGGCACCATGTCTGGCTGTGCAGCAGACTGTCAGTACCTGCCCG 

>Sequence 1559 

AGGTACCCATTCCCTTGATGTCTACAATATCACCTTTCTTATAGATTCGC 

ATATATGTGGCCAAAGGAACAACTCCATGTTTTCTAAAGGCCTAGAGAAC 

ATATATCGGGTGCCTCTCCTCTTTCCCTTTGTGTTCGTCATTTTGGCGAA 

TTACTGGAAGATG 

>Sequence 1560 

AGGTACTTCAATGATAAAACCATTGATGAGGAACTAGAACGGGACAAGAG 
GGTCACTTGGATTGTGGAGTTCTTTGCCAATTGGTCTAATGACTGCCAAT 
CATTTGCCCCTATCTATGCTGACCTCTCCCTTAAATACAACTGTACCTGC 
CCG 

>Sequence 1561 

AGGTACAAAAAATATTCATATAAACGTTGTTCACACGTAAGTCCTAGATT 
ACCAGCTTCTATGCAAAAAAAGGAAATGAAGAAAAATAGATTTGTTAACT 
AGTATTGGAAACTAACTTTGTGCCTGGCTTAAAACCTCCCTCACGCTCGT 
CTGTCCCACACAAATGTTTAAGAAGTCACTGCAATGTACCTGCCCG 
>Sequence 1562 

AGGTACAAAACTTTTTAAATTTTATATTATTTTGAAACT^ 
TTGTGGCACCCTGGCCACCCCATCTGGCTGTGACAGCCTCTGCAGTCCGT 
GGGCTGGCAGTTTGTTGATCTTTTAAGTTTCCTTCCCTACCCAGTCCCCA 
TTTTCTGGTAAGGTTTCTAGGAGGTCTGTTAGGTGTACCTGCCCG 
>5equencc 1563 

AGGTACTATTTACAAAGCATGAATTCACTACAATGCTCAACTGTTTGTTT 

AGCTTTATCTCACTTGGGGAAITTATTCCTGTCTGCTGCATTGTAGGTAG 

CTGGGTAGGATATATTTCCACTTGCTTTTTAAATTAGTTCTTCACCTCCA 

TTGACAACTCGTTTTTGGTTTTCTCCCTATAGTGTGGGTTGGTGCTAGAC 

ACCAGTCTGACCCCCAAAATGGGAGGTATTTCATCCATCTTTTCTCCATC 

CTTTCC AAAAAC CACATATCTACACAAGGAAAAATTTAATACATCTAGGA 

ATTTTTTTTTTTAATTACAAGCTATTTAAAGAGATGAATGTGGCCAAAGT 

TTTACACAATTGAAAATAAAGTAAACCAACCGGATTGGGTTAAACCCGAG 

TTTATTAAGCATGGCAAGAAATTTCCAGAAAAA 
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>Sequence 1564 

AGGTACAACTGAGCACATAGCACCAGAATATTGGAACAGATGCTTCTCCA 
AAGCCAAGGGTTGCCTTACATTTAGAGTGGGAAAAGAGGAAAATGAGTTA 
GCAGAGGAGCAGCGGGGAGGGGGGTAAATTACAGGACA 
>Sequence 1565 

TCGGTCAGGGACCCCGGATTCCCGGGTAGATGCCCAGTTAATGAGCAGCT 

TAGGAGACTGTCCTGGTTTCTGCTGGTACCTGCCCG 

>Sequence 1566 

CCGGGCAGGTACGCGGGGGTTCCCAGGATGGTGATCCGTGTATATATTGC 

ATCTTCCTCTGGCTCTACAGCGGGAAGAGATGGATCAAGATGGTGAAATA 

GAAGACTCCACCAATCATCCCCTTCACACGAACACCAATTTAACAACTAT 

CTACATGCACACACACAAAAGCTTCATCAATTTAACAACTATCTACATGC 

ACACACACAAAACCTTTGTAAGAACTCAAAATCAGATTAAGAAGAAACAA 

CAAGATGTGCTTGGTTTCCTAGAAGCCAACAAAATAGGATTTGAAGAAAA 

AGATATTGCAGCCAATGAAGAGAATCGGAAGTGGATGAGAGAAAATGTAC 

CT 

>Sequcnce 1567 

AGGTACCGTTTTTGTTGGTTTTTTTCTCCCTCAAAGTGAAATGTTAGACT 

ATTGTAGGGTTTTGAGCCAAGGAGTGATATTATCTGAATTCTGTTTTAAA 

AGGTTCATTATGGCTTCTGTGTGGAGGCAGGGTAGCTACTTAGAAACCAA 

GCCATCTCAGCCTCCCGATTTGTAGAGATGTGGTCTCACTATGTTGCCCA 

GACTGGTCTTGAACTCCTGGCCTCATGTGATCCTCCCACCTTGGCCTCCC 

AAAATACTAAAATGATAGATATGAGCCGCCACACCTGGCCATAAGCTTCA 

GCCTTGAGCAGATACTTTCTAAACACTTTATATAGGGAAAAAAAACTAAT 

TCTTGCGTAGCCAAGGTGTTCATTTTGCCGAGAATAACGTACCATAGTGT 

TTACAATTACGTGGGTGTAATTT 

> Sequence 1568 

AAGGAGAAATAGAACAGTGCAGGCAAAAGAAGAAAGGCGCGGGCTGGGTG 

GGAAGAGGATTCGGACTCGTCACACTGCAGAGCAGCAGAGCGAGAAAGGA 

TGAGAAGAGGCAGAGAAGGCGACGGCAGAAGAAAAAAGGAAAAACTGCGG 

CCGGGATCAGAGCCTGAAAGTGTCCCGCGTACCT 

>Sequcncc 1569 

AGGTACGCGGGGGGAGCGCTTTATGCTGGCCGGCGGCGCTGGGAGGTGGA 

GTCGTTGCTGTTGCTGTTTGAGAGCCTGTGGCGCGGCTTCTGTGGGCCGG 

AACCTTAAAAATAGCCGCAAGGGCTGAAAAGGGTGATAATGAAAGGATGG 

TTGCCTTGAAGGCAAAATTCGTTCTTCAAATTGAGAATTATTTGGGGAAT 

TTAATTTTGCCAGGGACAAGTTTTTAAAAGGGACACAGTATAAAAACTGT 

TTGAAGGGTCTGGTATACTCTGCCGGGGCGGGGGCCGTTTCTAAAAAACT 

AGGTGGAATCCCCCCGGGGCTGGAAGGAAATTTGGATAATAAAACCTTTA 

TTCAATTACCGTTCGACCCTTTGAGGGGGGGGGCCCCGGAACCCCAACTT 

TTTGTTTCCCTTTTAGGGGAGGGTTAAAATTGCCCCCGCTTTGGCAATAA 

TTTGTGGGTCAATAG 

>Sequence 1570 

AGGTACCATCATGGCTTGAGTGCTCTGAAGCCCATCCGGACTACTTCCAA 

AC ACC AGC ACCC AGTGG AC AATGCTGGGC ITTT 1TCCTGT ATG AC 1 ' 1 ITT 

CGTGACTTTCTTCTCTGGCCCGTGTGCCCACAAGAAGGGGGAGCTCTCAA 

TGGAAGACGTGTGGTCTCTGTCCAAGCACGAGTCTTCTGACGTGAACTGC 

AGAAGACTAGAGAGACTGTGGCAAGAAGAGCTGAATGAAGTTGGGCCAGA 

CGCTGCTTCCCTGCGAAGGGTTGTGTGGACCTTCTGCCGCACCAGGCTCA 

TCCTGTCCATCGTGTGCCTGATGATCACGCAGCTGGCTGGCTTCAGTGGA 

CCACCTTCCTTTGGAGACTGCTCCATCAGTGCCGAGGTGTGTGGGAACAG 

GCTTCACTGCACCGCCATCTTACTGAGTTGCTTCACGTGAGGAAAAGGGG 

GCTTTGGCCCTGTGACTCAGTTCCACATTTTGGATTGCATACTGGAAAAG 

AAGCCAATCTTCTTGCTAGTAAACCAGCAACCCGGCTGTATACAGTGGTG 

ACCCAAGCAATGGATATAAACCTAAAAATCTGAGGGAAGGGAGAGGTGGA 

ATACAAGAGTTCTTGGAATCTGAAGTCTTCTATTTGATCAGGTTATTTCC 
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TGGGACTTGGCAAAAATCTGATTGGGGGGGATCTTCTAGGACCTAATGGA 
CATCTGGGATTAATTTAATCTCAGGAAAAACAGGAAATTACCCCAGAAAG 
AGTCTGCGTTTGGAATTCAACGTAACTTCCTTCCAGACT 
>Sequence 1571 

CCGGGCAGGTACATGATACATGACCCCAGGTTCCAGTGTAGAACCTGAGT 
CCCCCATTCCCCAAAGCCATCCCTGCATTGATATGTCTTGACTCTCCTGT 
CTACTT1 TGCACACACCCTTAATTTTAATTGGTTTTCTTGTAAATACAGT 
TTTGTACACTTTTGGTCAGGGGACCAAGCTGGAGATCAAACGAACTGTGG 
CTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCT 
GGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGAC 
CAAAGTACCT 
>Sequence 1572 

TGCCAGTGGCCCTGTTGGATGCATCATAGATGAGGAGCCTGGGAGCCTGG 
CCAGGTTTCTGTTGGTACCTGCCCG 
>Sequence 1573 

AGGTACTCACTCTCCTAGATTAGGAGTTTAGGTTGCCCCAATACCCATGC 
AGAGAACTTGGAGCTGAAAGGTTCCACAGCTTCAAACC 
>Sequence 1574 

AGGTACGCGGGGAAGAGAGAGGGAGAGAGAGAGAAAGAAGAGCAGGAAAG 

ATCCCGAAAGGAGGAAGAGGTGGCGAAAAATCAACTGCCCTGCTGGATTT 

GTC 

>Sequence 1575 

AGGTACAGGAGATGTGGAACCTGGTTCCAGGCAAACCAACGCTTCCAACT 

CCAAAGAGTTGGGGGTTGTTAGAGAGCCCTTTCCCAGAAAGCCCGACACT 

CATGTCTTTAGTCTGGCAGCTGCACTAGTCACTTTCAACTGGCTGACAGG 

TGCCCAGTA 

>Sequence 1576 

AGGTACTGGCTGTCCACCCCTGAGCCCATGCCCATGTCAATGGCACCCAT 

CACGGGGGAAAACATAAGACCATTTATTAGTAGGTGTGCTGTGTGTGAGG 

CGCCTGCCATGGTGATGGCCGTGCACAGCCAGACCATTCAGATCCCACCG 

TGCCCCAGCGGGTGGTCCTCGCTGTGGATCGGCTACTCTTTTGTGATGCA 

CACCAGCGCTGGTGCAGAAGGCTCTGGCCAAGCCCTGGCGTCCCCCGGCT 

CCTGCCTGGAGGAGTTTAGAAGTGCGCCATTCATCGAGTGTCA 

> Sequence 1577 

AGGTACTGGTGCACACCCCCACTCCCACGGTGTGGGTAGTGCCGTGAATT 

GGAAACCGCAGATACCCTGGAGGCCTGGTAGGCAGCTGACTGCCCAGCAC 

TGGGCAGACTGATAGTCCGTAAGTCTGATGGCAATGACGACCTAGAGTTC 

TGAGGAAAGGGAGGTTGAAACTCANAGTTTCCTGTGGCTGGACTTGAGAA 

AACTGGAATTTGAAGGTTTGGCGAGTTCTTGAATGGTTCCCCTGCAAGGG 

TTAGTGGGCTAGGCAAGCAACTTAAGAAAGGGGCAAGCCITCCTTTCCTT 

TGTGAAAGAAATTTGCTTGCT^CAAGTTTGCCITGTTTT^ 

GTTGTGCCTTGTGCTTGGCTTAAAAAAATAACCCCCTTGGGTTGTTTCCC 

CCCGGTAAAAATTGGGGGGGGCTCAAAACCGAAAGTTTCTTAATGTGGAC ' 

CAACCAGCGGGTTGTGTGGCCGGGGGGGCTTGGGAAAATATGAGAACCGC 

TGTGGAAAGAAAGAAGAGGGAATTGAAT 

>Sequence 1578 

GGTTATGGCCGCTATACACT 
>Sequence 1579 

AGGTACTGCGGCCCCAGAGCTCCTGCCAGTCTGGGCGACAGCTAGCTCTC 

CGC CTCT TCAGCAAAGTTCGGCCCCCTGTTGGGGGTATCTCTGTTAAGGA 

GCATTTTGAGGTAAATGTGGTGCCTCTCACCATCCAGCTGACACACCAGT 

TCTTCCACAGAATGATGGGCTTTTTCTTTTCCTGGCCGAAGTGTGGAAGA 

TGATGAAGTTGGTGATGAAGAGGATAAGTCCAAACTGGTGACTACTGGAA 

TACCAGTGGTGAAGCCTCGGCAGCTGATTGCAACAGATGATGCAGTACCT 

GCCCG 

>Scquence 1580 
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TCGCACTCATTTACCCGGAGACAGGGAGGGGCTCTTCTGCGTGTAGTGGT 

TGTGCAGACCCTCATGCATCACGGAGCATGAGAAGACGTTCCCCTGCCGC 

CACCTGCTCTTGTCCACGGTGAGCTTGCTGTAGAGGAAGAAGGAGCTGTC 

GGAGTCCAGCACGGGAGGCGTGGTCTTGTAGTTGTTCTCCGGCTGCCCAT 

TGCTCTCCCACTCCACGGCGCCCGCGTACCT 

>Sequence 1581 

CCGGGCAGGTACAGGAAAGAGAGAGCCTTCTGGTGAAAATCAAAGTCCTG 

GAGCAAGACAAGGCAAGGCTGCAGAGGCTGGAGGATGAGCTGAATCGTGC 

AAAATCAACTCTAGAGGCAGAAACCAGGGTGAAACAGCGCCTGGAGTGTG 

AGAAACAGCANATTCAGAATGACCTGAATCAGTGGGAAGACTCAATATTT 

CCCGCAAGGGAGGAGGCTACTAGGGAAGGATAGAATCGGGAAAGAGAAAA 

AGAGTGGAGAGAAGAGAAAGAACAGTTCTTAGGAAGGTGAGGATCGAAAA 

GAACTTCCAAAGCAGGAGAATCAAAGAGAAATTTGAAGGAAGAGGGTGCA 

AGGCGGTTAAAGCCTGGGAGGGATTTCTAACCCAAGGGAGGACCCCAAGA 

ACACCAGGTTTGGAAAAACAGGAACCGCCTTCCCCGATATTCAAGAGGGG 

AAGAATTGAATAT 

>Sequence 1582 

AGGTAC1 1 1 rTTTTl mm n 11 rn rn iGGTTTGAGGGGGAATGCT 

GGAGATTGTAATGGGTATGGAGACATGTCATATAAGTAATGCTAGGGTGA 

GTGGTAGGAAGTTTTTTCATAGGAGGTGTTTGAGTTGGTCATATCGGAAT 

CTGGGTGTTGCTGTTCGAATTCATAAGACCAGGGAGGTTTCAAGTTTGGG 

TCTTTGGTGACAAAATTTGTTTGTGTTTTAATTCAGGGGATGTAGTTGCC 

GTTATATTGTATGTTTCCTAGGAAAGATTTGTTCCTGGTGAAGGGTTGTT 

TTAATTATAATCAATTGTCTTGTGATATTTCTGGGCTATTTAATAAATAT 

TGGTCTTAAGGGGGTCCATGTCTGTCC 1 TTTTTCTTATTAGTTTGTATAA 

CCCTTGAATATCTAGTTTTTGGAACTTCACCTATTTCGGGCAAAGTGTAT 

GTAAAGGGGGGGTATCG 

>Sequence 1583 

TGTTGTGGACGCCGT 

>Sequence 1584 

CCGGGCAGGTACAGCCCAATGAGATCTGCGTCATCCAGAGAGGAATGCGG 

TTCAGCATAGATGTCTTTGAGGAGACCAGGGGCTACATCTTGGAGGTCTA 

TGGTGTCCACTTTGAGTTACCTGACCTTGGACCAATTGGGGCCAATGGCT 

TGGCCAATCCTCGTGATTTTTTGATACCCATTGCCTGGTATGAGGATCGC 

CAAGTACCTCG 

>Sequence 1585 

A GCGGC CGCCCGGGCAGGTACCTATGATTGAAAACAGTAGTTGGTCTATG 

ACTTTTGAGGAGAGGGAGAACCGAAGATTACAGGAGGCCAGCATGAGGTT 

GGAACAAGAGAATGATGACCTTGCCCATGAACTAGTAACAAGCAAAATTG 

CTCTACGGAATGACTTGGATCAGGCAGAAGACAAGGCAGATGTGTTGAAT 

AAAGAGCTCCTTTTGACCAAACAGAGGCTGGTGGAGACTGAAGAGGAGAA 

GAGGAAGCAAGAGGAAGAGACTGCCCAGCTAAAAGAAGTCTTCAGGAAAC 

AGCTAGAGAAGGCAGAATATGAAATAAAGAAGACTACAGCTATCATTGCT 

GAGTATAAACAGATCTGTTCGCAGTTGAGTACCT 

>Sequence 1586 

AGGTACATTTTATTTTTCTCAAGAAATACGTTAAGTCCAACTGCTGAACA 

TACATCTTGAATCTCTGTAGCTGTAGGATTTTCAACAGCCTTACTTATGG 

GGATTCGCCTTCCCTCTGCGATGGTCTTCTTATTATTTAAATAAGCAGGA 

TAGATACAAATAAACCTGTCCTGGT 

>Sequence 1587 

AGGTACTTTTTTTGTTTGrriU M Il"lMU"rCACClTAAGGGAGGATTTAATT 
TGCTCCCAACTGATTGTCACTTAAATGAAAATTTAAAAATGAATAAAAAG 
ACATACTTCTCAGCTGCAAGTATTATGGAGAA 
>Sequence 1588 

CGTTCGGCCAAGGGACCAAGGTGGAGATCAAACGAACTGTGGCTGCACCA 
TCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCTGGAACTGC 
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CTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGAGAGGCCAAAGTAC 

CTGCCCG 

>Sequence 1589 

ACTCTATCACTACTTAGGGTGAATGGAGCTCCCGCGGTGGCGGCGCCGGG 

CAGGTACT TTGTA T(^TTCTGCAACNTTNGNAT>?NNCCCCCCTCAACAAT 

TCTGGGATCTTTTCTGTTAATACATGTGGATTCATTTGTTGCATTTTACA 

GATA TTAGT ATACATAAGATTTCCATATTGTCGTGATGGCTTTCTAGTTG 

TTCTATTTTGGCTCCTCAATX^AGCACAGNAATTTCTAGGCGGATTTCTGG 

CCTCATCCTCTAAGTAAACCCGTAATTTTTCAAATTGTCC 

>Sequence 1590 

AGGTACCTAATGAAACCCGTCTTTGGCCTGTGGCTGAGACGCCATCTGTA 

GGCGGTGAAATCTTTCCAGCCTATGTGACGAGGGTCATGCCACAGGGTGC 

GCACCTGAAGGAAAAGGAAAAGGAAAGGTTGAAACACAGCTCCTTCAGGT 

GACAGAACAGATGTCCCATGGTGACCAAGGACCCCAGCCTCCATTGACTG 

TAAGAAGATGAACCACAGGCAACAATTAAGATCAACTTTCAAATCCCTCC 

CTTGTCATAGACTCTCCTAAGCCCGTTCAAGAAACCTCTGCTTCTCTGAC 

ACACGGAAAGAATGCTGGGGAAGAGGGTGAGTTTGTTTTTCATTAAAAGA 

A 

>Sequence 1591 

CCGGGCAGGTACACTTTTGGTCAGGGGACCAAGCTGGAGATCAAACGAAC 

TGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGA 

AATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATAACTTCTATCCCAGA 

GAGGCCAAAGTACCT 

>Sequence 1592 

AGGTACTACATGCACATCAATGTATGATGATGACTATTTGGCTTAAATGG 

GATACAATATTCGACCACCTCAAGAACCTTCAGAGCTTGACTGAAATTGC 

TAACACTGATATTTCTTACTGAAATGTTCCTTTGGGTTTTAAACTGAGGT 

TTCTATTGTTTGCTTACAACAGACATATGTTTGACATACAAAATATGGTA 

AAGATCCACTACTTATGCAGAGGTATATTTCCATATTATTCCCTTATAGG 

CCTGGATTGCCTCATCAATAGCACAATTCATTCAAATGTGGAAAGAAAGG 

CATTGATACACTGATCAGAGTAACGAAAGTGATATCATATCAT 

>Sequence 1593 

CCGGGCAGGTACTACAATGAGACAGTTGGATCCATTTTTCCAGGGTTAAG 
CCTGCAATACCTGAAGCTCCAGACCTGAAACCCAGAGCTCCTGCCAGCTG 
CTATGCCTGTGAACCTGTGGAAGACCTGAAGTACCT 
>Sequence 1594 

ttccaagtcgggtaaaccctgttcgttck:ccaggcttgcattttaattga 
catcgggccccaacgtcgccggtgggaggaaggcgggtttttgccgttat 
ttggtgccggctcctitcccgcttttccttcgcttcacttgaactccgct 
tgccgcttcggttcgttttcgggcttggcggccgaagc 

>Sequence 1595 

AGGTACCTCATTACTGCTCCCCATGTGGCCTCCTTACCCAGGAAAATTAT 

GAAAGTCTGAACTCAGTCTCTTTAGACACCATCTCAACAGGAGGGGAAGG 

GGCACCTCATTATTGCCTGGCAAGGGAGGAAGTCTAGGTTCCTCACTCAG 

TCTTTGCTGGTGACACAGGATTCTTTGGGAGGCCACTTCACCAGGCTCCA 

CCCATTCAGCCCAGCAGGCCGTGCTTGGTTTGCGCTACTGGCCTGGATCC 

CATATCCTGGGTAAAATGGTGAAGGGTGTGTGTGCAAGTGGGTGTGAGGT 

CTGACCACAGTGCACAGCCAGGCACACAGGCTGCTGCAGTGGGGCTGGGC 

AGGCAGCTCCAGATGCCCGCACAGATGCCTCCTTCATGTGAGGCTGCAGC 

TGGACTAGGCA 

>Sequence 1596 

ACGTACGCGGGGGGGCGGGGGGATAGCTGTCCAAGGTCTCCCCCAACACT 

GAGGAGCTCGCCTGCTGTCCTCTTGCGCACGGGAAGCAGCACCAAGTTCA 

CGGCCAATGCCTTGGCACTAGGGTTCCAAAATGGCTACAACAGTTCCCTG 

AAGGTTTGCCGCCAATAGGCCTGAAAATCCAAGTTACCTTGCCTCGGGAC 

GGACCTGCTCTAATAACTTAGTGTGATTCCCCCTCGGGCATGTCAGAGAA 
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TTTCCCATAATCAAGGCATTTATCGTATTACCCTGTTCAGACCTTCTAAA 

GGTGGAGGAGCTCCCCGGTTATCCCCCAAACTTCTTTGGTTTCCACTTTT 

TAAATTGAATGGGTTTTAAATTGACTTTCGCCTTATGGACCGTTAAATAC 

ATTGGGTACAATTAGCCTTGATTATCCCTTGGTTGTAAAAAAATTTGGTT 

TTATTCACCGCTTTCAACCAAATTTTCCACTACCAAATCATTTACCAAAT 

CCCCGGGGTAGACCAATAAAAGATGTCG 

>Sequence 1597 

CCGGGCAGGTACTGGGCGCAGATGGGCGACCGTCACAACACTACGGTCCA 
CTGGACATGTCTGTTGCTGAGAGAACCACTGGGTGATGCAGGCGTTGCAG 
AAAGCATGTTCACAATGAGGTGCCTGGTAATCGTGAGCTTCTCCTCATAC 
TTGCCCCAGGATGATACAACTGACTCTGGTCTGGCAAGGCTGTACCT 
>Sequence 1598 

TCCGGGCAGGTACGCGGGCTACAAGCATAAGGCATCATGCCTGGCTAATT 

TTTTTACATGTTll'll'iriM'GTCGAGATTATGGTATCACTATGTTGCTCT 

GGCTGATCTCAAATTCCTGACCTCAAGTGATCTTTCTGCCACATACCTCC 

TAAAGTTGCTAGGATTACCATTGCATGAATGCACCAATGCACTATCGGTA 

TAGTATTTAACAATTAATTTATCAATAGTTCTATATTTCTAAAGAAGCCC 

ATTTTATATGTACATTTTGGGCCCTAAAAATATACCTCTAATTATTATAA 

TATTCTTCATGAAAAAACTTTATTTTTTTGTACAAAAATTTATTGTGGGG 

CCAATTGAATTGTATTGAATGAAGAAAGGGTGGTGTTTTTGGAAAAAACT 

TTTTCTTAAATTAATGTAAAATTTAAACTTTTTAGCAACTCCCATTATTT 

TAAAGAAAGGGTAAAAAAATAAACCACAAAAATTTTTATTTCAGTAAAAA 

TAAAATATATTAAAAAATGTTAAAAGAATTCCAAAGTTGTCCAA 

>Sequence 1599 

AGGTACAGTGTAGAAAGCAGTGGGAACTGTGATTGGATTTGGCAACATGT 

CAGCTTTATAGTTGCCGATTAGTGATATGGGTCTGATTTCGATCTCTTCC 

TGATGTAAACCATGCTCACCCATATCCCACTATACAAATGCAAATGGTTG 

CCTGGTTCCATTTATGCAAGGGAGCCAGTACCTGCCCG 

>Sequence 1600 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGGAGCCTGG 

CCAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 1601 

AGGTACGCGGGAGATGAAGGTGCGCATCCTCTCCGAGCGTAAGAAGCCTC 

TGGACATTGACTACATGGGGGAGGAACAGCTCCGGGAGAAAGCCCAGGAG 

CTGTCGGACTGGATCCACCCCCTGGAGTCTGAAAAGTTCGACCTGATGGC 

GAAAGCTGAAACAGGCAGAAATATTGAGATCAACCTGGCCTGTACCTTGC 

CCCGGCCGGCCCTCTTCTTAAAAACTAATGGATTCCCCCCCGGCCTGTCA 

CGAAATTTCCCATTATCAACGCTTATTACAATTACCCCTTCTACCCTTCC 

AAGGGGGGGGCCCCCCGTTACCCCAGC1 T1T1 1GTTTCCCCTTTTAACTG 

AGGGGTTTAAATTTCGCCCGCCTTTGGCCTTAAATCACTGGGTCCTTTAC 

TTGGTTTCCCTGGTGCTCAAAAATTTGTTTAATCCCGCTTTCAACAATTT 

TCCCCACTCAACATAACCTAAACCCCCGGAAGCCATTAAAAGGTGGTTAA 

AGCCCCGCG 

>Sequence 1602 

GACGGAAAGCTTAGATATGCCAACAACAGCAATTACAAAAATGATGTCAT 

GATCAGAAAAGAGGCTTATGTGCACAAGAGTGTAATGGAAGAACTGAAGA 

GAATTATTGATGACAGTGAAATTACAAAAGAAGATGATGCTTTGTGGCCT 

CCCCCTGATAGGGTTGGCCGACAGGAGCTTGAAATTGTAATTGGGGATGA 

GCACATATCTTTTACCACATCAAAAATAGGTTCTCTTATTGATGTAAATC 

AGTCAAAGGATCCTGAAGGCCTTCGAGTATTTTACTATTTGGTACCT 

>Sequence 1603 

TGTTAAGGCGCCGGCGCGACTACTATAGGGCCGAATTGGAACTTCACCCG 
CGGGGGCGGCCGCCCGGGCAGGTACTCCTTCGTCATACCCATCTGGGCAG 
TCCAAGACACCATTGCACAGCTGGGATAAATGAACACATTTGTTGGTACG 
CGGGATGATAATGTCCCGATCACCTTCGGCCAAGGGACACGACTGGAGAT 
TAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATCTGATG 
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AGCAGGTGAAATCTGGAACTGCCTTTGTTGTGTGCCTGCTGAATAACTTC 

TATCCCAGAGAGGCCAAAGTACCT 

>Sequence 1604 

AATGCCGCCGCTTGGCAGTAAATCATGGTTCATAGCCTGTTTATCCTTGT 
GTGAAAAATAGTTTATCACGCTTCACAATTTTCCACAACAACCATACCTA 
ATCCCGGGAGCCATAAAAGTTGTTAAAAGCCTTGGGGGTGCCCAAAAATG 
AGTTGAAGCTTAACTTCAACATTAAATATGCGATTGCGCCTCAACTGAG 
>Sequence 1605 

AGGTACAAGATGGACCCGCTACGGAACGAGGAGGAGGTTCGAGTGAAGAT 

CAAAGACTTGAATGAACACATTGTTTGCTGCCTATGCGCCGGCTACTTCG 

TGGATCCCACCACCATCACAGAGTGTCTTCATACTTTCTGCAAGAGTTGT 

ATTGTGAAGTACCTGCCCG 

>Sequence 1606 

AGGTACTGACTATAGTTAGTTATTTCTCACCAGTCACATACTCAAGAATT 

CTTTTACTCAGACCCATGACTTGACCACAGTGATAGCAGAAGCTGGGGTG 

GGCACAAATGCTTATACACAATATTACAAAAGACGACATTCACTGGCTTA 

GAGAAACTGATGAATTTTCATTACTT 

>Sequence 1607 

TCACACCGCGGGGGCGGCCGAGGTACCAGAACTTCTATGCACACCTCCCT 

GAGAGTCTGGGAACCTTCACCGCTGACCTGTGTGAGATGTTCCCAGCAGG 

CATTTATGACACCAAATATGCrGCTGAGTTTCATGCCX^GTTTCGTGGCCT 

CCTACTTAGAATATGCCTTCCGGAAATGTGAACGGGAAAATGGGAAGCAG 

CGGGCAGCTGGCAGCCCACGCCTTACCCTGGAGTTCTGCAACTATCCTTC 

CAGCATGAGGGACCATATTGATTACCGCTGCTGCCTGCCCCCAGCAACCC 

ACCGTCCTCATCCCACCAGCATCTGTGACAACTTCTCGGCTTATGGCTGG 

TGCCCCCTGGGACCACAGTGTCCTCAGTCTCACGATATTGACCTTATCAT 

TGACACTGATGAGGCTGCGGCAGAGGACAAGCGGCGACGGC 

>Sequence 1608 

AGGTACGCGGGGGAGGAAGGACCTGGTGTTTTGATGACCGCTGTCCTGTC 

TAGCAGATACTTGCACGGTTTACAGAAATTCGGTCCCTGGGTCGTGTTCA 

GGAAACTGGAAAAAAGGTCATAAGCATGAAGCGCAGTTCAGTTTCCAGCG 

GTGTGTGCTGGCCCGCCTCTCCATGCAGTGAGTTTAATATCCCAGGATTG 

TAA ATAAA CAAGGGCCTTTATAACCCCTTTATACCAAAAGAGAATACCAA 

ACCCTTTTGGAAATAGTTGAAGTATTAAACCAAAACCGATCATTTTGAAA 

AGAATAAAGGTTTTCGCTTATTTGGGCAAAAAGAAATCTAGTGGGACATT 

GGATCTCCGGGAATTAATTAAAAACTTGGGTATATTTTTTCCAAGTTTCT 

TGAAGAAAAAAATTATAGGGTACCCCGAGAATCACTTTAAATGGACAAAA 

GCAATTTCATTTTAAGCAGTGGTTATACCGTACCAACrrrTTGTG 

>Sequence 1609 

aggtaci irrrnrn rm ' itgagttaagtgtctttttaattg aaaagc 

TAACTGTCCAGTTACATTTCTCCCAAAAAACCACAAACTGGGTAGTAACT 

GAGTCTCTAGGCAATATATTTAAAACTAAGAGGATTAAAAATAAAGAAAA 

AGAAAACAAGTCCTCAGATGCAATGAAGGGAGCCCTGCTACATACAGGCT 

AATCAATACAGTGGTACCTGCCCG 

>Sequence 1610 

TGGTCTAGTGGGCGCCGTATACACT 
>Sequence 1611 

TAACCTCGGCCCGCATCTATAAAACTAGTGTGATCCCCCCGAGGCTGACA 

AGGAAATTTCGATATACAAAGCTTATCCGATAACCGATTCGACCCTTCAA 

AGGGGAGGGGCCCCGGTTAACCCAAGACTTATTGATTTCCCTATTAGTTG 

AAGGGATTAAATTTGGCGCCGCCTTGAGCGTAAATCAAATGGGTTCAATA 

AGCTGATTTCCCTTGTGATGAAAAATAGGTTATTCCCGGCTTCACAATTT 

TCCCACTACAAACAATAACTTAATCCCGGGAG 

>Sequence 1612 

CTTCTACTTGTTCCCAACCCCTGACCGCTTATACCCGGAAAACCCCTGGT 
CCCAAACCTTTCCTCCCTTACAGGGAAAGCCGTAGGCCGCCTTTTCTTAA 
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ATAGCCTTAACCCCITGTAAAGTTATTTTCAAGTTACGGGTGGAAAGGGT 
CGTTTCGCTCCCAAAGCTTGGGCCTGTGGTGGCACCAAACCCCCCCCGTT 
TCAACCCCCCAC 
>Sequence 1613 

CTGGCCGCCnTAACCGGATAACACTGTCCCGACCTTTTCTTCCCTTTCTG 

GGAAAG CGTTG GACGCCTTTTCTCATTAGACTCCACGCCTGTAAGGGTAT 

TCTTCAGTTTTCGGGTGTTAGAGTTCGTTTCCGCATTCCAAGACTTTGGG 

CCTTGTTGTTGCAACCGAAAACCCCCCTCTGTTTCAGTCTCCGAACACGC 

CTGCCGTCCITTTATTCACGGGTAAACCTATTCCGTTCTTTGAAGTTCTC 

AAACCCCCGGTTATAGGACAACCGAACTTTATTCGGCCAACTTGTGCCAG 

TCAAGCCCAACTGGTTAAA 

>Sequence 1614 

CCGGGCAGGTACTGGGCTCTGACCACTATTGGTTTTGAGACCACGATGTT 

GGGAGGGTATGTTTACAGCACTCCAGCCAAAAAATACAGCACTGGCATGA 

TTCACCTTCTCCTGCAGGTGACCATTGATGGCAGGAACTACATTGTCGAT 

GCTGGGTTTGGACGCTCATACCAGATGTGGCAGACCTCTGGAGTTAATTT 

CTGGGAAGGATCAGCCTCAGGTGCCTTGTGGTCCTCCGTTTGACGGAAGG 

AGAATGGATTTCTGGTATTCTAGAACCAAATTCATAAGGGGAACAGGTAC 

CCTAGGGCCGCTTCTAAAAACCTAGTGGAATCCCCCCGGGCCTGCAAGGA 

AATTCCXjAATATCAAAGCTTTATTCGATTACCCGTCGAACCTTCAAAGGG 

GGGGGCCCCGGTAAACCCAGACTTTTTGTTTACCCTTTAAATGAAGGGGT 

TAAAATTGCGCCCCTTTGGCCGTAAT 

> Sequence 1615 

CCCTGGAAAAAACCCTTGTAGCCTTAAAGTCCATCCAAATX3GCCACGTAT 

ACTCTAAAAAGGACCGCCTTGATATGCCGTATTTCAATAGGGCTCCGGCC 

CCACTGCAAAACCTTCAACATAATATACCGCTTAAGTCAAAAGTGGTCAA 

ACCCGTCCGGGTTTATA 

>Sequence 1616 

CCGGGCAGGTACTATTTAAGAAAAGAACAAGGTTAACTAACTAAAAGCAG 

AACTCAtnTATTTTTTGCTCCCTAGCCAATTAAAAATAAGTTCATTAAAA 

GCACTTGAAATTATATATTTAACCTGAAAAAAAGTTGCTAAAATTCCAAT 

ATAAATGTAAATATCTTTAACTTGCTTAACCCAGCTATCCCCAAAACAGT 

GTAGTGGGGCAAAATGTTCAAAAGAAAAATCATCCAGTGCACGTAGATGG 

GCACCAAGAAGCTAAGCTTCCCTGAGCGCGTACCT 

>Sequence 1617 

CCGGGCAGGTACGCGGGGAGGTTAAGGGAGAAGATGGCGGCGCTAGGGGA 
ACCCGTGCGGCTGGAGAGAGATATTTGTAGAGCAATTGAATTATTGGAAA 
AACTACAAAGGAGTGGAGAAGTACCT 
>Sequence 1618 

AGGTACAGGTTTGTAGCCTAGGAGCAATAGGCAATATCATGTAGCCCAGG 

TGTGTAGTAGACTGTCTCATCTAGGTTTGCGTTAGTGTGTCTATGATGTT 

GGCACAAGGACAAAATCACCTAACAATGAATTTCTTGGCAGGTGTCTCTG 

TTAAGAAGACATGACTCCAGTACCTGCCCG 

>Sequence 1619 

AGGTAC rrniMU ^ l ' rrillTllll ' l^lU ' lJl 'l' lU ' l^M-IUlT AGGCTTTT 

T GGAG ACCTTGCCCTTGCTGGCTAAGTTATCCAAGCAGGTTTTGATATAG 

CTTTTATAGTAATCCACCTGCTCCCCATAAAAGGGGGCCTTAAAGTTCAA 

AGCAGCGTATGTCTGTTGCAGTTTCACTAGTTCGGCCTTTCTCCTCTGTC 

GGTACCTGCCCG 

>Sequence 1620 

TACCAGTGGCCCTGGTGGATGCACCATAGATGAGGAGCCTGGAACCTGGC 

CAGGTTTCTGCTGGTACCTGCCCG 

>Sequence 1621 

AGGTAcn n n i n rnrrrrnfTi mm ictgggacatcattcag 

ATGTTACCAAATCAGTCACCTTAGTTTTTAATCCTCACTATCATGCTAAC 
ATCTAACACTTGOATAGCATTTTGTGACGTGTAAAGTGTTTCCACCTCTC 



Page 514 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



CCAGGATATTTTAATTTTCATCTTCATAACTGCCTCAGGAGACTGAAGGG 

CAGGTTrCATCATtTAAAGATGTAGGAACTGAGGCTTACGGACATTTGAT 

GACTT GCCC AAAGTCAAACAGTTTTTGTTTGTCAAAATAGATATTCAGGG 

GGGCCTTTTAATTTCAAATATGGGTGTCCACTCCCTGAAGCTGACCTCAT 

TTGTCAAAATAATGACCCGCGTACCTGTCCGGGCGGGCGCT 

>Sequence 1622 

AGGTACAGACTCCAAGTCCAAAGCAAATACCCATGGCATGAACAAATAGG 

ATGCCTAAGATTCTAACATTTGCTTCGGCATGGCTTTCCTCCTCACTTCC 

CTACCTCACAACAAGAAAAAATTTCCTAGATGGGACAATGGCAAGATATT 

GTGCTAATACATTTCATAGGATTTCTAGATGCTGGGCTATAACATCCAGG 

TTGCAATTTGGTGACGGATTTTTTTATTTCTATTGCAAATGGACTACACT 

CCAAACACAAAAAGATTCTTGCCATAGCATCCAAACATCCCTATGTAGAC 

CCACACTTCCTCTCAATACAGAAAGAGAATCACTCAGAAAGGACAAAGCT 

GGCAGACCAAGAAAGGAGGCAAGGGTAAACTCTGTCACTGGCCAATTATC 

TAAAACAAAAATAGCAGCCTT 

>Sequence 1623 

CGACTTTTCCAAGTCCGGGAAAACCCTGGTCGJGCCCAGGCTGGCATTAA 

ATGGAAATCGGTCCAAACGTCGCGCKKjGAAGGAGGGCGGTTTTGGCGTTA 

TTTGGGGCCGCTTCTTATCCGCT t'I'ICl 1CGCATCACTTGACTTCCGCTT 

GGCGCTCGGGGTCCGTTCGGGCTGCCGGCCGAGGCGGGTATTAAGTCTCA 

CTTAAAAGGGCCGGTAATTACGGTTAATCCACAA 

>Sequence 1624 

AGGTACTGCTTGTGATCCAGCTACTGAGGTCTGAACCGAACAGACCTGGG 

AAGTGTCTCAGAGCTGTCTCTCAGGCTCTGAGAGAAAGTAGCCAACATTA 

CAGTAGACAGAGAGAGACATAGATCAAGACAGAGACAGAGACAGCATAAG 

GCAAAATTACTTTATGAAATTGCCAAGTCCTTAAGCAAATCTATTTAACT 

TCTTTCAGCTAACTGTATGAACCAGGCTTTTAACCTTCAAGGTTTAAAAT 

TAAAAAAATAAAAAGTTACCTGCTCCGGGTCGGCTCGCTTCTAAGAACTA 

AGTGGAATCCTCCCGGGACTTGCAGGAATTTTGATATCAAAGGCnTAAT 

CGATACCCGGACGACTCTTCGAGGGGGGGGCCCCGGTTACCCCAGCCTTT 

TGGGTTCCCCTTTTAGTTGAGGGGTTTAAAATTGCCGCGCCTTTGGCCGT 

AATACAATTGGTACAAATAAGCTTGTTTAACTGTTGTGGAAAAATTGTTT 

ATCCACGGTTCACAAATTTTTCACACCAAC 

>Sequence 1625 

AGGTACCAACATGTCCCGTGGTTCCAGCGCCGGTTTTGACCGCCACATTA 

CCATTTTTTCACCCGAGGGTCGGCTCTACCAAGTAGAATATGCTTTTAAG 

GCTATTAACCATGGTGGCCTTACATCACTGAGCTGTCACAGGGAAAGACT 

GTGCAATGGTTGTCACCCTTATTAAAGTACCTGCCCGGACGGCACGATCT 

ATAACAGCTCAATTCGGCGCACTTCACTGCCATGTTCCGCCGGAAGGCCT 

TCCTCCACTGGTACCTGCCCGGGCGGCCGCTCG 

>Sequence 1626 

AGGTACCCATTCCCTTGATGTCTACAATATCACGCATTCTTATAGATGCG 

CATATATGTGGCCAGAGGAACAACTACATGTTTTCTAAAAGGCCTAGAGA 

ACATATATCGGGTGCCTCTCCTCTTTCCCTITGTGTTCGTCATTTTGGCG 

AATTACTGGAAGATG 

>Sequence 1627 

AGGACCTGGACCTTCTTTAATGGTTCTTTCCCTACCCTCTAAAACAAGTG 

TGTTTCCCCCCATT TTTG AGGCTGTCAATGGGGTTAGAGCCCTGATCATC 

ACGGGGCCTGAGGTTTTACTCCATAAAAGCACAGGAGTGGCAACCTTGGC 

TTGGGGTTTGGCAACCCCAGAAAGGCAGGGAGGAGAGCTCAAAGCCGGGT 

TTCATGTTTCACCCAAGGTTCTAATTGTGGGTAGAGGACAAAATCCCAGA 

TCCTCCCTGTTTTGACAGCAATTAGTTTCACAAATTGTTGTTTTGGCAAA 

AAACCAATGTTGACACTCTAATCCATTGATTAATTGTACTTAATTCCACA 

GAAAAGTAGCTTCTGTAGTGGCCAGAAGCTAATTAGTGAAATTCTTATTC 

TTTCCGATAATGGGGAAAAAAAAAAATCATTCCCTTCTTACATATTAAAA 

CTTGAGTTGACCATGGTAAAAAATGTTGTGAGCTTAAAGTTCAGGGGAGT 
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TTTACTTCCTTAAAG 
>Sequence 1628 

AGGTACAGCCTTGTTTAAACTGTTCACTGTGATCTGTGGGTCTTTGAGTT 

TCAGTGAGTTTGCTGAAATGTCGAAGAAGTAGTTCCAAACTTCAATGTTC 

AATGAAATTTTTGTTCAAGTTTGAAATGGAGAGAGCAGCTTTAAAAGGTA 

CCTGCCCG 

>Sequence 1629 

TGTTGAAAAAATACAATATTGTATTTTATTAACTATCTGATAAATATAAT 

AATTTATCTTTAATGTATTACATATTATATTTTTATITTTATATATTT^ 

AATTTCTTTTTATTATAGCTTTCAGTAATTACCTACTAAAGGAATAAGCT 

TGCGGCCGCTTAATTAATTTTTAGGCACATGTAGGGTGATCCAAATTGGT 

CTGGGGTCAGGATTTGGCCCACAAGTCTAATCAGTTTGCGTCATCTAGTT 

TTAGTTTTGACTTTAGGTTTCTTGAAGGAAGGGACCAAGCCTGCTTTTGT 

CATCATTATATCCTCACGGCTTTAGGTTGTAAGCCCTGTCAGAAGAAGCC 

TTGTGTACCAGGAAAAGGCCACCCTTGTTTGTCAAAAATATGAATGTGGG 

TGGGATGGAAGGGGGAAGGGGTTAGCGCAAAAATGGGATTGAAGTGAAAT 

TAATATTTCATTAACAGGTCGTTTAAAGACCCCAACAAAGTTTTTTTTAT 

AAAAAACAAACCCTTACTCTTGAAAGAATCTAGCCTCGGGTGGTCTTAAT 

GACCTCAAACCCAACTrTTATTACCCAAACACTAATTGCCCTCGTTGGAC 

MTTACTTATTGGTCCACATTTTGGCACAAAAAAAATCTCTCCCACCCTT 

GTAAAAATTTTTTCGGTTTTTTGGAAAAAAAGTTTCCATTATACATTTCG 

GAAACCCCCATGGTGTTTTTT 

>Sequence 1630 

CC TACTAAA GGGAATAAGCTTGCGGCCGCTTAATTAAAGATC1 1 TTI TTT 

TTCi 1 1 1 l i AACAAAATTCCTATAGAATATAACAATATTAAAGAGGGAAC 

TTTAAGTGAACCCCCACTTTTGGCCATAACTTCTTTTTGTGTCAGCCAGC 

AAGAGCCAAGAGAACATAACCAGGGTGGTAGGATGTAGCTAGATAAGCCT 

CTTTAAAGGCACAAGAGGCCACTTCTTCAACCAGATTTGCCAAAGCCCTT 

GGTTCAATGACCAGATAGGCCAACACGGGTAGTAGTGGGGTCATCAGCCC 

TAAATGCAGCTTTCTGGGCTACCTTCTAGGATGCTCTGGAGCTTGGAACT 

GTCCACCTGAAAGAGGGTTGAGGGAGGCTGGATGAATACAATATTTGGTC 

CACTGGATTTTCCTCATAACCCTTAGCCCCACACCTCCCAGCTCAGAAGG 

AGGGG 

>Scquence 1631 

TAGAGAGCTATTTTAAAGGGAATAAGCTTGCGGCCGCTAATTAAAGATCT 

VI T HIT 11T T 1" M T H " IA AG A AGCTGT AATG AT AGTAAC A AAG AAGTCC 

AACCTTTATATTGCACAAATATTTACTAACCATGTAGCATCTATGTGCCT 

G ACCAG CCCTGACAGATGAGGATTCAGGAGCAAACAAGACTCGTCCCTGG 

GCTTTTAAAAACACACAGGGGTAGCAAAGCCACTGACAAGTTCCAGGTGG 

GATTTCACGTGAAGCCTTAAAAAATTGCTTGGGGGGAAGTTCAAGGGGGC 

AATGAAAAAGCACCCCTGTGGCACCAACCCTGTGGGCTTTTCCAAAATAA 

AATTGTTTCCCAAAAACTTTAAACCCTTAAAAAATAAAACCGGGGACTTT 

TAAAACCCAAGGGGGGGGGGGAGAAAAAAACCGGGGGTTGAAAATTAGGG 

GGGGGGGCCTTAAGGGGGGAAGAGAGCCCACAAAAAAAAACTCTTGTAAA 

CCAAATTTITGTGCAACCTTTTTTTTTTTT 

>Sequence 1632 

TCCTAACTACTATTTGTTATATTATTAAGTATCANTAGTTAATAATTGTA 

TCACTATTTATCGTACTACTCAATAGTAATGAGTATTCATGTGTGACTCA 

ATATCTTTGTCTGTATTATCTATAATATAATTTTCTATATTTTTAATTAT 

TAATATTATTAGTTAGTGNGCTAATTAACCTCACTAAAGGGAATAAGCTT 

GCGGCCGCTTA ATTAAAG ATC 1 1 1 rTTTTTTTTTTTTTTTAAACGCACAG 

AACAACCTTTTGAAGGTGCCAAATTTAAAGATGGTAAAGTAACAGAGAAG 

TAAACTGTAACCTAATTGCTATGGCTTCAGAATAACCCAGTCAAAAGACT 

TTCAACATGAAAGGAAAAGGAATTTTAAATTAAGTTGCCCCTTTGAGTTT 

CAATATTTTA AAAGGGTTTCTGTAATT r I 11TT1 1CCTACTTTTTAGCCA 

AGGGG AAACAAT AT ATTAGTCCCTAGAATTTGGATCCAAGGGGGTGGTAT 
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TCTTCCCCCTTTCTTCAAAAGTAAATTTTTGCAGGGTTTTGGAACTTACC 

AAAATGGAGAATTATTAGGCAAACCCCCAATGGAAAAAACCAGTTTGAAA 

AGCCAAGGAACAGGTTTTCTTTTGGCATTCTTGCTTTTAATGCTTGCCCG 

GCCCTGGTAATTTTCTTGGCCCCATGGTTTGGGCCTTAAGGGCCCAAAAC 

AAGTTGTCAAGGCATTTCCATTTGGAATCGGGTTTGAAAGGAAACT 

>Sequence 1633 

TATCAACTTTTAATCTTATCACTACAAGTTTACTACATCACATTCTTCTA 

CTATGGTTATCACATTCATTAATTACTAAACTATTAAGATTATATAATAT 

TCTATGTGTATrTTTATAATTTCATATATATTTTTAGTCNNTAAGCTCAG 

CAGCTAATTAACCTCACTAAAGGGAATAAGCTTGCGGCCGCTTAATTAAA 

GATCl I mm 1 Tl nTITlTGGAGATGGAGTTTCAAACAAAAAAAAAGA 

AAGCAGAATCCACCATCTTCCTCCCTGCTGCACATGCTCTTCTGCAATGA 

AAATATCTACATCTAAACTAGCTCTCAATCATCTTAAAATTACATTTCCT 

TGCAAGGCCCTAATACTTTTATAGGATTCTCCTTATGTAATATTCATTCA 

CTTTGGATGCCCCTATCTTGATTTACAGTACTTTTTTTAATGTTGTTATT 

TTTTATAGCAGAAGTTGGATTTCAAATTTTAATGCAAAATTTGGTAAAAG 

AGGGGGCCCAGTTAAAAAAAGCCATCCCAAGAGGCTGCCCCATTATATTA 

ATAAATCCAATTCTACCATGAAGGGGCCCCCCTTTTGATGCCCTTAAAGA 

ACCTCAAAGTCCCACCACTGAATGTGGGGATAGTATTATTTAACCACCCT 

TTAATATAAGGATTATTTATATTAAAATATTCTAAGTAAAGGTGTAACAA 

TAACCCCTCCACCCTTTTTAAAATTTTAATTTTCCAACCCTCACTTGCCA 

G 

>Sequence 1634 

GTACTATGATTTTTTAAANTATCTATATCTTAATGATATTATATATAATT 

CTCATGGATTATAAAGATAATGATGTATATAATTAATCTACCTTATATTA 

TATATTTATTATCTATTTCGTATGTTCTATATTCCGTGCACTACATTAAC 

ATCACTAACTGGAGTGGAATAAGCTTGCGGCCGCTTAATTAAAGATCTTT 

TTTTTTTTn rrri'I"lUUU^ AATATGAGGTrACATATTTATTTTGGTCAT 

AAACATATGAGTATTTCATATATAACCAGGTGTCATGTGCTATTTGGCCC 

GTGTATAAACCAAAACCTAAACAAATCAACTCATTCGCCAAAAAAACCCC 

AACAAATTTTTAATGTTCGTTCAGGAAAGCCTTTATGTTTAAAAGGGAAT 

TA AAGC TTAAAACAACTTGATTAAGGGCTGGTTATTTCTTAAAATGCAAT 

TCTTTTATAGGTAAATGCCCTTTTTGAGGGAAATGTGACCAAAATAGTAA 

ACTTGGGCAACCGGAAACTGGCCTTTTTCTTTATGAAGGCTTTTTGAATA 

ACCAAAGATCCTTTTCTGGCAACAAAAAAATGGCCCCCAATCTAAAAGGG 

TCAAAAATAACCTTTTTGGAAAGGCTTAGGTAAGGCAACCCCCTTGTTTG 

TCCATTCTCAAAAAAAATTTCAGGGGGGAAACAAAAGGGTGTTGGGGGAC 

CCTCCCCAATAATGTGAAAAAGTTGTGGAAAG 

>Sequence 1635 

TAGCAGCTAATAACCCTACTAAAGGGAATAAGCTTGCGGCCGCTTAATTA 

AAGATCH 1 11 rTTTTTTTTTT l'ATACTACTTATC ACTATTTAA AATTAT 

ATTTAGGTACTTATTTGTTATCTGCTTCCCCTCTAGGCTTTCTGCTCTGC 

AAGGCCAGAGACGTTGTCTCTCTTCTTCATAGCTCGACCCCCACTGCGGA 

GAACAGTGCTCAGCACTTGCTAACATGGCAGAAACAAAGCTGTCTCCCTC 

AGTTCTCGTGGCAGCCCTCATTCTAGTTTGACTTCCTATGAAATTACTTT 

TCCTAGTTGTCTTGAAGGTCATGTTTTGCTTAAGATGTAGCTCCACCAAG 

CAGACAGCCCTATGTGGGGTTTGGAGGTGAGCAGTGAGAGGTGGTAGCCA 

TAAGGAGGAACATCAGATCTGCGGGGGGCATGGTGGCAGAGGCATCTGGT 

TCTTCTGAGGCAG 

>Sequence 1636 

C TACTAA AGGGAATAAGCTTGCGGCCGCTTAATTAAAGATC l ' rr TTi ri T 

TTTTTTTTTTTACAACTAGTGTATTGTACACTAGCTCAGCTCCACCAAAC 

TACCTGTTCGTTCTCTTTTATTTGACATTGTTCACAGACTAGTACATATT 

ACAATAAGAGTGCTGGATAAAAACATGAGGTACGAAAGTGGTTCAAAGAA 

TATAGGTCATTGCAGATCATGCTTGACAGTAAAGAAAATTGTGACTGAGA 

AAACACTAAATAAAAATACATAAAGAATGTGCATTATAAAAAAAAAAAAG 
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GA CATATGAA AAGTACTACAAAAAAAAACCAAACTCCATTACACCAGTTT 

TGCTTTTrTTGGTAACAAAAGTAGGTTGAAACAAATTTACAAGTTTTTTT 

AATTTCCACCCGGAAAAAAAATATACGAAATGTTTGAAAAAGCAGAGGAA 

TTCGTGGCAATTTTCTTTTTG 

>Sequence 1637 

TTCTCTCACATTATCACTACTTTATATCATCTTGAATTAATCATCTTAAT 

CGTATCCTTTAAGTACACTATCTATTCCTACATATATGTCTATTATCATA 

GTAATATGTTATAATACATACTTCGTTTTTATCmATTNN>W 

GGGTTTGGGCCAGCTAAAATAACCCTCACTAAAGGGAATAAGCTTGCGGC 

CGCTTAATTAAAGATCr 1 i TTI rTTTTTTTTTTTTCATTTTAGTCTTTAG 

TTCCTTTTTCAACTTCTTCTTTACCTCCACGGAGGAAGGCAGCTTGGTTT 

TCTCCTCATACACCTTGTGGAGAGGTTCGGGAGTGGGAGGAGACACTGAC 

GTGAGAAGAGATTTTAAGGAAAGTTGGGGGGGCATTATTTTGAAGGGTGT 

TCCCCAAGTTTTGGCTTTAACGTACCAACCCTTCATCAATTGGAAGGCCA 

TTCCATTTGTTCCATTGATGTTAATTGGGAAACTTTGTAGGTTTCCCAAC 

CCGTGAAAAGTAGGCCATAAGGGAAGTTGGAATTCCCTTGACTTTGTGGT 

GAAAAAATCTGTTCCCTCAGGTAATGTTGGTGTAAGACTCTCTCGGGAGG 

TTAAGTACCCAACTTCCCGGGGGCCCITGAAAAATTCTCTCTTTTAAGGG 

GTCTTAAGTAAAAAAATATGGTTCTCCCTTATCAAAATTTTCCCTCTTTC 

CAAGAATGAATAAAATTCTCCAAAAGGGGATTCTTGTGC 

>Sequence 1638 

CCGGGCAGGTAC 1 1 1 1 1 1 1 1 1 I'l l llTnnTIGTAACAGGATCTTGTTT 

TGTCATCCAGGCTGGAGTGCAGTGGCACAGTCACAACTCACTGCAGCTTC 

AACCACATTGGCTCAAGTGATCCTCCCACCATCAGCCTTTTTGGTAGGCG 

GGACTATAAGCACATGCCACCATGCCCAGTCAAGTTTTTAATTTCTTTGT 

AGAGACAGAGATCTCACTATGTTGCCCAAGCTGATCTCAAACTCATGAGC 

TCAAGTGATCCTCCCATCTTGGCCCCCAAAGTGTTGGGATTACAGGCGTG 

AGCCACTGCTCCTGGCCTTGCTACTCCTTTTATTATTCACAACCTCTAGA 

AATAGTATAGGAGATCCAAGCACTAGTCTCCCGTTGTCATGGATACAGAA 

AGTGGAGAAGAGAGCAGGATAAGTGGCTTGTTTGGGACTAGACAAGGCTG 

TCACTAAATGACTCACTACTTCAGCCCTTTGCTCCTCTTGGCACCTGGAC 

CAGCAAAGGCACACATATTCTGTAATTGTTTTGTTCCTGCCAAACCTGTT 

ACAAGGAATAAACTTAAAGCACCCAGAAGTTTAGCAACATATTATCATCT 

TGGAATGTGACATTATTAAACCCTCCTAATCCCCATGTCTACAAAATTAA 

GAAATCCAGAGCATGTTTTCTAAATGGAAATGGAAGCGTATACAGGCTTA 

ATTCACAAGAG GTAATT TTTAAGCCCTTAAAATTAGAGAATGGCAATGAC 

ATTTAAAATCTATTTTTACACTTTITGGGTGAACTTGGTTGGAGAGCCTG 

CCCTGTTAAAAAGAATACCATTT 

>Sequence 1639 . 

CCGGGCAGGTACGCGGGGAATCATTTTGCTTCCAACCCCAtTTAGCCTGC 

CATTGAAATGCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGAAGAATG 

AACAAACATTGAGAGCAGATGAGATACTCCCATCAGTAATCCAAACAAAA 

GGACTATGAAGAAAGTTCTTGGGATTCTGAGAGTCTCTGTGAGACTGTTT 

CACAGAAGGATGTGTGTTTACCCAAGGCTACACATCAAAAAGAAATAGAT 

AAAATAAATGGAAAATTAGAAGAGTCTCCTGATAATGATAGTTTTCTGAA 

GGCTCCCTGCAGAATGAAAGTTTCTATTCCAACTAAAGCCTTAGAATTGA 

TGGACATGCAAACTTTCAAAGCAGAGCCTCCCGAGAAGNCATCTGCCTTC 

GAGCCTGCCATTGAAATGCNAAAGTCTGTTCCAAATAAAGCCTTGGAAAT 

GAAAAATGAACAAACATTGGAAGCGGATCAGATGTTCCCTTCAGAATCAA 

AACAATTGAAAGGTGGAAAAAATTCTTGGGATTCTGAGAGTCTCCGTGAG 

ACTGGTTCACAAAAGGGATGTGTGGGGTCCTTGGGG 

>Sequence 1640 

AGGTACGCGGGGGAGGAACTGCTCAGTTAGGACCCAGACGGAACCATGGA 
AGCCCCAGCGCAGCTTCTCTTCCTCCTGCTACTCTGGCTCCCAGATACCA 
CTTGGAGAAATAGTGATGACGCAGTCTCCAGCCACCCTGTCTGTGTCTCC 
AGGGGGAAAGAGCCACCCTTCTCCTGCAGGGCCAGTCAGAGTCTTAACAC 
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CAACTTAGCCTGGTACCTGCCCG 
>Sequence 1641 

CACTCAAATATTCAACTAGAGTATGAATCGAATAAAATATCGAATACTCA 
CATTAACTGATTCAATATAATTATGCTAATAAGATATTATCGATTCTATT 
AATTTTCCTTCTTATCAAGTTGAGGACCGCTAA 
>Sequence 1642 

AGGTACGCGGGGGGAAGAGGAGGAAGGAGGGCGAGCGAGGAGGATGGCGG 
AGTCGGGGCTCCTGACGGAACTCTAATGAATCATTGATTGACCAGCACTA 
TTTTACCAGTTGGAATGAATGATCAGAAATGGGCGTAGC 
>Sequence 1643 

AGGTACGCGGGGTCTTCATCTTCCCGCCATCTGATGAGCAGTTGAAATCT 
GGAACTGCCTCTGTTGTGTGCCTGTTGAATAACTTCTATCCCAGAGAGGC 
CAAAGTACCTGCCCG 
>Sequcnce 1644 

AGGTACGGAAAACTCTCCTCATCTGGACTCGTGACGTCCTTGCAGCCCGA 

GTTGGCCATATCCCACTACGCCCCTGCACTGGAGCCTGAAGCAGAGTGTA 

AGGAACGGCCAGAGAGCGCAACACTGGGGCCCACTACCCCGGCGCAGTGA 

CCGCCGCGCeCCCGCGTACCTGCCCG 

>Sequence 2455 

AGGTACTCTTTCTAGTTATTAAAAAGAAAAGTTAACTGTAAAACAGCCTC 

AGGCAGGTCCTTCCGGAGCTATCCAGAAGAAGCCATTGTTATCATAGGAG 

ATGGCAGCTCCATGGGTGTTATTGCCCCTGAAGACCTTCCAGTGGGACAA 

GATGTGGAGGTGGAAGACAGTGACACTGATGATCCTCACCCTGTGTAAGC 

TTAGGCTACTGTGTGTATTTGTGTCTTAGTTTTTAACAAAAAGGTTTAAA 

AATAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

> Sequence 2456 

AGGTACGCGGGGGACACCCTAGATCCCAAGATCTCCAAGGATTTGGTGGC 

ATACCCACTCCAGCACACAGAAGCATGAGGTTCATGACTCTCCTCTTACT 

GACAGCTCTTGCAGGAGCCCTGGTCTGTGCCTATGATCCAAAGGCCGGCT 

TTGCCCCAGGATCGGGGAACCCCTTGCCATGAAGCATCAGCAGCTCAAAA 

GGGAAAATGCAAGGTGAAGACTCACATGTTTTACCCGGAACGGGCCACCC 

AAAGCCCAAGGGAAGCAAGAAGATCCCAGCCCTTCTTGGAAAAAAGGGGC 

CTAATACCGGAGCCAAAAAAAAGGCTTGTGGGGGGGGGACCTCGGGAAAA 

ACTTAGGGAAAAAGGAATGCCATTCCGAAAAATTCTAAAAAACGCGTTGG 

GGTTAAAGGGAGGCGCGTCCCCTTGGACCTTTAAAAAAACTTTCCCTTGG 

AC 

>Sequence 2457 

AGGTACGCGGGAAGAAGGGTCAGCTCAGGGTGTTGCCATGGGAATGAAAT 

TCATATTGCCTAACCGATTTGATATGAATGTGTGTTCTCGATTTGTGAAG 

TCCTTAAATGAAGAAGATAGTAAAAATATTCAAGATCAGGTTAACTCTGA 

CCTGGAGGTGGCATCTGTCCTATTTAAAGCTGAATGCAATATCCATACAT 

CTCCTTCTCCGGGAATTCAAGTAAGGCATGTCTACACCCCCTCTACAACA 

AAGCATTTCTCACCCATAAAACAGTCAACCACTTTAACCAACAAACACAG 

AGGAAATGAGGTCTCTACCACACCTCTGTTAGCAAATTCTTTGG 

>Sequence 2458 

AGGTACGCGGGGAGGCCATCTCGCTATAGGAAAGGAAAGTGGAACAGCAT 
TCATCCTCAACATTTTACGAAGACAAAATGAAGACTGGAGTAGAAGACTG 
ATCAGTGCAGCATCATCAGCATCATGCTATTACAATCCCAAACCATGGGG 
GT 

>Sequence 2459 

CCGGGCAGGTACTT \ \ 1 1 rTTTTTTTTTTTTTTTGTI 1 1 1 rTTTTT TT TT 
TTTT1 mn IT! Tl Tnn 1"1 rnTTTATAAAAAAAAAAAATTAACTTT 
TTGAAAAGGGGGGCATTGGCATTGGTAATCTTAAACCAAAACTGTGGTAT 
T GAAAA AATTTTAAAATAAATTAAAACTTGGGGATTGAAAGAAAAAAAAA 
Tl TT I" TA A AGG ATA AGGGGGCCCGCCCCTTAA AACCATATTTCC AAGGCT 
GGGGCAGGATCAACCTTTATTTAAAAAGGTTTAGGAACAACTTTAAAAAG 
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TTAAATTTTTTGGAAATTGGGGGGGGTATTTGATG 
>Sequcnce 2460 

AGGTACGCGGGGAGAGCTCTTTGTGGCTTGGGTGGTCAGCAAGAATTTTT 

TAAGCAGAGATACTCTTGATTGGGTTGGATAAATAAAAGAGCAAGGAGGA 

CATTGTAGGAGGGGAATTGCTCCCAGCAGAGCCTAGAAGCAGAGAGATTT 

TCCAGGGTTCCCAGGAGAAGAGATTGAATAAGTGCAGTGGGCCATGTGGT 

GACACATCTTGAGTGTCCAGCTGGAGAACTGGAAGTGCATATCATAACAG 

GGGTGGAAAACTCAGAGGTTGATAGGGAATGGTGAGGTTGCAATGAGGGG 

ACCGGTGGGGACTTTGACCAGTGGAGCAAGAATCTTTCCCGATGAAGGGA 

GCAACTGCCTTACAGCTTTGGGCAACTGTGG 

>Sequence246l 

TAAATTGTCGCGTCTTTGGCGTTAATTCATTGGTTCCATTAGCrrTGTTTT 

ACCTGGTGATGAAAAATTTGTTTATTCCGCTTCAACCAATTCTCATCACA 

AACTATTACTGAGTCCTGGGTAGCTATTATAAGTTTGTTAAAGTCCCTGG 

TGGTTGTCCTTTAATGGAGTTTGAGGCTTAAACCTCTACTATTTTAAAAT 

GGCCGTTTGATGCCTTCACATGGCCTCGGCTTTTCTCAGGTCCGGGGAAA 

ACTCTGGTACGTGGCCG 

>Sequence 2462 

gcccggtggcatagtaacggcgatgtctggaaggcggcgcggtggcgcgg 
tggacccttacattaccx:agcgttttaatccgaaagggaaaagaccccgc 

GTACCTT 
>Sequence 2463 

ACCGGGCAGGTACTCTTTCCTGGATTTACCATTTATACAAAGAAAATTCT 

TACCCAGCTGGAAGAGGAGGAACAAAACTTTTTACTATCAGGGCACAGGC 

AAAAAATCCATTTGTGCAAGATAGACATATAAGCAAAAATGCATCTACAG 

TGAGAGGGGGCGGG ACCC AG rTTTTTTI CCCTGTG AAGCTAC ATTTAATA 

ATATCACTTGAAAATTGAGAATATAAAGGCTTCCTGATTCAATGATTCAA 

ACTCGTCAGAATACAAAACTTrAGGTTTTGGTATGACCTAGTATGAAGTA 

AAAGGCTCAAGAAAATGCCTAAAACAATTGCCTTAACCTTTTAGTAAGGT 

TATTAGGTATTCTTTAGGGAACCTTGTCTCTAAAGACCAGGAAGGCCTGG 

TACCAAAGGACAAACTAGAAGAAAAATTCTTATTCTTTGGCCCTAAAAAC 

CCAAAAGGCCCTAATCCAATTGGAGAAAAGAAAAAACCATCATTTTAG 

>Sequence 2464 

AGTGCTCTACTTTATATTTTTANTACTCGTACAGACTATATAAGTACATT 

TAATTTTAATTATACGTCGTCTCAAAGTCGTCATTAGTATCTTGATTACA 

CTGAGTCATAACTAATATTATCAGTGATAACTCACTTTNAACGTATCTAT 

AATCACTTTCATATATTATATAATATGTAATATATATGTGATTATANCGA 

GAGCGCTCGTAATACTACTACACTTATATGGTGTCTGAGATGTGGTAGTC 

TACTCACCCGACGTGTATGGGCTGGTCGCGTCTCCTGTGGTCTAGTGATA 

TCTCATTTATAATAATAAAATATACTATACTATAGTTTGCTTGGTGTACT 

AGTACATCTNATATGTATAAGTATCTTATGTGTAGTACAATTCGTCGTAT 

TTCATAGCGTACTANGTGTACACCATGTATATATTGTTTCTCTACTAAGC 

TTCG ACTGTA GAGTGTANTATATATACATATATTTAAC A AGCTTTGTGNT 

CACATCTATGAGAGGTCAGATATTTTATTTTGAACTTCTCTATCCCATCT 

ATCTCrTTAAAAAATTTTGGGGAATTTTTTCT 

CACCCTAAAAATATGTATTCCCCTATAGTTATTGTATTTTATCCATTTGT 

TOATATATTTAGGTTTCTATCTACTCAGTTATTAAACTACAGTTGTAATA 

GTG ATC AAG ATTATTTTTTTTTTAATTACGGG CC AATACTCTAGTCG GTT 

TTTAATTTAGGTTGTCTTAAAGGATTAAAAAATGCTTCAATTCATACATT 

TTATGTrGACTTAACCTGAACATTCATTTTGTATCAAAAACTGATTCTTT 

ATGGCCAACCTGGTTTTTTTCAGACCCTTTCTATCAACCGTTTGGCCCTT 

CTGGTCCCATGGCCTTTTTITAAGTATCCCTTCCTTTTTGGTGGACATAA 

ACTCATAATAGTA AAATTAA TGATAGGGTATTTTTTTAGATAAACCAGGG 

GAAACATTGGCTTTTTTTTTCATCCCCG 

>Sequence 2465 

GTCTGAACATATATCTGTATTGTACTAATATTACATTAATTGTAACTACG 
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TCATTTATTATATCATATATCACATATACTATAGTTACTATATTATATGT 

GTATATCTACTTTAATCAAATTTTAAATATATATAGATATGGAGTTGTGA 

CTCTATACGACTCATATATGGCGAATTGTAGCTTCATCGAGGTGGCGGTC 

GCCCGGGCACKjTACCTTTCTTTGGAATGGGTTTGGTTCGACCGTCATACT 

TCTTCAAGGTGATATAGACGCTGTCCGACGTCCGGCACTTCTGGAAAAGT 

CTGGTCAGCTCCGTCAGGAACTGCTCGCTCTTCAACAACACCATTTGGGG 

GACCCCTGCTTACTCTT 

>Sequence 2466 

AGGTACGCGGGATTGACCCAAAACCTGGATGTCCTATCTGTGTGTTCCAG 

TAGTGCCCTATTTTAAATGTGTCATGATATCTATTACTTTGTGTGAAAAT 

TACCTGTTTGTTTTTTCAGGTTATATAATAGTATAACACTGCCAAGGAGC 

GGATTATCTCATCTTCATCCTGTAATTCCAGTGTTTGTCACGTGGTTGTT 

GAATAAATGAATAAAGAATGAGAAAACCAGAAGCTCTGATACATAATCAT 

AAT GATA ATTATTTCAATGCACAACTACGGGTGGTGCTGAACTAGAATCT 

ATATTTTCTGAAACTGGCTCCTCTAGGATCTACTAATGATTTAAATCTAA 

AAGATGAAGTTAGTAAAGCATCAGAAAAAAAAGGTAAACAAATTGCTTCT 

GTGGAGATGATTGGCA 

>Sequence 2467 

AGGTACGCGGGGGCAAACGCCGGGAGTAGCCGAAGGGGACGCCGGGAACA 

GGAATTTCTTCACATGGCTCCTGGAGAAGTGACCATCACAGCACGCCTCA 

TCCGTTCCTTTGAACATCGCAATTTCAAACCTGGAATTGTATCATCCGGA 

GTGAAATTTGGGACCAAAACTGTAAAGGGAATTTTATCGTATTATCTAAA 

AGCAAGAATGTCTCCTTATAAAGGAACCAACACTGCGCACACACACATTA 

CAGTAACATTATTAAAATTATGAGTGCAACTAAAAGATTAATATCAATCT 

AAGGCACATAAAGATCCAAAAGAACATAGATGCAAACTATGCCGTTTGGA 

GGTTTTGGTAAAGAATTGACTGAAAAGAATCTCCCTGTCTTGAAAAGAAA 

GGAACAGCTTACnTCTGTAAAAGTCAAGCCTTGGAATATTCGCCCAAGT 

GAAATACTTGAAAATGTGCCAATTCATTCCTGTGGGAAGAAAGTAATTAT 

TAGTGCAACCTACC 

>Sequence 2468 

CCGGGCAGGTACCCGGGCGTGTGAGGTGTCAGTCTGCCCCTACTTGGGGG 

TGCCT(XCAGTTAGGCTACTCGAGGGTCTGGGACCCACTTGAGGAGGCAG 

TCTGTCCGTTCTCAGATCTCCAGCTGCGTGCTGGGTGCTTGGGAAAAACC 

ACTACTCCCCCCGGCGTACCTCGGCCCGCTCTTAGAACCTAGTGGAATCC 

CCC GGGC TTGCAGGAAATTCTATATTCAAGGCTTATTTGATAACCGGTCG 

ACCTTTTAGGCKjGGGGCACCGTGTAACCCAGACTTTTTTGGTTCACCT^ 

TAAGTGAAGGGTTTAAATTTGCGCGACTTTGGACGTAAATCAATGGGTCC 

AT AGGC TGTTTTTCCCTGTGGTGGAAAATATGTTTATTCCGGCTTCAACA 

AATTTTCAACACAAACATACCGAGGCCCGTGGAGCCATAAAAGTTGTAAA 

AGGCCCTTGGGGTTGCTCTTAAATGAGGTGAAGCCTAAT 

>Sequence 2469 

CACGTAACAGTGCAATCGATCTAAAAAACAATTGATAAATCATGAACTAT 

CAATTGCACAATATAACTATGGATAAATGTAACGAAATAAAGAGATACAG 

ATCAAAGCACATACATAAAGAACTCGGTCGCAGCAATACGACAATCGGGC 

GAATTGTTGCTCCACCACGGCGGCGGCCGCCCGGGCAGGTACGCGGGGAA 

TTCTCTACTGGCGAAACCTGTATCCGGGCCCAACCTGAAAACATCCCAGC 

CAAGAACTGGTATAGGAGCTCCAAGGACAAGAAACACGTCTGGCTAGGAG 

AAACTATCAATGCTGGCAGCCCAGTTGGAATATAATGTAAAAGGGATGAC 

TTCCAAGGAAAAAAGGCCTACCCAACTTGCCCTTCATGCGACCTGGCTGC 

GCCAACCTATGACCTGCACAGAAACAATCAACCTACCAACATGGCAAGAA 

ACGGGCATTAGCAATACAATGGGATGAAGGGAGAACATGGGCAAACCATG 

AAAAAAAGGGCTAGTACATATCTAACAAGGGGCCTTCATAATGGAATGGT 

AAGAAAACCTTGGATTGCTTGAAGGGGCCAAACAGTCAAGGGTATCAACC 

TTACCACCTGGTATCTATGAAAGAAATGGGCATGGCTTCTTAAAAAAAGG 

ACCAAAATGGAAATGGGGGGGAAAAGGAACAAATCG 

>Sequence 2470 
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AGGTACl i rm 1 1 1 1 1 rTTTTTTTTTTTTl 1 CTAAAAGCAAGGTGATCT 

GTGATATTTTCGTCCTTTTGTATGATTCTCTACTTCTTATTCAAGACCTG 

TGATTAAGTTGTGTGTATATTGTCTGTAAAATGAAACAAAAGTAGGTCCT 

AAACATTGTAAGAATATGGTATACTAAAAAGCTTTGAAACCAAAAGAAAA 

TTTAAAAAAACAACAACAACAACAATGTAGAGTACCTCATACCTAACAGA 

C ACTAT AGAAAAGCTGATATTTTTTTCCGTTGAAGTTAGGACATTAGATC 

A TIT l"l G AC A AAAATAG ATTCCTTAAATA AGACATGTTGTCTA ACAGGTA 

TTTACA 

>Sequence 2471 

CCGGGCAGGTACAAACAGGTGCTATCATAATTACCTCTGGGCAACAGGCA 

AAAATCAAGATTGTCCTTAGTAAACCAGGATTCATACCAGGTCATCTGAT 

GTTTAGTATAGCACTCACCCGACTCTGCCTTACATTGCITATTTAAAATG 

TCTGCCTCCCCTTCTAGGTTTTATAAAAGTTCTTGGCTCACAGTAACTCT 

TAGTA TAAGTT TCTGAAATAAACACTTTGTTATCACTTTTGAATTGATGG 

CTTACATTTTTGTTTTGGCATTTAACTTCACATTTGTGCATTCATGTGTA 

TGCATTTCAACTCATCTGCAAGCTTATATCCCTCAAAGTTTGCTGCTGGG 

CT 

>Scquence 2472 

A GGTAC T TTI 11 111 1TITI H nil IT I'l' 1 ' 1'ACATGTATC AATTTATTT 

ACTTT1GGTTTTGCTCATTTTTACTGAAAATATGATTATCTATGTGGTGT 

CATTATTTTTCATCTCAAATAACTTCATTTTTACATAGTGTAGTCCAGCT 

GGAAACGTTTATTTCATGTTTATCTTTTAAATGATATTTTCACTGGATAC 

AGAAACCTGTCTTCTGCCTCGCTCACGCTGGGAGCTGTAGACTGGAGCTG 

TTCCTATTCGGCCATCTTGGCTCCTCCCCACTAATGCTGTTCTTCTAGAC 

ATGTTTGAAATAGGGGCATTGCTATAATGAATGGCTAGCAAGTAGGACAA 

CN 

>Sequence 2473 

ACCGGGCAGGTTCTCTACATCCCTGTATCTCATTGAATCCTAACAATAGC 

CACACAAGCTAGACATAATTATCCCATTTTCCAGGAGAAACTGAAGTTCA 

CAGCATTTACTAACTTCCTCAAATGTATACACCTCAATAAGTGGTATAGC 

CAGAATTTGGACCCCTGTCTGTTTCAAAACCTrTGTrCCAGAACACCAGC 

GGTCTTCAATTCCAGATAAAATTGGTTGCAGAGACCACACCTATGGAATC 

AGGATCTCCAGGAATCAGGGGTTTTCGTTTGTTTTGTGGTTGTTGTTGTT 

GTTGTTG CTGT CAGATGGGGCGAAAACCCGCCTGGACTTTTTATTAATAC 

CATTGCGTTTTCACGTTGAAATCCTCCCTCTTAGCGGCTATTTCTGGTTC 

C 

>Sequence 2474 

AGGTACGCGGGAGGTGTGCTGTGTGTGAGGCGCCTGCCATGGTGATGGCC 

GTGCACAGCCAGACCATTCAGATCCCACCGTGCCCCAGCGGGTGGTCCTC 

GCTGTGGATCGGCTACTCTTTTGTGATGCACACCAGCGCTGGTGCAGAAG 

GCTCTGGCCAAGCCCTGGCGTCCCCCGGCTCCTGCCCGGAGGAGTTTAGA 

AGTGCGCCATTCATCGAGTGTCACGGGCCGCTCTTAGAACTAGGTGGGAT 

GCCCCCGGGCCCTGCAGGGAATTTCGAATATTTCAAGCCTTATCGGAATA 

CCCGTGCGACCCTCGGAGGGGGGGGGGGCCCGGGTAACCCCAAGCTTTTT 

TGGTGTGCCCTTTTTAAGTGGAGGGGGTTAAATTTGCCGCCGCTTTGGGC 

GGTAAATCCATGGTTCATAAGGCTGGG 

>Sequence 2475 

CCGGGCAGGTACGCGGGGAGAGGAGATGCTGCCACCTAGGTTACTTGTAG 

GACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGC 

AGGAAAATGGTAGCTGAGACCAATGATGCTGACCTCCCTCAAAAGCTGCA 

TTTCTGAATTTCTGAAGGCAAACTGTCTGCCTATATTGTACAGCAAAATA 

ATTTCCTGTATTAAAACGTTTTTATTGCTCTAAAAAAAAAAAAAAAAAAA 

AAAAAAAAAAGTACCT 

>Sequence 2476 

GGGGTAGGATGGGAAGCCGTGGGGCAAGGGAGGTTGCAGGAAGCCCATCC 
TTCCCCTCCTGCGGCAGGTACCT 
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>Sequence 2477 

CCGGGCAGGTACCCTGCAGGTAGGCATTTAAATTGGTGCAACCGCTTTGG 

ATTGCTGCTTTGTAGTATCTGGTGCAACTGAAGATGAACATGCCCTGTGA 

CACAGCAACCGCACTTCTAGGTCAATACCCTAATTATATTCTTACTGTGG 

TTCACAAGAAGGTATGTAAGAGGTCATTGCCTGAGCACTGTTTAGAATAG 

GGGCAAACTGGAAATCCTCTAAATGTCTGTCAATGAAGGAATAGATAAAT 

TGTAATATGTTCATATAAAATACTGCATAAATAAGTGAAATTTATAAATG 

TACCT 

>Sequence 2478 

CCGGGCAGGTACTGCTGGTTCGGGCTGCCATAAAAAGCACCACAGACGAC 

ATGGCTTACACCACAGAAACTCATGTTCTCCCAATCCTGGAAGCTGAAAG 

TCCAAGATCAAAGTGTTGTCTGGGTTGGTTTCTTCCAAGACCTCTACTGT 

TGGCTTACA GATG ATTGTATTCAGTTCACATGATGTTCTTCTATGAGTGC 

CTGTGTCGATTTTCTGTTCTTATAAAGATATCAGTCAGATTAAATGATGG 

TTCACCCAAATGACTTCATTTCACCTTAATTACTTCTCTAAAGGCTCTAT 

CTCCAAATACGGTCACATTGTGAGTTTCTCAGGGTTAGGACTTCAACATG 

TATATTTGAGGAAGTGGAACACAATTCAACCCATA 

>Sequence 2479 

CCGGGC AQGTAC T TT 1 T 1 nTTTTTTI r TTTTTTAGG I ' 1 TTTTT T T TT TT 

i m i i 1 1 1 n 1 1 1 rnn rm rnrn i rTTTTTTTTrn i mrm 

TCCTAATTTTAAACAAGGTATAAAGAAAAACCTCCTTTTTCCCCCCAGAG 

AACCCCCTAAGCCCCCAAAAAAAGAACGTGAGGACAGGGCTCCTGCTGCG 

CAGGCATAAAGCATCCAAGAGTCTGCACATACATGCCACACACTAAAAAA 

AAAAAAAAATTCCAGCCACACGGAACATCTGGGGGGGGGGGGAAACCCAA 

AAAAAAAAAAAAGCATTTCCCAAAACAAAAACAGGGCGTCAAAAAAAAAA 

AAAAGGGAGGTTCCCGCCCAGGCGGGCCCCCAAAAAAAAAAGGGGCCCCC 
CCCCC 

>Sequence 2480 

C CGGGCAGGTAC1 i 1 jT IT I rTTTTTTTTI nT TTTT G I I I 1 1 1 1 1 ITTT 

CT1 1 1 mTTTATI 11 1 nTTTT I' A ATTATAAAGGCC A ACC AAAAA AATA 

ATTTAAAAAAATCCAGGCCAAATTTAAAAAAAGGTGTCAAAAAAACTCCA 

AGAAAAAAAGCAGAAACACCAATTGCCCAAACAAAAAAAATCCCATGGCC 

GAAACCTAAAAAAACTTTACCAAAACCCACTGGGAGTTTCGGAAAAACCT 

ATAAAACCAACAGCAAAGGAAAGGGGTGTAAGACTAAAGATTATTTTTAA 

ATAAAACCCAAAGCTCTTCCCAAAAGGGAAAAACCCCACGGGAAACCCCG 

GGCGCGTTCAAAAAACTAGGGGAATCCCCCGCGGCCCCTCGGGAAATTTC 

AAAAATCAAAGCTTAACC 

>Sequence248l 

AGGTACA TCCTG GATGGATGAGAATGGGCACCATATTTTTTATGAATATA 

TATTTTTCTTTTTTTTGTT1TCTACAGCACCAAAGAAATTCAAATAGG 

AAGGAGAGTTGAGAATTGGGAATCAAGAATCAGCCCTGTTTCCATCTTAG 

CCACACCAACTTATATCTTTATGATTTTCAAAGCTTTTGCCATGTGATTC 

TGCCCCCACAAAGGCATCGNGTATTCTCCTTAAATGGTACCCCTGACCCG 

GGCGGACCGCGTCGGAATACCGAGT 

>Sequence 2482 

AGGTACGCGGGACTGTTATTCTCTCCAAAGCTTACCCAGCAATAGGAACT 

CCCATACCATTTGATAAAATTTTGTATAACAGGCAACAGCATTATGACCC 

AAGGACTGGAATCTTTACTTGTCAGATACCAGGAATATACTATTTTTCAT 

ACCACGTGCATGTGAAAGGGACTCATGTTTGGGTAGGCCTGTATAAGAAT 

GGCACCCCTGTAATGTACACCTATGATGAATACACCAAAGGCTACCTGGA 

TCAGGCTTCAGGGAGTGCCATCATCGATCTCACAGAAAATGACCAGGTGT 

GGCTCCAGCTTCCCAATGCCGAGTCAAATGGCCTATACTCCTCTGAGTAT 

GTCCACTCCTCT 

>Sequence 2483 

CCGGGCAGGTACCGTTCCTCCAGTGCCCAGAGATGCTCTCCGCACCAAGC 
CACAGATGTGGAGGAGGCAGGTAGGGGGTCAAAGAGGGGTGGTATCGGTT 



Page 523 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



ATTCAGGAC 11 1 ' 1' IT1 " 1"1 1 "1 'CTTA AATATCCTGTGCTTCTTTCAATC ATT 

TGAACKjTAAAACCAGGTCCTGTGAGTGGTAAACTGATTTTTGGTTCTTAT 

GAAGGGATTATTCTCTGTGTAAATATTTGTTAACTTGGTGTCCTTGCAGG 

GTAGACGATCAGCGAACCTTTCTGTTCCACCATGGTTGCTCCTGTCATTT 

TAGACCTAATATGTTGACTATAAGTGTTTCCCTCTGGAAGTATTGACTAT 

ATCTGCATCAATACTT 

>Sequence 2484 

AGGTACGCGGGTGGGCAGCCGGAGAACAACTACAAGACCACGCCTCCCGT 

GCTGGACTCCGACGGCTCCTTCTTCCTCTATAGCAAGCTCACCGTGGACA 

AGAGCAGGTGGCAGCAGGGGAACGTCTTCTCATGCTCCGTGATGCATGAG 

GCTCTGCACAACCACTACACGCAGAAGAGCCTCTCCCTGTCCCCGGGTAA 

ATGAGTGCGA 

>Sequence 2485 

GGGGCCTAATCACT 

>Sequencc 2486 

AGGTACGCGGGATAATTAACAATTTGTGGAAATTGAAAAAGCATAAACTG 

TGTTATTTGATTAGTAATATGTTCCCTTAAAATTCATTTTGAGGTGTATG 

7TATACACACAGTAAATTTTTGTTCAGGAATGAC7TGCTCATTCTGTGTT 

TTTAAAAATAGGAAATGAGGCATAGTGAGTCATCATTACATCAATTAACC 

AAAAAATATTTCATCCCCTCCGTCACTGAAATTATCTACTTCAGCCACCT 

TTCTTATTCTCGTGTTAGGAGGGCACGTTTATGGACTTTTTAATTTCCAT 

GTGCCATATTGTCCACTACCGGCAGTAGCCAAAGCTAGCTGTTTCAGTCC 

CACAGAAGAGACAGTGCTCTGCCAT 

>Sequence 2487 

AGGTACGCGGGGGTGCGATTCGCATATTCCGCGAGATCATCAAGCCAGCA 

GAGAAATCCCTCCATGAAAAGTTAAAACAAGATAAGCGCTTTAGCACCTT 

CCTCAGCCTACTTGAAGCTGCAGACTTGAAAGAGCTCCTGACACAACCTG 

GA GACTGGAC ATTATTTGTGCCAACCAATGATGCTTTTAAGGG AA TGACT 

AGTGAAGAAAAAGAAATTCTGATACGGGACAAAAATGCTCTTCAAAACAT 

CATTCTTTATCACCTGACACCAGGGAGTTTTCATTGGAAAAGGATTTGAA 

CCTGGTGTTACTAACATTTTAAAGACCACACAAGGAAGCAAAATCTTTCT 

GAAAGAAGTAAAT 

>Sequence 2488 

AGGTACGAAAGAGAGACAAAAGGGTTCTCTTGGAAACAAGAAGAGTGACT 

CCAGATGTGGCCTGAATAATTGCCATGTTAAGTTAATGCAAAAGATCAGA 

ACAGGGCTACATTTGCACAGGCAGTTTCTCTCCGGGCCGTAGTTTTCACT 

GATGATCACCTTTCACAGCATTTTCCCCAACCAGCATTTCACTTAGTCTT 

CTCTATACCCAGCACCTCCCCCGGCATCCCCCGGCAAGGCCCACTTATCA 

CTTCCGACTTTCCAGACGTGGGCATTCCGTGGAGAATTCTGTGCCACATT 

AGGGCGAAAGCATGGGAGAACCACTGAAGATGCAGCCAGGATGGGGTTCT 

GGAAAGAAAGCATGCCTCTGGGAATACACAGCCTTCCT , 

>Sequence 2489 

CCGGGCAGGTACGCGGGAGCAGAAATGATTGCACTATTGATAAATTCCGA 

AGGAAAAATTGTCCATCTTGTCGTCTTCGGAAATGTTATGAAGCAGGGAT 

GACTCTGGGAGCCCGGAAGCTGAAGAAACTTGGTAATCTGAAACTACAGG 

AGGAAGGAGAGGCTTCCAGCACCACCAGCCCCACTGAGGAGACAACCCAG 

AAGCTGACAGTGTCACACATTGAAGGCTATGAATGTCAGCCCATCTTTCT 

GAATGTCCTGGAAGCCATTGAGCCAGGTGTAGTGTGTGCTGGACACGACA 

ACAACCAGCCCGACTCCTTTGCAGCCTTGCTCTCTAGCCTCACTGAACTG 

GGAGAGAGAC 

>Sequence 2490 

CCGGGCAGGTACTTTTTTTTTTTTTn 11 1 rTTTTTTTGGGTTTCTGGTA 

ACTTCAAAGCTCCCTAAGTCACTAACCTTTCTTCGCCCCTCCTCCACTAA 

GGGGCTGTCAGGAAGCATCAATTTCAGAAAATCTTCTTTAGACAGAACAT 

ATTGAGTCTCTGCAACAGCATCTCCCACCACTGTCTGATGCTGAGTTGCT 

GTGGACATGANCGCCCAANCTCACTTATACAGTCCCGGGGACAGTTCAGG 
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TCATCTTCATGGCTCCCTCGGCGCGGGTGGGCCTGCACCTGCCGGATTTT 

CTTCCAGGCCGAGTGACATATTTTGTGTCAACTGACCCCATATGTCTGTC 

GGAAAGGGACTCTTGGACACTGGGACCCCGTGGAACACTGATTGTTCCGC 

TTGCTTGTG 

>Sequence 2491 

AGGTACTTTAATAGCTCAAACTCAGAGTCATCGTGCTCCCAATTCCAAAG 

AGATTCCTAAAAGAGGCAACTT 

>Sequencc 2492 

AGG TACA AGTGGATACCCCAGAATGACCTTCTAGGTCATCCAAAAACCAG 

AGCTnTATAACTCATGGTGGAGCCAATGGCATCTATGAGGCAATCTACC 

ATGGGATCCCTATGGTGGGCATTCCATTGTTTTTTGATCAACCTGATAAC 

ATTGCTCACATGAAGGCCAAGGGAGCAGCTGTTAGATTGGACTTCAACAC 

AATGTCGAGTACCTGCCCGGGCGGCGCGCTCTAGAAAACTAGGTGGATGN 

NNCCCCGGGCTGCGAGGAANNTTCGATTATCAAGGCTTATTCG 

>Sequence 2493 

AGGTACGCGGGGAGTCTTCACTGCTCTGCGTCCTGTGCTGATAAAGGCTC 

GCCGCTGTGACCCTGTTACCTGCAAGAACTTGGAGGTTCACAGCTAAGAC 

GCCAGGACCCCCTGGAAGCCTAGAAATGGGACCACTGACATTTAGGGATG 

TGAAAATAGAATTCTCTCTAGAGGAATGGCAATGCTTGGACACTGCGCAG 

CGGAATTTATATAGAGATGTGATNGGTTAGAGAACTACAGGAAGACCTGG 

GTCTTTCCTTGGGNTGATTGCTGTCTTCTAAGACCAGGAACCTGGATGCA 

CCTGGGCTTGGAGCCAAGGGAAAGGGAGGCCCTGGNANNATCTGAAGAGA 

ACATGAGGATGGTTAGAAACAAAGACCCCAGGTTATTGTGTTTCTCAT 

>Sequence 2494 

aggtacccccagtgatgggacatggtcgcgctggcggtcggggcagggca 

ggaatcggcaccgatctggcggcggcggcttgggcgcctgcactgtgtgt 

ccccgcgtacgcggggaattcagaaatcactacaagcagcattaagactg 

aagttggaatattctgttgaccataaaaccttgatatcattctgtgtata 

tagaatgtaaaaggaatattacagtgttaactgccatatatgtaatatac 

ac aaac tcaattagcattgtaatggccaaatck:attcccccatgcttttc 

tgttttcaaaaaaattgaaaaacaaatcaactcttatccccaacagctgc 

ctaattttaggagtctga 

>Sequence 2495 

AGGTACGCGGGACCAGTCTTGAGAGGTGGCCAGCCAGACTGCCTGTCCAC 

ATGCGTGTCAGCACATACAGCCGCTTCCTGGAAGCCGCCTGGAATGTCTT 

CACGGCAGCGTTTTGCTCACACAGCAGCTTTTGCACGCCCCAGGCAGCCC 

CGACTGCTGAAATCCAACTTGAGCTGGCTGGTGGTCCCTGGATCCTAGAG 

CCCTTCACTTCGGGTTACTCCCTCnTTCTTGGCCTCTA>WTTTCTTAGTT 

GGAAGAAANNATAAACTCACAAATGTGATGGTGCAGTTAATTTTTTCCGG 

GGGAAAGTTAATAGCCCTCAGGGAATGGGCCCACGCCTTTGCTGTCCAAA 

GGCCTTTGTGCTCTGGAGACCTCTTGAAGTTCTTAAGATT 

>Sequence 2496 

AGGTAcrrnrnrrr m n n n urniTATrTrn rrn-n' mr r 

I I TTTTTI ICTTTGGGCAACACTTTATTGGGAAAGATTTACACACGGGGA 
CCTGTCATAGGCCAAGCGATGAAAAAAGGGCGCCAGGAGCGCTGGGGTCC 
CGAGGGGGCTCAAATGGAAGCCATGGGA 
>Sequence 2497 

TTTGAGAAGCCAGCGCTCACCCACCCGGGGTCTCTGTGCATTGACCTTTG 

GGTGCTGACTTGGAGAAAAGCACAAACACGACCAGTCCCATCCTGGCTCC 

CGTGGGGCTTCTTCTATCTACGCATTGTATCGACTGCATTAGTTGGACTA 

AGATGATGACTCAGTTAAAGGAGGAGACAAATGCTGACTGTCTAAGCAAG 

AATGGCCCAAGCTGGCAAGAAAAAGCACACTGCATACATCCCGCGTACCT 

>Sequence 2498 

CCGGGCAGGTACTGAGTCAAGGACGTCTTTAACGTCATGGACGGCTCCTT 

TACCCACGCTTTCTAGATCTTCGACTGCATCTTTTCCTAGTTTTCCGAGT 

CCCCCCACAGCTTTTTTTGCTCCGTCTAGGCCTTTTTCCAGAAGGCTGGA 



Page 525 
of 685 of Table 3 



WO 01/51628 



PCTYUS01/00798 



Table 3 



TCTCTGCTTCCTTGGCTTTGGTGCCTGTCTGGCTAACCCTGGGTCTTCAC 
CTGCATTTTCCTTTTGAGCTGCTGATGCTTCATGGCAAGGGGTTACCCCG 
ATACCTGGGGGCAGACCCGCGTACCCTA 
>Sequence 2499 

CCGGGCAGGTACGCGGGACTCAGAAGCTTGGACCGCATCCTAGCCGCCGA 

CTCACACAAGGCAGGTGGGTGAGGAAATCCAGAGTTGCCATGGAGAAAAT 

TCCAGTGTCAGCATTCTTGCTCCTTGTGGCCCTCTCCTACACTCTGGCCA 

GAGATACCACAGTCAAACCTGGAGCCAAAAAGGACACAAAGGACTCTCGA 

CCCAAACTGCCCCAGACCCTCTCCAGAGGTTGGGGTGACCAACTCATCTG 

GACTCAGACATATGAAGAAGCTCTATATAAATCCAAGACAAGCAACAAAC 

CCrTGATGATTATTCATCACTTGGATGAGTGCCCACACAGTCAAGCTTTA 

AAGAAAGTGTTTGCTG 

>Sequence 2500 

AGGTAClll TTITTTTTTTn TI'HTITlTrrTATTGCAAGGACTGAGGC 

TGGAGCTCCACTTAAGTGGTTTGATCCAAACTGGAAAAGCAACTTCCAGC 

AAGGAACATCCAGATAAACCCTTTGCGGAACAAAAGAGTGGGCCCCCTCC 

T GACCA CAAAGATGGAACCCGCTCTCCTTGATACAATCCACGAATTTACA 

TCTTTTAATCGGCGTGTCCACTTCAGGGCCTAGGGCGTAGTTCAGAAAAA 

ATGTACACCCCTTTCCACACATTGTGTGTAAGCCAGGAATATTATGCTTC 

AACCCACCGGGCGTGACNCCCTATGTTAGATTCTGGGGGGTATTGCACTG 

GGGGGAGGCCACTGTGTCAAACTTCCTATGANCGTGTCCGACGGAAAACT 

TTCACTGGNAGGCTTG 

>Sequence 2501 

AGATTTGGACCCTATACACT 
>Sequence 2502 

AGGTACCACCATGTGGGACTCCAGGCACCATCTGTTCTCCCCAGGGACCT 

GCTGACTTGAATGCCAGCCCTTACTCCTCTGTGTTGCTTTGGGCCACCTG 

GGGCTGCACCCCCTGCCCTTTCTCTGCCCCATCCCTACCCTAGCCTTGCT 

CTCAGCCACCTTGATAGTCACTGGGCTCCCTGTGACTTCTGACCCTGACA 

CCCCTCCCTTGGATTCTGCCTGGGCTGGAGTCTAGGGCTGGGGCTACATT 

TGGCTTCTGTACCTGCCCGGGCGGCCGCTCG 

>Sequence 2503 

CCGGGCAGGTACTATGATCCAAACACCAAAAGCTGTGCAAGATTCTGGTA 

TGGAGGTTGTGGTGGAAACGAAAACAAATTTGGATCACAGAAAGAATGTG 

AAAAGGTTTGCGCTCCTGTGCTCGCCAAACCCGGAGTCATCAGTGTGATG 

GGAACCTAAGCGTGGGTGGCCAACATCATATACCTGTTGAAGAAGAAGGA 

GTCAGCCATCGCCAACTTGTCTCTGTAGAAGCTCCGGGTGTAGATTCCCT 

TGCACTGTATCATTTCATGCTTTGATTTACACTCGAACTCGGGAGGGAAC 

ATCCTGCTGCATGACCTATCAGTATGGTGCTAATGTGTCTGTGGACCCTC 

GCTCTCTGTCTCC 

>Sequence 2504 

CCGGGCAGGTACi i I I I i ri I'l riTTTTTTTrTTTTT-nCTGCCCAACGA 

AATTATTTATTGCTGTCAGGAGGCCCAGGACCCTCCAGACTGAAGAGTCC 

ATGGGCCCCTGTGCATGTGAGAGCTACACAGGGAATCGCTGTCACCTTCC 

AAGGATAAGCAGACAGGGCCACACATGCCATGGCCAGTCGGTGCACAGGG 

GCCAGGCTGTGCCCAGAGGACCCAGGCTATCCAGGCTTGCATTTCCAGAG 

TTGCCTTACGTGGAGGAGACCCCACATGCTTGTGATGGGCAAGCCCTCAT 

AGGCTTTGCTTGTGGGATGTGGGTGCNACTTTGCTTCAGTGAAGAAAGAA 

ATGTCTCTGGGNTCGCTCTGAAGGGGACAATTGTNATCTATCAGGAAGGG 

GCCT 

>Sequence 2505 

AGGTACTCAGAAGTGTCCTGGAATGGGGCCCATGAGATGGTTGTCTGAGA 

GAGAGCTTCTTGTCCTACATTCGGCGGGTATGGTCTTGGCCTATGCCTTA 

TGGG 

>Sequence 2506 

TGACACTGCAGTGAAGGGCATGCTAAGTCTAGGCACAGGTCCTGGCAGCA 
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GGAAGGAGACAGAGCCTCTCCCAGGCACACAT 
>Sequence 2507 

CCGGGCAGGTACACCACCAAAGACCAATAATAAAAAAGAAGGTTCCAGGG 

AGGGCATGACCTCTGAAATTCCCCATGATCTTTGGGTGTTTAAATCCCAT 

TTTCCCTTCTGAGTCATTGGTCATCCTTGGTCTCAGTAGATCAGGCACGT 

TAGAACTGTGGCAGAAGAGATAAGAATGAAGCAGCCAAAATTGAGCCTTT 

GCTTCTTAGGTAATGCTGAAAAGTTTCACACTTTTACCTCTGCCTGAGTC 

CCCCGCGAATCATGCGTACCT 

>Sequence 2508 

AGGTACGCGGGGGGGAAACATGCATAAGTGCCAATCCTTTGAATGTTCCA 

CGGAAACACTGGTGGACAGATTCTAGTGCTGAGAAGAAACACGTTTGGTT 

TGGAGAGTCCATGGATGGTGGTTTTCAGTTTAGCTACGGCAATCCTGAAC 

TTCCTGAAGATGTCCTTGATGTGCAGCTGGCATTCCTTCGACTTCTCTCC 

AGCCGAGCTTCCCAGAACATCACATATCACTGCAAAAATAGCATTGCATA 

CATGGATCAGGCCAGTGGAAATGTAAAGAAGGCCCTGAAGCTGATGGGGT 

CAAATGAAGGTGAATTCAAGGCTGAAGGAAATAGCAAATTCACCTACACA 

GTTCTGGAGGATGGTTGC 

>Sequence 2509 

AGGTACTTITTTTTTTTTTTTT^ 

CTTCATTTCATTCATTTGATCTTCAATCACTGATACCCTTTCTTCCAGTT 

GATCGAATCGGCTACTGAGGCTTGTGCATTCGTCACATAGTTCTCGTGCC 

TTGGTTTTCAGCTCCATCAGGTCCTTTAAGGACTTCTCTGCATTGGTTAT 

TCTAGTTAGCCATTCATCTAA 1TTI 1 111 CAAGGTTTTTAACTTCTTTGC 

CATG GGTTC GAACTTCCTCCTTTAGCTCAAAGTAGTTTGATCGTCTGAAG 

CCTTCITrTCTCAACTCACCAAAGTCATrCTCCATCAGCTTTGTTCTGTT 

GCTGGTGAGGAGCTGCGTTCCTTT 

>Sequence25lO 

TGTCCTCAGATCTCAGGCTGCTCAGCTCCATGTAGGCTGTGTCTGTAGAT 

GTGTCCTCGGTCATGGTGACTCTGCCCTGGAACTTCTGTGCGTTGATTGT 

TTCACCATCTTCAGGATCAAAACCTCCCTTCCACTCAAGCCCTTTTCCAG 

GAGCCTGTCGCACCCAGTGCATGGATAATTCAGTGAGGGTGTATCCGGAA 

ACCTTGCAGGAGACCTTCACTGAGGCCCCAGGCTTCTTCACCTCAGCCCC 

AGACTGTACCT 

>Sequence 25 1 1 

CCGGGCAGGTACCAAGGCTTAGAGGTCAGACTGAGGAAACAAATGCTTCA 

CAGAGTCCTCAACCCATGACCATGAGTTCTTTAATAAGTAAGTGTGTGTG 

TGTGTGTATGTAAAATATGTGAGGCCCTCTAACGCCTCTTTTCTACGGTA 

GAACAAAGAGAAACTTCAGTTTTTGCCATCAATTTATTAAAATAAACATG 

TATAGCAGGTTTCAACAATTGTCTTGTAGTTTGTAGTAAAAAGACATAAG 

AAAGAGAAGGTGTGGTTTGCAGCAATCCGTAGTTGGTTTCTCACCATACC 

CTGCAGTTCTGTGAGCCAAAGGTCTTGCAGAAAGTTAAAATAAATCACAA 

AGACTGCTGTCATATATTAATTGCTAGAAAGC 

>Sequence 2512 

CCGGGCAGGTACCATTGGTGGCCAATTGATTTGATGGTAAGGGAGGGATC 

GTTGACCCTCTCTGTTATGTAAAGGATGCGTAAGGATGGGAGGGCGATGA 

GGACTAGGATGATGGCGGGTAGGATAGTTCAGACGGTTTCTATTTCCTGA 

GCGTCTTGAATGTTAGTATTAGTTAAGTTTTGTTGTGAGTGTTAGGAAAA 

GGGCATACAGGACTAGGAAAGCAAATAAAGAAAATGATTATGAGGGCGTG 

ATCATGAAAGGTGATAAGCTTCTTCTATGATTGGGGGAAGTAAGCGTCTT 

GTAAAACCTACTTGCGCTGCATGTGCCATTAAGATATATAGGGATTTTAG 

CCTATAATTTAACTTTTGACAAAAGTTATTAAAATGGGTTTTTTCCAATA 

CCTTTCCCGCGTACCTTCGG 

>Sequence 2513 

CCGGGCAGGTACCTGTCCTAGCAGTGGCAATCTTTTGGGGTCCCCTAAAA 
TAAAGAAAGGCTTATCTCCACACTGTAATGGTAGTGATTGTGGATATTCA 
TCTAGCATGGAAGGGAGTGAAACAGGTTCTCGGGAGGGTTCGGATGTTGC 
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CTGCACTGAAGGCATTTGTAATCATGATGAACACGGTGATGACTCTTGTG 

TTCATCACTGTGAAGACAAAGAGGATGATGGTGATAGTTGTGTTGAATGT 

TGGGCAAATTCTGAAGAGAACGACACAAAAGGAAAAAATAAAAAGAAGAA 

GAAGAAAAACAAGATACTGAAATGTGATGAACATATCCAGAAGCTTGGAA 

GCTGTATTACAGATCCAGGTAATCGAGAGACCTCAGGAAATACCATGCA 

>Sequence 2514 

CCGGGCAGGTACTGCGGCGGGTAGGCCTAGGATTGTGGGGGCAATGAATG 

AA GCGAA CAGATTTTCGTTCATTTTGGTTCTCAGGGTTTGTTATAATTTT 

TTATTTTTATGGGCTTTGGTGAGGGAGGTAGGTGGTAGTTTGTGTTTAAT 

ATTTTTAGTTGGGTGATGAGGAATAGTGTAAGGAGTATGGGNGGTAATTA 

TGGTGGGCCATACGGTAGTATTTAGTTGGGGCATTTCACTGTAAAGAGGT 

GTTGGTTCTCTTAATCTTTAACTTAAAAGGTTAATGCTAAGTTAGCCTTT 

ACCAGTGCCCGCGTACCTTGGT 

>Sequence 2515 

AGGTACGCGGGGATCCTTAAAGAAGGTGTGGGGTCTTTCCCAACCTGAGG 

ATTTCTGAAAGGTTCACAGGTTCAATATTTAATGCTTCAGAAGCATGTGA 

GGTTCCCAACACTGTCAGCAAAAACCTTAGGAGAAAACTTAAAAATATAT 

GAATACATGCGCAATACACAGCTACAGACACACATTCTGTTGACAAGGGA 

AAACCTTCAAAGCATGTTTCTTTCCCTCACCACAACAGAACATGCAGTAC 

CTGCCCG 

>Sequence 2516 

AGGTACCTGGTGCTTTGGGGGAAGGGAAAGGAAGGCCTGGATGAAATGGC 

ATTGCACCATTTTGGAAGGAGAGAATCCTCAACCGGGTCACTCCGGTTCC 

TGGCAGGCACCGGGGATCCTGACCTGGGCCCACTTTTGGTGGGGATAATT 

CCTGGTTTTTACTTCCTGTTTGAAAAGGGGGCATGGAAAGTGTAAGTTGA 

AAAGATGAGTGCGGGGCTCATCTATCCCTGGAATGGTCTTTTCCCACAAT 

CCCTGACACAAGAATATGGAGCCATACAGGGAATTCTTGAAAGAAATGGG 

GTTCTCTTTGCCCACCTCCCCAAGTAAAAAGATTA I TTTTTTT1 A AA A A A 

AAAAGGGTAAAATCTAAAACTTGTGGCTTTTATCCTTGAATATTGAAAAA 

TACAGGACAGCCAATAGAAAAAAATTTTAAAAAATTAAACTG 

>Sequence 2517 

ccgggcaggtactggatgtcaggtctck:gaaacttcttagattttgacct 

cagtccataaaccacactatcacctcggccatcatatgtgtctactgtgg 

ggacaactggagtgaaaatttcggttgctggcaggtccgtgggaaaatca 

gtgaccagttcatcagattcatcagaatggtgagactcatcagactggtg 

agaatcatcaatgtcatctacatcatcagagtcgttcgagtcaatggagt 

cctggcctgtccacatgggtcgtcatcatcttcatcatccatatcatcca 

ttgtggtcatggcttttcgttggacttacttggaaagggtcitcttgttt 

aaagtcatttggtttctttcagaaggacacaggcattctgtggggctagg 

aagattctgct 

>Sequence 2518 

CCGGGCAGGTACI H r T TT TTTTl ITTTTTTTriTGGCTTTTATCCTGTT 

TGTTGTTCTCTGAGCITCCTGAATCTGTGGTTTCGTGTCACATATTAATT 

TAGAAAAATCTCATTCATTATTGCTTTGAATATTTCTTCTATTCCTTTCT 

CTCTTTCCTCTCCrrCTGGGGTTCCACTATGCATACTTACATCTTTTATA 

GTTGTCCCACTGTTCTTGGATATTCTGTTCCTTTTTTATTCAGTCTTTTT 

CCCTTTGCTTTCATTTTTGGAAGTTTCTCTTGAAATATACTGAAGCTCCA 

GATTCTTTCCTCACCCACATCCAGTCTGCTAATGAGGCTTCAACACCATG 

CTTCATTTTTGGTAGTTTCHTGACnCTAGAATTTT^ 

TTAGACTTTCCATTA 

>Sequence 2519 

CCGGGCAGGTACI rTTTTTTTTTI 1 r iT l Trrn'riTTTCTCGTATCTTA 

TAGGCCAGGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGTC 

GAGACAGGCGGATCACGAGGTCAGGAAATCGAGACCATCCTGACCAACAT 

GGTGAAACCCCGTCTCTACTAAAAATACAAAAAAATTAGCCAGGCGTGGC 

GGCAGACACCTGTAGTCCCAGCTACGCAACTGTGCCACCTCAGAGAAGTA 
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GATTTTTAAACAAACCCAATTTTCTCTTGCTGTTAACAACACTGAAGACT 
AGTACCAGAGGAGTGAAAGTGTGGGTTAAGAGCCTTAAAAACTTGTGGAA 
AAGGGCTCGATGCCAGTGGAGAGCACTTATTTA 
>Sequence 2520 

CCGGGCAGGTACAGAAGGGCCATGCTGTTATTACTCTTACACAAGGAGGC 

AGCCCTCGAGCCACAGGGTCCAGCTGTTGGCTATAATAGCCTACCGGTCT 

CTGATGATCACCATGTTTCTGGAATTCAAGCCAGGAAGAAGCAGCAATCT 

GTCTTCTGGATTAAAACTGAAGATCAACCTACTTTCAACTTACTAAGAAA 

GGGGATCATGGACATTGAAGCATATCTTGAAAGAATTGGCTATAAGAAGT 

CTAGGAACAAATTGGACTTGGAAACATTAACTGACATTCTTCAACACCAG 

ATCCGAGCTGTTCCCTTTGAGAACCTTAACATCCATTGTGGGGATGCCAT 

GGACTTAGGCTTAGAGGCCATTTTTGATCAAGTTGTGAGAAGAAAT 

>Sequence 2521 

CCGGGCAGGTACTTTTTTTTTGTTTTTTTTTTGTT^ 

TGAGATGGAATTTCGCTCTTGTTGCCCAGGCTGGAGTGCAGTGGCGTGAT 

CTCACCTCACCGTAACCTTCCTGCTTCAGCACTTCCAATGTAGCTTGGGA 

TTACA GGGTGC ATTGCCACCCATAGCCTCKjACTAAGTGTTATTTATTTTT 

TTAAATTTTTTGTATTTTGTTCCCTAAAAGGACGGGAGTTnTCTCCCAT 

TGTTTGAATTCAGGGCCTGGTTCTTAGTAATTTCCTCCAAACCGTCATGG 

TTGATTCCCAGCCTCACCCTCAAGTCCTTCCTCAAGAATTGCTTGGGAAT 

TTACAAGGGCTG TTGAACCCAACCGGTGACTCCAGACTTTCTGCTTGTTG 

TTTTTTTTCTTTTAAAATAAACCTGGTGCCTTTTGCTTTAATCATCTTGT 

ACAGAAGGCATCTTTAATTCAACATT 

>Sequence 2522 

AGGTACCTGTGAATTGGACATCTGTTGTTTGCAGATGTAATTAAGATGGG 

TCATACTTAAGTAGTGTGGGCCTCTAATCCAATGTGACTGGAGTCCTACT 

AAGGGAGCAGGGTCAGAGGCAGACATGGGAGAATGCCATGTGATGACGGA 

GGCTGAGATTGAAGTGTTGCAACTGCAATCCAAGGAATGCCAACATTTGG 

TGGCCACCATGACAAGGTAGAAGGAGGCAAGGAAGGCTCCAACCAGTGTC 

TCAGAGGAAGCATGGCCCTGGTGACATGCTGAGTTTACGCTTCCAGCCTC 

CAGAGCTATAAGAAGGTAAATGGTCTGTTTTCTGGGGGTTCCCTGTTACA 

GCAGCCTTAAAAAATCATTGCAATATTTGACCTACAA 

>Sequence 2523 

AGGTACCGCATTCCTACTTCATTGCCCCTGATGTAACTGGACTCCCAACA 

ATACCCGAGAGTAGAAATCTTACAGAATATTTTGTTGCCGTGGATGTGAA 

CAACATGCTGCAGCTGTATGCCAGTATGCTGCATGAAAGGCGCATCGTGA 

TTATCTCGAGCAAATTAAGCACTTTAACTGCCTGTATCCATGGATCAGCT 

GCTCTTCTATACCCAATGTATTGGCAACACATATACATCCCAGTGCTTCC 

TCCACACCTGCTGGACTACTGCTGTGCCCCAATGCCATACCTGATTGGAA 

TACACTCCAGCCTCATAGAGAGAGTGAAAAACAAATCATTGGAAGATGT 

>Sequence 2524 

CCGGGCAGGTACGCGGGGAATGGGGAAAGACAATCATTGAATACAAAACA 

AATAAGCCATCACGCCTGCCCTTCCTTGATATTGCACCTTTGGACATCGG 

TGGTGCTGACCAGGAATTCTTTGTGGACATTGGCCCAGTCTGTTTCAAAT 

AAATGAACTCAATCTAAATTAAAAAAGAAAGAAATTTGAAAAAACTTTCT 

CTTTGCCATTTCTTCTTCTTCTTTTTTAACTGAAAGCTGAATCCTTCCAT 

TTCTTCTGCACATCTACTTGCTTAAATTGTGGGCAAAAGAGAAAAAGAAG 

GATTGATCAGAGCATTGTGCAATACAGTTTCATTAACTCCTTCCCTCGCT 

CCCCCAAAAATTTGAATTTTTTTTCAACACTCTTACACCTGTTATGGAAA 

ATGTCAACCTTTGTAAGAAAACCAAAATAAAAATTGAAAAATAAAAACCA 

TAAACATTTGCACCACTTGTGGCTTTTGAATATCTTCCACAGAGGGAAGT 

TTAAAACCCAAACTTCCAAAGGTTTAAACTACCTCAAAACACTTTCCCAT 

GAGTGTGATCCACATTGTTAGGTGCTGACCTAAGACAGAGATGAACTGAA 

GGCCTTGTTTTGGTTTGTTCATAATACAAAAGTGCTTATTTAATGTATTT 

CAGATACTTGAAGAATGTTGATGGTGCTAAAAGAATTGGAGAAGAAATAC 

TCCTGTATTGAGGTGGATCGGGTGGGGATTTTTTAAAAAAATTGGATTAA 
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CATTCATATTTTCCATCTTATTCCATATAAAAGTTTGCGAATATTTGCCC 

AAAGTTGTCCTCTTTTAG 

>Sequence 2525 

CCGGGCAGGTACCAACTAACCTCCCGCTCTTTATCTCCCCAACCTTCCCA 

CTCCCCAGCCTCTAGTAACCATTATTCTCCTCTACCTGTGAGTTGATTTT 

GACCTCCCACATAAGAGAATGTGGCAGTATTTGTTTTTCTGTGCCTGGGT 

TATTTC ATTTA ACATACTGTCCTCTGGTTCCATCCTTGTTGTTGCAAACG 

ACAGGATTTTGTTCTTTTTTATGACTGAATAATATTCCATAGCCATATAC 

ATACCATGTTTTCTGTATCCATTCATTCGTTGATTGGCAGTAAGGTTGAT 

TCCATATCTTGGCTGTTGTGAATATTACTGCAGTAAACATAGGAATACAG 

ATATCTTTTCCATATACTGATTTCCTTTGTTTTGGATATATACCCAGCAG 

TGGGCTTGCTGGATCATATGGCAGCTCTGATTTTAGGTTTTTAAGGATGG 

GTTTTTTTTTTGCAATGAGAATAAAAATTTTCCATGTATAAGATCAGTGT 

C TTTG A A CTTTTGTTATATCCTTTGCCC ATTTTTCTATTG AGTTCTTTTT 

tctttti gag ac a aggtttattgccc a agctaag atgcaatggcatg atc 
acagctcactgcagctttgatctcccgggctcaagtggtcctcccatgtc 

AGCCTTCTCAATAGCTGGGACTAGAGGCACATGACATCATGCCTGGCTAA 

TTTCCTGGATATTTTGGGGAGATGGAGTCTTTCTATTTTGGTAAAGCCGG 

TCCTCAG GTCC TGGCAATAATGGGCTTTTGGCTTGACCTTCCAAAGGGAC 

CTCGCCGCTTTAAG 

>Sequence 2526 

CCGGGCACKjTACAATACTTTCTGACTGTCCACTAAAATGTCAAACTATTT 

CAGACTCCTACTCCTCCACTGTCTTAGTTGATTTTGTGCTGCTGTTATAG 

AATACCTGAAACTGGGTAATTTATAGAAAACAGAGATTTATTTCTTATAG 

TTCTGGAGACTGGTCAAGGGGATGGCATCTGGTGAGAACCTTCTTGCTAC 

ATCATCTCATGGAAGAAGGTGGAAGGGCAAGAGGGCACATATGCCCAAGA 

AAATGTGTGCACACACAAGAGAGGTGGAGAGAGAAAGAGAGAGATAAATA 

GAGAGACGAAAAGGGGGCCAAGCTCATCCTTTTATTAGGAATCCATTCCC 

ATGATCTCCCAT GATA ACAGCATTAATCCATTATAAGTGCAGAGCCCTCA 

TAACCTAATCACTTTTTAAAAGTCCCACCTCTCAACACCATTGCATTGAG 

GATTAAGTTTCCAACACATAAACTTTGGGAAATGCATACAAACCATAGCA 

CTACCTCCCACTCACATCTTGGCTCTTCAATGTCAAGGTATATTGGTTGT 

TAAGGGAATATAAACACATGAAGACATGTCTCTCCTTTCAATCCAAGACT 

TACTGGAATTGTGTCAAGCTTCTTGTGGTCAGAAATGAGGACTTCTCTNT 

AATTTGCATTCTTATGATCCCATGAGCCCCAAATACAGTGAGATGTTTAG 

AACCTAAACACCCTCCAGTAATGCCCACTGATTGGCCTGCTCTCAGAAAT 

GGTGGTTTCTTCTGAAACTTTAGCTGGGTCCAACCAGGTGGGAGATGCAA 

AAACCTTGCTGC 

>Sequence 2527 

CCGGGCAGGTACGCGGGCACTGTAATGCTAACTTAGCATTAACCTTTTAA 

GTTAGAGATTAAGAGAACCAACACCTTTTTACAGTGAAATGCCCCAACTA 

AATACTACACGTATGGCCCACCATAATTACCCCCATACTCCTTACACTAT 

TCCTCATCACCCAACTAAAAGTATTAAGCACAAACTACCACCTACCTCGC 

TCATCAAAGCCTATAAGATTAAAAAATTATAACAAACCCTAGGAACCAAT 

ATGAACGAAAATCTGTACGCTTCATTCATTGCCCCCACAATCCTAGGCCT 

ACCCGACCGCATTCCTGGTGCAGTGTTAAACTAGTGGATCCTCTTGAACT 

TAG 

>Sequence2528 

CCGGGCAGGTACCCTTTTCAGACTAATTGGAACTTGAGTCATGGCTGTCA 

CACTGAAATAATTTGTTCATTCAACTGCAGTGAAAATCAATATAGATCAA 

CATGCATAAAGTTCAGTAACTATTAAATGGAGAAGCAAGCAAAAGCAACA 

GGAAAATTAAATCAGGATGCTGAGGGGGAACAGGATTGCTGGCCATGAAT 

TTTAATTGAATTTTTGACGGGGCAAGCTACGTTACATTATGGCAGCCCCC 

GTACTTTl i TTI l I TTTTTTTTTT I I I ITCGAGTTTTATGATTTATTTAA 

CTTGTGGAACAAAAATAAACCAGATTAACCACAACCATGCCTTACTTTAT 

CAAATGTATAAGAAGTAAATATGAATCTTATATGACAAAATGTTTCATTC 
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ATTATAACAAATTTCCAATAATCCTGTCAATTATATTTCTAAATTTTTCC 

CCAAATTCTAAACAGAGTATTGAAATTTGGAAGTTAACTTAAGCCCGCTT 

AACTATCTTAACAAGCTTTGAGTGCAAGAAATTGAAGAGTTCAAATCTGA 

CCAAGATGTTGATGTTGGATAAGAAAAATTCTCTGGCTCCXAACCTTAAA 

TTGCCAGCCCTTCCAAAGCATCTTGTGGAGCAACCTGCTCAAATACCATA 

AACATGG AGACGGCCCTTCAA G GTGAATTTTAAGAAAAACATGTCATGTA 

AA CATT ATATAACCCTACATTTTGGCCTAAAGGGAAGTGGGTTAACCTTT 

AATTTTAAAAACCAGCCAGCCAAATTGGAATTTTCCAACCAAAGCGGATT 

TTA 

>Sequence 2529 

AGGTACGCGGGGGGGTGGTGTGGTCCAAAGGACAGGCTGGATGGCGGGTG 

CATCGGCGTGGGCGTGGTCAGCATGTGTCTGCAATGCCTGTGGGCTCTAC 

TACAAGCTTCACAATATTAACAGACCCCTGACTATGAAGAAGGAAGGCAT 

CCATACCAGAAACCGAAAAATGTC 

>Sequence 2530 

AGGTACAAAAAACACAAGGAATACAACCCAATAGAAAATAGTCCTGGGAA 

TGTGGTCAGAAGCAAAGGCCTGAGTGTCTTTCTCAACCGTGCAAAAGCCG 

TGTTCTTCCCGGGAAACCAGGAAAAGGATCCGCTACCCAAAAACCAAGAA 

TTTAAAGGAGTTTCTTAAATTrCGACCTTGTTTCTGAAGCTCACTTTTCA 

GTGCCATTGATGTGAGATGTGCTGGAGTGGCTATTAACCTTTTTTTCCTA 

AAGATTATTGTTAAATAGATATTGTGGTTTGGGGAAGTTGAATTTTTTAT 

AGGTTAAATGTCATTTTAGAGATGGGGAGAGGGATTATACTGCAGGCAGC 

TTCAGCCATGTTGTGAAACTGATAAAAGCAACTTAGCAAGGCTTCTTTTC 

ATTAill 1IIATGTTTCACTTATAAAGTCTTAGGTAACTAGTAGGATAGA 

AACApTGTGTCCCGAGAGTAAGGAGAGAAGCTACTATTGATTAGAGCCTA 

ACCCAGGTTAAACTGCAGAAGAGGCGGGATACTTTCAACTTTCCATGGTA 

CTGTATGCATAAAGCCAATGTAGTCCCATTTCTAAAGATCATGTTCCCAG 

CTAACTGAACCCCACTTTAATACACACTCATGAAACTCTGGTGGAACAAT 

AACAAGCCCAAAGCCGGGGTATGAAGTGCACACTTGCTTGACTCTAAAAA 

AAACTACTCITATAAATGGGTGGGAGTATTTGGTGACAACCTACTTTGTT 

TGCTGAAGGAAGAAGAAATTCAAATATTCATTATTTCAGGGCATTAGTAG 

TGGTTTTATATACAGGCAGN 

>Sequence2531 

AGGTACTI 1 1 1 i 1 1 1'lUU Tl'l'i ri ri'GTTTATGAAGACTTTTATTAAATT 

ACAGTGTATTACAGATTATATCATAATAATAAGCCTTTCATCTTTAGGCT 

AATATGATACAAAAACCTACTTGGCGACATTACTTCrTGAGTTTCTTTTG 

GGCAGCTTTCTTCTTGACCATCTGTAATCGCTTCATAGCATTGAGCCGTG 

ATTCTTGTGAAGTTGGGCCTTTAAGGGATGCTGAGGGAGAGCTGCTGGAT 

TCTGAAGTAGTTTTGCTGGTAGAACCTGCCCG 

>Sequence 2532 

CCGGGCAGGTACGCGGNGGTCACCTGCGGTGGGCGCACTAGAGGTCTTTT 

GAACTCCTTCGGCTACCGTCGCCGCGTTCTCGCTGTGCACTCTTATTCTG 

CGCCTGCGCGCGGCTACAGCACGGTTCGTTTTTCCTTTAGTAGGAAGGAC 

GTTGGTGTTGAGGTTGGCATACGTATCAAGGACAGTAACTACCATGGCTC 

CCGAAGTTTTGCCAAAACCTCGGATGCGTGGCCTTCTGGCCAGGCGTCTG 

CGAAATCATATGGCTGTAGCATTCGTGCTATCCCTGGGGGTTGCAGCTTT 

GTATAAGTTTCGTGTGGCTGATCAAAGAAAGAAGGCATACGCAGATTTCT 

ACAGAAACTATGATGTCATGAAAGATTTTGAGGAGATGAGGAAAGCTGGT 

ATCTTTCAGAGTGTAAAGTAATCTTGGAATATAAAGAATTTCTTCAGGTT 

GAATTACCTAGAAGTTTGTCACTGACTTGTGTTCCTGAACTATGACACAT 

GAATATGTGGGCTAAAAAATAGTTCCTCTTGATTAATAAACCATTAACGN 

NNNAAANAAATAAAATAAAAAAAAAGGTGCCT 

>Sequence 2533 

AGGTACAGCTGCTATCTTATTGGACTACAGTAAATATTTTTTAAAAGGAC 
ACCAATGAGGGGCACCATCTGGTGTTAACCTTAACCAGAAAGCTGGTTTC 
CTCCTCCTCCCCCCCCGCGTACTTTGGCCTCTCTGGGATAGAAGTTATTC 
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AGCAGGCACACAACAGAGGCAGTTCCAGATTTCAACTGCTCATCAGATGG 
CGGGAAGATGAAGACAGATGGTGCAGCCACAGTTCGTTTGATTTCCACCT 
TGGTCCCTTGGCCGAACGTCCTAGGCCAATCGTTGTACCTGCCCG 
>Sequence 2534 

CCGGC AGGTACTTTNTT T T 1 " 1 ' 1 " f TI "I'l l 1 1 I T l' l TUTl NGGGGGGGTTG 

AGTCGGAGTCTCACTCTGTCGCCCAGGCTGGAGTGCAGTGGCACGATCTT 

GGCTCACTGCAACCTCCGCCTCCTGGGTTCAAGTGATTCTCTGCCTCAGC 

CTCCCAAGTAGCTGGGACTACAGGCAAGCGCCACCACGCCCAGCTAATTT 

CTGTGTTTTTAGTAGAGACAGGGTTTCACTATGTTGGCCAGGATGGTCTC 

GATCTCTTGGCCTCGTGATCCACCCGCCTCAGCCTCCCAAAGTGCTGGGA 

TTACAGGCATGAGCTACCACGCCCGGCCtAATTTTTAACrCTTTATTCCG 

TGTCTTTAAAACATCCATTCATCTAATTTTTAACTGTTTATTCTGTGTCT 

CTAAAGGATTCATTCATTCACCTAATTTTTCAGATACCGTTCTCAGTCCT 

GGTTATAGACAAGGCAGTTATTGGAAAGCACACTATGGCAGGATTTATGG 

AGTGTACCT 

>Sequence 2535 

AGGTACGCGGNGAGTGAAACTTTTACCAAAGACTGCTGTCTACTCTGAGG 

GCTG CTACCT GTGAGGCTTCAACTGCATAAAAAGACAGCCTTTGTCACCA 

AGTCTTTTTTCCCCATCTCTCACCCATAACCTGTCACCATGCTCCAAGCC 

TCAATTTCTTTCTATAAAATATAAAAACTTTGTCATTTGGCTCTTCTTTC 

AGTCTCATATTCATAGACCTCTCGTGTCCATGTGCATATTGATAAATCTG 

TATCCCTTTTCTCCTGTTAATCTGTCTATTGTCAATTCATTTCAGCAGAC 

TCAGACTTCAACATTCGGGGGAAAATTTGAACTTCTCTACAGTTTTGGTA 

TCTTTGGCAGGATTGTAGCAAATCACTCTGCCCACACCCGAGGCTGCAGC 

CAGAAACCACGGAAACTGACAGACACCAGCWWhW^^ 

NAAAGTACCTGCCC GGGCG GCCGCTCGACTTGAGCAGGCTACTGAACCAT 

GAGCCAAATAAACCTTTTTTTCrTTATAAGTTACCCAGCCTCAGGTATTC 

CTTGATAGCAACACAAATGGAGTAAGAAGGAACCATCTGTACCT 

>Sequence 2536 

AGGTACCACTATAATCTCTAATACTTACTCAGAATTACTGTGTATTTACT 

TAATTTCTTATTATGTGCCTTATTATGTGCTTAAGATACAATAGGTTAGA 

GTTTAATCTAAATATCTTGAAACKrrATATTGGGGCTTGGTAAGCArnTG 

Till 1 1 CTT TCTCT GTTTTGGTAAGG ATTTAAAATTTTTTTCATTGCAAT 

TTTAAGTGGTTTTCAATAAGTAATAGTTTTTATCAAATTTTTGGTGCTTG 

GTGCAGAGACGGTGTGGGGAAGGGTGAATGGTTTTGGGAATAATTCAGTG 

CACACCTGTAGGCCTCTTTACATTGTGACTGATAGGGGTTATTGCATATC 

AATTTGGGGCTGTAGAGTGCAATCTCAGTTTCATCTTTTTCACCCATCAG 

AATITGTCTCAGGATTACTTGGTTTTTCTCAGTCCTCAAGCGAGAACTTG 

CTTTTCTTTGTTAATGTGACTTTCATTACTGAGTACCTGCCCGGGCGGCC 

GCTCGA 

>Sequence 2537 

AGGTACGCGGGGAGGTCCGGAGAGACGCACAGCTAAGATGTCAGGACATC 

CTGGAAGCTGGGAAAGGTAAATCTTGCTACTGCTCACTCTTTGGGTCCAC 

GCTGCTTTTAAGAGCTGTAACACTCACCGTGAAGATCNTGCAGCTTCGCT 

TCCTGAAGCCAGCGACACCACGAGCCCACCAGAAGGAAGAAACTCCGAAC 

ACATCTGAACATCAGAAGGGACAGACTCCAGACGCGCCACCTTAAGAGCT 

GTAACACTCACTGCGAGGGTCCGCGGCTTCATTCTTGAAGTCAGTGAGAC 

CAAGAACCCACCAATTCCAGACACATTTTGGCGACCTAGATGGGACAATC 

GCCTATCACCGAGTGGTGAGACCATCGCCTATAGCTGAGCGGCGAGACAA 

TCACCTATCGCCAAGCAAATGAGCAAACAGTTGTCTTCACCACCCCAGAC 

AAGCAGATGAATGGTGAAACGATACAGCGGAGAAAGAGAGAAGAGGAACA 

TTTGAACGCCGAGAGGAGTTCAACCGAGGGTGGTCGGAAAGGTTTGGCCC 

CCCCAGCAAGAAGAATAATCCTCCCGTGCCATTNCCCGCTTTCAGCTCTG 

GATCCATTCTTCAGAGGACCACCCTCACCACTCAATAAACCCTGCATTCA 

ACCTTATTANNNAAAAAAAAAAANNAhrNNAANGGTTCCTTGCCGGGCGCC 

GTTTATAAA 
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>Sequencc 2538 

CCGGCAGGTACTCAGGGATAATAAAAATGCAAACAAAGTTTTATGCACAT 

AATACCCATCACAGGGTTACTTATAACAGCAAGAATTAGGAGACCAAAAA 

AAAGGTAGACAATATAAGAGGAATGGTTGGGTAAGTCATATATGGCCATA 

CAATGGATTTTATGAAGCCATTAATAAGGAAGATTTTAATGTAATAGAAA 

ATACATGAGATAAATTAAGTAAAAAAAGCGTGACACAAAATTGCACGTAA 

AACCTCACCCATCTTAAAAGGATGCTTAATGATACTTTTCACTTTATGCT 

TTCATAATATCTAAATGATCTACAATTAACCTACATTTATTCTCTAATGA 

GTC AAA AAGGC 1 1 1 1 1 1 1 1 1 11 1 1 1 1 1 1I11GAGACAGAGTCTTGCTCTG 

TCATCCAGGCTGGAGTGCAGTGGTGCGATCTCGGCTCACTGCAAGCTCAG 

CCTCCCGGGTTCACGCCATTCTCCTACTTCAACCTTCCAAGTAGCTGCTT 

GAACCCGGGAGGCAAAGGTTGCAGTGAGCTGAGATCATGCCACTGCACTG 

CACTTGCACCTGGGAGAAGATTGAGACCCCTTTTAAAAAAAAAAGAAATA 

AGAAAAAAAATAGGAGCTTTTAAACACGCAGGTGGAAACGTAAATATTAA 

TTACCCGATAATGGAATTACTACCAAAACCTTAAAACGTGTTTATACTTT 

GACTCCAAAAGTTATTTGCAGAA7TTGCCCCTAGGCAAAAGAAATGATAC 

AAAATTCnTTAAGGGTTATTAACAGTTTTATCATGCTAAATAAGACCTCG 

GCCGTCTAAAATAGTGGA 

>Sequence 2539 

AGGTACGCGGGGGTAGATGGAAGGAAGAACTTGTGTGCTTAGACCTGACG 

CTGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAA 

CCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGTCAGCA 

ATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTG 

TAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGC 

CAAGAAGCCGGCTGTCTGCAACCGGCAAGAGGACCCTCACTAGAAGCTAG 

CCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAGAAG 

TATATGCTTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAGCAGT 

CCCAGCCAAGACAGTGCCTCATTTACTG 

>Sequence 2540 

GGGGATGAGAGTCAGCTCAGACTTATTTGGAACTGACCGCGGTGGCCGGC 

CGCCCGGGCAGGTAC i 1 1111 1 M i 1 IT! mm T i 1 T riTnTGATGT 

TATTTTATTGGGTCGTAAATAAGGAGTAGGTAAAACATTTTGTGCTTTAA 

TAAG TGAGGCACAGCTTAAAAGT TTTAAACAGCAATATAAAAATACAGTA 

CTTTNi 11 I 1 mm rrri'l rn iGGAAACAGAGCCCTGGTTCTGTTGC 

CCAGGCTGGAGTGCAGTGGCACAATTTTGGCTCACTGCAACATTTGCCTC 

CCAGGGGCAGGTGATTCTCATGTTTCAGCCTTTCAAGTAGCTGGGATTAC 

AGCTGTGCTCCAACACTCCCGGCTAATTTTTGTATTTTCAGTAAAGACGG 

GGTTTCACCATGTTGGCCAGGCTGGTCTAAAAACTCCTGGCCTCAAGGGA 

TCTGCCTGCCTAAGCTTCCCAAAGTGCTGGGAT 

>Sequence 254 1 

AGGTACCCTGCTCGAAAGATTATTTCTAACAGGCTTGTAGAGAAACGTCG 

GTTCATGTCAATTAGAAATTATGGGGCCACTTTGCCATTCTTCACACCTG 

CAATGAACAGGTGTTTATCTGCAGGTCTGACTTATCTCTTGAACTCCATT 

TGCATGTTATAGTGGGATGCAACTGATGCCCTGTCCAGATCTTCTTCAGG 

CCACTACATCTATATATGCATTCATATTCCCGCGGCTGCCAGTGTTGGCT 

GTTGGTTGACAGAGGAGCTGCATTCTCCTGGAGGAAACTGAACTCAGCTG 

ATGAAAGCCACCTGGTCCTGGAGGTGAAGCATCTTCCAAATGACAGCCTG 

CAGTCAATGACTGATGAATATGACTTCATTGCCTCATGACAGGACCTACT 

CTGGGGTATAGATCATG 

>Sequence 2542 

TCACACTCATTTACCCGGGGACAGGGAGAGGCTCTTCTGCGTGTAGTGGT 
TGTGCAGAGCCTCATGCATCACGGAGCATGAGAAGCCCGCGTACCT 
>Sequence 2543 

AGGTACAAATTAATTTAACACATCTTTTGATAATCTCATCCTTGGTGTTG 

GAAAAGACGGGAAAATCCAAAAGTGTCTATTTTGTGCCCAAATGCTCAAG 

TTAATACTCGAGGGCCTTGATCTCTGGCCTCTTGCCATCCCTCTCCCCAT 
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TATTTCTGAAGAAGTAGCCATTTTGCAGATTCCGGAGGATGGGAGCCA 
>Sequence 2544 

AGGTACCATATACAAAGACTCTGAGCTGGGTGCCTCCGATGGTTTCCAGT 

ATTGGCCCGTTGTAAAGCTCATTAAGGCCAACTTTTACTTTCAATATGTG 

ATTCTGCAGAATTAATTTAAGGAGGCGCTGATCCATGCTGAGAGTATCAT 

GAGAAAAGGGCATAAATCACAAGGTGCCAGCAAAGTGTAATTTTTCATCA 

TGGCCTCCAGAGCAAGATGCCTAAGCTCTAAATTGGGTCCACAAGGATAC 

CGT CGAAG GATGGTATTGCTTGTTTTTACCAGCGCAGCCTCAAATAAACT 

TTTGTTTTGGCAAGAAGTCAGGGATATATAGGACTCATGAGTCAATTCAA 

GATGAGATCAACATCCATTTATATTGTTCAGCAAATATACCTCTCTTTGT 

ATCACCCAATTTCTGGATTAGCAATTTAACTGGGTATAACCTGAGCAACC 

GGTCACGATTCCTAATCCTTAAATTTGTATTCTCCCTGTGCA 

>Sequence 2545 

AGGTACGCGGGCACCTTGTGGGGCATGTTTGTATTTATTGCTTCATGGCC 
GACTGGAATCCTGAGTCCTGGGAAGCTGGCACTGCGGGGATCTTGCCCGG 
TGTCCTGGTCCTCTTGCTT 
>Scqucnce 2546 

aggtactii 1 1 rrrrrrr rTTTTTrrnrn i n gggttttgattatttg 

TGGTGCTAAGAAGAAGGGAACATGGTTGGAGGCCCAGTGAGAGAAACAGT 

GCTTTGAATCAAAGAGCAGAATGATAGAAACTGACTTCAGAGCAACTTCT 

TGGCAGCAGTATCCAATTTGGAAGTTGAAGGTCTGTCCTGGAGCCAGATG 

CTAACGAAACACAG(^AATGCrmCCTAAGGCACAATAGTCTTTTCAGT 

GAGCTCAGGAACCCTGTTTATGCATATCCTCGTTGAACTTTCTTGCTCCT 

TCTGTGCATGAAGATGCCCACTCCACAGATCCCGCGTACCTGCCCG 

>Scqucnce 2547 

GCGGGAG 

>Sequence 2548 

AGGTAci till ri nrm n 1 1 n tith 'i thcggg atg aaggtaaac 

CAACGTTTATTTTTTTTCCAAAACAGAGTCAGTTTGTGCTGGCCATCCAG 

GAACTCACTAACACTACCCCTCTTAGTTTCATCATTAATCTGTTACTGAA 

CTTCCACCTCCAAAAGACTTGGATCCTnTCTTATTTTTGGAGACCGTCT 

TGCTCTGTCACCCAGGCTGGAGTGCAGTGGTGCGATCTTGGCTTACTACA 

GCCTCAACCTCTCGGGCTCAAGTGATTCTCCTACCTAAGTCTCCAAAGTA 

GTTGGGACTACAGGTGTGCACCACCACGCCCAGCTAATTTCTGAATTCTC 

TGTAGAGATGGGATCTTGCTATGTTTCCCAGGCTGGTCTTGAACTCCTGG 

ACTCAAGCGATCTGGAGGCCTTGGGCTTCCAAGGTTT 

>Sequence 2549 

AGGTACGCGGGGACTACTTCCACTAAGACTATAATTACTACTGATGGTTA 

TGAT GATG TCCCAAACACGCCATCCTAACACCGGCTTCTTACCAGTTTGA 

AAACTTTTAAGGCATTGTTTGACTTCTCTTTAATCCTAGATACATTCTGC 

TTAAAAGTCCTTCATTATTTTCTTTAAAAGCGTAACATTATTATTTATCC 

CACAG TTAC TACCCTTGCTCTTTACCAGTTAGCTTGTGACTGAATTACTG 

AAGCATTTTCTTAGCGGTTTCCTACTTTATACTTTCTCTTTTTGTAATAT 

ACTCAGTATTCTTCTGCCAAATGAATCCCTCCCATCTCTTCCCTATGATA 

TCTAACTTAAGCTCTGACAATTTGAGTGTGGGAGTAGTTAGCAGTGATTC 

TGGTGAGGTAAGCAGGGACAAGATCATAAAGGACCTTAAGTN 

>Sequence 2550 

AGCGGCCGCCCGGGCAGGTACGCGGGGGCCACCTAGGTTACTTGTAGGAC 

CCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGG 

AAAATGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAGTA 

GAAAAACATAAGAAGAGAAAAACATTTAAAAAATGACAAGGAAGTTAATG 

GAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATT 

AATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCCA 

TGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCTGCAAGAGGACCCTCAC 

TAGAAGCTAGCCATACTGGCATCCTCATCTTGGCTTTCCAACTTCCAGAA 

CTGTGAGAAGCATATGTTTGTGGTTTAGTCAATGGTCTATGGTAATTTTT 
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TTATAGCAG 
>Sequence 255 1 

AGGTACGCGGGCTTCTCATGCTCCGTGATGCATGAGGCTCTGCACAACCA 
CTACACGCAGAAGAGCCTCTCCCTGTCCCCGGGTAAATGAGT 
>Sequence 2552 

CCGGGCAGGTACGATGTCTAGTGATGAGTTTGCTAATACAATGCCAGTCA 

GGCCACCTACGGTGAAAAGAAAGATGAATCCTAGGGCTCAGAGCACTGCA 

GCAGATCATTTCACCCGCGTACAGTTTAGGGGATCCTTTCTAATGACAGG 

AAGGCACTGCTTTCCTCAACACTGTGATCTGACCTGTGACAAGTCTGTAC 

CT 

>Sequence 2553 

CCGGGCAGGTAC I'll 1 1 1 1 1 1 1 1 1 l l'l'l'l'lTrnTIGGGCAGCTAAAATC 
v TAGGATGGTGTTAAGTTTCTTCATTTTGTCAATTATATATAAAAAATTAG 
AAACAACATGAATCTGCATTTCTTGGATGAGATAGTTAATAACAAACTAT 
TTCTCAATATTTGTATACTAAAAACTAGTGAAGGTGTTATGTGTTTCAGT 
ATCTTATCTCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAATAA 
TATAAATGGTATGTAGTAAATGAGGCACTGTCTTGGCTGGGACTGCTATA 
AAAAAATTACCATAGACCATTGACTAAACCACAAACATATGCTTCTCACA 
GTTCTGGAAGTTGGAAAGCCAAGATGAGGATGCCAGTATGGCTAGCTTCT 
AGTGAGGGTCCTCT 
>Sequence 2554 

CCGGGCAGGTACATGTAGAAAATCCAGCAACGAAGAGCCATGGCTCACTG 

CTAATC ACATAACACACACAGGAGTCTATTTATGCATGGAATGTGGCAGA 

TTTTTTAACAAGAAGTCACAACTTGTTATACACCAGAGAACTCATACAGG 

AGAAAAAGCCCTATCAATGCAGTGAGTGTGGAAAAGCCTTTTCACAGAAG 

TCACTGCTCACGGTTCATCAAAGAACTCACTCAGGAGAAAAACXGCATGG 

GTGCAGCGAATGTCAGAAAGCTTTTAGTAGGAAGTCACTCCTCATTTTAC 

ATCAGAGAATTCATACTGGAGAGAAGCCGTATGGATGCAGTGAATGTGGA 

AAAGCCTTCAGTAGGAAGTCGCAGCTTAAAAGACATCAGATAACGCACAC 

AATAGAGAAACCCTA 

>Sequence 2555 

AGCGGCCGCCCGGGCAGGTACAGAGGACACACATTGTAGACAGGCCTGTG 

TCATGTTTCCTTACAGTCGTTTTTTACAGAGAAAAGGGGCATTGTTTTTT 

CACTGCTTTCTCAACAGTTTCCTTGTGAATAAATGAAACATTTCGGAGCT 

TACCCTGAAAGCAAAAAGCCCTCAACTTTGTTTTTTGCGAGTGCCCCGGA 

ACCATTGTGTTAGTGTGAAATTCTTGGTTGCTTGCTGGGGGGCCCAACTT 

TACTTCAAAGATGCACAAACCTGGAAGGGCCTTGTATTGCTATCCTTTAC 

CCACTTCGCCTTTCACCCAAGCACCGAACCTTTCTATGGTCTCTCCCTAG 

CGCACAACTCAGGAGCACGCTGCAAAACCTGCTTTTTCAAGTGGCCCTCT 

AGGCATTTGCTTGGGCAAGTAGTAAATTCCTTTACCCAGGTGTTCTTCAA 

CCCAACTCTTTTCCCCCTCCTATGACAAAGGGGCCAGTCTTGCCCAAGCC 

ATTTGGTTG ACTTTCTG ACCCAGG 

>Sequence 2556 

AGGTACAGAACAATGAGGTTTCCCACAGCGGAGTCTCCCTGGGCTCTGTT 

TGGCTCTCGGTAAGGCAGGCCTACACCTTTTCCTCTCCTCTATGGAGAGG 

GGAATATGCATTAAGGTGAAAAGTCACCTTCCAAAAGTGAGAAAGGGATT 

CGATTGCTGCTTCAGGACTGTGGAATTATTTGGAATGTTTTACAAATGCC 

CGCGTACCTGCCCG 

>Sequence 2557 

AGGTACGCGGGGTAGATGGAAGGAAGAACTTGTGTGCTtAGACCTGACGC 

TGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAAC 

CTCCCTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGAA 

GTAAAAAAGACAGGGACATCCCAGAAGGTTATGCAAAACATCAAGAGAAG 

ATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAG 

TNGAAAAAAAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence 2558 
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AGGTACGCGGGGTAGATGGAAGGAAGAACTTQTQTGCTTAGACCTGACGC 

TGGGAGGAGATGCTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAAC 

CTCCCTTGCCAGGAACTATTTATAAACATCCTGCAGGAAAATGCAGTGAA 

GTAAAAAAGACAGGGACATCCCAGAAGGTTATGCAAAACATCAAGAGAAG 

ATGAGAGGAGTCTATATGTCAGAATACACATTTCCCACCTTGCCCAACAG 

TNGAAAAAAAAAAAAAAAAAAAAAAAAGTTCCTGCCCG 

>Sequence 2559 

AGGTACTGGCCCTGGGCCAATGCGTCCTCGCTGGAGCCTTTGCCTCCTTC 

TACTGGGCCTTCCACAAGCCCCAGGACATCCCTACCTTCCCCTTAATCTC 

TGCCTTCATCCGCACACTCCGTTACCACACTGGGTCATTGGCATTTGGAG 

CCCTCATCCTGACCCTGTGCAGATAGCCCGGGTCATCTTGGAGTATATTG 

ACCACAAGCTCAGAGGAGTGCAGAACCCTGTAGCCCGCTGCATCATGTGC 

TGTTTCAAGTGCTGCCTCTGGTGTCTGGAAAAATTTATCAAGTTCCTAAA 

CCGCAATGCATACATCATGATCGCCATCTACGGGAAGAATTTCTGGGTTT 

AACCCAAAATGCCTTCATGCTACTCATGCGAAAACATGGTCAGGGGGGGT 

CTTCCGGAAACAAACCT • 

>Sequence 2560 

GCGA TGAAC ACACTAAGGGCGATTGAGCTCACCGCGGTGGCGGCCGAGGT 

Acmiiii ■rri , i4-mi'iMTiTrroo iTi T iTi , rrrr r nT r i ' rn ' rrr 

TTTTTTTTI 1111 rTTTTTTTTTTTGCACGGGGTl 1 1T1T AATGGAAAGA 

CAGCCCXCGTACCTTTAAAAACACCCCCCCCTTGCCCTGGACCAAAAAGA 

AAAGGGGGAACCCAAACCCCCCTTGGCCCAGTGGGGGGGAGGGGCTTATA 

GGAAAACCGGGGCCCGGGACTCTGGCGGGGGGGGGGGGCATCTGCACGAA 

AAGCTGGGCCTGCACCTCCCAACCTTTTGGGGGACAAAACCGGCCGGGGG 

GGCCGCCCTAAAACTAGGGGACCCCCGGGGCAAAAGGAATCCCGAGGGAA 

GCTAAAAAAAACGGGGGACCCCCCGGGGGGGGCCCGGCCCCAAATTGGGT 

TCCCCTTAGCGGGGGGG 

>Sequence2561 

AGGTACTl M lUl M lllUG'nTI'l4iriUTGAGATGGAGTTTTGCCCTTGTTG 

TCCAGGCTGGATTGCAATGGCACGATCTTAGCTCACTGCAACCTCTGCCT 

CCCGGCTTCAAGCGATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGATTA 

CAGGTGCCCGCCACCACGACCAGCTAAGTTTTTGTATTTTTAGTAGAGAC 

GGGATCTCACTGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGAT 

CCGCCCGCCTCGGCCTCCCAAAGTGCTGGGACTACAGGCGTGATCCACTG 

CGTCCGGACTTAGTTTTAATACTATCATTGAATAATTACATACAAAACCT 

AGATTCTCTGTATTTCCAGATAAAGACATTTAAGACCCGGAAGGTAAAGT 

TCAAAGGGTGAACAGAAAATT 

>Sequence 2562 

AGGTACGATATATAACAATGAGGTGCTCCATCAACCACTTTCTGAAGCTC 

AAAGGAAATCCAAAAGCCTAAAAATTAATCTCAATTATGCAGGAGATGCT 

CTAAGAGAAAATACATTGGTTTCAGAACATGCACAAAGAGACCAACGTGA 

AACACAGGGTCAAAAGAAGGAAGCTGAACACATGTTTCAAAACGAACAAG 

ATAATGTGAACAAACACACTGAACAGCAGGAGTCTCTAGATCAGAAATTA 

TTTCAACTACAAAGCAAAAATATGTGGCTTCAACAGCAATTAGTTCATGC 

ACATAAGAAAGCTGACAACCAAAGCAAGAATACCATTGGATTTCATTTTT 

CTTGAGAGGAAAATGCAACATCATCTCCTAAAAGAGAAAAATGAGGAGAT 

ATTTAATTACAATAACCATTTAAAA 

>Sequence 2563 

AGGTACGCGGGCTTTCCCCCAGTGCAAAAGACTGTTACTTTATTATTGTA 

TTCAAAATTCATTGTGTATATTACTACAAAGACAACCCCAAACCAATTTT 

TTTCCTGCGAAGTTTAATGATCCACAAGTGTATATATGAAATTCTCCTCC 

TTTCTTGCCCCCCCTTTCTTTCTTCCCTCTTTCCCCTCCAAACATTCTAG 

TTTGTGGAGGGTTATTTAAAAAAAACAAAAAAGGAAGATGGTCAAGTTTG 

TAAAATATTTGTTTGTGCTTTTTCCCCCTCCTTACCTGACCCCCTACGAG 

TTTACAGGTCTGTGGCAATACTCTTAACCATAAGAATTGAAATGGTGAAG 

AAACAAGTATACACTAGAGGCTCTTAAAAGTATTGAAAGACAATACTGCT 
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GTTATATAGCAAGACATAAACAC 
>Sequence 2564 

AGGTACrVVVm iTVlT n inT i r TTTTTTTr C TTTTrn I TVl IT 1T 

TTTi I I 1 1 i ll 11 1 ITrrTTTTTTTTTTTTI r TT TTTT TTTTT TTT TT TT 

TTTTGGCCCCCCCCCCATTTTTATTTAAAAGGGGCAAAAGGGGCCTTTTT 

AAAAAAAGGGGGGGGGGCCAAGTCTAAAACACCCCCCAAAAAACCAGGGG 

CTTTGAGGCAACAAGAGCGGGCCCAGGGGGGCCCCCATTGGCCAAACCCT 

AAAAAAAACCAGGCCCGAAGGGCCTTTGGAAAGCCACCGGGTTACATTCG t 

GGGAAAGGGCCCTTTTCCCCCCCAAACCCAAAAAACCCCAAAAAGGGGTT 

CCCCAGAAAAAACCCGGGAAACCCAAAACACAGTGGACCCAGGGACAAAA 

AACCCTGGGCCCT 

>Sequence 2565 

AGGTAC1TT17 rT114U"ll"rrrrrrri'GCTGGGTTATGCCCGCCTCTTCA 

CGGGCAGGTCAATTTCACTGGTTAAAAGTAAGAGACAGCTGAACCCTCGT 

GGAGCCATTCATACAGGTCCCTAAGGAACAAGTGATTATGCTACCTTTGC 

ACGGTTAGGGGACCGG 

>Sequence 2566 

AGGTACATATTCATTGTAGACTTCCTGTGGATGAGCATGAGCTATCATGA 

CCTCTTCTTCTTCCAAGACTGCAGGCTGCTGAGAATCAAAGTGGGAGGGC 

TCTTGTGAGTCTGCTCGTAAATAGCCTTCAGTTCGATCATCTGTATCTAC 

TTTCTCCCTATTTGTGGAAAGTTGAAATTCATACTTGGACAACTGCTTCT . 

TAATCTCCACATCATCATCATTTTCAGGTTTCnTCTGATTCTTTTTCTTC 

TTATCTTTAAATTGTTTGATCAATGTGAGGACATGTTCAACAAGAAACAT 

GAAATACAGGCCTTCTAGAGCTGTTAGACCCTTCCACGTGGAATCAAAAT 

AGGCCCTTTCTTCTATGTTTTGAGAAGACAGATGACTGAAAAGGGGCCCT 

TTTTCATTTCCATGCTTGGTCTTA 

>Sequence 2567 

AGGTACCACTATGCCTGGCTAATATTTTTATTTTTTTATTTTT^^ 

CAGGGTCTTGTTATGTTGCCCAGGCTGTTCTCAAACTCCTATCCTCAAGC 

CATCCTCCCATCTCAGCCACTCAACTTGCTGGAATTACCAGCGGAAGCCA 

CTGTGCCCCAGCCAGACTCCCTTTTACCTAGTATATCATGTCTAATTTCT 

AACAAAAAATTAAAAAAACATTGTAAGAGGAAAAAAAGAAACCCTAAAAC 

AAACAAGCAAACAAAAAACCCAAAACAACAAAAAGTTTCAAGAAACAGAG 

CTAGCTGACAGAACTATATTCAGATATGGCAGGTATATTAGAATTATCAG 

ATTGGTAATTTTAAACAACTATGACTAATATGGTAAGAGTGATAATGGAA 

AAAATAGACAATTTGC 

>Sequence 2568 

CCGGGCAGGTACAGTATATGTATTTTTTTAAGTGACCTCCTCTCCTTCCA 

CAGACCCCACATGCCCAAAGGCCTCGGGACTTCCCACCACCTTGCTCCAC 

AGATCCAGCTAGGCCTGACCTGTGCCTCATCCCGTGCCGCTCGGTCTCTG 

GCTGATTCCCGAGGCTTTGTCTTCCTCTCGTCAGTTCTTTTGGTTGTGTT 

TTTTGTTTTTTTTAATAACTCAAAAAAAAATAAAAGACTTGGAGGAAGGG 

TGCAAGCTCCCAGTGCATCTGGGGCACATGTTTCTTGGAAGGGACTGTCT 

CGCCGACACTCGGGATTCCCTCTTGCCTGCATGTTGAGGCTATGGGTGAC 

CGTGGTTAGTGGGACAGGCAGTGAGCAGTGAAGTGCCTGAGTGCCGAATT 

GGTGGGGAAGGCTTT 

>Sequencc 2569 

CCGGGCAGGTACGCGGGACAGCGGCTTCCTTGATCCTTGCCACCCGCGAC 

TGAACACCGACAGCAGCAGCCTCACCATGAAGTTGCTGATGGTCCTCATG 

CTGGCGGCCCTCTCCCAGCACTGCTACGCAGGCTCTGGCTGCCCCTTATT 

GGAGAAAGGTGGTTTAACAAGAACAATCATATTCCACAAGAGGATTAAGA 

CCTGAATTACAAAGTAACTTCTTTCAAGGAGTTTCATTAGAACGACAATG 

GCCCACTCACAGAATGGCCTATAGGATGGAAATTGGAAAGGAAATTGTAA 

TGGGGTTAAACACAAAACGGGTTTGAAAAACTTCTTGAAGCAAATTGTTG 

GGAGAGTTGCAAAAATTGGCCAAATTAATTAATTTAGGACACGTAAAGGC 

CTTAGGAAGGGAGTGTATCGAATTATATTCAAAAAATTTAAAGGGCCGAT 
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AGGT TTTA TTTAACTAATT riTnTGGGAAATTGTTGGGTTCAAAAAACC 

CCAGCTTTAATTTGGGGAAGGTTTAAACGGGTTACCCTGGCC 

>Sequence2570 

CCGGGCAGGTACACAACAAGCAGAGTCTGTCATAAGCTGAAACAGAAGAT 

TCTGTTTTAGAATAAGGCGCATCTGAGCTTAGGAGCATAGAAGGAAAAGA 

AGAAAATCCAGAGCTGTGTGCATCTTCTACGATGCCTGCAATTTCAGAGC 

TTTCATCATCGCTTATGGGGGGAATCTCATAATGAATACATTAAACCTTT 

CTGTCCCAAGATCATCAGGCTAGAGTCGAAAGAACCACCTGCCTCTGTGG 

CTGAAGGAGGCAACCCAGAAGAATTTAAGCCATTTAC 1 1 1 1 1 1 ITTAAAA 

GGATTATCACAGGAGGTTAGCCATCCAGCCGACTATAAAAAGGGAGGAAA 

TCAAGAAATA GGCC CATTACCACCAACTGGAAAATTTGAAGGCACAAGTC 

ATGGGAGATATTTTAGATAAGCTAAGTGAAGAAACAGGCG 

>Sequence2571 

AGGTACCGAGCATGAACATCTGCAGCCTCTTGCAGAATCACCCCAGAAGG 

GGACTGAATCATGGTCCTCTTGATAGGTATGTTCAGCAGAGTTTCCAGTC 

CTGAGGTGTATGAGGCCAGCTGGAGCTCATAATCCTTAATTCCCGCGTAC 

CTGCCCG 

>Sequence 2572 

TGGCCCACCGTGCAAGCTTCCACTTGGTGCCTGCGTGGGAACGCACCACC 
TGCCGTGGAACTTCCTCCTGCGGGGCAGAGGAGGGGTCCCCCGCGTACCT 
>Sequence 2573 

AGGTACTGGTTGGTCATTTCCTTAACCAAGGATCAATGACAAAAGGCCAG 
ACAGCTCACTGCACTGCCAGGCTGCACGTCGGAAGCCGGGCTCCGCGCGA 
CTGCCCCCGCGTACCTGCCCG 
>Sequence 2574 

CCGGGCAGGTACAGCAGGGGTTGCTTTGGTCATTGCTGTGTTGAACAGTG 

CACCTCCTTTCTTGACTGTATGCACCCATTGTTGATATGACCTCGGGTTC 

CCTCCACAAAAGCCACCTGAAGTGATCTCTTCTTCAAATACATCAGAGAA 

ACCCCTTCCTGCATTTAGTTTTGCCAGTCGACCATCGATAAACTGCTTAA 

AAAGCTGGAGGTTAACGGCAGTTTCCAGGAACTGTTTCATCACGCTTGAG 

CGGTGCTTTACAAAACTCTCCTCACAGAAAGTGATGGGCTCACCAGGTTT 

GTATCTCAGTGCATCTCTGTAGGAATCCAAACAAAGCAGCCTGTGCTCTA 

AGAAAGGCCCTAGCTACTCCATCACCCGTAGCTGTAGACTGCTTCTTCAG 

TTTATTTTTCAAGGCCGAGACCACATCACTTGGTAGGTTG 

>Sequence 2575 

AGGTACGCGGGGAGGGATTTCGGCCTGAGAGCGGGCCGAGGAGATTGGCG 
ACGGTGTCGCCCGTGTTTTCGTTGGCGGGTGCCTGGGCTGGTGGGAACAG 
CCGCCCGAAGGAAGCACCATGATTT 
>Sequence 2576 

CCCCCGGCAGGGTCCCCGGACTACCACAATTTGGCTTCCCTCAAAGGCCC 

TTTGAGGCACCAGGCTCTGGGGCTTCTGCTGTCCTTTGAAGGGTGTCTTC 

TGGGTAGAGGGATGGGAAGGAAGGGACCCTTAACCCCCGGCCCTTCTCCT 

TGACCTGCCAATAAAAATTTATGGTCCAAGGGAAAAAAAAAAAAAAAAAA 

ATAACTTTGTTCCTCCGCCGTTTA 

>Sequence 2577 

CCGGGCAGGTACTT7 1111 rTTTTTTTTT TTT T T TT TT GTAGGGATGGGG 

TCTCGATTTGTCTGCCCAGGCTGGTATCAAACTCCTGGGCTCCAGCGATC 

CTCCCGACTCAGCCTCCTGAGTAGCTTGGGATTACAGGCACGTGCCCACA 

CACGTGGCATCATACACCCATTTTACAGGTGAGGAAATTGTGGTTCACCG 

ACAGTAAGTGACTTGCCTAGGATCACACAGGTAGTAAATGGTGGAGCCAG 

TAGTTAAAATCAGATGAGTCCCTAAGTCTTCTGTTCTCCCTTACTTGTGT 

TCTGTTTTTTGAATCCCTAAGAGCTTTGTGCAGTGCCCCTGTCTGCTGGA 

TGAACCAACAAACACTGCTTTAAAACTCTACCAAAAAGTGAATCCCGCGT 

ACCT 

>Sequence 2578 

CCGGGCAGGTACCCGGGAGGCTCGCATGTGTGGGTGCATGCCGTGGCAGG 
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AGAAGGCACGTTTATCCAGAGAGTTGATTCTCCTTAATACCAGGAAACTA 
GGCAACAGCAGGGAGGGGACAATCATGAGTCCTAGGCAGGAAAGGTCCTC 
TGGAGAGAGGAAATGGCACACGCGCCCCCGCGTACCT 
>Sequence 2579 

AGGTACTT11T1 nTITITl lTlTlTITnCCI 1 1 1 Tl AAAAAGTTATTT 

ATTTATTCriTVl'lilll^UHl'll'GGTAAGGTTGAATGCACTTTTGGTTT 

TTGGTCATGTTCGGTTGGTCAAAGATAAAAACTAAGTTTGAGAGATGAAT 

GCAAAGGAAAAAAATATTTTTTCCAAAGTCCATGTGAAAATTCTCTCCCA 

TTTTTTGGCTTTTGAGGGGGTTCAGTTTGGGTTGCTTGTCTGTTTCCGGG 

TTGGGGGGAAAGTTGGTTGGGTGGAATGGGTACCTGGTTTGATATGGATG 

GCGTTTTTCTGATAAGTTAACAATTTGCCTCCATCCATCAA(nTATTTTT 

CTTGGTTATTGGT ACTTTATTCTTCTATTCGTTGTTCTTAT 1 " 1 " l'l ' I" 1 " l"i A 

TCATAATAGCTTATAATTCTTTTGATGTTCTTTATTATATAAAACTTCCT 

GTCTTATGCCCCAT 

>Sequence 2580 

AGGTACT1 TrrTTTTTTTTTTTn Tl GCCCCGC AGCTTTTATTAGCC ATC 

GTTACAGTCTCTCGTCCACAAACACTGCCCAGCTCCCTTCCCAGGGCACT 

TTACTGGAGGCAAGTGCAAAACACTGTGGTGCTTTCTATTCAAAGAAACA 

GAAGATGTTGCTGTGGGGGTAACGGACAGCCCAACTACCCACCAGTTTTA 

CAGCAGGATCCGCAGTGAGCTTGATACAGATAGAGGATAGATGACGGTAA 

AGGGGGAAAAGAGTTTAAAATTATCAAGTTTCCTCTTGAAGTGTCnTTC 

CCAAGGCACTGTGAAGAAGACTGCTGCTAGCAATTTTCTAGGACTAAACA 

CACCGATGGGAATATAAATATTTCAAACACAACCCCTGTTACATTCTTAC 

AGTTAGTTTCATCACTTAGGTCTCTTCTTAGCTT 

>Sequence 258 1 

AACTGGCGCAGGGCTCACCCCGGGGCGGCCCGACCGTTCTCATGGCCAAA 

ATCTTCCAACAACCCAGATTTGAGGAGCAATGCTTTAAAACGAGGCATTG 

AAGGCTTTTAATCCGGGCCCCGGAAAAGGTTACAGGATGATACCTAAAAA 

TTCCTCAGGGGTAAAATCTGAATACCTGCCCGGC 

>Sequence 2582 

CCGGGCAGGTACGCGGTGGTCCAGGTTTCAGAAGGTTTGATGCTATACAT 

TGTGTGAATTTTGAGGTTATGATGGTGGCCCAGAGAAGGTTGGGAGGCAT 

TAGTGTAGTGTTGGAGGGATTTGTGTCTCACAGAGCATAGATCGTATTGT 

GGAATTTCATTCTTCACAGAAGCTGTCTCCCTCTCTGCCCAGGGTGACAT 

TCCATGGGACGACAAGGATTTCAGGATGTTCTTCCTCTGGACTGCTCTGT 

TCTGGGGTGGAGTCATGTTTTACTTACTGCTCAAGAGATCCGGGAGAGAA 

ATCACTTGGAAGGACTTTGTCAATAACTATCTTTCAAAAGGAGTAGTAGA 

CAGATTGGAAGTCGTCAACAAGCGTTTTGTTCGAGTGACCTTTACACCAG 

GAAAAACTCCTGTTGATGGGGTAAATCATTTTATTAAT 

>Sequence 2583 

AGGGTACTCTGGGTTGGTACCACTGGTTTCCGGGACCTTTTGGGTGGTTA 

CAACTGGTTTCCCGGAACTTTGCGTTGTTACCACTGTTTCCCGGGACTCT 

GCGTTGTTACCACTGCTTTCCGGGACTCTGCGTTGTTACCACTGCTTCCC 

GGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCAC 

TGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGGGACTCTGCGTT 

GTTACCACTGCTTCCCGGGACTCTGCGTTGTTACCACTGCTTCCCGCGTA 

CTCTGCGTTGTTACCACTGCTTCCCGCGTACTCTGCGTTGTTACCATTGC 

TTCCCGCGTACCTGCCCG 

>Sequence 2584 

CCGGGCAGGTACATCCAAATTGGGCTACGAAAAGTGGCAAGTTTGATTGT 

AGCATCATGTCTTTGAGTGTCCTATTGGACTACAGATTAGAGGATAATAA 

AGAACATTCATTTGAGGTTTCATTGTTTGCGGAACTTTTCAACGAAATGC 

TTCAAGAGATTTTGGTGTCCGTATATACAAATCATTACTGTCTCTTCCTG 

AGAAAGAGGACAAAAAAGAAAAGGATAAAAAAAGCAAAAAAGATGAGAGA 

AAAGATAAAAAAAAAAAAAAAAAAAAAAAAAGGTCCACCGTTAAGAAGTT 

GAGCTTTTATCTTAGAGGCAGCAGAAGGTTTGGAGCCAAGGAATGAAATG 



Page 539 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



ATGAGGCGTCCTTCAGGTAATGAACTTCAGCTGCAGTGTGAAAGGGGCAG 

GAAGACTGGCAGCTGTCAAAACTGGAACAGTCC 

>Sequence 2585 

AGGTACATTTTACAAAATTAAAGTCACTTTGTAGGTATATAAAAAGTTTT 
AAAAGTTGGTTTATTAATGAGAGTAGTGGATTACATTTCTtTTCAAGCAG 
TAGTTTAAATATTAACCAGTTTACTTTTTTTTAAAG 

CAGCCTGGACAACATGGTGAAACCTCGTATCTACCAAAAATTGAAAAATT 

AGCTGGGCGTTGGTGGGTCACGCCGGTAGCGTGGTTTTTTTGGGGGGGAT 

ACCAATGTTCTAAACTGTGCTGGGGCACTGGGTATTCCACTCTGGGGCCT 

TTTCTCAAAATCCCTGGAATTGGGCCTGGGCCGGCCGGGCGCTTTTTAAA 

ATTGGGGGGTCCCCCCGGGCTGGGAAGGAATTTAATTTCAAGCTTTTTTG 

ATACCCCTCGAACCCTTAGGGGGGGGCCCCGGTTCCCCAATTTTTTGGT 

>Sequence 2586 

AGGTACT TT1 1 11 OTTnTI rTTTTTl rTTTTTTAI H rTTTT T TTTTT 
1 H 1 I H I 1 1 ll-lUnU'inCTTTGGGCAACACTTTATTGGGAAAGATTTAC 
CCACGGGGACCTGTCA 
>Sequence 2587 

TAATACTACGTTCTATTTGTAATGCTATATAATTAATATAACATTTATAA 

TGATATGATATAATTTATATAACATCTATTTGAATATATCATAATTAATA 

TAATANAAAGTAGAGGTAAAATCATTTGGGCGAATCGGAGCTCCACCTCG 

GTGGCAGCCGAGGTACATTTCCTTGTAGACTCTGTTAATTTCCTGCAGCT 

GCTGGTTGGTTCTGGAGCAGATGATCTCAATGAGAGAGTCCTCGTCGGTT 

CCCAGCCCCTTTATGGAAGCTTTTAGCTTAAAAGCGTCATACCTGAGCAA 

GGGTTCTTCAATATAGGCCCAAAAATCACCXGGTTTTCCAAGGTGGGCCA 

GAAATAAGG GCCTAA CTTTCAGATGCCTGATGCCAAGGTTTCCTTTTTTT 

GG AGCCCTTTC 1 11 IGGGTAGGGGCC A A AGGCA AATT ATCCCTGGTCTTT 

TGGTGGCATTTTGGCCCCCAGCGGTTACCTTGTCCCCGGGGCAAGGGCCG 

GTTTCTAATAAAACTAAGTGGGGAATCCCCCCCCGGGGCCTGGCAAGGAA 

AATTTCGGATTATTCAAAGTCCTTAATTTAAATTCCCCGGCCTAACCCCT 

TTTA AQGGGTGGGGGCCCCCGGTTCTCCCAAAACCCnTTGGTATCCCCC 

TTTTAAGTCGGAGGGGTATAATTCTACCACCCGACTTGGGTAGAATAATA 

ACTTATGGCTCCTTTAAATAAAGTCTTCCACTTGGAACCAAAACTCGCGG 

A 

>Sequence 2588 

CCGGGCAGGTACACTCCTCATCATCACTGTTGCTTGAGCACCGAAGAAGA 

GTGGCCCAGCCTTTTGGGTGCAGCTGTAAGGACGTGATGCAGTTTCCGTG 

GTCACTCTCACCAAGAACTTCAGGGGTTACGACTTCAAGACTATTTCGTG 

GTGAAACTCCTGAACTTGAAGTAGTTCTTCTTGCTCTTAAAATGGGATAG 

CTGCCTACTTCTAAAGACTTAGTTAAGTCAAGGTCATGCAAAATTAAGAG 

ATATCCAGAGGACGTTGAAATCAACATTTTGGAACAATCTGGTGTTAACC 

TCATTCGCATGAGAAAACGTGTGTGAAAGAATTTCTTATGTGGACACCCA 

TCTTCTGTATACCTGTTAGTGTCCCAAATAATGACATTTCCATCAAATCC 

TGATGTTACTAAGAGTCTTGTATTAGTATCAT 

>Sequence 2589 

CCGGGCAGGTACGCGGGAACATAAATTGATTTCTCACTGTTCTGTGGGCT 

AGATTGGCAAAGATCAAGGCATTGGCATGTTTTATGTCTTATGAGGCCTG 

CTTTTGACCACTAAGATGGCACTTTGAAAGCTGTGTCCTCACATGGCAGG 

AGGATGGAAGGGGAAGAATGGGTGAATGCAATGTGAAACCTCTTTAATAT 

CATTATTCCCATTCACCAGAGTGGAGCCCTTCTTACTTACCTCCTAAAAA 

TCCTACCTGTTAATACTATAATATTGGTATATAAGTTTTAACATATGAAT 

TTTGGAGAACATATTTAGACCATAATAAATATTAATAGTTTCACAGATGT 

AATAAATATCAAGCAATATAATTAAATAAATTTCTACCTCATAGTAAAAC 

TACAGGA 

>Sequencc 2590 

GGAGTATCGACTCATCGAATTTCGGCGAATGTGCTGATAGGTCGGCGGCC 
GAGGTACGAACTTTTCTCCATAGGATACTTAGGTTGCACCTTTGTATTTG 
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TAAAACAGGAGCAAATTTGGACCTTGCCGGGCCAAAGTCGTGTCACGTGG 

AACCTCTTAATCTCAGCATCCGGAGCTCCAGGAAGGGAAAATTTCAAGTC 

AGATAGAATTCTATATATACCATTTCTTTGGAACCTTCAGCCCTCAAGAT 

TCCAACATCATGACCTCAGTTTCAACACAGTTGTCCTTAGTCCTCATGTC 

ACTGCT TTTG GTGCTGCCTGTTGTGGAAGCAGTAGAAGCCGGTGATGCAA 

TCGCCCTTTTGTTAGGTGTGGTTCTCAGCATTACAGGCATTTG7GCCTGC 

TTGGGGGTATATGCACGAAAAAGAAATGGACAGATGTGACTTTGAAAGGC 

CTAT 

>Sequence 2591 

CCGGGCAGGTACTGTGAGCCAGCACTCCCTGACCTCAGGGTGTGTGAGGA 

GTTGGCACTGTAGAGAGAAACCAAGACTCTTCCTCAATGCCTGCCTTATT 

CTGAGCACCCACCCTTAGCTCTGATAAGGATCCCGCGTACGTGGCCTACA 

ATGACACACAAATCCCATTAAATAAATTATAAACAAGGGTCAATTCAAAT 

TTGAAGTAATGTTTTAGTAAGGAGAGATTAGAAGACAACAGGCATAGCAA 

ATGACATAAGCTACCGATTAACTAATCGGAACATGTAAAACAGTTACAAA 

AATAAACGAACTCTCCTCTTGTCCTACAATGAAAGCCCTCATGTGCAGTA 

GAGATGCAGTTTCATCAAAGAACAAACATCCTTGCAAATGGGTGTGACGC 

GGG 

>Scquencc 2592 

TGGAGGCGTCGCCTTTCTACTACTTAGGGCGAACTGAGCTCCTTTGGGGA 

GGCCGAGTCTTGCC ATCCTTTTAGTATC IT IT HTATATAAGTAAAG ATT 

CACACAAATAAATTCACTTGAATTTGATAATTTGGAACATTGGCAATGAA 

TACAGTGCCTGTTGAGGGCTGAAAGAGAGAGGAAATCAAGAACAGTGTGG 

GAGAAGAAAGGCAATCCTTCGTTGAAAAGCTTTTCTCTTAACAATCCTTA 

GTGCCTGAAAAATAAGCCATTTTGATAACAAGAGTATAAAAAGCCTTATG 

ATCTGCAAAGTAAATCGTATCTGGTTTAAATTTCATCCCAAGTCTCAGGT 

TATGGCTGAGGAGCTATACTAAGTATCTTTGTAGCACAT1TC1 T T GAATT 

TTTATAACTAAGACAAGAAAATTTTTTTATCAGATCTAGGCAGAAATACT 

GATCT 

>Sequence 2593 

AGGTACTTTTTTTT l ' T TTTTl 1 I I 1 1 TIT T TIT] 1-1CC M I I i 1 " 1 1 J J IT 
TTTTTTTTTTTTTTTT^ 

1' T TTnTTTTTTI A A A AGGGG A A AACCCC ACCG AA AT A A A ACCCCCCCC A 

AAAAAAAATATTAACAAAAAGGGAAAAAAAAAAAATCACACAGCCAGAAA 

AACACAAAAAAAAAACGGGCAAAAAAATTTCTTTTTACCCCCCAAAAAAA 

ATTATTAGGGCCCCTAAATTAAAAAAAAAAATTCAAACCCCCAAAATTCC 

AAAAAAAGGAGGGAAAAAAAAAATTAAAAAAAAAAACCCCCAAAAAAAAC 

CCCCAAAAAAAGGAAAACCCACAAACCCCCCCCAGGTAAATAAAAAAACC 

CA 

>Sequence 2594 

AGGTACT TTTTTTTTTTT 1 NAA AAA A AAA AAA A A A AC AAA AAAA AAA ANN 

AAAAAAAACAACAAAAAAAAAAAAAAAAAAAAAAAAAATACCNNCAAANN 

AAATANAAACACCCACACCACACCTACCTTATTATTTCATAAACCAAACA 

AAAATTTAAAAAAAAAAAAAAAATCCACCATTCAATCTACACCCACACTA 

ATTTATACATAAAAAAACTACAATAAAATTTCATAATAACATCTAAATAT 

CACTAATAACAATACACCACATATAAATTATAATCCAATTCTATAAATAT 

ACTACATACAATAATTATATAATTTTTAATAAATATTTATTTAAATCATT 

AAATATAATATCTCCAATTCTACTCTCCTAATTAACTCACTATCCATCTT 

AACTACTTATTCANAATTCTCATAACCCACATCTATATATCATCC 

>Sequence 2595 

TATGAGCACTACTTNCGCGATTGAGCTCACCGCCGGTGCGCCGCCCGGCA 

GGT AC rTTTTTTTTTTTTrTTrn " ITT ANNGG ACTG A ATCC AGCTTTATT 

AAAGATACTTTCCATAAACAATCATGGTATTTCAGGCAGGACATGGGCAG 

ACAATTGTAAACAGTATACAACAACTTTAAACTCCCTTTCAATGGACTAC 

CTAAAATCATATAGCCTCTATAAAACCCAGTGAAGTGATCATCAGATGCT 

CTTAACAGGGAACAGAAAGAGTGAAGGTGGCCAATGGACTATTAACCATC 
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GTGCATAAATAACTTAACACAATGAATATGCCTGGCTATATATGATTAAT 

AACTACAATGGCATACTGTTGTCAGACGTGGTCCATCTGTATAACAATGA 

CGCGAGGGGGTGCTGTAAATGTGCCCCTCACAGATTAGGGGAACTCTACT 

TAGAGTTAGTTTCTTGTCCACGAGTGGCTCTTTTATGAAATAGGAGCGTC 

TCACAGGCCTGTACGGGTAGTGATATTAACAAATAGTTACAACCCTCCGA 

TTCTAAGGTGGGGGATCGGGTACATCACACAGTATAGATGCTCTTTGAAG 

AGGGGGAAAGAGCATACGATGTGGACTATTCAGTGCACCTAAGGGAATAC 

CTTACGTTAAAATCGCTTATGCTCACAAATATACCGCGAAGATGTTCGAA 

GATGTGAGGGTAATATTTATCTATATGACATGGATGCGCCAATTGCAGAT 

ATGCTAATCATCTCGTATACTGTGTACTGGTGTGTGACGAGACGTTTTGA 

CAATAAGAGAAACCATGTATGTAGCAGACGCGAACTTGATATAATGACTA 

CTACTCCATCGTTAGACGGAGCAGATTNCATTGTGTAGGATCTATTCATG 

TATTCATATATATAAACTAGAGTAGTGTTTATGTAGTACTGAAGATGGTA 

TATGATGTGTATCTATACTTTATGCGTGAGTGAAGTCATTGACAATGATT 

GAGGTAAATACATCG 

>Scqucnce 2596 

AGGTACATGAAAAAATTCATACTGGAGAGAAACCCTATGAGAACCCTAAC 

CCTAACGCTTCAGTTGTCCCAGTTCTTTCATGAGCATGAAAGGAGTCACA 

TAGAGAAACCCCATGAAAGTAAGAAATTTGGGAAAGCCTTCAGTCCTTTC 

TGTTTCTTTCAACTACGTGAAAGGATTCACGGTGGAGAAAGACCCTGTAA 

GATAATTGGCTTTAAATTACGAGAGACTTGTGATAGGACAGTAAAACCTA 

GAGTTGGAGTTGGATCTCTGGATTGTGTTATGTCAGTGTTGGTAGGTTAG 

GAACTAGATTTCCCAGAATCCATTCCATTTGTGATTCCATGATACAATTC 

ACCAGTAACCTATCTTACATGAGATTCGGAAGTAAGTTAAGAAGGCATTA 

GTCATGGTTTGGAAGCACCATACAGGGAGACAGCTGTGTGAATACAGGCT 

GTATGGACACTrGCTTCCATCCCATTTTCCTGCTTCTTTGGGTTGCCAAT 

CAAGAGTATCCTCAAAACGACTTGACTTTAATTTTCTCGGAGGTGATAGG 

CTTCCACACGGGTCTCCAGAAGCTCCGCATTGAATATCCATCCACACTTT 

GGGTTTCCTTCAGACCATATTATGTCTGTACCTGCCCC 

>Sequence 2597 

AGCCGTGACCGTCTNTAATGTTCACTNTTATCNNTTATACATTTATCATN 

TATAAATANNTTTTN AANTTAN A I L I ITITTITHNNNNNNNNNATGAAT 

GCAGTAGATAGGCGATAGACAATACGCGGGCGCCGCNGCAGTACCNGCAC 

TGANGCTAACTACATAACCTTTAAGTTAAGATTAAAGACCAACCCTCTTA 

CAGTGAATGCCCAACTAAATACTACCGATGGCCACCATAATACTCCATAC 

TCTACACATTCTATCACCCAACTAAATATATGAAACACAAACTACCACCT 

ACCTGCCTCACCAGAGCCCATAGAAATAAATAATTATAACAAACCCTGAG 

GACCAAAATGAACGAAAATCTGTTCGCTATATTCATTGCCCCCACAATCC 

TAGGCCTACCCTGCGCAGAACCT 

>Sequence 2598 

AGGTACTT TTTTTT TTTTI 1 1 1 rTITrTTTTTTTTGCTTCCTTGTCTTTG 

GTTTCATTGTTTTTTCTTTATCCCATTTCCCCCTCTAGTGGTCTAGAAGT 

AATAAATCCTAATACTGCGTTTGTAATACTTGCTCTTCACATATTTGTAT 

GCAGCCAGTCACAGTGGAATGTGACTAGAATCCTTGTTACTCAAGAGGCT 

GAGGTTGAAGGATCGCTTGAGCTCAAGAATTTGAGTCCAACCTGGGCAAC 

ATG GTGA AACCCCATCTCTAAAAGAAAATACACACAAAACTAAGCTTGAT 

TACTTTTATATTTTCTCCAGAAACAAAAAGAAATCACACTATGCTGCCAT 

ACTCACCCTTCCCACACTGTTCCTTCAGCAACATATACCATTGTTTTTAG 

TTCCGAATGGTTACTACTTTCCTTATATCTGTCA 

>Sequence 2599 

TGGGCGCCCACTACCTTCTGAGCTATTGGGCGACTCCGCACGCTCCACCG 

CGGTGGCGGCCGCCCGGGCAGGTACTGGCTTCCTTGTTAATCCTTTATCC 

CCTTCAGGTGTTATTCAAATGTCATCTTCTCAAGAAGGCCTTGTGTGATT 

AGTTTATTGAAATTATTCCACTCAACTCCTATGTCTAACACTATTCAGTC 

TCCTTTCCTGCTTCAATTTTCTTCTTGGCTCCTACACCCTCTAACTTGGG 

ACATGTATATGTGACATATTTGGCTAGATTATTTCACCCATTAGCATGTA 
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AACTCCACGAAGGCTTTTATTTTACTGCAGTATTTTCTGCACCTAGAACA 
GTATTGGTATATAGCAGTCACTTAAATATTTGTTGAATGAGTGATGTAGA 
GAAGGTTCAAAAAGCCACTGGAGAATGTCATGGCTTGACCG 
>Sequence 2600 

CCGGGCAGGTACTGTGGATTTTTCATTTGCAAAGACGTTAAGCCCTCCAA 

ATGTGCAAATCATGAAGTCAGTTGTTGTTCCAGCAAGGTTTGCCCAGCGG 

TAAAAAACAAGATAAAACTAATGCACTAGCTGAAACCAGGTGGGGAGACC 

ATGTGTGGTAGTGCTTGGGGGTGGAGGGAAACTATTTCTGAAATGAGGAC 

TTAAAGTATAATACCAGCTTCACTGCCTGTTCACATGAGAAACCAAAGCT 

TCAATTTAACTGCCGGCAATAGGAGTTACACACTGTCAGCACCAACTGTC 

TAAGATCCAAAACTAGTATCTATATGTGTAGGATCAAAACCAAAAATCTG 

GAGGGATCTAGTTAAACTTCAATATGCATGACCCCAGATTCCCCTTTAAA 

ATATAGTCCAAGTATTTTATATTTTGCATAGGGG 

>Sequence 2601 

ccgggcaggtaccttctttctggcagtgaatggtctgtattcctctagtg 

atgatgtgatcgaattaactccatcaaatttcaaccgagaagttattcag 

agtgatagtttgtggcttgtagaattctatgctccatggtgtggtcactg 

tcaaagattaacccccx:gattggaagaaagcagcaactgcattaaaagat 

gttgtcaaagttggtgcagttgatgcagataagcatcattccctaggagg 

tcagtatggtgttcagggatttcctaccattaagatttttggatccaaca 

aaaacagaccagaagattaccaaggtggcagaactggtgaagccattgta 

gatgctgcgctgagtgctctgcgccagctcgtgaaggatcgc 

>Sequence 2602 

CCGGGCAGGTACAATACAATCTAGATGACGGTGCAGACTAAGTCAAGAAC 

TAAAGTTGTGCAGTAACCCGAGTTAAGGCATGAATGCAGACACACACATG 

CACACACACAGCACCCATGCTATCAAGACACAGGATTTTTTCAGTTGCCT 

CATGAGAGGCAACCTGGGCTTGGCAGTTAATCAGAACTGCTGAGCATTCC 

AGAAAATCK^CCCCCACGACTTTATGCTAACAGCTGTGTGTATGTTTTAAT 

CAAAAAATTAAAGAAGAAAAAAAAAACCTAAAAAACAAAGAAAAAAACAA 

ACAAAAAATCACCAAAAACCTAGAAACCCCTTAATCTCTTACAATGGCTC 

TTGAGCATGGAACTCATGTAGCAGCATCAATGGCTGGCTCTTTAACAATT 

TGGAAATAAAAGGTTGTTTTACTATGTATTTCTTTG 

>Sequence 2603 

GGCGTTGACGCAGTTAGGGAAATCGGAGCTCACTTCGGTGGCAACCTCCG 

TACGCGGGATGTGGCAGTGAGTGGAGGACTGTGGATGAGTGACCCCTTTA 

AAAGTAAGATATTGTCACATAAGCTCTrGAGACAGTTAACTCATTATCTG 

CAGTTTCTTCCATTCCACAATAGGCTACTTATTTTTAATGCTGTATTACA 

TTGGGAAAAAACCCTCAAGTGTTTATTTCTTAATAAAGAATAAAAATATT 

TTACCTATTATATTTTAACACGAAAGGTGGACAATATTCAAAATAGGGCC 

CTGGGAAATTATCTTCTGTACATAGGACTCGCAACTGCTTTGGCACAAAT 

TCCCAGGGGAATTACAATTGGTTCCAGTAAGACCCACGAAAATGGGTGAA 

AAAAGATCTTATTCATTTTCAAGTAGATTAACTTGGGCCCATTACAAAAT 

CAAGGGGTTTCCCTTGACTCCAGGGGCCGGTGCCGCCTTCTTAGGAAACC 

TTAGTTGGGGAATTCCCCCCACTGGGTCCTTGTCAAATGGAT 

>Sequence 2604 

TTTGTCTAATGATAGGAATTATTCCTTTAATTTAAAAAATACTTTCAATT 

TTTTAACAGTTTTTTCCTTACTTGTCCAATGGGATGTAGGAATTCAGAAT 

GGATCCTGCCATTGCTTTGGTGCTGGCATTATCACTAACTGTGCCCAAGC 

TGAACTGTGCCCCAATTTTTTCCAATTTTAAACTTGAACTTTGGGTCCGG 

ATTTTAAAAACTTAGTGGATTCCCCCCGTGGCTGGCAATGAAATTTTCAA 

TTATTTAAAGCTTTTATTGTATTACCCGTCAGAACACCTCAAAGGGGGTG 

GGGTCCCCGGGTACACCCAAGCTTTTTTGGTTTCCCCTTTTTAATTGAAG 

GGGATTAAATTTGGCCGCCGCCTTTGGGCCGGTAAATTCAATTGGGTTCA 

ATTAGACCTTGTTinTCCCTTGTGTTGAAAAAATATTGTTTTAATTCCCC 

GCTTTCAACAAATTTTTCCCTCACCAAATATTTACCGTATGCCCCGTGGT 

AGTCT 
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>Sequence 2605 

AGGTACGCGGAACAATCAACAGTTTCTGATGTTCCGAGGGACCTGGAAGT 

TGTTGCTGCGACCCCCACCAGCCTACTGATCAGCTGGGATGCTCCTGCTG 

TCACAGTGAGATATTACAGGATCACTTACGGAGAAACAGGAGGAAATTGC 

CCTGGCCAGGAAATTTACCTGTGCCTGGGGAGCCAAGTTCTACCAGCTAC 

CCATCAGCCGGACCTTAAACCTTGGAGTTTGATTATAACCATCCACTTGT 

GTAATTGCTGTCACTTGGCACGTGGGAGAACAAGCCCCCGCCAAGGCAGG 

CAAAGGCCATATTTTTCCATATAATTTAACCCGAAACAAGAAATATTGGA 

CAAAAACCCAATTCCCCAGGAATGGCAAAGTTGAACCCGGATTGGTTCCA 

TGGAACAAACCATTCCATTTAGTTGGTCCAAAGTTGGGCCTGTCCTTTTA 

AAGGTTCCCCCCCCTGGTTT 

>Sequence2606 

GTTGCGATCACTACT 

>Sequence 2607 

ATACCGAGGCCGGGGCAGCATAAAAGTTGTAAAAAGCCCTTGGGGGATGC 

CCTAAATGGAGTGGAAGCTTATACTTCCACCATTTAAATTGGGCGTTTGC 

CGCCITCAACTTGCACCCGCTTTATTCCAGTTCCGGGGAAAACCCTGTrc 

GTTGGCCAAGCCTGGCATTTTAAATGGAAATTCGGGGCCCAACCCGCCGC 

CGGTGGGAGAAGGGACCGGGTTTATGCCGTTATTATGG 

>Sequence 2608 

CCGGGCAGGTACACTTATAGTTGAGAGCCAAGTCTCCCTTATCATTGGTG 

AATGAGAATGAGCTACTGAAAACAAAAAGAGGGTCTTATACTCAGCCTAT 

ACCCCTTATAT TTAT AATCAGAAGCAGAGATTAACCTTGTCCCTTACTTA 

ATTTCATCACCTTTTAATGGGTAAAAAAATGGAAAGGTTTCCCTTAGAAA 

AAAATTCCTTTCCCGGTTTCCAACTCCTTCGCAAAACTTTTAATGGCCTA 

TTTCCTGGTTAACATTAAAATCCAAGGGCCAGGGGGGCCAAAGGAACCCT 

AAAAACCTTAT TTTTTT TGAAAATTTGCGGCTGGGGTTGGTTTATGAAGG 

GGCTTTAAAAATTTTTCnTACTTGGCTTTATTTTTGGACCACG 

TTGGAAGAAAAATGGGTTGGATTTCACAATTTTTTCTCCATGCAAGGATG 

AGGACTACTTGGTGTTATGCACATAAAATATTTTTTGGGTGCGCCCCCAT 

AATATTTTATAAAAATTGGGGGGGGGGAGGGGAAAATATTATTTTATATC 

CATAAAATTTCCAAGGTTTAGGGTTGGGG 

>Sequence 2609 

CCGGGCAGGTACGCGGGGGGCTGCAGCTGTGGAGGAGGGTTTCAGAGGAG 

AGAGGTCGGAGAGCAGAGGCCTGAGAAGCCAGAGGCAGGTGGAGAGAGGG 

TGGAAAGTGAGCAGCGGGCTGGGCTGGAGCCGCACACGCTCTCCTCCCAT 

GTTTAATTAGCCCCCTTTAGAAAAATTTCACAAGTCCCCTTCCATATAAT 

AATATTTTATTTAAAAGTCCCT 

>Sequence2610 

GGCAAAGCGATCGGAACCCGGGAAGAAATCGTCCCAGGCGCGGAGTGGAG 

CGATATTAACGTCCATGTTCTCAGCTTTGCGTTCTTCGCCTCCAGAATCT 

GGCGGCGGCGGCGGCGGCAACCGATCAGCTGAGCTGAGTTGGAGAGTTGA 

CAACCCCCCGGGGGTCCCTTTGGGCCGGT 

>Sequence 2611 

AGGTACGCGGGTGTTCCTTTTTGTCCAAAGTCTATTTTTATTCCTTGATA 

TTTTTCTTTTTTTTI inU l'IGTGGATGGGGACTTGTGAATTTTTCTAAAG 

GTGCT ATTTA ACATGGG AGGAG AGCGTGTGCGGCTCCAGCCCAACCCGCT 

GGTCACTrrrCAACCCTTl"iri M i'CCACCTGGCCTCTGCCTTTATCATGCC 

TATGGCTCTCCC A ACCTGTTGTCCCTCTGG AAAACCCTTCCTCCACAGGC 

TGCAAGCCCCAATCCTTCCCGGCTTCCCCCCCCTAGGTCTTGTCCCTGCC 

GTTCCCTCTTGTACCCCCGGGGTTTTTTAATATGACCAAACTTTTTCCTA 

AAAGCCTGCAAAAAAGCCTAGTTTTTACCCCCCTTAAAGGGGTTGGGGAA 

GGGAATGCCAAAAAAGAACTTCTTGTTCACCTTGCCCCCGGGTCCGGTCC 

CGCATTCTTATAAAACCACT 

>Sequence26l2 

TTTGAGAAGCCAGCGCTCACCCACCCGGGGTCTCTGTGCATTGACCTTTG 



Page 544 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



GGTGCTGACTTGGAGAAAAGCACAAACACGACCAGTCCCATCCTGGCTCC 

CGTGGGGCTTCTTCTATCTACGCATTGTATCGACTGCATTAGTTGGACTA 

AGAATGATGACCTCAATTTAAAGGGAAGGAAAACAAAAGGCTGAACTGGT 

CTTAAGCAAGGAAATGGGTCCCAAAGCTTGGCAAAGTATAAATAGCAACA 

ATCTGCAATAACATTTTAGGATTACCAAGGATAGGGGGCATGAAGCTTAT 

ACTAGCTCTTGCKjCGGGTATACTTGGCAACACAAATTTACCAATTTATGA 

TTTTTTGGCCCTTGTCAAAAAACCTAATTCATATGAATAGTGAATTTACT 

TGTGTTGGGCACAGGGGGAAGATGCTTCTCCACCTTGAAAACAAAAAACC 

AAAAAATTGGGTCAAGGTCCAAAAAAAGATTCTATGGAAGTTGTATCCCT 

AATATACCAAG 

>Sequence 2613 

TGGGACCTGCAATTACTACGCAAACGCTTACAGCTTTTGGCTCGCCACCA 

TAGAGAGGAGCGAGATGTTCAAGAAGCCTACGCCGTCCACCTTGAAGGCA 

GGGGAGCTGCGCACGCACGTCAGCCGCTGCCAAGTCTGTATGAGAAGAAC 

ATGATG GAAACC TGGACTCAACTTAAGGTCACACCATGGGTGCTACTTTC 

TTCTTTCTTTTTTGTTAACAGCAAACCGAGACCCTAAGAAATTATAGTCC 

ATGTGGTACCCTTCGGTCCCGCTTCTAGGAAACTAGGGTGGCATGTCCCC 

ACGGGGTCTGGACAGGGAGATATCGCATTATtCATAGGCCTTAATGCGGA 

ATATCCC GATGC GAACCCTTCGTAGTGAGGGGCGTGCCCACGGGATACCC 

GCCAGGCTTTTTGTGGATTCCCCCTTTTAAAGTTGAAGGGGGTTTAAAAT 

TTGGCCGCCGGCTTATGGGGAGCTTAAATTCAGTGGGGTTCAATAAG 

>Sequence 2614 

TGTGCGTTCACTACTATGGGCGATTTGAGCTCCATCCGCGGTGGCATGCG 

GCCGCCCGGGCAGGTACTCCTGCCAAGGCAGCTCCCACCGCTATGGGCAC 

AAGGAAGTTGTCGTCATCTGCACTGCAGTCTTGAGCTGTAGAATACTTTC 

CTTGTGTCACATTGAAAGGCTGAACCCTTAGATCAAAGGTATTTAATTTG 

AAATGCCTTC A AACCCCTGG A ACCCAGGCTTG' 1 ' IT! " W i ' 1 GGTTGCCACA 

TATTAT AGAAT CTTTCCCATGGGGGGGCCATTACCAAGTTGGCTTGATAA 

TTTGTATTTTTCTGACAGTTGTCTGAAATATACGGGTGTCCCATTTAAAT 

CCAAAATCTACTTGGCAATTATTGTATCTACATCTACCTTTCAGTATTTA 

TACATCCAGGATTTTTTCTTTTCTTTTTTAAAATGAGTAATAGACCATAT 

TGAA CCCTATGAATTTCCTTTTATTGGTTTTTGCCTTGGTATTTTTGGAG 

TTTTTTAGTATATAAAGTTTATTTTATTGATATTATATTTTCTITGGAGT 

TTATTTAAGTGTGTATCTT 

>Sequence2615 

AGGTACCATTGGTGGCCAATTGATTTGATGGTAAGGGAGGGATCGTTGAC 

CTGATGTGTTATGTCAAGGACTCATCGGGCTGAAAAAGAACATCAGGTCC 

TTTATGAAAGGGATCCCCAACAATGTCAAGACAGCCCGTTGTGACATCCC 

ACCTAGTGGCCTCAAGATGGCAGTCACCTTCATTGGCAATAGCACAGCCA 

TCCAGGAGCTCTTCAAGCGCATCTCGGAGCAGTTCACTGCCATGTTCCGC 

CGGAAGGCCTTCCTCCACTGGTACCT 

>Sequence2616 

CCGCCCGGGCAGGTACGCGGGGTCCCAACCAAGCCCTCCAGCAAGGATTC 

AGAGTGCCCCTCCGGCCTCGCCATGAGGCTCTTCCCGTCGCTCCCGGTCC 

TGGTGGTGGTTCTGTCGATCGTCTTGGAAGGGAGTGGTTTTCAGAGACAT 

TTCAGAAAGTGAAGGAGAAACTCAAGATTGACTCATGAGGACCTGAAGGG 

TGACATCCCAGGAGGGGCCTCTGAAATTTCCCACACCCCAGCGCCTGTGC 

TGAGGACTCCCTCCATGTGGCCCCAGGTGCCACCAATAAAAATCCTACCA 

AAAAAAAAAAAAAAAAAAAAAAAAAAGGTACCT 

>Sequence26l7 

aggt act ttnttt i mil ii ii i I'i' r ri-rrrrrrGGCTTTTi' r r i 'i Trr 

TTTTTTTTl H Mil 1 1 1 ITm I AACAAA AAGAGGGGTG A AGTTTATTT 

ATTATAGCCCCATTGAGACATTTTGAAATTGGAATTGGTAAAAAAAATAA 

AACAAAAAGCCTTTGAATTGTTTTTGGGGGAACCGCAAAAAAAGAAAAGT 

TTCATTTTTTTTTGGCAAATTATACTGTTTCCAAACATTTTGGAAATAAA 

TAACTGGAATTTTGTCGGGCACTTCCACTGGTTGACAAGATTTGAACAAG 
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AGGAACCCATTTGGGGTTAAAl 1 1 ri ri lGGGGGGATTTCAAATAAAGTT 

TGGTTTATAAAAAGCAAACAGGGCCAACGTCCACACCAAATTTTTGATC 

>Sequence26l8 

AGGTACCTGTGTCAGGAGTCCCCAAGCCCACTCCCAAAATAGAAAATTCA 

CTAAAAGGAGTCAAAGGATTCAGCATACAGTAATATTAACAACTAAGATT 

TATTCCAGCAGGATACAAAGCAAAATAAGAAAGGAAAAGTCGCATGGGGC 

AAAATCAGGTGAAAGCTTCCAAGAGTCCTCTCCCAATGGAGTTACACAGG 

ATGTGCTTAATACCTCCAGCAACCAGTTGTGACAATACATGCAAAGAGTG 

CAAAGTCTTGTCCACG ACGGATGTNC 1 1 1 I ' lTi ' l ' l ' lTnTl OAGAAAGCC 

TTGCTCTGTCACCCAGGCTGGAGTGTGGCACGATCTGGGTGAAGAGCAAG 

ACTCCGTCTCAAAAAAACAAAAGAAAAGAAAAGTCCAGTCCTTGTCT 

>Sequence 2619 

CCGGGCAGGTAC1 r TT T TTTTTT I M i l l i 1 11 rTlTTTTTTTT ACAGAT 

GCTTTCAGTTTAATAGTTGTTTTAAA nTTl TTTTTTT TTTTTTTTAGGG 

TTTAGGCTGAAAACGTAAAGCCTGCTGCTCCTGGGTATCATTTCTCAGCT 

TCTCCTTACAGCTATAGTACATAGAATACTCCTTTTTTTAAGTCTAAGTA 

GCTTCAAACCAAATCGGTCTGACCCAAAATACCTGCTATTATGGAGAGTG 

GGATGGGGAGAACKrTAACTAGAAAATGCAAGATCATGTTTACCCCAACAG 

CATAAAACCACCCTTGCTGGGGCTCTGGCTGGGAGGAGATGCTAGTCATT 

TTTTCCCCATGCACAAATGGTTTATAGCTATGGGGTCCAATATGGT 

>Sequence 2620 

CCGGGCAGGTACGCGGGAAGAAGGGACAAAACTAAGGGTAAGCGAACTTT 

GGTTCTAGGAATGGCAAGACCAGCAAGAAGATCACCATTGCCAACTGTAG 

CCTTTACACAATGTCATAGTAGCCCAAATTCAGTCAGCTATTGAATTAAG 

TTTArrGGCTrCTTGGCCAGGTTAAAGAATGTATGAATGCTGTCTTTAGA 

AGATAACATCATATGGAGGTTCTACAACTTCTTAGACACAATGTCAAGCT 

TTTAGTAAAATTATACTAGACATTCAAGAGATGGGATTGAAAACCAAGAG 

AAAGGGCAGACAATTGAAATATACTCACAGATGATTCAGGCAGTGGAGTT 

AAGACCAGGACTTGAAATAACAATGATAATTGTTCAAGAAAATAGAAGAC 

AGGGAAAAAAAAAAAAA 

>Sequence 2621 

CCGGGCAGGTACl 1 1 1 1 1 1 1 TlTinTnTITmCAGGAACTGTATAAT 
TTTGGATATTGAACTGTTCTAC 1 1 1 Tl "1 1 TTI AAATTTTTATTCCCCCTA 
TCTTTGCCTTGTTCTTCTA AGTCTG A A A ATTTTTTC rTTTTT l'CTTTTC A 
ATGTTGTTGTCTAGACTTCTATGGTAGTTTAAAGACTGCTAATATGTATT 
TAATTTCCAGGTTTTTTTAGTTTTCTATTTC 

C TTGC TTCAGTCATATAATATCCTGTGTTTCTGAATATTAATCTTCATTT 

GTTTTGAACATTTTTTTTCTTAGCAGATGAAGAGGCTGATTGATTTGGAG 

TTTTCCTGGACAGGGATATACAGGAGCTTTTTTTAAAAAAGAACCATGAT 

GTTATTAGGTGTAGCTT 

>Sequence 2622 

AGGTACGCGGGAGAGTTCTGCCTCGCTTCCCGGCGCGGTCGCAGCCCTCA 

GCCCACTTAGGATAATGGCGACAGCTGAGGTACATTGTGATACAACTTCT • 

TCACAGATGAAGGCCAGCAGAGACAGCAACAGCTGCAAGCCCTTGAGAAC 

GCGCCGGAGCAATGGGAGCCGGCCCATGAAAAAGTAGGCAGCGAGGCCGC 

TCCGGGGGCCTCTGGCGGGGCCCGGGTCCTCCTCCGTAGTGGGGCTGTAC 

CTGCCCG 

>Sequence 2623 

AGGTACGCGGGAGAGTTCTGCCTCGCTTCCCGGCGCGGTCGCAGCCCTCA 

GCCCACTTAGGATAATGGCGACAGCTGAGGTACATTGTGATACAACTTCT 

7TACAGATGAAGGCCAGCAGAGACAGCAACAGCTGCAAGCCCTTGAGAAC 

GCGCCGGAGCAATGGGGAGCCGGCCCATGAAAAAGTAGGCAGCGAGGCCG 

CTCCGGGGGCCTCTGGCGGGGCCCGGGTCCTCCTCCGTAGTGGGGCTGTA 

CCTGCCCG 

> Sequence 2624 

CCGGGCAGGTACGCGGGGCAGATTCATGTTGTTTCTAATTTTTTATATAT 
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AATTGACAAAATGAAGAAACTTAACACCATCCTAGATTTTAGCTGCCCAA 

AGAATGAAAAGAATGAAAAAAAAATCTTTGAAAACCCACAAGTGATATGG 

ATCTAATTTATGGTTAAATAGATATAGATAACAAACAGAATACGCCTGTT 

TAAAACTGTTAAAATGACATTGGTTCTAATTATACTTTTATTTAAATTGA 

AAGACAAGGCATTTATATGGTATCTCTAACCATCACAACTTTTGTGTGAC 

AAAAAGAAATTATCACCAAAATACACCTCCTTAAGTAAGTGTCTGATTTC 

ACACTTCCAGAAAAAGTGCTCTTTCTGGTCAAGCCAGCAAGAATTGAGAA 

AGATTAAGAAAGTGCT 

>Sequence 2625 

AGGTACGCGGGCTCCCAAAATCCTGGGGTTACAGATGTGAGCTACCACTC 

ACGGCCCAAATCITCTTGATCATATGTTTAAATATATTTTTTAATATrTG 

GAGCATGAGTTGTCACTTCTTGTTTGCCTTTTTTATAAGGAAATGTTGGA 

GAGTTACATCATTGCTAATGTAGAAATGTTAAGTGGAAAAATATACAGTT 

TCKjTAAAATAAACTAGATTCTACATTTATTTGTGGGI "J 1'1'J Tl'CCCCTCC 

TTTCTTTCCACAGCACTTTTGATATCAAGCAAGTGGCTTCCTTTTTGAGA 

TATTAAAAAAAAAAAGAAAAGGAAAAAAGTAAATGAAGCCCAACTACCTA 

ACCCTTTCTTATTTGTATTTGTTTTAGTATTGTGAAGTTGTGTTAAATAG 

TACCTGCCCG 

>Sequence 2626 

AGGTACTGTTCCCTTCTGATTTGGTCTAGATACCAGAATCCATTCTCTTC 

CGTCAAACGGAAGACACAAGGCACCTGAGGCTGATCCTTCCCAGAAATTA 

ACTCCAGAGGCTGCCACATCTGGTATGAGCGTCCAAACCCAGCATCGACA 

ATGTAGTTCCTGCCATCAATGGTCACCTGCAGGAGAAGGTGAATCATGCC 

AGTGCTGTATTTTTTGGCTGGAGTGCTGTAAACATACCCTCCCAACATCG 

TGGTCTCAAAACCAATAGTGGTCAGAGCCCAGTACAGAAGATGATTGACC 

TGGAGACACCATCCACCCCGATTTCTTCTCACAACTTGATCAAAAATGGC 

CTCTAAGCCTAAGTCCATGGCATCCCCACAATGGATGTTAAGGTTCTCAA 

AGGGAACAGCTCGGATCTGGTGTTGAAGAATGTCAGTTAATGTTT 

>Sequence 2627 

aggtaci i l 1 1 m riirn ttttttttttttaati i rrn Tnrn ttt 

tTTTTrrTTTTTICACTCAGAAGGGGTCTTTATTCATACTTGTTGACATT 

TCCCATGGGGAATGGTTAAAGGGAGGGGCAGGGAGGGCTGACCGGGAACC 

CACGGTTTGGTTTTCCTCCATCCAGGGGAGAAAAAACTTGGTAGGGACAT 

GCTAAGTAGAGTGAACAGGGGACCCATCACTATGTGGGCTGAAATGCACT 

GGGCAGTGACTTCAGGCAACCTGAGTCCTTTTGTCAGGAAATGCAATTTC 

TAAGTGGAAAAAAAAACAAGACCCAAAGAAAAAAACAAAGGGCATACAAA 

GCAAACTGTTAATGTAAGAAAGGTTCTAAGGCACCCACCAGTGAAAAGCC 

AGGGGTCTGGAGTGGCCACCTGGCCATGCCCTGTCCCACTGCC 

>Sequence 2628 

AGGTACTCCGAAACAAGTAGAAAAGTGCTGTTTGAGGGATTTTATTAAAT 

CTTTTTTTAATGGAATGTGGTACAGTTAGCTGTCACTCAGCTGACACCAT 

GATGTGGCAGCAGAGAGGGAAACCTACAAGTGGTTTGCCTCATTGCCTTT 

GCCACATCTGAAGTTCTCAGCAGCAC 

>Sequence 2629 

CCGGGCAGGTACTTTTTTTTTTTTTTITTTl'nTTTll'AGTAGAAGCAGG 

GTTTTGCCATGTTGCCCCTTGCCAGAATCAATTCTAATTATAGGAAAAAA 

GTTTCTGAGTAATCAAAATTTTGCACATATTTCTGGTGGATTTCATAGTT 

TAGCTTAGGAAACTTGAACTCTTACTGAGTTGGTCTGCCCATGTAAATGC 

CTGGTG TTGGTCTGTGCGCTCTCTTGGTTATAG A ATA ATCCACCCGAATT 

CTTCTACCATCCAGCTCCATTCCATTTGCCCTTTCCATAGCCTATAAAGA 

ACAGGCACAAAAAGTCACGTATAATTCACCAGTCTTGAAGTAATCATTAC 

TTAAAATTAAGCACAAAGTATATGTAATCCAAATAAACTCCTGATTTTGA 

AAATGACAGCAATGTAGCTTGTACAGGGCATTGTATA 

>Sequence 2630 

AGGTACTTCCTCACAGTTCTCACATATGGAAAGGATACACACTTTGTAGA 
AACAAGAACTTTATGTTATCCAAGTTCTAGGATAGCCATGAGCTCCAATT 
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ATCTCAG AGCT CTGAGTCCTCTACTCAATACCCATTGAGATTTATGTGTT 

CTGAGGCTTTTGTCTTCTAGCTACTTACTTCATTCTCCATGGGTAACGTC 

ATTCATCCACATTAACTAATTTCCTCACTCCAAGCTCTTTTCTAGAGATA 

ATCTCCAGTCCCTGTGCAGAAACTGTCATTGCACITTCTGCTGAAATGGC 

AGT F TCITCTCAGC AAGGTG AG ATTATGGAATCCAG AATCTTTTTTC AGG 

GGTCACATGCCCATTTCCCCACTTGCATGAATGTCGACACTGCAGCCACA 

GTTTTGGCCGTAAATGTGAATTTGGCAAGTAACCAC 

>Sequence 263 1 

AGGTACli lllllllllll 1 " 1"! " 1 " 1 " 1 GTTGCTTA AA AC A AC AGCC ATTTTA 

TTTAATATCTCATGATTTTGTGGTCAGGAATGTGGACAGAGCTCAGCTGG 

GAGATTGTTCCACTCCATGTAGCATCAGAAGACAGGTCTCTTGGTGATAT 

TCAGCTGGAGAATAAGTTAATATGCAGAGTTCAAGATGGTTTCACCTCAC 

ATTGACACCTTGGCAGGGATGGCTGGAGGGCTGGGCTCAGCCAGATCAGT 

TAACTGGCGTGCCTGCATATGCACTCTCCACCCATGGTGGTCTCTAGAAT 

TGACTTAAATCTAGAATTGGCGATGTATCCCCGCAGTCAGCAGCTGTTTA 

CGGAACACCAGCTGCAGGCCAGGCACCGTGCTGCAAGGCGTAGATATGTT 

GCTGAACACGACTCCCTTCCAGATGTTCAGGATTTAACAGGCAAGTTAAC 

AGAGG 

>Sequence 2632 

AGGTACACTTCAGTCTCAATTCTGGAACTCTAAGAAAAAACGTTCCAGAC 
TTCTACGCAGCTGCCACCTCGGAGGACGGGAGAGCGGGGGACGAGGAAAG 
ATCAGGATAAGACCCTAACTCCCACAAA 
>Sequence 2633 

AGGTACTTTTTTTTTTn 111111 rTTTTTT 1TGGG AGGCTGG AGTGC AG 

TGGCGCAATCTCTGCTAACTGTAACCTCTGCTTCCCAGGCTCAAAGGATC 

TTCCCACCTCTCCTTTGTTTAGCTGGGACTACAGTAGGGCACCACCATGT 

CCAGCTAATTTTCGTTTTTTTAGTAAAAATGGGGGTTTTGCCATGTTCCT 

CAGACTGGTATCAAACTCCTGGCCTCAAATGATCTTCCTACTT AGGCTGG 

CCAAAGTGCTGGGATTACAGGCATGAGCCACCATGCCTGAACTTTAAAAA 

GCATT TCTA CTATATG 1 1 1 11 CI 1 1T1GATTACCAAAAAACTTCTATTAA 

AAATCTTTTAAAGTTCATTCAGCAGAAGAAGGAATTAGTCAACTTTAAGA 

CATGTTATTTAAAATTAGCCACTTGGGGAAACAAT 

>Sequence 2634 

CCGGGCAGGTACGCGGGGAAAACGGAGTCCCTGAAATAACAGATGCAGCC 

ACAGATCAGGGCCCTGCAGAAAGCCCACCCACTTCCCCTTCATCAGCCTC 

TCGGGGTATGCTGTCTGCCATCACCAATGTGGTTCAAAACACAGGTAAAA 

GTGTCTTAACTGGAGGCCTTGATGCGTGGGAATTCATCGGCAAGAAAACC 

ATGAATGTCCTTGCAGAAAGTGACCCGGGCTTTAAGCGGACCAAGACGCT 

CATGGAGAGAACTGTTTCCTTGTCTCAGATGTTAAGGGAAGCTAAGGAGA 

AGGAGAAGCAGAGACTGGCACAGCAGCTCACGATGGAGAGAACCGCGCAC 

TACGGGATGCTGTTTGATGAATATCAAGGCTTGTCACACCTGGAAGCCCT 

GGAAATTCTGTCCAATGAAAGCGAAAGCAAGGTTT 

>Sequencc 2635 

CGGCAG GTAC TTTTTTT I rTTTTTTTTTTTTTTTI 1 TTTTTT GTnTTTT 

1 1 r r 1 TGGG AGAG ACCACATCTTAAGGA AG ATTCCCCGCCGGGGGGAGCT 

CCATGGTGTGCATTTTGGCTTTCAGGGTATAAAGGGGGAAACAATAGGGA 

AAGACTTGGTGCAAAAGGGAAGGAACAGAAACCGACAGATGAGAAAAGGA 

AGATGACAGCATTGCAAGTGTTTCTTTCAATCCTTGCCAGGCCAGGCTTT 

GTTTAGCTACCCTGGTCTCTTCCTGCATACCCCAGCCCCCGTTTACCTGG 

GGAATGGGGAGCAAAGAACAGGATCAGAGCATGATCTGAAAAGAACACTG 

AACCTTCTCCCTGCTGGAACCCCCACCCCACCCCGGGTACCTT 

>Sequence 2636 

AGGTACGCGGGATATACAGAAATGAAATGACACTTCTGGGAGGCAGTAGA 
AGCAGGAAGTCAATGAATTGAGTAGAGGGTCCCATTCCCTCAGGCTGTCA 
TTGATCAGTGACAATTTATAAAAACAAACTGCAAAGTCTGTGGCAAGTGG 
CTGCCTGCTTCCTAGAAGGAGCCCATGAAAGGTTAAACTCTGTGGTCGGT 
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ATTTGCAAGCGCCGGGCGTGGTGGCTCACGCCTGTAATCCTAGCACCTTG 

GGAGGCCAAGGCAGGCGGATCACCCGAGGTCAGGAGTTTGAGGATTTGCA 

AGCAAAAGGTCCTCTCCTGAGTCTTTCCCAGATACCCAGCAGTGCAGAGG 

CTAGCTGTGGAAGGTTGCCATGGGACCAGAATGGATTGGATGCCTTGGCT 

TACTTGTCACCATTGGAAATTTCCAAAGAATTGGCCTTACCG 

>Sequence 2637 

AGGTACTAACAAATGCAGTAGCCAACAAGATTACCATGCAATCATTAAGG 

AGAACCAAAGTAAGAGAGCCACTCAAACCAGATTTTGAACGCTACTAAAA 

TTAAAGTAGTTCTTTGATGAATATGAATGAGTAGGGAAAGGATTCTTTGT 

AATAGTGATACCTTTGTGGTTAGAAGAAGGGTGGTATGTGAGTTTTAGTC 

TACAGATTAT GGCA AATTCAGTGACAACAATCAAATGGTCTAAGATTGAC 

AGTGGCACAGTTTTAC TCTGT GAAGGTAATGTTCAGGACAAATTTCAAGA 

AAACTA GAAA ACCATTCTTTACAGCTGAAATCTTTCCCTAACCATTGTTA 

TTTCCACTTTTAAGTCCTCAAGAGATGAGAAAAGGGAGGTAAGGCTTCCT 

TATACATTTCCTGCACAATGAAACATTTTTCCTCCTCCAGGCAAAGATTC 

AAGCT 

>Sequencc 2638 

CCGGGCAGGTACGCGGGGAGGTAGAGCGCCGGGACCTGTGACAGGGCTGG 

TAGCAGCGCAGAGGAAAGGCGGCTTTTAGCCAGGTATTTCAGTGTCTGTA 

GACAAGATGGAATCATCTCCATTTAATAGACGGCAATGGACCTCACTATC 

ATTGAGGGTAACAGCCAAAGAACCTTTTTCTGGTCAACAAGAACAAGTCA 

TCGGCTATTGTGGAAATATTCTCCAAGTACCT 

>Sequence 2639 

AGGTACAGAGTGCTTTTCTGTTTAGTTTTTAC 1" rTTTTTGTTTTGTTTTT 

TTAAAGATGAAATAAAGACCCAGGGGGAGAATGGGTGTTGTATGGGGAGG 

CAAG TGTGGGGGGTCCTTCTCCACACCCACTTTGTCCATTTGCAAATATA 

TTTTGGAAAACAGCTCTTTTAATTCTGATGATCAGCCCATACGTCCCTGC 

CCG 

>Sequence 2640 

CCGGGCAGGTACGTGAAGGTGAGAGAAAAGCTGCCAAGCTGCATTTTAGT 

CAGTTGGGCAACAGTGAAAATTTTCTTTTAGAGGTGGAAAAAAGCCTCTC 

TCTAGTGACCTGGGTAGTTTGCACGGTTTGGCTGGAAACCACAGTCCCCC 

CATCTCTGCCAGAACCCCCCATGTGGCCACTGTCCTCAGACAGCTCCTGG 

AGCTTGTGGATAAGCACTGGAATGGCTCCGGCTCCCTCCTCCTCAACAAG 

AAGTTTCTCGGAAAGTTTGAAGCAAAAACTGGTCAGAGTGCTGGAGGAAA 

ACCTCATTTTGTCAGAAAAAATTCAACAGTTGGAGGAAGGTGCTGCCATC 

TCAATTGTGAGTGGGCAACAGTCACATACTTATGATGATCTTCTGCACAA 

AAACCAACAGCTGACCATGCANGTGGCTTGCCT 

>Sequence2641 

TGGATTGCCCTTGCAATACGGCAATTGGATCTCACCGAGGTGGCGGCCGC 

CCGGGCAGGTACCATAAGGTGCAATTTATGACTCCAGAAGGATTTCAAAA 

CACA TCGGAATCATGACAGCAAGATAACCCCAAGACAGTCTTTTATCAAG 

TTTTGACGGTTTATGCTGGGCACTGCCAGACTGAACCAGAGCTGGAACAC 

AATA ATGTTCG AGCGGCCCGCCCGGCAAGGTACTTNN 1 1 1 1 I I 11 1 1 T T T 

TTTTGGATAATACTGTTTATTGTCCACGGACCGAGCGATTGCTCAAGAAT 

GATACAAAGCATCAGAGACATGCGCAGTCTGCTTGTCAACTTTCAACAAC 

TCTTGTGTGTTCCCAGCACCGGAAGGCCTCAGACTTCATATTCCAGCATA 

AACACAGTGCTCCCCTCCCCCAAAAATCCAAACGGAAACAAAATCAACAG 

AGCTTTAAATTACGGCAGCAAGTCCAATATTTCTTAATACTTATCAAGCA 

AAGATTTGA 

>Sequence 2642 

CCGGGCAGGTACGCGGGGGGATTTGGTGGCATACCCACTCCAGCACACAG 

AAGCATGAGGTTCATGAACTTTTCTTTTTCTTAACAGCTTTTGCCAGAAC 

CCTTGTTTTGGCCTTATAACCAAAAGCCCGCTTTGCCCCAAGAACCGGGA 

ACCCTTGCCATTAAACATTAACAACTTAAAAGGGAAATGCAAGGGAAGAA 

CCAAGGGTAGCCCGACAGGCACCAAAGCCGAGGAAGCACAGATCCAGCCT 
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TCTGGAAAAAGGCCTAGACGGAGCAAAAAAAACTGTGGGGGGGACTCGGA 

AAACTAGGAAAAGATGCACTCCAAGATCTATAAAGCCGTGTGTTAAGGGG 

ACCCCCCATTTACATTAAAACACGCTTTAGTAATAAACCTCTGGCCCTTT 

TTACAACTGGGGATACCCCGGGTTTTCAAA 

>Sequence 2643 

CTGCATGCAAGCCTTTCCAAACTGCGGGATTCGGCGGAGGGACCAAGGTG 

GAGATCAAACGAACTGTGGCTGCACCATCTGTCTTCATCTTCCCGCCATC 

TGATGAGCAGTTGAAATCTGGAACTGCCTCTGTTGTGTGCCTGCTGAATA 

ACTTCTATCCCAGAGAGGCCAAAGTACCTGCCCG 

>Sequence 2644 

GAACGTTCGACCTGTTACACTITTTAGGGCAATTGAGCTTCCCGCGGTGG 
CGGCCGAGGTACGCGGGGACACCCTAGATCCCAAGATCTCCAAGGATTTG 
GTGGCATACCCACTCCAGCACACAGAAGCATGAGGTTCATGACTCTCCTC 
TT 

>Sequence 2645 

AGGTACTTTTTTTTTTT1 rTTTTTTTTTTTTTGTTTTATAACCAGTGCTT 

TTGGTAACTAACAGAATGAGAACTCACTTATTACAGTGAAGATGGCACTG 

AAACAATACATGAGGGATCTGCCTCCATGACCCAATCACTTCCCATTAGG 

CCTCACCTCCAAAATTGGGACTCAAATTACAACATGAGGTTTGAGGGGAC 

AGACATTCAAATTATAGTAATTACGAAGTAAAATGAGCAACTGTTTTCTT 

TTGCTATCCAATCATGATGGATTGGATATGTGTGATGAAGGAGAGGGAGG 

TATGAAGAATGACTTTAAGATGTGTAACTTATAAAACTGGATACTATTCA 

CTGAGAGAGGAAACACTGAAATAGACCAGAATTGAAGATGATGAGTTCCC 

TTTTAAAAATGCTGAA 

>Scquence 2646 

CCGGGCAGGTACATAGACCCAGCCCAAGGTTGGCCTTTGGGGTCTGATAG 

CATTCACAGAGCAGGAGATTCACCCTTGGAAGCAATTGAATGTGTAAACT 

CTGAGAGCAGACACTGACAATGCAATGCCTGCATACCTGACTCCTGGGCT 

GCCTTCCTTCTCAGCAGAGCCCACTGAAAGTCTCACGTGTGCCTTTAACC 

AATGAGGATGGCAGGCCTTATCTGTGTTTGAAGTGGACAGGTCATTGCTA 

CCCCTGTTGGAGAAGCTATGTAAGAAGGAGTAGGCTGGCTTCTGGTCTAG 

TTCGACTCATTCTTTATAGGGACATTTCAGAATGATGAGTTGGCTAAAAT 

TTACTTTAAAGGGGAAATGTAAAATTACCTCTTCTTTTCCTATCCCCTTC 

TTCCTTTCCCATCCTGAGCCCTCTGGCAAGGCCTGTTGCAGCTCAAGAGT 

TTTTGGTCAGATTACAAGTTACCAAATGGTCAACAGGGAAGGACCCACAG 

CAGATTCCAAAACTCTTTCATTCACTTGAATTAACTGAAATGGCTCCTTC 

TTTGAGTAATTGAAGAGTTTGAGTTCTAGCCGTTTGCTGGTGTCTTCAAA 

GTCTTTAGAAACATGATGGCTATAAACCTATTAAAATAAATGCCCTAAAA 

ATTTGGAAAGCGCGACAAATGGCCTTGCTTCTGGAAATACATTGGCAGCA 

GAGGGCCTCGACCAAACCACCATTTGTTTGTT 

>Sequence 2647 

CCG GGCAGG TACGCGGGGGCCTCACAGATGATGACTTTCTTCATCTTCTT 
GCTCTTTTTCCCATCCTTCACCGGGGTCTTGTGCACCCTGGCCATCACCA 
TCTGGAGATTGAAGCCTTCAGCTGACTGTGGCTCCTTTTCGAGGTCTGCC 
TCTCTTCATTCACTCCATCTACAGCTGGATCGACACCCTAAGTACCT 
>Sequence 2648 

CCGGGCAGGTACACATGGGGTTTCACCATGTTGGTCAGGATGGTCTCGAA 

CTTCAGACCTCAGGTGATCCGCCCACCTTGGCCTCCCAAAGTGCTGGGAT 

TACAGGCATGAGCCACCGCACCCAGCCAGTTAATTTTTCTATTAACTAAG 

ACCTAATTAAGATTGAGGCANAAGAAATGGGTCCTTGGGATTTGAAAATT 

ACTATTCAATTTGGAAGTTTAATTTGCAACATAGATTGTCTGTTATTAAA 

TTACTAGATATAATATCACATAGGTGGAACGAAAGGTTGCTTAGTTAAAG 

ATCTAAGTTACTAGTCATGGTGTCAGATATAGAGAATGATTGAAGGTTAT 

CAGAGTCACACACCAGATGAGTAAATTTGTGTTTTCAAGGAAGAAGTTAC 

ATAAATGTTAGCGGAGTAATATTTCAGCATTTTTGATAATAAAACATATG 

TAAGCTAACTCCAATTTAAAGAAATTACGTCTCAACACTTATACGGGTAA 
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AATGACAAATTCCAGGTTTAATCTTACATGTTACACCCTTCTTGAGCACT 

TATTTTTATAAACTCTAAATCTATTTTGGGCTAAATTAACCTTTCTTAAG 

GAAGATTTAAAATTTTTTTAAAAGAAGTGGACTTCTGGAGTGGACCTTGT 

TT AT Tl " I ' 1 AC AATTTAAAAT ACCTAATT AAATAGTCCTTTAATACCTAAC 

GGTTTCTTCAAAATTAAAACATTGGTTGGTT 

>Sequence 2649 

CCGGC^AGGTACTTTTATTTTTATTTTGTTTTAl TTI 1 1 GGAGG ACTGGG 

AAATAGAGGACTGGGAATTTGAGCAAATTTTGAGGAATCTTAAATTGCTA 

TTAGGACACCAATATGACGCAACAATCAATCATTATTTTCTAGGACTCTG 

CTTACCAAAGTAATAGACAGCTGAGCCAATTCTCCATTATTTTGGCAAAA 

GATAATGCAAATTTAAGTTACTGTTTGCTAGTCGATTTGATTCACTGCCT 

AAAATAAACTGATTACTTCTGGCTTAAAAAATCTATTGTGAATATACACA 

ACAACAAATATCATTCAGTTAGCTGACTTAGCTTTATAATTAGACCATGA 

GTGTAAACACCACATATTTGAAGACGCAATCCCTGTGACTGCGTGTTGAA 

ACTGACACGCCCTTACTGATCTGTTTGCTAGCGTATTAAGAGGGCAAATG 

CTCTTTATACAAAACTGGGCTGGGCAGATAGAAATTGTTTCTAGAGCTAA 

TGCTATTCCCAGACCTTTTAGCTTGGACTGGGGCATCAGCTATCTCTTCA 

GGAATTAGGCGGGCATGGACAGGTCACTTGACCGTAAAGGTTTCAGGCTC 

CCCCCAAACTrGGGACATACTTTTACTTGTTGTGCTCCCCGCTCAATACT 

ATTGCACTGACTACACAACTCATCCAGTACCCCTCGTGAAGACTTTTGTC 

GGGTTCCTGTCCCTTTTAGAAAGTGTGATCT 

>Sequence 2650 

AGGTACGCGGGGAGTCTTGGTTTTCTGCTAGTGCTGCTGCTGGGAGGACG 
ACGGACGGCAGCGGCCAAGCAAGAAGAAAGACGTGGCAGCAAGCGGGAGT 
CGGGGATAGTGTCATCGGTTCGGTAAAGTTTCTGTTCTCTGATTTGGGGA 
TATTCCCTGCCCAAAAAAAAAAAAAAAAAAAAAAAGGTCCCTGCCCG 
>Sequence 2651 

CCGGGCAGGTACGCGGGTATGATTGTATATGTGTTACTCCGATATGTAAT 

CCATTTCACTGGCTGAGTTTGGCCCCTAGCCATGTGTTAATATAAAGTAG 

GCATGGCTTCCCAATGGAAATCTCTGAGAATGACAGTGGAGTTGTGCAAG 

CATTTTACATTGCCACATAAATCACTTTGCCATTTTATGGTTAAAAACGG 

CACATTAGGCAGTTGAATATGACGTTACCTTGCAGACTAAAAGGTTGAAG 

GCCCGAAACTAACTTTTAGCTAACAATAAGGGCTGTGCCCCAATGGAAAC 

TGAGTTCATTTTCTGAGAAAGGTTTGGATGACTGAAATATTTCCTCTACA 

GTCAAGGACmGGCATGTGGTGGCTGAAACTGAGCTTTTTTGTGTGGGC 

TCCAGTTTCTCACTGATCTGCAATGCTCATGGGCAG 

>Sequence 2652 

AGGTACGCGGGATGTTTGCCACTTTGCAAAGGAGCTCACTGTGGTGTCTG 
TGTTCCAACCACTGAATCTGGACCCCATCTGCGAATAAGCCATTCTGACT 
CATATCCCCTATTTAACAGGGTCTC * 
>Sequence 2653 

AGGTACTTCCGAAGATGGGCTTGTATCTGGTTTCGGACGGACTGTTAATG 

ACAATTTGATCGACGGGAATTGCACACCCCAGAATCCACCACAAAAGAAA 

AAGGTTACAAATTTAACAATTTATAGTCCTTTTAATAGTTTTrrrri TTT 

TCATAATACTACTGAGGGGAAATTGTTAAGATGTATTAATGTAAGGCAAT 

TCTTAAATTAAGTTATTAAAAGTTACCATTTTTAATATTTTTTAACACCT 

TTTTGTTAAATGCTTGGTCrTAATTTATGAAAATTGTTTTACATGAATAA 

TGTAATAAAAAATnTCTAAGTAACATAATTGGGAAAAATTCACTATGTT 

AAGCGCTAGCTATTTGGTTTTTCAAGGAAATAAAATCCTTCAAAGGAATT 

GATTTTTTATTTTTTCAACCCATAGATTGGANGTTATATTTlflTTTTlA 

ANACANCTTTAGTGTAAACCTTCNCTCNCAAATCTCAATAAATAACCACC 

AAGTACCTTGTGGAAATTANATTATTTTTGGGTGGTTTAATATACCCCTT 

TTTT A ATTTGG ATA AC ACTTGCT 

>Sequence 2654 

ATTCCCGTTACAAATACAAACACACCATACGAATCCTGGGAGCAATAAAG 
GTGTAAAAGCCTTGTGGTGCTCTATATGAGTTGATGCTAACCTCAACATT 
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AATTTGCTGTTGTCGCTTCACATGCTCCGCTTTATCCAGTTCGGGGTAAA 

ACCTTGTCTGTTGCCAGTCTTGCTATATAAATTGAAATACGTGCTCAAAC 

TGCTGCCGGTGGTAGGAGTGCAGGATTTTTGCCGTTATTTTGGAGTCTGC 

ATACTTACTCGCCTATCACATTCGACTTTCACATTGAACTTCTGCCTGGC 

TGACTTTCGTGTACTGGTTTACGCGTCATGTCAGCGTCGGAAGACTGGAT 

AATTCAAGGCTTTCAACATTCAAAAGTGGCCGTGTTATATTAACCGTGTT 

N 

>Sequence 2655 

CCGGGCAGGTACTC1 iMT l l 1 1 1 I'l l I ITGTTTAGGCAGCTCCAATCTG 

AGGATGGGTGTTAACGTTGTCTTCATTATCGCCAATGATATGTCAAAAAT 

TAGAAACAGCATGAATCTGCATTTCTTGGATGAGATAGTTCATAACAAAC 

TATTTCTCAATATTCGGATACTACAAACTAGTGAAGGTGTCATGGGCTCC 

AGCATCTTATCTCTAATCTGAACATGGGTTTCTGAACGGAGCCTATATCA 

TAATATAAATGGTGTGCAGATAAATGAGGCACTGCCTTGGCTGGGACTGC 

TATAAAAAAATGACCATAGACCATTGACTAACCCACAAACATATACTTGT 

CACAGTTCTGGAAGTTGGAAAG 

>Scquence 2656 

CCGGGCAGGTAC1 TITITmTi'l I'UTITITAGGCAGCTAAAATCTA 

GGATGGTGTTAAGTTTCTTCATTTTGTCAATTATATATAAAAAATTAGAA 

ACAACATGAATCTGCATTTCTTGGATGAGATAGTTAATAACAAACTATTT 

CTCAATATTTGTATACTAAAAACTAGTGAAGGTGTTATGAGTTTCAGTAT 

CTTATCTCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAATAATA 

TAAATGGTATGTAGTAAATGAGGCACTGTCTTGGCTGGGACTGCTATAAA 

AAAATTACCATAGACCATTGACTAAACCACAAACATATACTTCTCACAGT 

TCTGGAAGTT 

>Sequence 2657 

TG ATTTCGTAT AC ACT 

>Sequence 2658 

TCTACCTCATTGTCAGCCTCCTGCTCCCCATTTTCCTCATTAGCATTCCC 

GTTAGCAGGGGCGTCTCTTCCATTTTCTGCCTCTTCCACAACTTCCTTCT 

TCTCCTTTAAGTCCTTGGTGGTGATTTCGGAGCTGGTGTCTACGGCTGCG 

TCTGACCCCGCGTACCT 

>Sequence 2659 

CCGGGCAGGTACGCGGGAGAGTTAGTTGATTTCAGTAGTTCAACAATGTC 

AGTATAAACCCATATTTTGCTTAGCCATATATTGCTCAATTCTGCCATCC 

TTGGGACTGGCTTCATCCTCAGGCTAGTAGCAAAATGGTTGCGGTGATTC 

CAGGCATCATATCATATCCATAAATAACAACTTCCAAAAGAAGAGGAAAA 

GTATCTCTTCCTGTGCCACTGTTTTTGGATAGAGGAAACITTCTACAAAA 

ACCTCTAGCAAACTTCTTTCCCATCTTTTTGGCCAGAATTGGGTCATAGG 

CTAGTTCCTGAACCAGTCACCAGTAAATAACCCTTAGGTTAATCACGTTT 

CTCAATCTGGAATGGTGTTGGCTTCTACTGAGGTATATGGTTGTATTGCG 

GAGAGATTCTGTTAAAGAGGAAGAGGGAGAGAATTGATGCTAGGAAAGTA 

ATTTGGAAAACCATAACTCTCTTCAGTGTTATTGACTTTGTCAATAAACA 

GTATTAGCAAGTTATTTTrrACTTTTTCAAAGTTAAAATCTAGCTGTGGG 

AGGATCGCTTGAGCCCTGGAAGTCGAGGCTGCGCTGAGCTGTGATTATAC 

CACTGGACCT 

>Sequence 2660 

AGGTACTGATTTTTTTTTTTCTTTT^ 

TCTCGCCCTGTCACCCAGGCTGGAGTGCAATGGCACGATATTGGCTCACT 

GCAACCTCTGCCTCCTGGGTTCAAGTGATTTTCCTGCCTCAGCCTCCTGA 

GTAACAAGGAATTACCAGGCTTGTGCCACCACGCCCAGCTAATTTTTTTG 

TATTTTTAGTAGAGGCAGGATTTCACCATGTTGTTCAGGTTGGTCTCAAG 

CTCTTGACCTCATGATCCATCTGCCTCAGCCTCCCAAAGTGCTCGGATTA 

CAGGCATGAGGCACTGCGCCCAGCTGACTGATTTCTTTTGGCTAAACACT 

TTTTAAGTAGATGATCTATTTTTTCCCCCGTTTATGTATGCAATTATCAC 

CAGGAAAATTGTAACTATACTCAATAATATGGGCTTTACAATTGGACAGA 
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CACTTTATTTACGATATCTGGGCTCTGTGGAATATTCT 
>Sequence 2661 

CCGGGCAGGTAC 1 L 1 HTnTlTITlYlTlTlTlTnTnTACTCTCCTG 

TTGCTTTTCTTCTTCTTTCCCTTTCAGGCATCTCCTCGTTTTATTTTCTG 

TAACTCACAGAGTGCTGCAGAATAATGTTAGGGCTTTGCAGTTTATTCCT 

TGCGATTTAACTGCCTAAATATAAAAAGGGGCCTGACCATTATGGCCCGT 

GGGGTTATTCAATAACACAAGGAATGTAAAGCGATTTCATATCTCCTTGA 

ATCAGGAACATTAATTAATCATATGATGAGAATGCAACGTTTTATTTACC 

AGGGCAAGAGGCTGCCAAGATCTTTCTGAGTTTAATATTTGCACACTCTG 

TGGAGGGAGGAAAAATTAATTTAGTTATTAAATTGGAGGGTGCTTTTTTT 

CTATCATGGGGATGCTGGAAAGTACCCAGGCCATAATGTTAATGTTACAA 

GAATTGAAAAGTGGATGACTTN 

>Sequence 2662 

AGGCACCI rrrj"]"rrJ"nTTTTTT'n - i'] JGGGGGGGATGGGATTATTGCC 

ATGTGGGGCCAACGTGGTCTGAACTTCTGGGCATAAGCCAGCCGTCCACC 

AACATCATTAACTTAATCAGAGCAGCAAGTGTGACATATGGTAACACAGT 

CACAACTTCCAGGATTAATATGTGGGCCGGGGGCCATTTTTTGGGGGGGC 

CATTTTTTCATTCCTGAACCCTGTACTTAAAGGTCTTGGAACCAACATAG 

AAAAAATGGGGCAGCCAAGCAC1U1 '['TTl'iCCTTCCTTTCCTTGTGCTTT 

TCATC CCCA 1 1 ill Til ACAATTCAGATCAAGAAGATTGGTTCAGGAAAC 

AACAATTTTAAATAAAGAAAGCCAAGGATTTGGGGGGCTTGGGTGAACTT 

GACCAGAAGGTTGCCAATTTGGAATGGCCCAGTGAAAATTGTTGGCCTTT 

TCTTAAAAAATCAAAGGGGCCTTGTTGGTATTTGGGGCCCAAGTGGACCC 

ATCAAAGAAACCCCCTTGGTTAGAAAGCGGCAATTTCCTGGGGAAGGTTT 

GCATAAATTGGTCAATT 

>Sequence 2663 

AGGTACAACAACAAAGTCTGCCCACCTTCTTGTGTGCACCTCTGTGATCA 

GAA GTAGCA ATCAGTGATCGGATGCAGATCTCTAATATTTGGAAGACAAC 

ATCCTTTTTGCCCACCCTGGAGCCCATAGGCTGCATGCAAGTTTCTCCAA 

GAACTGGGGGATGGGTAGCTGCTACCGTTTTAAGAGCTAAAATTAAAATT 

AATTGTGCTTTTACCTTATACCTTCCCCTGGAATTTGCAAGCTTACAGTA 

GACTCCAGAGTTGCAAAAATAGTTACATTAGGCAGATTTTGCCAGTATAA 

TTGTTGTCTAGGAGCACGGCCAGACTCCTGGTGCTTTCTACCCTTCCATC 

TTCCCCAACCG CTAGTTA TTGAAACTTACTTTAATACAGGAATGTAAGCA 

GTTTACTTTGTGTTTTTTCATTTTCATCACTTATGAATAACTCAGCTAGT 

GAAAAACTTCTTAGAGTAAATCATTTTTCTTTCAAAATAATGTTGACATT 

GCTCTGTTGAAATCTAGTGTTTATTTCAGAGAAGTCTGCGGCCAGTTTGA 

TTTTTATTTCTTTTCAAATTACCTGTCTCTAAAGATCTGGATGCTNTAAA 

TACTTTTTCCTTTTAATCAATAACCATGAAATAATTTGGTGTGCCCGCGT 

ACCTGCCCG 

>Sequence 2664 

ACCGGCCAGGTACGCGGGGGGAGATGCTGCCACCTAGGTTACTTGTAGGA 

CCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAG 

GAAAATCAGTCAAGGAAGCTTTTCTTTTGAGCTATTTACAGCTTTTAGCA 

ATTGAGTAAAGTATACTCCTGTGAACAAAATTCGGAACATATTTGTTGCT 

CTCTAACTGATTTCTCCAGAATTTGGAACTAGTTCAGTGAACTAGAAGAG 

ACAGGGATATCCCACAAGGTTATGCACAACATCAAGAGAAGATGAGAGGT 

CAGAGATGGGAAGAAACAAGAACTTTGACATGGTTGGTGTTCTTGCCCAA 

GCTTTGAAGAAGTTTACATAGTCTATATGTCAGAATACACATTTCCCACC 

TTGCCCAACAGT 

>Sequencc 2665 

CCGGGCAGGTACCAATGTGTGGCAGTCCAAAATTACGAGGAAAATGAGTT 

CCCTTCATGGGTCACATCAGCAATTTTTTTTTCCCCTTTTGAGACAGAGT 

CTTGCTCTGCTGCCCAGGTTGGAGTGCAGTGAGACCCCGTCCCAAAAAAA 

AAAAAAAAATGCAAGTCTGGAAAAATATAGCTGGGAGTCAGTAATGCCAG 

TTTTAGCTGAGGGAGTTAAGATCATTTAATCAGTGTTAAGGAAGAAACTC 
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AATAGTAGTGACCACCAATACTTAAGGAAAAAGGATAAAGTACCT 
>Sequence 2666 

CCGGGC^GGTACTTGAAGTGTGACTAATGTGACCAAGGGAACTGAATTTT 

AAATTTTATTTACTTTAAATTAATTTAAACTGAAGATAGCGACATGTGGC 

CAGTGGCTACCACATTGGATACAGCCTTAGATTCCTCCCAGACCAGACAA 

CCTTTTGGGGGCTTCCAAGGTGGCAACAGCAAACTCACACTGTGGGCAGC 

CAGGCCTGGAGTGGGGCCCAGCAAGCCGCATCCTGGGGTCAGGTCTGGCC 

AACTAATTATCTACTGTCTATGGTCACATTAGTGCTACAATGGCAGCATC 

GAGCAGTTGCAACAGAGATGGTGTGGCCTGCAAAACTGAAAATATTCATA 

TTTACT ATCTG GCCCTTTACAGAAAAACATGCTGACCCCTGCACTACAGC 

AATTAGTTTTGGAGAGAACATTCCTGATAAAAGCTTACATCTTCTCTCAA 

AACATGACACGCAATAGCAGTGGG 

>Sequence 2667 

CCGGGCAGGTACAATCTCTGGCCCTACATTTTCTAAATGTTATGCCACCC 

CGACCAAGGGGCAACTCCTACAAAGCCAGGCAAAATAATAAAATCATATT 

TGTCTCTAGTGGAATGGATAACTATGCCTAAAACTGTGCCCTTTGAAAAG 

CAACTAGAGAGATAATTTCTGAAGTGTTrGTCCCTACCTGAATGTGTGGC 

AAAATTCTAAACTCCCTGAAGTGTGAAAGTGGTTTCCAAGCCACATGCAC 

ATCCAGTAGTGGTAAAGGGTGAAAATCTAACTGGCTAAGAAGGCTTCATA 

GCAACA 

>Sequence 2668 

CCGGGCAGGTACATCCAAATTGGGCTACGAAAAGTGGCAAGTTTGATTGT 

AGCATCATGTCTTTGAGTGTCCTATTGGACTACAGATTAGAGGATAATAA 

AGAACATTCA TTTG AGGTTTCATTGTTTGCGGAACTTTTCAACGAAATGC 

TTCAAAGAGATTTTGGTGTCCGTATATACAAATCATTACTGTCTCTTCCT 

GAGAAAGAGGACAAAAAAGAAAAGGATAAAAAAAGCAAAAAAGATGAGAG 

AAANGATTAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAGGTCCACCGT 

TAAGAAGTTGAGCTTTTATCTTAGAGGCAGCAGAAGGTTTGGAGCCAAGG 

AATGAAATGATGAGGCGTCCTTCAGGTAATGAACTTCAGCTGCAGTGTGA 

AAGGGGCAGGAAGACTGGCAGCTGTCAAAACTGGAACAGTCCAGTGAGTA 

TGTGCAGGCCCGGGCTTGGGCAGTGACGAGGGCAGGGAGCACACAATAAT 

TTCTGCGGTAGAACCTTCTAAAGGAAGACCAGACAGAGGGTCAACAAAGT 

TGAAGGAGAAAAATATTGAGGATGAGGTCCAAGTTTTTAGTTTCAGAGAC 

TAGGCATATGGTTAATCCCGCGTACCTTGGCCGGTTTA 

>Sequence 2669 

AGGTACCTGAAAGTGACGGGGAGAATGGAACCAAGTTGGAAAACACTTTG 

CAGGATATTATCCAGGAGAACTTCCCCAATCTAGCAAGGCAGGCCAACAT 

TCAAATTCAGGAAATACAGAGAACGCTGCAAAGATACTCCTTGAGAAGAG 

CAACTCCAAGACACATAATTGTCAGATTCACCAAAGTTGAAATGAGGAAA 

AAATGTCAAGGGCAGCCAGAGAGAAAGGTCGGGTTACCCACAAAGGGAAG 

CCCATCAGACTAACAGCTGATGTCTCGGCAGAAACGCTACAAGCCAGAAG 

AGAGTGGGGGCCAATATTCAACATTCTTAAAGAAAAGAATTTTCAACCCA 

GAATTTCATATCCAGCCAAACTAAGCTTCATAAGTGAAGGAGAAATAAAA 

TACTTTACAGACAAGCAAATGCTGAGAGATTTTGTCAACAACATTTGAAT 

ATTATAACCTGCAGGGGTCTGTCCTGCAGATGGTTGAGACACATAACCAG 

ATACTGATATTCAGTGAAAGAGCAGCAAGGATTCCGAGCTGATTACAGAC 

ACCAAGGAAGATGCTGTAAAGAGCCAGCAGCCACAGCCCTGGCTAGCTTG 

CCCTGTGGGCATTATTAATAAGGTTTAATGACAAAAGCTTTGAGTCACAC 

AACCCGGGGGTAATTAACCTGGTCATCCCCACCTGGAGAGCCATTCTGCC 

CATGGGTGACAAAGAAGGACATATTGCGGACACCTGATGAGGTGGACCTT 

GCGGAAAGACACTTGCCCACTTAAACTTTGTGGAAAAACACTGAGAAGGT 

TGACCCTGGTGGAAAGACACTGACACGGTGA 

>Sequence 2670 

TGCGGCCGAGGTACTTl Ti l 1T1 TTTT TI rTTT T TT T TT GGCCTAATTGC 

TTTGGGCTGAAGACAGAGTGAGGCGATGTACTGTAAGGCGAACACCTTCT 

GCACAGCAAACCCGTTATTCGCTCACCTGTCTGGGGTCAGGCTCTGTAGA 
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GAGTGAGCACTCACTAGTAOTTTTTAATAATAAACCACGTAACCAAAGTG 

AGATGAAGGAACTATTTTTGGACAACTGGGTCAGTGTGTGAAGGCCCCAA 

GTCCTGGAGATGTCAGTAAGGATGTACTCTGCTCAGCTTTATGAGAAACG 

TTTACCCACACACTAAGACGGTGATTCTGACGCGGGAACATATCCTGGGA 

TCCATC AGGG CCTCCCCGCGTACCTGCGGGGGGTCCCATTCCATAACGTT 

ATTGTATTTTCAATAGTTGGAAATATGATCCCTTTATCTGTGTTATACGA 

ATATTGAATTGTGTATGTTGGAAAATTGGATTTCTCGAACTCAGGATATT 

CTAATATTCTAATTATCCGAAGCTCACTATTGGGTGAATACCCTGCGGAG 

ATTTAAGAATGAGTTCTACGCTTCATTAAAATGTATGTAGCTTCAATTGT 

CCTATTCTTATACGCGGAAGGAAATCTTATATCAGTCCAATCATATTATC 

TTCACTACTACCTGGGATGGAATGATAGTTGACATTATTGCGTCACTTTT 

CTTGCCATAATTCTTATTATTATCTGGCTTTGTCGTTAGTCTTGAAGGAA 

GTGTTGATAGGTTCCGTCATAGCATTTATATCTATTCTCTTCTATAGATT 

ATGTGTATTTCCTCTATATTATTTTTCGTTTGTGCTTTACTTTTAAATGA 

CTCTTTACACGATCAAATTGTTCTAAATTAGTTCATCTACTTAGCTG 

>Sequence 267 1 

AGGTACAAGGCATTTAGAGAAAGCTTTTTGATTCCATTCAATCCTGGAAA 

CCAACATGTTGAAGGGCCAGATTTTCCACXATTTTATAGGGATGCAAACT 

TTAGCTCAGAGAGGTTAAATGACTTGCCAACAGTCACACAACTAGCACTT 

AGAGGAACGGGAAGGCTAACTCGGAGCTGATGCTGCAGCTTACACTCACT 

CCCCACTCCCACGCAACACAAACTCTTTCTAGGCAGCTTCGAAGGTACCT 

GCCCGGGCGGCCGCTCGA 

>Sequence 2672 

AGGTACAACGCCTGGAACGAGAAGCGCAGGGTCTACGAAGAATAGGGTGA 

AAAACCTCAGAAGGGAAAACTCCAAACCAGTTGGGAGACTTGTGCAAAGG 

ACTTTGCAGATTAAAAAAAAAAAAAAAAAAGCCTTTCTTTCTCACAGGCA 

TAAG AC ACAAA TTATATATTGTTATGAAGCACTTTTTACCAACGGTCAGT 

TTTTACATTTTATAGCTGCGTGCGAAAGGCTTCCAGATGGGAGACCCATC 

TCTCTTGTGCTCCAGACTTCATCACAGGCTGCTTTTTATCAAAAAGGGGA 

AAACTCATGCCTTTCCTTTTTAAAAAATGCTTTTTTCTATTTGTCCA 

GTCACTATACATCTGAGCTTTATAAGCGCCCGGGAGGAACAATGAGCTTG 

GTGGACACATTTCATTGCAGTGTTGCTCCATTCCTAGCTTGGGAAGCTTC 

CGCTTAGAGGTCCTGGCGCCTCGGCACAGCTGCCACGGGCTCTCCTGGGC 

TTATGGCCGGTCACAGCCTCAGTGTGACTCCACAGTGGCCCCTGTACCCG 

GGCAAGCAGGAACAGGTCTCTCTGCATCTGTTCTTTGAGGAACTCAAGTT 

TGGTTGGCCGAAAAATGTGCTTAATTCCCCCCTGGGTAATTTTTACCCAC 

CCTAGGAAACATTTCCAGAATCCTGTGATGGGAAGACCAAAGATCCTTAA 

GGAAGGGGGGGGTTTTTCCAACCCGAGGATTTCTGAAAGGTCACAGGGTC 

AAATTTAAGGCTTAAGAACCTGTGAGGTTCAACCC 

>Sequence2673 

CCGGGCAGGTAC T T 1 TT 1 1 1 1 rT TTTTTT TTITTT TT TAGGGCGAATGCA 

GGGTTTTATTGAGTGGTGGAGGTGGTTCTCTGAAGGATGGATGCAGAGCT 

GGAAGCGGGGATGGCACGGGAAGATAATCTTCCTGCTGGGTGGCCAAACC 

TCTCCGACCACCCTCGGCTGAACTCCTCTCGGCGTTCAAATGTTCCTCTT 

CTCTCTTTCTCTGCTGTATCGTTTCACCATTCATCTGCTTGTCTGGGATG 

GTGAAGAGAACTGTTTGCTCATTTGCTTGGCGATAGGTGATTGTCTCGCC 

GCTCAGCTATAGGCGATGGTCTCACCACTCGGTGATAGGCGATTGTCCCA 

TCTAGGTCGCCAAAATGTGTCTGGAATTGGTGGGTTCTTCGTCTCACTGA 

CTTCAAGAATGAAGCCGCGGACACTCGCAGTGAGTGTTGCA 

>Sequence 2674 

AGGTACAGGAGACTTTCTGATTTCCAATCTTGGCTCAGGTCAGAAGAAAA 

AGGGGAAAGGTTACATTCCTGGAAAGAAAATACAGCCTATTTGAGGGCAT 

GCCTGACTTTCAGTCCATGCACTAGTCCTCTTGGCTCGTAGAGTTTTCAG 

TGCCCTGAAACCATGATCCCTCTGCCTCCATGGTCCTCTGAGTGTAGTTA 

TTATGTCTGCAAACCAGTAATGTCACAAGTCAAAGGGTCTGGGGCTTCCC 

AGGGAACCACTATGACTGAGTATATTCTGATTTGAGAAACCTGTGACAAG 
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TCTTCTCAGCACTCGCCTTCTAATTTTTGGAGCCGATGCCTGGGTTCCCA 

GCATCCAGGTCACAGTAGCTGGAAATCATGCAGGAAGGGCAAAAAGCCAG 

CAGCCCAGAATGGACTGTCTCTGCAGCTCTGGCACATTCTCTACACATCG 

CCACACCACTCAAATGTCCTATAAAATATCAAAACCAATAACCTGGACAT 

GACCGATTAATCTGT 

>Sequcnce 2675 

AGGTACTTCAGTTTCTCTAGATTACCATGTAAGACAGCTCTGTGGATCCT 

CTTCAGATGATACGGTTTAATGGGGTATTGGGGAAATGCGAAGCCATCCG 

AGCACAAGCGCTCCATGAGGGTGGGCCACCTCTCCCGCTTGCCGTCTTCC 

ATAATCGTCGGCTGCAAATTGTAGCCTGCAGCCGTATTTCAGCTCGCCTT 

CGGGGATCGCCGCCTCCGAAGAGCAACAACGAGCAAAGCAGTCTGTCCAC 

GGACCTCCGCACAGACTCTCAGCGCCTCCCGCCTCTCAGCAGAAACGCCC 

AACAGAAGGGTTAGAACCAGCGAGCACGCGCACCTTAGCCGGCCCTCCCC 

GCGTACCTGCCCGGGCGG 

>Sequence 2676 

GGGGGACTGGACACTACGACTACTATATGGCGACTTGAACCTGGTGGCGG 

ACGCCCGGGCAGGTACTCGGGGGTAGATGGAAGGACGACACTGGGAGACG 

CGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTACGACTCGGTGCG 

CATACGGCAACCTCCTTTGCCAGGAACTATTTATAAACATCCTGCAGGAA 

AATGAGTCTATATGTCAAAATACACATTTCCCACCTTGGCCCACCGGTGG 

GAAAACCTTAGGAAGGAGAAAACCATTAAAAAATGACAAGGAAGTTTAAT 

GGGAAGCAATTGTGATTGGTGTTTGGAAGGTGGAACCCTTCAAGAAGGTA 

ATTAAA TGCCCCTTGTAAAAAAGAGGGCCAGAAGAGCCTTGCCGCACACT 

TTnTTCCTGCCATTGTGAAGGAAGCCAAAGAAAGACCGGCTGTTCTGCA 

ATACCTGCAAAGAAGGACCCCTCACTAAGAAAGCTAGCCATAACTGGGCA 

TTCCTCCATTCTTGGGCTTTGCCAACTTTCCAGAAACTGGTGAAGAAAGT 

ATTATGTTTTGGTGGGTTTAGTACAATTGGGTCTATTG 

>Sequence 2677 

AAGGTAATCGGGGGCCAGTCTTTATACTGCTGACAGTAATAAATTCCAAA 
ATCTTCAGACTGCAGTCCACTGACGACGAGAGTGAAGTCTGTCCCAGACC 
CAGAGCCAATGAATCTGGCTGGGACACCAGTGGCCCTGGTGGATGCAGCA 
AAGACGAGGAGCCTGGGAGCCTGGCCAGACTTCTGGTGGTACCTGCCCG 
>Sequence 2678 

CCGGGCAG GTACTT T r FTTriT lUMH U l^l-riUU I ' lUl TATTTTTn-rrr 

1 1 1 ITl'M 1" 1" IH'IM^CTAAGTCATTACTTTTTATTTTGAAGGATTTGTGA 

AACTCTTCACATCATGGGGAGAGTTTGTATGATTAATAAAAAGCAGCTTT 

TTCATGAAATGCTTGGAGGGGAACGAGTTCTCACCCTGTGAGACCCGACC 

ATCCCATTAACTTGGAAGTTTCTCTTGATTAATAGAAAAAAAAAGGGGAG 

GGTGAAAAAAAGGAGGAACATGCTAAAAACCTTATGACAATCATCCAAAT 

GTCCCGCGTACCT 

>Sequence 2679 

AGGTACTTAACTAGGGTTAGCCGAGGTCAGGAGGGTGGATGCCTTATTAT 

GGGATTAGTGCCCTTCTAAGAGGGACAGTAGAGGGCTTGTTCATGCTCTC 

TCTCTCCATGCACAAGAAAGAGCACACAGTGAGAAGGAAAGAGGCCCTCA 

CCAGAACCTGACCATGCTGGCACCGTGATTGCAGACTTCCAGCCTCCAGG 

ATTG TGAGAAGATAAATATCTGTGGTTTAAGTCACCAAGTCTGTGGTGTG 

TTTTATGGCAGCACAAGGTAACCCAGATGATGCTTTTCACCACTGGGTGG 

TCCAGCCTTTCATGGAAGCTGTCAGCTCCTCAGCCTTGCAAAAAATGCTT 

GCTGGTCACTCTCTTTGGTCCTTTCAGATGCCTTTCTTAGTGGTGCCTCT 

ACCAGGCCCTTGACTTCN 

>Sequence 2680 

AGGTACCATACAGTTTTTCTAATTTTCTAATTAAATGTAGTATTGTGAAT 
ATTTTCTCTT GGGA ATGATTACTTTTCTTTGGAGTTTGATAGTGGTATAA 
ACTGTTTATATTTTGTATTCTATCAGGAAAGTATTACAGTAATGGAATAA 
T TATAA TTTCATTGAGTGCGTCTCCTCn 11'1'AATATGAATTTTGAGCAA 
GTTTTTAGATTCATTTATATGAAGTGTCCATTTTTGTAGGTAAAAGTAGT 
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TGAAAAAGGTAATGTATGGTTCAACCTAATAACAGAAAATATCTAGCCTT 

AATTAGAAAAATAAGTCATAAAGACAACTTTGTTTCAAATAAGGGGAAAT 

ACGATAGCAGTCATGAAAAACTGAAGGATACAAAGAGAATATTTTAATTG 

GTAGCCATACAAAGTGGAGATATTTTAGAATCTATTTCATTCTCTAATAT 

ATTTGAGTCATTTTATTTTGGGTAAAATAAATTATAGGTGGAGCATGGTG 

GCTCACGCTGGTTATCCCAAAGCGCTGGGATTATAGGCGTGAGCCGCCAC 

TCCTGGCCGAAATCTGTTTTAAGTATAGAACATCATGAAATTGGATTCTG 

TTGCTTTAAGCATTTCATGACTGAGCTGCTGTCTGGATGCTACCTGAAGA 

GATTCTCATTGAATATCATTATGGCCCAGTAGTGTTCCATAATTTTCTTT 

AAGCTCCATCTATGTTAATATTTTTGAACAATTTTGCACAAGTCCT 

>Sequence2681 

CCGGGCAGGTACCATGGTTGGAATGATAAATGATATTGTCATTTTTGTTA 

GCATTGAAGTGAGTGGCATCTATGTATTTTTTAAGGTATATAATGAAATT 

GTGCCTAGGGGAGTTATAATTCACTCTATGTATTTTTATATATACTTAAA 

TCAATACATTCTTACAGACTAGCTTCTTTAGTGGTAACATACATGCCGAT 

TTTGTCACTCCATGAATGATTACGGACATGTATACAGGAGCGGAAGTCCC 

TTATCCACCAGTTCACCCAGGTGTCTTGCTCTTATCTTTCAGAACGGAAA 

ATTGGCTAGGGGTTTCTCTCCACCATGTGCTCGTTCTCAGGACTTTGGGT 

GAATCCACGTGTGTGAAATAAGGTAGCATCAGCTGTAAGATTCAATGATG 

TCTATGGTGCAGCAGAATACAGACTGCGATCTTTGAAACGCTTTTGAAAC 

TCCTTGGATACTCCTGGAGGCTCGAACTTGAACGAAAGCGCTGATTACGT 

TGAGACTCTCGACTTCAACACTAGAGTCATGAAGCCTGCCTTATAGACAT 

NTTTCGAGGAGCCCATGAGGGTATTCCCATGTGAGCCTAAGGCTACTTGT 

GAAGATACCATCAGGGCTCTCAAAAAGGACTGGTCTCGTGATCTACGGAG 

TATC AAAGT AAAAGGTGGAGAGCAATTTAGTGACCGGCGAGTGTCTGACC 

CACGTTTTTAAATCACACTGGAATCTGACTTCAG 

>Sequence 2682 

GTGGAGAGACTCCCGGACAGGTACGCGGGATGGAAAGAAATGAAGACATT 

TTTAGACATGCTAGACTCATGGTTGACTATACAACAACCATCTCAGAAAG 

AGTTATTAAGATATAGCTTCATACTGAACATAAATCATAGAATTAATGTG 

GTAATCAAAATAAGAGTTACGTAACTACTGACAGATATAAGGAAAGTCGT 

AACCATTCGGAACTAAAAACAATGGTATATGTTGCTGGACGAACACTGTG 

GGGAGGGTGAGTATGGCAGCATACCGTGATTTCTTTATGGTTCTGGAGAA 

AATATAAGAGTAATCAAGCrrAGTTATGTGTGTATTTTCTTTTAAAGATG 

GGGTTTGACCATGTTGCCCAGGTCGGACTCAGATGCTAGAGCTCAAGCGA 

TCCTTCAACCTCAACCTCTTGAGTAACAAGGATTCTAGTCACATTCCACT 

GTGACTGGCTGCATCCAATATGTGAACAGCAAGTATTAACAACGCGGTAT 

TAAGGATTATTACTTATTGACCACTATAGGGGGGAACTGGCTTAAAGAAA 

AAACCATGGAGACCCATGACATGCAGGTGTAATTAATTGAATGCGACAAC 

GCGCGGGGAGAGGGTCCTTGGGCGGTGTTAGAACTATTGATTCCTCGGGC 

TGGAGGAATTGATCTCAAACCTAATGGTTCCGGAAACCTATGGGGGGACC 

CGGACCCCACTTTTGGTCCTTTAAAAAAGGGTAATTGCCCCCTGGCCGAA 

ATATGGGCATACGGGTTCCCTGGGGAATGATATTCCATTGCAATTCCCCA 

CATTACACTCGGATC 

>Sequence 2683 

CCGGGCAGGTACGCGGGAAATGAAATTGGAGCTGGACCATTTAGTCAGTT 
CATTAAAGCAAAAACTCGGCCATTACCACCCTTGCCTCCTAGGCTAGAAT 
GTGCTGCTGCTGG 
>Sequence 2684 

AGGTACTT 1 II rTTlTTTTl'l'l'rrrnTrri'GCTCCACATCTTCACATTC 

TTTCTGAATAACAAGCCTAAGTCCCCATGACCTGATCACCTGTCAGGTGA 

TCACCTTGGCCATCACCTTGGCCTTTATTCACCTAGTGATGCTTCTCATA 

GTA ATGG ATTTGTTGTCTCC AG ATGTATTTG AGTC ACTG CATTTTTGG AA 

TGACTTCAGATGTAAAGTGTAATTCTACCTGAGCAGAGTGACAAGGGGCC 

TTTCCATCTGCACCCCCAGCCCGCGTACCTGCCCGGAAATCTTAACTTTA 

CAGTTGAGGGACATTATCTGTGCCCTATTCGGGGCCAAACGTGTTTTTTT 
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TTCATTTACGTAGTCTTTCCTTGTTCTACGTGGTTTTAATTTTTTGGACT 
GCCCCCATTGAGTTGTCCATTTGAGAACTTTCTTGCTTGTTAGATCCA 
>Sequence 2685 

CCGGGCAGGTAC! H 1 1 1 1 1 Ml ITm 1 1 MTITGAGACAGGGTCTTGC 

TTTGCTGCCCAGGCTAGAGTGCAGTGTCGCAATCTCAGCTCACCGCAACC 

TCTGCCTCCCAGACTCAAACCATCCTACCCTTAATCTTCCAAGTAGCTGG 

GACTACGGGTGTGTGCCATCATGTCCAGTTAATTTTTAAATTTTTTGTAG 

AGACAAGGTCTCAACTATTGTTGCCCAAGCTGGCCTCAAACTCCTGGGCT 

CAAGCAATCTGCCTGCCTCCTTCTCCCAAAATGCTGGGATTAGAGGCATG 

AGCCACAATACCTGGCCACTATGCAATTTGTATGTATTTTTAAACGATAA 

TTTTrrTTTTTI TI TAAGACAG AGTTTTGCTCTGTCACCGAGGCCAAAGT 

GCAGTGGCACAATCTCAGCTAACTGCAACTTTAGCCTCCCAGGTT 

>Sequence 2686 

AGGACGCGGGGAGCTACAACAGGCAGGCAGGGGCAGCAAGATGGTGTTGC 

AGACCCAGGTCTTCATTTCTCTGTTGCTCTGGATCTCTGGTGCCTACGGG 

GACATTGTGATGACCCAGTCTCCAGACTCCCTGGCTGTGTCTCTGGGCGA 

GAGGGCCACCATCAACTGCAAGTCCAGCCAGAGTGTTTTTTCCAGTTCCA 

ACTATAAGAACTTCTTAGCTTGGTACCTGCCCG 

>Sequence 2687 

AGGTACTCGCGGGCCTTGGAGGGGGCCACCGACAGAGCTGACATCACCGT 

CATGATGCCTGCATTCCAGGAGTCACGGATGGGAAAGTAAATCTTTGGAG 

GGGCTGGGAGCTGGGGTATCTGCAGGCCTGTCTGCTGACACACGTACTAG 

AA TGTTG GCTATAATAGTTCTGTTCTTACAACAGATGAAATTTTTTCGTT 

TTATTTTATTTTGTTTTCATAGTGCATGTTCATTTGTACTCACAAACATG 

TTCTTGGTGTATTTCTTATGCAAACAATCTTCAGGCAGCAAAGATGTCCG 

TTACATCTAAACTTGAATAATAAAGTTTTACCACCAGTTACACATTNNAA 

AAAAAAAAAAAAAGGTACCTGCCCG 

>Sequence 2688 

AGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACACAACAG 

AGGCAGTTCCAGATTTCAACTGCTCATCAGATGGCGGGAAGATGAAGACA 

GATGGTGCATCCACAGTTCGTGTGATCTCCAGCCTGGTCCCCTGGCCAAA 

AGTCCGAGGGATACTGCTACTCTGTTGACAGTAGTAAGTTGCAAAATCTT 

TAAGTTG 

>Sequence 2689 

AGGTACGCGGGGGTTGTATCAGGACTTATGGTGGCCACCAAATATGAAGT 

GAGTGTCTATGCTCTTAAGGACACTTTGACAAGCACACCAGCTCATGGAG 

TTGCCACCACTCTGGTGAATGCCTGCCCACCAAGAAGGGCTCGTGTGACA 

GATGCTACTGAGACCACCATCACCATTAGTTGGAGAACCAAGACTGAGAC 

CATCACTGGCTTCCAAATTGATGCCGTTTCAGCCACTGGCCTGACTACAA 

TGCACAGAACCATCAAGCCATATGGTCCCAAGCTACACCATCACAGGTTT 

ACAACCAGGCACTGACTACAAGATCTACCTGCTCCTGCCCG 

>Sequence 2690 

CCGGGCAGGTAC 1 1 1 I 111 1 1 1 1 1 ITH lTn GAGACAGAGTCTCACTCT 

GTAGCCCAAGCTGGAGTGTAGTGGCGTGATCTTGGCTCACTGCGACCTCC 

ATCTACTGATTTCAAGTGATTCTCCTGTCTCAGCCTCTCGAGTAGCTGGG 

ATTACAGGCGTGTGCCACCATGCCTGGCTAATTTTTTTGTATGTGTAGTA 

AAGATGGGGTTAGCTGTTGTTTGATTTTATATAGACCGTGACATGTCTTA 

TGATATGAGAATGGGCTGGAACTATAGCCTCGGGGTCCTTGCCCTTTCCT 

AAGGACTTACTGTTTATTGATCAGTAAAAGTGAAACAGGAGCATGTTTAA 

AATAATGTAGCCTCATTTTAAATTTCTGCACTCTTACAAGTCAATAGATC 

ATGGG 

>Sequence 269 1 

AGGTACGCGGGGGCGAGACAAATGATCCTTAAAGAAGGTGTGGGGTCTTT 
CCCAACCTGAGGATTTCTGAAAGGTTCACAGGTTCAATATTTAATGCTTC 
AGAAGCATGTGAGGTTCCCAACACTGTCAGCAAAAACCTTAGGAGAAAAC 
TTAAAAATATATGAATACATGCGCAATACACAGCTACAGACACACATTCT 
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GTTGACAAGGGAAAACCITTAAAAGCATGTTTCTTTTCCCTCACCCCAAC 

AGAAACATGCCAGTACCTGCCCCGGGCCGGCCGCTTCTAGAACCTAGGGG 

AATCCC(XGGGGCTCK:AAGGAATTTCGATAATCAAGGCTTATTCGATAAC 

CGTT CGACCCTCGAGGGGGGGGACCCGGTAACCCAAGCTTTTTGTTTCCC 

TTTTAGTTGAAGGGTTAAATTGCCGCGCCTTTGGCGTAAATA 

>Sequence 2692 

AGGTACAGCTGGGTGCTGCAGCACTGGAGTGCGAACTTGTGGCTGTGGTT 

ATGAAGGAGCCTCGTCAGCTATGCCTTTAACCCCTGGTGAAGCAGTGCCA 

GTCACACTTTGCCAGTCAAACGGAGAGGCAGCAGTAGTAAGACCAGACCA 

AATCAAACCAAACCAAGCAAACCACGGGGAATGGAGACACAGAGTTTCAT 

TCTGTCACCCAGGCTGGAGTGCAGATGCAGTGGCATGATGATAGTGCACT 

ACAACTTGGAACTCCTGGGCTCAAGCCATCTTCCCTCCACTGCCTCCAAG 

TAGCTGGGGACTACAGGTCATGTGAGCACACAGCATAAAGGCAGCTGCCC 

ACAAGCCAGGAAGAGAAGCATCATCAGAAACCGACCATACTGGCTTCCTG 

ATCTCAGACTTTCAGCCTCCAGAATGATTATTGCCT 

>Sequence 2693 

AGGTACGCGGGGGAGAGAGACACACAGATCTAAGTCGGGGGCCAGAGGGA 

GCTCCCTCAACTAGGCAGCACAGCCCTACTGATCAGCGCATGTGTGTAAG 

GAACCACCTCAGGCCAGAGAAAGAGCCATGTGAGAAGATTAGAAGGAACA 

GTGGTGCTGACACAGGACCTAGGGTAGGGCCTGTTCCCACCACCCTAGCT 

GGAAAACCTCATGATTTATGGGGCACTGGGTAGAAAACACAAGTGAGAAA 

CCCTAGATGGGCACTGCCACCTGACACAGCTATACAGCAGGACCTGAAAG 

GATCACACTGCATCCTAGGACAAAGCTCAAAAGTACCTGCCCG 

>Sequence 2694 

CCGGGAGGTTTCATGACTCACCACAGGGGCACCCAGCAAATTGGCATCCG 

AGCCAAAATGAGAGT GCAAG CTTTTGAGTTTCCAATGTAAAGCTCATCAA 

ACHTTG AC ATTACTTCTTTTTTATATA AGGGGC i 11111111111 mTT 

GCATAAAAAATTTTAAAAAACCAAATTTAAAAAAAATTCAAATGACTTCA 

CGTGAGCTACTGACCATATAAACCTTGCATGTGCTGGCCCCAGGGAATAT 

GGAACCTTCGGAAGGTTTTGCACTCCACCCTGGGTAACAAGCAAAACTTT 

GTTTCTAAAAAAAAAAAAAAAAAAAAATTCCATTTTGTACCCCATAAAGG 

CCTTTTACAGCAATGGTCCCTG 

>Sequence 2695 

CCGGGCAGGTACATACCCXCACACCAGGCTAATTrTTCCTATTTGTAGAA 

ACACGGAGTCTTCCTATGTTGCCCAGGCTGGTCTCGAACTCCTGGGCTCA 

AGCAGTTTGCCCACCTCACCCTCCCAAAGTGCTGGGATTATAGGCATAAG 

CCACCACGCCTGGCCAATTTCTGTTAAATTTTACCTTCATTATTCTCTAA 

TTCTAGCCTGCTTCATTTCTGTCAGCGGCACTTGTCACTGTTTTCTACAT 

TGTCCATCGGGAATGTATGCCCCATTAGGATGGGGACTTTGCCTATTTTG 

TTTACCATTATAGTCTCATTATTTGAAATAGTGCCTGGCGTGTTTCCAAA 

GAGTGCATTATACTATTCTCTTAAAATAAAAACCACAGTAAAAAAATTTG 

TCTTTCAAG 

>Sequence 2696 

AGGTACACCAAGCACCTATTTTTATAACTTAGCTTCCCATGGAGAGATAA 

TGGCTTGCGTGCATTTTATGTATCCATAACATACATACAAGGCTCGGTCT 

TTCCAATGGGATAACAGTTCACAACTCTTCGATTTGAATTGTAATGAATC 

TGGCGACAAGGATTTTTCTCTAATGGATTCCAAAGTTAGCCAGAACTTTT 

AATGTCAAGATGAAAAAGGGTGTAAGGTGTTATATTATCTTCAATTCCTT 

TACCACAGGAGGCTAACTCCACAATTTCCCTTATGTTTTTCATTCATAAA 

AAAAAATATTAAATTTTGTGTTCACAATTTATTCGATGATAGCTTCTTTG 

TGCTGATGTTTTAATTCCTGAAATAAACTTGGTTTCTTTACAATTTTCTA 

AGGTTAGGTTATTTACCTTAGGGTTGTTTAAACATTTTTTTCTGG 

>Sequence 2697 

CCGGGCAGGTACACCCTAGCTCCAGCTTCCCCTGGGAGACTGTGCATCTC 
CTGGCTCCACTAACACCACCTTCTTCTGACCTTCCAGCCTAGAGATGATG 
ACTCTGCCAGCCTAGATGGGCTCTGGGTTGTCTCCCTATTCCTGTTTGCT 
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TT GTAG ATTTCCCATTATGCTGTCACCAACTCCCCAGCCTAAGCCCTCTC 

TATTTTAAATTCTCAAGTGGATTATGTTCCTGATTAGTCCCTGACTGATA 

TACCACTCTCCTCATGATCTCTGATTAGTTTTCCTGTTAGGTTGTTGCAG 

TAAAAAAAAAAAAAAAAAGTACCT 

>Scquence 2698 

AGGTACGCGGGGAGAACTTGTGTGCTTAGACCTGACGCTGGGAGGAGATG 

CTGCCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGCCAG 

GAACTATTTATAAACATCCTGCAGGAAAATGAGTCAAGGAAGCTTTTC1T 

TTGAGCTATTTACAGCTTTTAGCAATTGAGTAAAGTATACTCCTGTGAAC 

AAAATTTGGAACATACTTGTTTCTCTCTAACTGATTTCTCCAGAATTTGG 

AACTAGCTGTAGCTGAGACCAATGATGCTGACCTCCCTCAAAAGCTGCAT 

TTCTGAATTTCTGAAGGCAAACTGTCTGCCTATATTGTACAGCAAAATAA 

TTTCCTGTATTAAAACGTTTTTATTGCTCAAAAAAAAAAAAAAAAAAGTA 

CCTGCCCG 

>Sequence 2699 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GG ATGTCCCTGG AC AAGAG AC AAGGAG AGGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTA 

>Sequence 2700 

AGGTACGCGGGGAGTCTTGGTTTTCTGCTAGTGCTGCTGCTGCTGGGAGG 
ACGACGGACGGCAGCGGCCAAGCAAGAAGAAAGACGTGGCAGCAAGCGGG 
AGTCGGGGATAGTGTCATCGGTTCGGTAAAGTTTCTGTTCTCTGATTTGG 
GGATTTTCCCTGCCCAAGAAACAATGATAAAAAAAAATTGTGCCTGCCCG 
>Sequence 2701 

CCGGGCAGGTACACATGCTAGGGTCCAGGACAGCAGGACCAAGCCAGCAG 
AAACAGCCTGAGCCCACCGCAGACTGGCCTGGCTATACTGGACAATGCCA 
CTCCTCCTGTACCT 
>Sequence 2702 

AGGTACGCGGGGAAGATGTGCGGGAGGCATATCGCCGTAGAGGCTGGGCC 

TTCAAGAAC 

>Sequence 2703 

GCCGGGATGGCAACAGATGGTGCGTGCCGGGGACCGCGTTAGCAGCAGCA 

CTCTTGAGAAACCAGGAAAAGAGCCCCGCGTACCT 

>Sequence 2704 

AGGTACnTTTTTTTTTTT 1 1 1 1 1 TM 1 1 1 1 rr r nTCATTCTTTTCTTAT 

AAGTAAGTTGTCCATAAGTGAACACTTCAAAAGCAACAATTCCATCCCCT 

GG ATTCA AGGAAAAATCCTATGCATAATCATTCACATGCATCATGACCCA 

AATTTTTCCTGGTGTTAAAAAGGGTGAAGCAGTGGTCCTTTGAGTGTTCA 

AACCCAGTTCCCAAGGAGCACAGATCCACCTGAATCCCATCTTGGGTTGC 

AAGCCCTGTTGAGTAAAAAAAAAACCTTCrGGTTTCAACATTCATCCTTT 

TTATGATTATTGCCAAAAAATTTTTAACAAACATTAATATATTGCATAAC 

ATCCCAGT 

>Sequence 2705 

AGGTACTT 1 1 1111 1 rTTTTTTTTTTTl TC A ATTTTTATTTTGGTTTTCT 

TACAAAGGTTGACATTTTCCATAACAGGTGTAAGAGTGTTGAAAAAAAAA 

TTCAAATTTTTGGGGGAGCGGTGGGAAGGAGTTTATGAAACTGTATTTGC 

ATAAATGTCTTTTTATTAATrCCTTCITTTTTTCr^ 

ATTTTTATGCAATGTTATATGTGTCACAAATTAATATTGGATAGGAATTT 

CTAGl i 1 1 I TC AGTTTATAA ATA AG ATA AG ATTTAAGTTAA ATTGTGC A A 

T ATT AG AT A AGTrTTTTTCTC A A A A AT ATTGCTTTTTC TTTTTTI 1 A AT A 
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TTAAAAATTTGAGTTCCATTTTAAATTTTGTAAATCAAGAACTGTGGCCC 

TAATTGTTCCCACTAAAAGAAATTTCCTTGGTTTAGGTCACCCACTCATT 

TTGTTCACAAAAGGTTTCCATATTTTTCAAGGGAAAGGTGCCAGGCCTTA 

ATTGGCCTTTATTTTTGTTT 

>Sequence 2706 

AGGTACTTTTT1 rTTTTTTI 1 1 I I 1 1 r i ' l ' lG TTTTACATTTGGGGGTAAA 

GTGCAAGTTTGTTAAAAAGATATTGTGGAATGTTAAGGCTGGAGTACAAA 

CAA ATCCATCA TCCAGGTAGTGAGCATAGCACACAATTGGTAGTTTTTCA 

ACCC 1 1 1 1 1 1 i CTCTCCCTCCCTTCTCATGTTCCCC AGTGTCTATTGTTC 

CCATCTATATGTACATGCATACTCAATGTTTAGTTCCCACTTATAAGTGA 

GAACATGTGGTATTTAGTTTTATTCTTITrTATACTCAGTCCAGATTTGT 

GGCTCACAGGCTGGGTAGATAAAGACTTTTGTGTCCAAATTTCCAACCAG 

TAGCTGCTATACACACATATCTGGGCCTGCCGATTTTCCCATTTGCTTGT 

TGAAGAATCGACTTTTATGAAAAAA 

>Sequence 2707 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTCGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAGGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGA 

>Sequence 2708 

CCGGGCAGGTACGCGGGATTACTCAAAAAGAATCAGTCCTGAAAGGGTGG 

GCAAATGTGCAGCTCTCCCTCAGGGTCGTGGGATCTGGGTCCAACAGTCT 

GGCCTTTCAGCGTTCAGGCTGTTTTAGGCTTGAAGTTTCGTGTGGCTGAT 

GAAAGAAAGAAGGCATACGCAGATTTCTACAGAAACTACGATGTCATGAA 

AGATTTTGAGGAGATGAGGAAGGCTGGTATCTTTCAGAGTGTAAAGTAAT 

CTTGGAATATAAAGAATTTCTTCAGGTTGAATTACCTAGAAGTTTGTCAC 

TGACTTGTGTTCCTGAACTATGACACATGAATATGTGGGCTAAGAAATAG 

TTCCTCTTGATAAATAAACAATTAACAAATACTTTGGACAGTTNAAAAAA 

AAAAAAAAAAAAAAAAAAAAAGTTCCTCGGCCGCTCTAGAACT 

>Sequence 2709 

CCACGGCTCATAGCCTGTGGGTTGGTGCTGATCGGCATGTTCGTGATGAA 

ACTCTAACCGTCGGACAAAACTAAAAAAGGAATGGGTTATGACAGTCGCT 

TTCTGGTGTGTGTTGATCGCTATTTTTCTGCCGTATCTGTGCACGGGCGT 

GGCCAAGTTCAGCGGTGGCAAGTTCGGGCCCCGGCAGAACCATGACCCCC 

GAGCTTTCCTGGAAACCCTCGAGGGGTTCGCCAAGCGTGCCCACAGTGCG 

CAACTCAACAGCTTTGAAGTGACCCCGGCCTTCGCGGCGGCGGTGATCAT 

TGCCCATTTGGCCGGCGCTGCGTCGCTGGTGACGATCAACGTATTGGCGG 

TGCTGTTTATTACCAGCCGGCTGCTTTACATCATCTGCTACCTGGCGGAC 

TGGGCGATTCTGCGGTCGGTGGTATGGGCGGTGGGGA 

>Sequence2710 

AGATACCACTATGCCTGGCTAATATTTTTATTTTTTTATTTTTGTAGAGA 

CAGGGTCTTGTTATGTTGCCCAGGCTGTTCTCAAACTCCTATCCTCAAGC 

CATCCTCCCATCTCAGCCACTCAACTTGCTGGAATTACCAGCGGAAGCCA 

CTGTGCCCAGCCCAGACTCCCTTTTACCTAGTATATCATGTCTAATTTCT 

AACAAAAAATTAAAAAAACATTGTAAGAGGAAAAAAAGAAACCCTAAAAC 

AAACAAGCAAACAAAAAACCCAAAACAACAAAAAGTTTCAAGAAACAGAG 

CTAGCTGACAGAACTATATTCAGATATGGCAGGTATATTAGAATTATCAG 

ATTGGTAATTTTAAACAACTATGACTAATATGGTAAGAGTGATAATGGAA 

AAAATAGACAATTTGCAAGAACAGATCAGTAATATAAGCN 

>Sequence271I 

CCGGGCAGGTACCCATCTAAACCCCAAACCTCGGTCTCCAGAAGCAGATG 
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AGCAGATGAGGAGACGCCTCTATTCCGTGTCGTTTAGAATGAGCAAACAG 

TTGTCTTCACCATCCCAGACAAGCAGATGAATGGTGAAACGATTCATGCT 

ATAAAGAGAGATGAGGTTCATTTGAACGCCCAGAGGAGTTCAGTCGAGGG 

TGGTCGGAGAGGTTTGGCCACCCAGCAGGAAGATTATCTTCCCGTGCCAT 

CCCCGCTTCCAGCTCTGCATCCATCCTTCAGAGAACCACCTACACCACTC 

AATAAAACCCTGCATTCAACCTGCAAAAAAAAAAAAGAAAAAAAAAAAGT 

ACCTG 

>Sequence 2712 

CCGGGCAGGTAC'riIITliril-1'l-riUTriGGTCTTATAATAmGTTTG 

ACACCTCAAACCTCTTATTTTCATTTCAGAGACTGATTAAATACAGTCTC 

AAGGTGATAAAATAACACAGTAGGATAAAAATAAAGTGACAAGTGGCAAG 

GGATGGTTAGTCATCTTTGATACCTGTGGATACTCAAACCCACCATTTAA 

AATGTCTTAGGTGTTAGATGTGGTAGGTGTTTCTATCAGGAACACGTGGG 

AATAAAAACAAATTTAGAACTCACATCTGGGCTTCTCACTTCTAAAACAA 

GGGTCAGGAGGCCAGAAGGCGGAGCAGCGCATCAGTTAGGATTTGACAGG 

ACC 

>Sequence 2713 

aggtaci i rn n n 1 1 rn 1 1 n rm igggcagctaaaatctaggatg 

GTGTTAAGTTTCTTCATTTTGTCAATTATATATAAAAAATTAGAAACAAC 

ACGAATCTGCATTTCTTGGATGAGATAGTTAATAACAAACTATTTCTCAA 

TATTTGTATACTAAAAACTAGTGAAGGTGTTATGTGTTTCAGTATCTTAT 

CTCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAATAATATAAAT 

GGTATGTAGTAAATGAGGCACTGTCTTGGCTGGGACTGCTATAAAAAAAT 

f ACCATAGACCATTGACTAAACCACAAACATATACTTCTCACAG 

>Sequence 2714 

AGGTACTACTGCCTGGGTTATGGGACTAAAATCTTGTCCAGGGACATCCA 

AGGGAAGGGGAACTTGCCCAGGCAGATGCGATAGACAGCGCTCATAGGAA 

TCCGCTGCAGCTGCACACAACTCAGCATGATGAATTCGTATTTGCAGATC 

AAGAGAGTCTTGTCTGTGACCACACGAATTCTCTCCTTCTCATTGCTCCA 

GTGGTCTATCTTTGTCAAGAGCCAGAAGCCTTGAATGGGCTCTCCACAAG 

TCTCAGCTACGTGACCTTTCAAGTCTTCCATGGCAGTCTCAATGGCCCC 

>Sequcncc 2715 

CCGGGCAGGTACGCGGGGAGTCCTGAAAGGGTGGGCAAATGTGCATTCTC 

TCCCTCAGGGTCGTGGGATCTGGGTCCAACAGTCTGGCCTTTCAGCCTTC 

AGGCTGTTTTAGGCTTGAAGGTGGGTTTTTGCTAGGACCCTTGGCTGTCT 

CTCTGTCAGATGGATGACTAAGTGAGTTTCGTGTGGCTGATCAAAGGAAG 

AAGGCATACGCAGATTTCTACAGAAACTACGATGTCATGAAAGATTTTGA 

GGAGATGAGGAAGGCTGGTATCTTTCAGAGTGTAAAGTAATCTTGGAATA 

TAAAGAATTTCTTCAGGTTGAATTACCTAGAAGTTTGTCACTGACTTGTG 

TTCCTGAACTATGACACATGAATATGTGGGCTAAGAAATAGTTCCTCTTG 

ATAAATAAACAATTAACAAAAAAAAAAN 

>Sequence 2716 

CCGGGCAGGTAC f 1 11 11111 11 1 11 rTTTTTT 1 ' A ATGTGC AG AGG ATTG 

acctgtgcatgcttttgatctctcattcaaaggatcaatattaaataaaa 

ttgtcatgagctgtgttgaagacagggcgctttcaaatagaggtaatttg 

ctcttgtgttgtaagaggaacatgtcaacaaagataggaaatgagggtga 

tcgtgcagat ggctt gtatcttatatatgcaaaggagttcccgcgtactt 

ctgtcttccagttttccacttcaaacttctatcttctccaaattgtttca 

tcctaccactcccaatcaatctttccattttcgtctgcgtttagtaaatg 

cgttaactagck:tttaaatgacgcaattctccctgcgtcatggatttcaa 

ggtcttttaatcaccttcggtttaatc 

>Sequence2717 

AGGTACI 11 1 H ITTTTTT fTTTT 1" H T H G AGTTCC AGG ATAC AGGTGC 
AGAGTGTGGAGGTTTGTTACATAAGTAGATGTGTGCCATGGTCGTTTGTT 
GCACCTATCAACCCATTATCTAGGTTTTAAGCCCCATATATGTTAGCTAT 
TTGTCCTAATGCCTTCTTTCCCCTCACCCACCAACCGCCCTCAAGTCAGT 
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TTTCTAAGAGTATTAATCAAGAAACCATCTCATAATCACACCAAAGCATA 

TTTCTACACAAGATATAAAATACTAGGATATTTGCTAAAGATAAATGCAT 

GCCATACACTGTAACAATGGAAATGACTTCCTACAGGATAACAATGCTAA 

AATTAAACTCTTTGTAATTAGTAAAGATGAACATGTGGGGAATATATTGG 

ATATATTTTTTAAACTATTTTTTGTCCTCAGTAAAG 

>Scquence 2718 

TCCTATGGATGCTTTAAGGCAGTGTTTCTCAACCAGAGACAAGCTTGCCA 

CCCACTGAATATTTGTCAGTCTCCAAAAATGTTTTTGGTTGTCATGACTG 

GAGGTGGGAGGAGTGTGCTATTGACATCTAGTGGCTAGAGGGCAGGTATG 

CTGCTAAATATCCTAACACACAGGACGGCCCCTCTGCAACAAAGAACTAC 

CTGACCCAAAATGTCAGTTGTGCCAAGGTTGAGACACCCTGCTGTAGGGG 

ATAGAAAGAAGTGTAAGAAATGGTTTCAAACTCAAGAACAATGATTAGAG 

AGATGGATGGATGGATAGATAGGTACCTGCCCG 

>Sequence 27 1 9 * ( 

AGGTACTGTATTTGCAAAAGTAAGTTTCTATTCCTAGAACTAAAACAGAA 

aagaa gtgtt gtgagat adataaatgaagccaataaatttaaccaagggc 

ttaccattttcctgcatgatgtttataaatagtttcctggcaaatgaagt 

tgccgtaatttggttrctaccaagtaatcctaaggtggcatgcattttcc 

tttccatctgttcaggttctataacacaccatgtttctttccgctttaca 

cttgccctgtggcggctcgcttctagtaac1tagttggtattcctcctcg 

gtgcttck:atggaaatttctatcttcaaatcttaaatttataacccggtt 

aa acactt tatatggggggtgccccggtgtatcacttatcattttggttt 

ccctttttaatggaagggttttaaattgcccctccttttgtattaaaata 

ATTGGGATCATCAGGCTGGATTTTTCCAAAGTTGTGAAAATATTTTATTC 

CCACTTTAATAATTCC 

>Sequence 2720 

CCGGGCAGGTACCACCATCAGCACTGCTGATTTTCAGTTTTGCTATCTAT 

TCCAGGTTTGTCCTTACTCCCAAAAAAACTAACTAGAGAGCACAACTGAA 

AAAAATATATAATTCTTTGGAAACTGTC(XTGATTTTTATGCAAATGATA 

TGCTTCAACAGCATTTCAGATCCATCCATGTTGAAACCTGTCCGTTCTTC 

ATGCGTTGCTCAAGTTGGTGATGCTCTGAGGGTGATGCTGTTGCCATAGC 

TGTTTCTGTTGGACCGCAAGCTGTTGAGACTGGTCTGAAGTTGATAGGAG 

ATTTACAAGAGGGGACACACAATTTGCCGGAATGATCAAACCTACAATCC 

GTTGCCCATCTTCCGTTCTTAGCCGCACGATCTGCATCTTCACGTTTGTG 

CCACTGACAGATGCTAGAACACCCTCAAC 

>Sequence 2721 

AGGTACATAAAAGTTTAAATCCTAATGTATTAAAAAAGTTTAATAGCACT 

ATAATTTCAGAACTTTATATCATGCTTATCATACCATCCCATAGTATGGG 

AATCTTTCCATTTCAGTAAATGTAGATCCACAGTAATATTTTTAAGGGCT 

ATGCATTCCATTGTCTAGATGAACCACAGTTCATTGAAACAACTGTCCGA 

TGATGAACGCTGAAGTTGATCGAGCGGCCGCCCGGGCAGGTACTGCGGCG 

G GTAGG CCTAGGATTGTGGGGGCAATGAATGAAGCGAACAGATTTTCGTT 

CATTTTGGTTCTCAGGGNTTTGTTATAA11 1 1 1 I ATTTTTATGGGCTTTG 

GTGAGGGAGGTGGTGGTANTTTNNhnWWTTTO 

GTGAGGGTATTGTGGTAAGGGGGTATGTGGGTAAATTTTT 

>Sequence 2722 

CCGGGCAGGTACTCTGTGTTTTCAAACTCATGCCTTATACACTTTTATAC 

TGGCTTTTATCGATCATTTGGTAGAAAACATCTTTCAGGTTTTCCATATC 

CTrGACTTTGAACACATGTTTGCTCATTGGGTTTCTTGGAAGCCAAAGCA 

TTGATGTTCACTTGGTTCACCAAAGGCCCGACCCCAAACACATAGACATC 

CAGAAATCCTCCCTTGGGTTTTTGCGATCCTTGCCAATGTATAGCACGTC 

CCGGATCTCATCAATGCCCGCGTACCTGCCCG 

>Sequence 2723 

AGGTACATCATATTTGCITGTTGGCTrrATGATAACTTAGAAATAATATT 
CTGGATTAACTGTGTGACTCATGAGAGAGT7TGTGCAACTATG7TTCCAA 
ATTTACTTGATTTTCAAGACTTACACTAGAACTGTGCGAACAAGGTAATA 
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AGTAAGCATATGTATTAATACAACCTTTGGTCAACTCTTGGGTAGCCCCA 

GTGTTGGCCTCCCGCTTTGGCCTCCCAAAGTGCTGGGATTACAGGCATGA 

GCCACCGCAGCCAGCCAACATAGAGATAATCTTAAAGACTCCNNANTAAA 

AAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence 2724 

AGGTACTACTTTTTACTGCATCCTGCAACAAATATCACTGAAATGATTCA 

TTTCTGGAAGCATTCTACTGGAGCATCCCGTGGCCTGGAACAGAGCTCTG 

GGGACTGGCATCCTTCCACTGACTTTGATGCTGATGACAGCCCTGATCGT 

GTGATTCAGCTGGCCTTAACCCX}ACCCACGTGCACGTATTCCTCAGCACA 

TCTGGAGCTGAAGTCGAGAGCCTCTGTGGGAACGCTTGGCAGCCCATGCT 

GTTCTAAGGCTGGAGCAGGATAGACTGCTTTCATCTCTGATGTTAGAAAG 

CAGACCTGTTTCAGGGTTTGGGGAAGGTTGTTCGATATGAACTGGGTCCT 

CTCTAATTATTTTTACTGTATGTGTGACTTCTTCCTAGAAAGAATGGAAG 

AATGTTTATGTTAGAACATTTTATCTATTCT 

>Sequence 2725 

CGCCGcccT GGC^GTAC fjj i'i' ri - ii i' ii -i- iJTi - iu ' ri ' ri - i c i - r rr rn T 

i 1 I I 1 rmT TTTT Tl 1 1 1 TT irT TTTTTTTTl TT TT Tn TI i 1 1 rTTTT 

TTTTTl^l'ril-rriTAAAAAAAAAAAAAGGGG'ri-l'rrriTl'I'CAAACCCC 

ACCCCTTT ATTTTTG AAAAAGTGGGGGAAAAAAAATCCTTTTGCCCAAAC 

CCGGTTTG I J 1 11 1 nTAAAGGGGGGGAAAAAAACAAAAAAAACCGGGAA 

TTTTAGAAATTGGGTCCCCCAATTTACCCGAGGGGGGAGGGAACCCCCCG 

GCCCTT AAAA AAAGAGGGGAAAACCTTTCTATTTCTGGGGGGGACCACCA 

CCCCCCi I 1 11TJ CT1 TACTAAAAAA ATGGGGG AG AATG ACCCTCTCTGT 

ATACCAAAAAAAAACCCCAGCCCCTCCCCCGTGGACCTGGGTAAGTTTAA 

AAAAAAAGGAGCCCCCCCK)GGGGGAGGAATTCATTTTTAGGCTTTTTCTA 

CCCCCC ACCGGGGGGGGGGGGGCCCCCACCCAA mTTl GTTC ACTTAG A 

GGAGGGGT ACTAC CCGCCCCCTGACTAAAACAGGACTTATTGTTCTTCGG 

AGGAAAAATTTTTACTCCGATAACAACACCACACAAAATAGTACTCGAGC 

AATAA AATGTATAAAGCCCGTGGGTCCTTAATGAGGAACCCTACTCTCCT 

TTTT TGGG TCGTGCCCCCTTCCCCCITrrAAAAAAGAGAAACCCTCG 

CACCTTTTATTAAAAGATCCCACCACCGCCGGGGAGAGAGGCGCGTGCAG 

GTAATGGGATCCTTTTCCAATTACGAAAAACAAGTAAGAAGGACTTGGAC 

T 

>Sequence 2726 

AGGTACTTT N TrrrrnT n rn rirriTrGGGi 11 i in ti mi nrr 

TTTTl-n ri i l l 1 1 ri ri'NCGGGGGGAGCATGGGACCTTTATTCGTTAAA 

ACATCAGGCTCCAAATATGGACTTTAGCAAAAGCCCTTGCCGGGAACAAA 

GGGACAAAAAAGCTGAAATGAACAGTGCCTGGCAGCAATCACAGCCGGGC 

AAGGGTGCTCCGAGCCTTGCATCCCC 

>Scquence 2727 

AGGTACTTTN 1 1 1 111 A I MTI ITniTlTlTlCCGAAAGGAAGCAAAAC 

CTGGGGGGTTAATTAATCCTTCTTGATGCTGGGCAGCAGTAATAGGATCA 

AGAAGAAAGCCTTTCTCCTCCTGTGCTCCCAAGGATGCCCAGCGGGAGAC 

TGTGAGGAGATGGAACACAGCCTTCACTCTGTTAATTGTTCAAGAGCAAA 

TCACCTGCCGTGAGGACCATGACAATCCTGGGGGCCATTTGTAGAATATT 

CATCCCCAGACTCTGAACTGAGTCTTGAAGTCTGAGTAAGAATTTGCTGG 

GTGAAAAAAAGGGTAACGTTCTTTCAAAAGGGAGAGAACCAGCTTAAACA 

AGGGTCCCGGGGGGCAGAACATCATGATAGGAGTAGGAATGCAGGTGAGG 

TTTTGGTTTTCTGCAAAATATTGGTACCTGCCCG 

>Sequence 2728 

AGGACGCGGGTATGCATGCATTTTCTCTGAGTTATATTTTAAAATCTATA 

CATTTCTCCTAAATATGGAGGAAATCACTGGCATCAAATGCCAGTCTCAG 

ACGGAAGACCTAAAGCCCATTTCTGGCCTGAGCTACTTGGCTTTGTGACC 

TATGGTGAGGCATAAGTGCTCTGAGTTTGTGTTGCCTCTTTTGTAAAATG 

AGGGTTTG ACTTA ATCAGTGATTTTCATAGCTTAAAA'l 11 Tl TIGAAGAA 

CAGAACTTTTTTTAAAAACAGTTAGATGCAACCATATTATATAAAACAGA 
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ACAGATACAAGTAGAGCTAACTTGCTAAAGAAAGGATGGAGGCTCTGAAG 

CTGTGACTTCATTATCCCTTAATACTGCTATGTCCTCTGTAGTACCTTAG 

ATTTCTATGGGACATCGTTTAAAAACTATTGTTTATGCGAGAGCCTTGCT 

AATTTCCTAAAAATTGTCGATACATTTTTTCTCCCATGTATAATTTTCTC 

ACCTTCTATTTANAAAAAAANAAANNNAAAAAAAAAAAAAGTACCTGCCC 
G 

>Sequence 2729 

AGGTACCCAA AAGTG GGTCTTGAAATATAATTGTTTCTGAGAGGAACTTA 

TTCTCAGGATATTTTTGTAAGAGGGACAAAACTACTTAACAGTGTGTATC 

CTTGCAATAAGTATATTAATGAATACGATACAACCATTTTATACAGGCAA 

AAGATGGTTTAATGCCAAAGCACAAACTCATAAACCCAGTTGATGAGGAG 

CCA GAAC AATGGTCATTACTGTATAGAGATGTTTTAAAAAGTCACCATAT 

AAGCTTTGAAATAATTCTAATGAAAATTATATGACCTTGAGCTGGGCGCG 

GGGCTATGCCTGTATCCACACTTTGGAGGCCGAGGTGGGTGGATCACAAG 

GTCAGGAGATCGAGACCATCCTGGCCAACATGGTGAAACCCTGTCACTAC 

TAAAATACAAAAAATTAGCCGGGCATGATGGTGCATGCCTGTAGTCCCAG 

CTACTTGGGAGGCTGAGGTGGGCGGGTCGCTTGAACCTCAGAGGCAGAGG 

TTGCAATGGGCCAAGACGGTGCCACTGCACTCCAGCCTGGGGGACAGAGC 

AAGACTCTGTAAAAAAAAAAAAAAAGAAGTACCTGCCCG 

>Sequence 2730 

TGGGAATGCGCCCGCGTATACACTAATATTTAGGGCGAATTGGACGTCTA 

CACCGGGGGGGCGGGCGGCCGGGCAGGTACTGTCATGCAAGGATGGGAAC 

ACATTCTGGGAAATGTGTCGTTAGGCAATTTTGTTGAGAGAACATTATGG 

AGTGCATTTACATGGACCCAGATAGTAGAGCCTACTACATACCTAGGCTG 

TATGGCATAGCCTGTTGCTCCCAGGATACAAACCTGCATAGCATGTTACT 

ATACTGAGTACTCTTTGGAAGCAGCTGGACTTGGCTTGATCGTAGGAGAA 

TCCGGTGTCCAGGTCGCTGGGCAGACTrCTACATGTGTTTCTACATACTG 

GAACGCCTTCACCAAGCGGAGGGATTCTTCCACGCTTCAGCCCACTGGGA 

GAATCGTGACGCTTAAATGCTTGATGACTCCATTGGGGTCAATTATGAAG 

AGACCTCTTAGTGCAAGACCAGAACCTTCTAACAGCACACC 

>Sequence 273 1 

AGGTACTT T 1 1 mTTTI rTTTTTT T T TTT I 1 1 1 1 U rTTTTTTTTGGGG 

AACCATATT TCAATTTATTGACATTGTCAATTTATGAACAAGACAGGATT 

rTTTTTTT 1CCCATGG AATG AAATCCTTTTC AATCTGCCATAAC ATGTGC 

CCACACATTTTCACCTTGGAAATGTACCATTTCAAGCTTTAGTCAGGGGA 

AATTATTCCTTTTTTACTTTCACAATTTTTACGTTGCTGrc 

CTCAGCATTTGCTTTGAATTCTGTTTTCAGGGCATTTTTC 

CACAAATCTGGGAGTATCGGATGTAGCTGAGTCCACCCTGTCTCCAGTAG 

GCCACCATGCTGTAACGAAAGCGGAGCTTGTTGGGCCGAATCCCCAAAAC 

CCCGGCAATGTTGGTTAAGCCCCCCGGGTACC 

>Sequence 2732 

GCCGGGGACCTTGGCCTTCGAAAAAACCAGCTTTGACACAAACTAAAAGC 

ATCACCTGCTCAACTCTCAATATTGCTTTATCAGCATCTTTTCTCTGTAG 

CTCCAGGGGAATCTTTTCTCTAAAACATTTATCKZCCTTGCTTTGGCTAGA 

AACACA TTAACTG GTTTACTCATTGAGAATCCAGCATATTTAAGAGGTGA 

CCCTGTGTTTTTTGTGATATTGAGGCATTCATACAGAGCTGCAGTTAGAC 

GGGGTTACGGGGGCTAAAAGCAGAAAAAAAATTCCATTTCATCGGGATGG 

AACTG AAGGATTTTATTCTATAAAGCGGCCCTGGTTGAATCTGGCAATTC 

1 1 i 1 1 GCC AAGATCCCTAGC AG AAG ATTTAGCC ATGTCCTTCCCCTCACT 

TGTGTGAGTGGCCCCTTCTGAATCTCT 

>Sequence 2733 

AGGACAGGACTTCCAATTTCTTTGGCCCCTCAAATCCTGCTTTTAACTTA 

TGGCTCTCCATTTTCTCCTTTTTACGGGGCTGACGCACCCAGTCCTTAGG 

GGTCTTTTCTGTTTCTAAGACATGATGTTTTTTGTTTGTTGGCCACCTTA 

GGAGCTTACTTTTTGGTTCACAGTCTGAATTATCTACAATGTCCACAATT 

CCATGGTCCCCTTTCAATGGATATGCTATTAGACACAAGTTCCTGTCTTC 
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ATCTTCTTCAAAGCGCACAGATACCACACCTTTGTACCGGCCCGGGCGGC 

CGCTCGGT 

>Sequence 2734 

GCCGGCCAGGACCCGGACCAACTAGGAGGAACCCGGAAGGATGGCCTGCA 

CCTGTGGAGGAGGGTTTGAAAGGAAAAAGGTCGGAAACCAAAGGCCTGAA 

AAGCCAAAGGCAGGTGGAGAGAGGGTGGAAAGTGAGCAGCGGGCTGGGCT 

GGAGCCGCACACGCTCTCCTCCCATGTTAAA 

>Sequence 2735 

AGGTACGCGGGGGCAGTGGGAAGCTCGCAGCAGCTGGGGAGGAGCCAAAG 

CCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGAGATGAG 

GAAACAGCAACCCAGAGAGGAGAACTAACCCACACAGGATCATTTCGCGA 

AAGAGCAATGCTTGAAAAACCAGACCTGGACTTTTTTAGGACAAACTTAC 

TGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAATATTT 

CTCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCTGTTTTAG 

AGCCCTGGGGGCGATCTATGCTTAACACCATGTTACTAACCATTATTGCT 

ATGGTGGTATACACTGCCTATGTCTTTATTCCAATCCACATTCCCCTGGC 

TTGGGAATTTT 

>Sequence 2736 

CCGGGCAGGTACTGAGTCAAGGACGTCTTTAACGTCATGGACGGCTCCTT 
TACCCACGCTTTCTAGATCTTCGACTGCATCTTTTCXn"AGTTTTCCGAGT 
CCCCCCAC AGCTTi " 1 " I " 1' I GCTCCGTCTAGGCCTTTTTCC AG A AGGCTGG A 
TCTCTGCnTCCTTGGCTTTTGGGGCCTGTCTrGGCTAACCCCTGGGTCTT 
TCACCCTGCATTTTTTCCrrTTTGAGCTTGCTGAA 

ACKjGTTTCCCCCGAATCCTTGTGGGCAAGAGGGCGGGCCCTCTTGGAATC 

AATAAGGCACCAAGACCCAAGGGGCTCTCTGGCCCAGAAGCTTGTTCAGG 

AAAGAGGGAGAAGTCAATTGAAACCCTCATTGCCTTTCTGGTGTTGCTTG 

GGAGTTGGGGTATTGCCCACCCAAAATTCCTTTGGAAAGATCTTTGGGGA 

ATCTAAGGGGTCCCCCCGCCGTACCC 

>Sequence 2737 

GGGGCAGCTGGAGGTGCCTCAGAAGGTGCATTCTGCTTCCTGCAGGGGCT 
TGAAACACCAAGGCACTCCAGGGATCCTGGAGTCAAAGCAGCAGCCCCGG 
TTGTTGCACTCCTTGGGGGTGACATGGGGGTAGCCGCAGTCCACCCTGTC 
CTTGGCTGGCACGGCACACTTGTTTGGCAGACAGGGCCCACGTACCT 
>Sequence 2738 

CCGGGCAGGTACGCGGGCAGAGTGCCGCTTAACACAAAGCACCCAACTTA 

CACTTAGGAGATTTCAACTTAACTTGACCGCTCTGAGCTAAACCTAGCCC 

CAAACCCACTCCACCTTACTACCAGACAACCTTAGCCAAACCATTTACCC 

AAATAAAGTATAGACGATGGAATTGAAACCTGGCGCAATAGATATAGTAC 

CT 

>Sequence 2739 

AGGTACTGTGGATTTTTAAAATATCACAGTTTACAAGATCATGCTTGTTC 

CTACAGAATTGTGGGCCAGACACTTATGTGAAAGCAGAAGTGTATTGGCG 

TGAACTTTTCCATACTTTATAAATTTTTTGTGATCATATATCCATTATCT 

C AAAAA ACCATTTTTGCTATATTTTTGGGTTTGGTGCTGGCAATTATTGC 

CTTTTTATCTT TAATT GTATATCCCCCAATATACTAAATAATTTTTTAAA 

ATATATTAACCTTTTCCATTTTTAAAATAATAACTTTGTAGTGCGGGTTA 

ATATTGGAAAATTATCCTTTTTATTAAAATTCTATGTAAAACTATGGGCC 

ATATTTGGTTGGCCATACTCCTATTCATTTTGTTATTTGAAAGAAAAAAA 

ACT CCCA TTATAGGGTAAACAACCTTTCTCCAAAAGGTGGTTGGAAATAG 

ACCTTTTGGGGAAAGAAAAAATCTTTGGAATGAAGATTAATGAAAGATCC 

TATATATAAGACCTTGGTGAAAGAAAAACTTTCTTCTCTTTCTCTATATA 

AGCACAATATAGGGGGGTTTTTTTATAACGTAATGAGGTAATAGAAGTAA 

TATAAAAATCTTTTTTAATAAGCATTTGGGAGGTTTTTTGTATATTCACC 

ACGCCAGATTACCACTTTGGTCACCCGGGGTGGCTCGGG 

>Sequence 2740 

CCGGGCAGGTACTl rn rri'I'lM lTTl^UM'iM l'lM lTTTGGAAAAAGTCA 
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TGGAGGCCATGGGGTTGGCTTGAAACCAACTTTGGGGGGTTCGATTCCTT 

CCTTTTTTGTCTAAATTTTATGTATACGGGTTCTTCCAATGTGTGGTAGG 

GTGG GGGG CATTC ATTTAACCACTTCAAGGTTAATGGGGGGGCCTTCTAC 

TTTTAGGACTTTTCGCTTTGAATCAAAGGCTTCTCAAGTCGTGAAAATAA 

TTAATATTACTGCTGTTAAAGAAATGAATGAACATCCCGCGTCCCTT 

>Sequence 2741 

CCGGGCAGGTA CI T T T TT TI 111 11 rTTTTTTTTTTTTTT AAGATGCTTT 

CAGTTTAATAGCTGTTTTA AA 1 1 1 1 1 1 1 1 i l l 1 111 rTTTTTTA GGGTTT 

AGGCTGAAAACGTAAAGCCTGCTGCTCCTGGGTATCATTTCTCAGCTTCT 

CCTTACAGCTATAGTACTGAATCAAGGGACTGTCTTTAACGGTCATGTGA 

CGGCTTCCTTTACCCACGCCnTTCTAGAATTCTTCGACTGCATCXTTTTN 

CCTAGATT TTCCCG AGTGCCCCACCACAAGCTCTTTTTGTCCCTCCGCCC 

TAGAGCCCTTTTTTCCACAAAGGGCTCGGATCTCCTGCGTTACCTTGGGC 

TTTTGGGTGCCCCTCGTCTGTGCTTAACACACTGTGGTGTCTTCACACCT 

GCATATTTTCCCTTTTTGAGCCTGTCTGGATGCCTTTCATGGGCAGAGGG 

GGTTCCTCCGCAT 

>Sequence 2742 

CGTGGTCGCGGCCGAGGTACATTTCCTTGTAGACTCTGTTAATTTCCTGC 

AGCTCCTGGTTGGTTCTGGAGCAGATGATCTCAATGAGAGAGTCCTCGTC 

GGTTCCCAGCCC<nTCATGGAAGCTTTTAGCTCAGAAGCGTCATACTGAG 

CAGGTGTCTTCAATAGGCCCAAAATTACCCGTCTTCAAGTGGGCCAGATA 

AGGCTTGATTTCAGTGCTGGATGCCAGGTCCCTTTTTGGGTCCTTTCTTG 

GTAAGGCCGAAGGCAAATATCCCTGGTCTCTGATGCATTTTGGCCCCGCG 

TTACCCTGGCCCCGGGGCGGCCCGGCTCTTAGAAAACTAGTTGGGATTCC 

CCCCGGGGCCTTGCAAGGAAAATTTCCGATTATTCCAAGCTTTTAATTCG 

ATTACCCGGTCCGAACCTTCGAAGGGGGGGGGGCCCCGGGTAACCACAGC 

CTTTTTTGTTTCCCCTTTTAGTGGAGGGGTG 

>Sequence 2743 

CCGGGCAGGTACGCGGGGAGAGGGAACCGGGCGGAGCGGCCAACATGGCG 

GAACGCAGGAGACACAAGAAGCGGATCCAGGAAGTTGGTGAACCATCTAA 

AGAAGAGAAGGCTGTGGCCAAGTATCTTCGATTCAACTGTCCAACAAAGT 

CCACCAATATGATGGGGTCACCCGGGTTGATTTATTTTTATTGCTTTCAA 

AAAGCAGTTGGGACATGGTCTTTTTGGGATTTACAAAAGTGGGGCCAAAA 

GGGCCCAAAGAAAAAGGGAGAAGGGGAAGTCTTTTAATTTTTACCAACCA 

NCCAGG GGAGNNTCTGNNNTGGTNTGAACCTTACTGGCCANNACAGGGCT 

TTTTTTAAGGGNANNAGCACGThWTTTTTTTCAACTCGNAGCCCCT 

AAAAAGTTAAATTGGATAANATAANATATAATAAAAATAAAATAATATAA 

TAAAAGGGGGTTCCCCTTCGGNGCCCGTCTACTTAGAAAACTTAGGTGGN 

GAATTTCCCCCTCGAGNGCATTGACAGAGAAAATT 

>Sequence 2744 

CCGGGCAGGTACACGGGGGCTGTTGGTGGCGGCGGAGACAGCTGTGAAGT 

GTGAGGTTCTTTGTCTGCTGGCAGCTAGGGGCGACGAGGCGGGACGTCAT 

GGAAGTGAAGGATGCCAATTCTGCGCTTCTCAGAAACTACGAGGTATTTT 

AGTTACTAAACTGATCTTGAAAGAGCCACTTTTAAGAAAGTGGGAAGGAT 

TTTCCACCGTGTCTGGGCAACCAGAACTTGGAACACTATTCACCTATGAA 

AACGTTAAAAATACATTATGACAATACACCAATGGCGAGGCCCCAGCAGA 

ACCTTGAAAATTGTCAAAAGAGATTTTCTCAACAAGCCATTGAAGAAGGC 

CACAAAGTTTGGACTCAACAGCATTGTAGAGAGATTTTAGCCTGGCTGTA 

AACCACCCGGGGCCTTGTCACCTGGCTTGTGGGAAGAATCCCAACTTGAA 

TGGTTGCGAAGAATAGGAGGAAAT 

>Sequence 2745 

aggtaci rrrrn rn i mrnTi ttti n 1 1 1 nrmTmAcrnTT 

TTTTTTTTTTTTTl Ti l l nTGGGGTTTCTTACAAAGGGTGACATTTTCC 
ATAACAGGGGTAAAAGTGTTGAAAAAAAAATTCAAATTTTTGGGGGAGCG 
GGGGAA GGAGTT AATGAAAATTGTTTTGCCAAATGCTTTGAACAAATCCT 
I n 1 1 LTCTTTTTTGCCCCCAATTTAACCCAAGTAAATGGGCAAAAAAAA 
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TGGAA GGATTC AGCTTTCCGTTTAAAAAGAAGAAGAAGAATTGGCAAAAA 
AAAAG l llll I CAAATTTCTTTCTTTTTTAATTTA AATTGGGTTC ATTTA 
TTTGAAACAAACTGGGCCAATGTCCACAAAGAATTCCTGGTCAGCCCCCC 
CGATGTCCAAAGGGGCAAATATCAAGG 
>Sequence 2746 

AGGTAC1 1 1 1 1 J l'l ri"l"l rmrrGTTCTGAAACCATAATTGCTTGGCCC 

TTCAGTTGAATAGGTTGAATGTTCATCTATACCATGCCCTTTTTCCACTG 

TTTCTCCATTAATCTCTCACTTGTCTTTAATTGGCACAGGAGTTTTCCCC 

TG AAAA TCCTTTG AACTCTTATTCTAAGG A TG AG ATTTTTTTTTTTTG CT 

AATC CATAGAAAAATGGTCACTATTTCTATTTGATTTATGAAAACTGTTT 

TTTTAATGA ATGTTCn TAATTTGTTGTTTCTATTATCCCTTTTCTCCTTC 

GTAGGTTCCTTTTTTTGTAATTCATCTTGTTAATAAAGTTCTTCCTCACC 

TAGTTAATTTCAGAAAATTAATGTCAAGTAGGATAAGGCATTAATTCAGG 

CTAGCAAGGATTCTTTCTGGTTA 

>Sequence 2747 

ATTACGTATAATATGATATAAATTATATAAAAAACTATAAATAAATATAT 

ATTAAATATAATTAAATATATAAATATATATAATTATATTTTAAAATATA 

AANNAGGACCGCGACCTATACATAGGCAAAGGAACTCCACCGCGGCGGCG 

GCCGAGGTA CCCCA GAACTTAAAGTATAATAATAAAAAAAAGAAAAAAGA 

AGTTCATTTATTTTGACTCCTACAAAGGCAAGGAATAGGGTTTTTGTTGT 

TGTTGTTGTTTTTGAGACTGTCTCGCTCTGTTGCCCAGGCTGGAGTGCAG 

TGGCGTAAATTTTGGATTACTGCAAACCTCCGCCTCCCAAGTTCAAAGCA 

ATTTCTCCTTAACCTAAAGCCTCCTAAAGTAAGCCTGGGGACATAACAGG 

CACCACAAACAACCAACATTAAGGGCTTAATTTTTTTTTGAAAGTTATTA 

ATTAGAAGAACAGGGGTTTTCAACCATTGTTTGGCACAAGGTTTGGTTCT 

TAGAACTTCCCCGACCCTCAAGGGTGAATCTGGCTTAACTTATGGCAACT 

TCCAAAAAGTGCCTTGGGGATTTAATAGGGACGTGAAAGCACACTGCGGC 

CCTTGAACCAGGAAAATAAGGGGTTTTAAAAACCAAATTTTTCAATATTG 

G 

>Sequence 2748 

CCGGGCAGGTACAGGAGGCCGACAATTTGGTGACCAGTGATGGCAGGCCA 

CTCAGCTTTGAGTAGCCATGTCCGCCACAGGCCCTGCGGCACATCTCAGC 

TCCCTGGGTGCAGAATTCTGACATCATGGCCTTCATGCCCGTGCTCAGTG 

CGTGGAGCTGTGAGAACATGGAGGGGGGTTGGGCGGTGTTAGGGGGCCTC 

CACCATAGGGACCAACCCTGTGCACCACTTACTGAGCATCTACTCATGCC 

CAGCTCAGCTCTGAGGTCCCCGCGTACCT 

>Sequence 2749 

AGGTACTGGTTGAATTCAGGCATCTTTCTGTGAATCTCGCTTATCAGGCT 

GGAGTAAAATTCTTCTGCATTGGGTGGCTTATAATTCAGAGTTCCAAATG 

ACCACAGAATCTTGGCAACATCTTTACTTCGACAGTGTGCCACTCTAGGA 

GGCAAAGACGCAGCCACTGCATTCATTACTCCTTCATTCAGGAAGCGTAA 

GGCCGAGCAGTAAAGAGTCAGGTGCATGACACCTTGAACTCCCAGGGAAG 

GAATTCGCTGAGGAGCTATCTCTCCAATCTGCTTCATGAAATTGATGTGA 

TCCACGTGAGTGAAACGGAACATTTTAACAATATTCACTAAGGG 

>Sequence 2750 

CTACTATCTTAGCGACTAGTGCCCTCTACATCCATGCTGCAGCCGACGTC 

CTTGTGCCAGATCTCACTACAGAATTATAGCTAACCCTGTGACTCGTCAG 

CCTGTCAAGCGCAGCTGTAGAGCTCATTTAGTTCTCTCAGTGTACAATGG 

AGAGGCTGTATCTCCCAGAGAAGTCATGCAGAGAGATGAGGGTGGAGTCA 

GGACCAAATTTCAGGCCCAGACTCCTGGCTACCAGCATGTGCCAAAGTAC 

CTGCCCG 

>Sequence 275 1 

CCGGCCAGGTACATGTATAAAATCCAGCACCGAAGAGCCATGGCTCACTG 
CTAATCACATAACACACACAGGAGTCTATTTATGCATGGAATGTGGCATA 
TTTTTTAACAAGAAGTCACAACTTGTTATACACCAGAGAACTCATACAGG 
AGAGAAGCCCTATCAATGCAGTGAGTGTGGAAAAGCCTTTTCACAGAAGT 
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CACTGCTCACGGTTCATCAAAGAACGCACTCAGGAGAAAAACCGCATGGG 
TGCAGCGAATGTCAGAAAGCTTTTAGTAGGAAGTCACTCCGCATTTTACA 
TCAGAGAATTCATACTGGAGAGAAGCCGT 
>Sequencc 2752 

AGGTACTAI 1111 1'l T H I T nTl GG ATTTTT AGTAG AG ACGGGGTTTC A 

CCACGTTAGCCAGGATGGTCTGGATCTCCTGACCTCGTGATCCGCCAGCC 

TCGGCCTCCCAAAGTGCTGGGATTGCAGGCGTGAGCCACACCACGCCCTT 

CCTATTCTTG AGTTTTA AGTGTTTTTTATTTTTTATTTTTTGC ATC 

GGATACCAGTCTCTTATCCGTTATGTGTTTTGCAATTATTTTCTCTCATT 

CTGTG CCTT TTCTTTTTATTCTTTTAACAGTGTCTTTGCAGTTCAGAAAT 

GTTAC TTTTAA CATAGTTCGACTCAGCAGCTTTTGCTTTCATGGACCATA 

TTTTGGTTTTTGGTGTTGTATCAAAGGAGACAGAGTGAAAGATACTGAAA 

TACACACCTGAGCTGTTTCCTCGAGGGCTTTGACTTTGTAGCATGGCTGA 

GATTTCATATGCTCTGTAGCTCTGCCTTCGGGGTTGCAGAGGATGAAGAG 

ACTTTGGGGAGGCTGGAGAGTTGGAGAAAAACTGGCAACTAAGCATCTCG 

C AAGCTTC AGGGTTCTTCTTCTT f 1 Ul" ICCCTAAAGGG ATTCCTGG AAAA 

AGAAAGTACCTGCCCG 

>Sequcnce 2753 

CCGGGCAGGTACCATTTAATCCTCACCCCTGACTGTCAGTAGACTGCCAT 

GGAAACCCCAAGGATGCCTGTCCTGTTGGACATGTGGTCAGAGACTGGCT 

CCAAAGATATCTCCCAAAGAGCAAAAGCCACCATCTTCCTGTTGGTGCCC 

AGACACAGGTGCATGAGCTCCAAGGACTCCTTCCTAGGCCACCTCTCTGC 

TGCCTGACCTAAACTCACCTCATTTCTGGGAGCTGGTCTGAGAGTCTGCC 

TTGGAGATGTGTTGGATGGGAACTAGGGGTTCGTAGGCTACATTGTGAGC 

AATACTGATGGGAAATGACCCCAACTGGTATGGATATTTTGCATAAAGCC 

CCTGAAATCTGACATGCTCAGGGTCAGAGCCATGAACCACTGTCTCGACA 

AACCCCATGTACCT 

>Sequence 2754 

AGGTACACTACAACTACAACTGGCATCTGAGTAAGCTACCCTGCTGGTGG 

CCTGCCTGGAGTCACCAACACAAGTGCCAGCATATGTCACCCTAGGGCAA 

AAGGATAGATAAGCTTAGTTCACCGGCGCTACCACTGAAACCCAGAAATG 

GGACCATACAGCATTTCAGTGTAGCCAGCACAACTTCACTGTAGTCTCTA 

GCAATAACCACACTGTAACACACTGAGGAAACCACAGATGCCACTAATGA 

TATTCACAGCCAAAGAAATCACACAGACTTCACGATTGAATGCAAAGCCA 

ACAAACCCCACCCAACGAACATTATAGTCACATCTTCAGGAAAAAAATCC 

TCACCCTTAAAGAAAGTAAATTCAAAAATAAAAAGTGACTTTCATATCAG 

ATGCACAGAAATCAATGTACCTGCCCG 

>Sequence 2755 

CCGGGCCGGTACGCGGGATCGGCGCATATGGGCATCGGCATTGCCGTGGG 

CATGATATTTGGCATGATCTTCAGTATGATCTTGTGCTGTGCTATCCGCA 

GGAACCGCGAGATGGTCTAGAGTCAGCTTACATCCCTGAGCAGGAAAGTT 

TACCCATGAAGATTGGTGGGATTTTTTGTTCGTGAGCTTAGGTTTGCTAG 

ATGTTTGTTGTGCGACTGTTTGCCAATAATGTTAGTATTCATATTGTATT 

GACTCGATGACTCATGAGGGTACACACTGGAATGTCTCCTTAATGCGTTC 

ATTCAATATTGACATTTGATGATGAGCGCGGGGTCTGCCTGACGGTTGCC 

ACTATATCTCCAATCTTGGAGTGCACACCATTGTCATGTCACCATCTAGA 

>Sequence 2756 

AGGTACTGCCGCCCGGGCAGGTACGCGGTGGTAGGACGTGAAAGAAAGAA 

CAAGCTGTGCTAAGACGAAGCCTTCTGAGACAGAGATGACGGCCTCCTAC 

GTTACTCGTAAGATACTATACGAGAACCTCCTTTGCCAGGAACTATTTAT 

AAACATACTGCAGGAAAATGGTAGCTGAGACCAATGA 

>Sequence 2757 

AGGTACTCCGTCATCATCTCCCTAGACAGTGACCAAACTACATGCAAATA 
AATTTGAAAACCGGAAAAATTTAGAACACAGTAAGCAGAATAAGCATGTA 
GATACCAGGGACAAGACAGTAGTTACTTACACTGTGAACTCCTAAAGCTT 
TCCAGACTGCGAAGCTAATCACACCAACCCCACACCATGCATACAGGGAG 
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CCCCAGCCCAGAGCTCGCAAGGCAAGGGAAGACCCGCTTTCCGGTAATGC 

AGCCGTGGCCATACTTCCCTTATTGAACCATTCAGGGCTTTTCTTTTTAG 

CCAATGATAATGTTGTAATAAATCCAGCTAGCATTCCCGCTGCAGCAACG 

GTACCTGCCCG 

>Sequence 2758 

AGGTAC1 J 1 J 1 11 rmm 1 1 III VI I'VI TI GGGTGTTTGACTTCTGAT 

AACTTCTAAGTCTTACTCCTCTGTATGTCTTTTGTTCCACATCTGAGCAA 

GCTAATAAGAAAGCCTGGGTGCTTTCTGCTTTGGTGCTTACAGGAGATCC 

AAACCATACAACCCTCTGCTTGCACACAGGAACTCTCACCTCAATCTCAC 

TTTCTAACCACAAGCAAAACCCAAAGGCAGTCTCCTTTCCTTTCTCCCAT 

AAACCATTGCGGACCTACTTGGGAGGCCTGCACCCCATTGTCCACAAAAA 

CTTGAATTCTGTAAGTAATAATTTTTTAAGCTCTTTCGGAGTGGGTTTCA 

CATCCTCAGTCTCAACATCTGAATTAAATATTGACTGAGAGTGAATCCTG 

CACCTTCAGAATGGCTACAAAATGCTCTCTTAGAGGTTGTGTGTGTCTCT 

GCTTACATAACTATCTGTTATTGAATGTTGACTACTTTTTTTCATGAATT 

CTTAACATCTTAATTATTTAAAAAAAATCCTTTGTTAATTCAACAATTGG 

CTCTn'CCTTAGAATGATGGATTTGGCTGCTTACTGGGGCTTTAAAAACT 

1 1 1 i I GGGCCCTTAAA AAGTCTATAA ATTTGGGTTAAAGTCC AATTTGTT 

ACATAAAATAACTTGGGTATTAACCCTTATATGCCGGATTTATTTTATAC 

CGGCGGAGTTTGCCTrATTCAAAGTTGGTATATTTTAAATCACTTTATCT 

TTAATTCCCAATTACnTCCAGATGGCTTTTTAAATTTGTGTACCCTCGCT 

TTATTAATTATTGACATCTTTTATATCTTCACACATGA 

>Sequence 2759 

AGGTACTTTTT 1" 1 1 1 Til l 1 1 1 rTTTTTTTTTTGGCTCGGGGGGGGGCGG 

TGAGGGGAGGAAGAGTTATAGTAGAAGATAAAGAAAAAGATTTTTTTTTA 

ATGCAAGCATCAAGAGCCCTGAAAATGGCTAACTAGGTAAAGTATACCAT 

TCTTTTCTCAAGAATCACACACTGAAACAACAGAGAGAATCAGCCTGAGA 

GATTTTCGCAGGAGCCTTAAAAGCAGGAGTTGTAGGTCAATGGAAAAACA 

AATGCTATCCGGTAAAGCACCCCTTTACCCATCTTCCCGCGTACCTGCCC 

G 

>Sequence 2760 

AGGTACTCTTTT 1 1 1 rTTTTTTTTTI "1"1" 1"! A ATC AG AC AGGGTCTTGCTC 

TGTTGCCCAGGCTGGAGTGCAGTGGTGCGATCTCGGCTCACTGCAACTTC 

AGCCTCCTGGATTCAGGCAACACTCCTGCCTCAGCCTCCCACGTGGCTGG 

GATTACAGGTGCCTGCCCCCATGGCTAATTTTTTGTATTTTTTGTAGAGA 

TGGGGTTTCACCATGTTGGCTGGGCTGGTCTCACTCTCCTGACCTCAAGC 

AATCTGCCTGTCTCAGCCTCCCAAAGTGCTGGGATTACAGGCGTGAGCCA 

CCGCCCCCAGCCTGAGCCTTTTTTTTTTCTAATGCATCCAAGGTTAAGGG 

GAAGACGCAAATAACAGGACTACTCTAAAAGGAAACCTGTTTGAACTCTG 

TGAGATCAGTCATCAGTCTCAGTATTCCACAGGCACACCTTAATTTCATT 

GTAAA AAGATA TATATATTTTGGCTATTTTTGTGCTTTTGGGGGCCCTAT 

TTGTGCTTTTTTACCTTATGTAGAGATCTTTATACAAAGTGATTTTTTAC 

ATTAAAAAAG AGACT GGAAATAAATTGTATAGTTACTTAACTAAATGAAG 

acatttcaaaactttgtggatggatttaatcttgaagtagtaagtgggat 
agtcataaaacx:attcatcccctcttgatttatactaaatttttggcttt 

AAGGCACAT TCTGGAG GTAATGCATTCTTTTTATTTGGAAACATTAACTA 

TTACCCGTGGTTTTITGAGAAACCTTTAATTTGCCCGGGGTAAGGGTTGG 

CGTTCCTTTGGTTCK5TTTAAAGCCCATTCTTTTATGCCGGATGCAATAAT 
T 

>Scquence 2761 

CCGGGCAGGTACCTTGAAATCAGATAATCTCGACATCCAGAAATAGCCTT 

TGATTTGTTCTTTCTCTGATGTCTTGTGTCCTTGGGATCAAAGCCTCTTT 

CACTGGCACC AAATA ATGCCCAGTGAGGAGTTCTGGCCATATAATCCTTT 

GCGCTGAACGTTTTTGATCCACCACTATCTTCATATTCCTGGATGAGCTC 

CTGGAAGCGGTTATAATCGATCCATGTCCACCATTCACCACCAATTTTAA 

ACTTTCTGTGTGCTATCAGGAGGCAA 
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>Sequence 2762 

CCGG GCAGG TACTTTA1 1 i 11 1 Tl TTTI 1 1 TTTTTTTTTTTTTCCCAAGG 

CTTAATTTTAAGTTAATATGTATACATAGAAAGGGTATATATTTTTGGGG 

AGAAGATCATGCATTTCCTAGGACAGGACTAATACATTTAGCTGGGGCTA 

TTATCAAAGAGCCCCAAGACCTTAGGGGGGGCAACCAAACTGGCTATGGG 

GCTTGATGTAAGCCAAACCCATGACCCATAAACTATTTCAGGTGGGAAGT 

AAGCAATACTATAACTTGGACTCGAGGGGGAGCAAAAGGGCACCCCTCAA 

TGGTGAGGGCTCCCCACTTGGTCTCAACACTGCAAAACTTGGGACTTGCT 

GCCAAGCTCCACCAGGCAGGGGGCAGAGGACACTGATTCTCCTCCAACTG 

AGTCAGGAGGGGGTTAGGAGCTAACACTGGCCTAAGCTTGCAGCAAAGGG 

CCCCTAACTTCTTGGCCGTTTTAAAACTTAG 

>Sequence 2763 

TGAAAGCGC 

>Sequence 2764 

AGGTACT H 1 1 1 i 1 11 1T1 I T T Tr iTl 11 ri GGCTTTTll Tl T 1 T1T1T1 ' 

Tl'lU riM'l'14'i rriCCCCTTTTAAAAAAGGTATTTATTTATTCrillTri' 

J TTI riMllTrGGGAAGGGTGAATGCCCTTTTGGl'rrriGGCCATGTTCG 

G GTGGGC AAAGATAAAAACTAATTTTGAGAGATGAATGCCAAGGAAAAAA 

ATTTTTTCCAAAGTCCATGTGAAATTGGCTCCCATTTTTTGGCTTTTGGG 

GGGGTTCAATTTGGGTTGCnTGTCTGTTTCCGGGTTGGGGGGAAAGTTGT 

TCTGCTTTATAAGCCCCCCAACTITrGATACGAGTGCTTTTTC 

ATTTGCATGCTAGACCTAAGTTCTTCACGTGTCCTATTTCTCCTTACCCA 

ACCACTTATACCGTTGAAAATTTAAATATGCCCACTTGTTGGACCGGCAC 

GTACACCTCTCTGGTTTCTGTTTACAATTATCACCCCAGGCCTATGATCG 

TATAATATAATTTATCATGCCCCGATTCCCATATTCCCGACTATTAATTG 

CTATCCTCGATCGCAAGTGGAGCTACGTAACTCCAACACTGTTCCTTCGT 

TGAATACAACTAACTGTATATTCCTATACTCCTCTCTGTGTGTAAACCTC 

TTCCACCATCGGTAACCCTTTACCTCGATATTTATCCTCTTGATAATTCC 

TCCTCCTCCCCTCTCCG 

>Sequence 2765 

AGGTACTTTGTCTCTGTGTCTCTTTCTTTTCCAAGTCTCTCCTTCCACCT 

AATGAGAAACGCCCACAGGTGTGGAGGGGCAACCCATCCCTTCACTGAAC 

CATTTTTATTCTTCCAGAAATGTGATTGATAACAGTAAAGCCACACTCCT 

CAAGTGCCTGAAATACCCCTCATTGTCTTCTTCAGGTGGCAAGGGCTCTG 

GAACAGCCACATAAAGCCCTTGAAGATAAGGATGGTCAAACAAAATAATA 

TCATACCTGGAGAAACTCAGATCTTGGTAAGATTTACTGGTTGGGAATCC 

AAAGTTAATGCCAAGAAGCAGCCGCCAGTTGGGATCAAATGTGAGCCTAT 

GGATCAAGGTGCGTACCTGCCCG 

>Sequence 2766 

AGGTACTCTGACATCATCTGACATGGCAGCTCCCCAGCCATGGTGGTGGT 

GATAGAAATA TAAA TGGTGACAGCAGCAGCAGTGTGATAGTCACGGTGGA 

GGGAGATTGCTTTTCTGCAGCCATGCTTCTGGCATCTCCCAACCTGGGTG 

GGACCCAGCTGAAGATCTGCAGAGAAACCAGCCATTTCTGAGAGCAAGGC 

AATCAGTGGGCATTTACTGGAGGGTGTCTAGGTTCTTAACATCTCACTGT 

TATTTGGGCTCATGGGATCATAAGAATGACAAAATAAAGAGAAGTCCTCA 

TTTCTGACCACAAGAAGCTTGACACAATTCCAGTAAGTCTTGGATTGAAA 

GGAGAGACATGTTTTCATGTGTTTATATTCCCTTAACAACCAATATACCT 

TGACATTGAAGAGCCAAGATGTGAGTGGGAGGTAGTGCTATGGTTTGTAT 

GCATTTCCCAAAGTTTATGTGTTGGAAACTTAATCCTCAATGCAATGGTG 

TTGAGAGGTGGGACTTTTAAAAAGTGATTAGGTTATGAGGGCTCTGCACT 

TATAATGGATTAATGCTGTTATCATGGGAGATCATGGGAATGGATTCCTA 

ATAAAAGGATGAGCTTGAAAAANAAAAANNNANANATNTGTTCCTGCCCC 

GGCCGT 

>Sequence 2767 

AGGTACTTTTTn H lTl'lTl 1 1"! TTTTT1 1"1GGGGATGGAGTCTCGCTT 
TTTTGCCCAGGCCGGACTGCAGTGGCGCTATCTCAGCTCACTGCAAGCTC 
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CACCTCCTGGGTTCACGCCATTCTCCTGCCTCAGCCTCCTGAGTAGCTGG 

GATTACAAGCACCCGCCACCGCGCCCAGCTAAATTTTTGTATTTTTAGTA 

GAGATGGGGTTTCACCATGTTAGCCAAGATGGTCTCGATCTCCTGACCTC 

GTGATCTGCCCGCCTCGGCCTCGCAAAGTGCTGGGATTACAGGCATGAGC 

CACCGCGCCCGGCTTTACTTTCCGCAACTTATTGAGAGATGTCATGATCC 

TTATGGACCCCTTCAGGGTTTCTACACAGAAAAGAAAGAGACAAGAAACA 

GAGGGCCCTCGAACTCTCAGAAATAGGCCAAGATGGCATAATTAAGTCTA 

TGAATCAAGATAGGTTTTCTAAGTGGAGAGCAATACTAAATTTCTTGTAA 

GTGAAGACTAAAGGAAATACCAAGCCTCTTTATTTTAACAATTCTCTAAG 

AATTAGAAAAATTAACTCATTTTTAAACATTTAAAGCTACCCCACCCCAT 

ATCATGACTTACCAATTCTTTACAAAGCTCGATCCTATCTCAAAAAGCCA 

CATATTG 

>Sequence 2768 

CCGGCAGGTACATTTCTTGTTTGTC 1 I'll" IT1TCTTTTTCTTGTCAATTC 

TTGGGT GGGAG AAAAGCCTTCTAATATTTCCTCATCCAAAAACTCATAGT 

CTG AG ATT III GCAGTTAATTTTATC ATG ATTAGTCTAG AATACG ACTGC 

CTTT CATTTTG CATTCACCTTCTTCGTCTAATAATGATTAATGCCTTCTG 

TCAGTTTTTTCTCTTTGCCATTATGAATGGAAAATGAAAAATTGTGAATT 

CCCATCGGTGTTCAGTGAAAGCTAAAAGTAGACAACAGGTATGATGTCTT 

GAAAGATGATGATGAAATACTTTGGACAATACAATGAGAAAACTAATATC 

TTAAAAACTATTTAGTTATTTTTAGCATAGTTGAGAATAATGAATTATAA 

ATAA TGAATTATAAATAATGAACTATTAAAAACTATTAAAAAACAACAGT 

TTTTACATTTGTTTCAAAATGTAGGGAAAAAATACGCTCACTAGGATTCC 

ATCATATTTCTTAGATTTATAAGAGTTCAGTGGACTCATTTGATAATTGC 

AAGATAGCATGAGTTTTAGTCTGTTCTTTTAAAAAATAAGTTTTCTCTTT 

GTTCTTTGGAAGACTTTTAAGAAAGAATAAAAGTTATGACATCTCAATCC 

TAACAGGTA 

>Sequence 2769 

CCGGGCAGGTACACTTCACTTTCTCGTGCTCTTCCTAAGAGAGTAGTGTT 

TTCTTCCTCCCCACCGAGAAAAAAAATAAAAGCAACAACTGGAACTTCTT 

CCT TACC CTGCCTTGCTGCAGACCCTGGAGGCCCCTTCCATTTCCCCTTG 

TCCTTTTCCTTGTCTTTTTTGGTTCCCGCCGCAGTGGTCGAGTCGCCCTC 

GAACACGCTGAACAGCTCATCTCCGAATGCGTCCGCCATTTTTGGGAGCA 

GTGAGAGCCCCGCGTACCT 

>Sequence 2770 

AGGTACTGAGTCAAGGACGTCTTTAACGTCATGGGCGGCTCCTTTACCCA 

CGCnT TCTAG ATCTTCGACTGCATCTTTTCCTAGTTTTCCGAGTCCCCCC 

ACAGCTTTTTTTGCTCCGTCTAGGCCTTTTTCCAGAAGGCTGGATCTCTG 

CTTCC TTGG CTTTGGTGCCTGTCTGGCTAACCCTGGGTCTTCACCTGCAT 

TTTCCTTTTGAGCTGCTGATGCTTCATGGCAAGGGTTCCCCGATCCTGTC 

GAGCGGCCGCCCGGGCAGGTACGCGGGGCACAGCGGCTTCCTTGATCCTT 

GCCACCCGCGACTGAACACCGACAACAGCAGCCTCACCATGAAGTTGCTG 

ATGGTCCTCATGCTGGCGGCCCTCTCCCAGCACTGCTACGCAGGCTCTGG 

CTGCCCCTTATTGGAGAATGTGATTTCCAAGACAATCAATCCACAAGTGT 

CTAAGACTGAATACAAAGAACTTCTTCAAGAGTTCATAGACGACAATGCC 

ACTACAAATGCCATAGATGAATTGAAGGAATGTTTTCTTAACCAAACGGA 

TGAAACTCTGAGCAATGTTGAGGTGTTTATGCAATTAATATATGACAGCA 

GTCTTTGTGATTTATTTTAACTTTCTGCAAGACCTTTGGCrcACAGAACT 

GTAGGGTATGGTGAGAAACCAGCTACGGATTGCTGCAAACCACACCTTCT 

CTTTCTTATGTCTNTTTACTACAAACTACAAGACAATTGTTGAAACCTGC 

TATACATGGTTATTTTAAATAAATGATGGCCAAAAAAAAAAAAAAAAAAA 

AAAGTACCTCGGCCGCTTTN 

>Sequence 2771 

CCGGGCAGGTACTTTGCCTACGGCAGCAACCTGCTGACAGAGAGGATCCA 

CCTCCGAAACCCCTCGGCGGCGTTCTTCTGTGTGGCCCGCCTGCAGGATT 

TTAAGCTTGACTTTGGCAATTCCCAAGGCAAAACAAATCAAACTTGGCAT 



Page 572 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



GGAGGGATAGCCACCATTTTTCAGAGTCCTGGCGATGAAGTGTGGGGAGT 

AGTATGGAAAATGAACAAAAGCAATTTAAATTCTCTGGATGAGCAAGAAG 

GGGTTAAAAGTGGAATGTATGTTGTAATAGAAGTTAAAGTTGCAACTCAA 

GACGGAAAAAAAAAATAAAAAAAAAAAGTACCT 

>Sequence 2772 

AGGTACCAAAAAGACTCTCAAAAACCAATACTCCCACGGGCAAGGGAATA 

GCCAAGTTTGTTGCGGTTTCCAATGAATGACATCAGCCCTGTGTAGGTCT 

CAATCAAAATGGGTTCAGTTAACACCATCAGTTTCTTTCCTCTTCCAGAT 

CCAGTTGAATTCTTGTGGGCATTCTGGATAGCTGGAACAAGCTTAGACAT 

GAACCCAGACAACTTGCAAATTTCAAGGAATTTCTCACTGGTGTATTTCA 

TAGGATGCTCAGTGAAAGTAGCATAAGGAACTTCAGTGGACCATGGGTTC 

CAGCGGGACAGAAGAGACTGCTCCTCCGGACTCCCCCAGTAGATCCTAAG 

GCCTTCTCCTTGTCTCTTGTCCAGGGACATCCCAGGGAAGGTGAACTTGC 

CCAGGCAGATGCGATAGACAGCGCTCAGAGGAATCCGCTGCAGCTGCACA 

CAACTCAGCATGATGAAGTCGTATTTGCAGATCAAGAGAGTCTTGTCTGT 

GACCAGTAGAATTCTCTCCTTCTCATTGTTCCAGGGGTCTATCTTTGTCA 

AGAGCCAGAAGCCTTGAATGGTCTCTCCAGAAGTCTCAGCTACGTGACCT 

TTCAAGTCTTCCATGGCAGTCTCAATGGCCCC 

>Sequence 2773 

CCGGGCAGGTACCAGTTTTAAACCTGTTCTATTCTAACCTTGGAATGGAG 

TCACATGTTTCAGCAGCAATATGCTGTTTCCCTTCCTCGGTTTCTCACAT 

CACCCTCTGGAGAATGGTGTGGAAACTGCCCTGTTTTTACATCAAGATAA 

AAGCTTCAGGAAGTTACTGGAGAGTGGAATGCAGGGGTCATTCTGGATAA 

CACAAAATAACTATTTGATTAGACCAACCATTTGGTCTCTAAAATTGGGT 

GCTAAAGACAAAGATAGGAAATTCAAAAAATCACCACCTGTAGAAGAAAA 

ATCAGTTAATAATTTGACAGATTTAAGGGCCTCACCTTTCTCTCACAGAA 

CTTTACCTCATAACACCCTGTTTGGGAAAATTGGAAAATATCTTCTCCTT 

ACCTCCTAGGGGATAAACAAGAGTTTAAATGTTGCCACCAACTCAAACAA 

AACACACCTCATTCTTTATGTTCTGGAGGGAGAGGGAGTCCTTATTTTGC 

TTCAA AGTTTCCTTTCTGG AGCTTC I i 1 1 VI' I "1 A AGC AAAAA AA A A A A AA 

AAAAAAAAAGTACCT 

>Sequence 2774 

CCGGGCAGGTACAATGAGGCAGATGCAGATGCAGTGTGTGTCACTCCAGT 

CTTGAAGGAGTTACACTGGCTCTCCAGCAAGGGTATAATCCATATCAAAA 

CCAAAACACmATCTTTTCCATTGCTAAACTTCGGTTCACAAACACCCG 

ATGATAGGCTTCTCGACGATACTTTTTCAGGGCATGCTTATCCATGTTAG 

CA GACAT ATCTGCTGCATTCTGTAACCGATCACTCCAGGAGGTTGACATT 

TTATTTTAACTGTATTTTGTATTAC 

>Sequence 2775 

AGGTACTTTTTT1 1 I'l l"! I I i ri l'l'n'I AATCGGCAAAGCCTTTTGACCA 

AGTTTCCAAACTGGTTGGAAG 

>Sequence 2776 

NGAGCCCCGTAATACGACTCCCTTGGGCGATTGGGCTCCCCCCGGTGGCG 

GCCGAGGTNACTCCGGGGCCACGTTAGNGGGCCCGGGTTAAGGGGTTGGG 

GGTTGG AATTGGGGGGGGGGG GGG TTTTTn GGGGGGGGGGGGGNNNNGG 

GGGGGGGGGGNNNNGGAGGATGGGCACCGGGGCCCCCACCCTGTGCCCCC 

CCCCCTGCCCGGGCCCCCTATCCCCCCCAAATTGGACCCGGCCCCGAACC 

CCGCCCCCCCCTTTAACCCCCCACCCAAGGCCCCCCCCCCCCCCGAAACC 

CCGGCCCCCCCTCCCCCCGTTAAACCCCCCCCCCCCCCCCCGGGGGGGGA 

TCCCCTGGGGCCCCCTCCCCCCCCCCCGGGGCCCCCCCCCAGCTTAACAT 

TTCCCCCCCCCCCCCCCTTAAAAAGGGGGGCCCCCCCCCCCACCCCCCAA 

ATTTCCCCCCCCCCCCCCAGGGCCCCAA 

>Sequence 2777 

CCGGGCAGGTACGCGGGAGCTAATCTTTGATAAAGACTAACTATGGGCAA 

GGCTTTACTCTTTGTTTGTAGTAACTTACTTAATCCTCATTATAACCCCT 

TTATATAGATGCTGTATTTTCTCCATTTTACAGAGAGGAAGTAGAGCCTC 



Page 573 
of 685 of Table 3 



WO 01/51628 



PCT7US01/00798 



Table 3 



AGAGATGTTATGTCACTTGTCAAAAGTCACCCAGCTAGTGAATGGCTGGA 

TCAAACTGGATCATGTCCAAGTAGCCTGGCTTCAAAGTTCACACGCTTTA 

CTATATTTATTC i 1 1 CTTTTG AG ATGG AGTTTCGCTCTTGTTG 

CCCAGGCTGGAGCACAATGGCATGATCTCAGCTTACCACAACCTCCACCT 

CCTGGGTTCAAGCGACTCTCCTGCCTCAGCCTCCCGAGTAGCTGGGATGC 

GCCACCACGCCTGGCTAATTTTGTATTTTTAGTAGAGACGGGGTTTCTCC 

ATTGTTGGTTAGGCTGGTCTCAAACTCCTGACCTCAGGTGATCCACCCAC 

CTCGGCCTCCCCAAGTGCTGGGATTACAGGCGTGAGCCACGGAGTCTGGC 

GTATATTTATTTTCAGTGTATCATTAGCAGAATTCTAGAGTCAGCTGTTC 
TG 

>Sequence 2778 

CCGGGCAGGTACAATAGCGTGATCTCGGCTCACTGCAACCTCCATCTCCC 

AAGTTCAAGCAATTCTCCTGACTTAGCCTCCCAAGTAGCTGGGACTACAG 

GCACATGCCACCACGCCTGGCTAATTTTTGTATTTTTTGTAGAGACGGGG 

TTTCACCGTGTTCGCCAAGGTGGTCTTGAACTCCAGGCCTCAAGTGATCT 

GCCCACCTCGGCCTCTCAAAGTGCTGGGATTACAGGCATGAGCCACCACA 

CCTGGCCTGGATTGTAATTTCGGATTTCCAAATTCAGGTCAAGAAGTGGA 

ATTTATTATGTGGGTCTTGTGAAAAAAATATAAATGTGGCCrrTTTAAATA 

TATTTAGGTT 1 TT 11TAAACAAAGGCTACTC AAACCATTACCTTCCTGGC 

CCCCITGAAAAGAAAAAAAAAATCTATCCATCCCATTTGCTTTCTCTAAT 

TTTGAAAAGTCAGAAAGATCTCAAAGGTTTCTTACTACCGTACCT 

>Sequence 2779 

AGGTACTTTTTTTTTTTTT I H 11 1 1 11 rTTTTT CAGCATTGCCACATAC 

CTGGGAGTTCCTCrTTAGTTGGTGGCAGTCAGCAGGGTTCTTTGAAAACA 

ATTTATAAACAAATTGTGGCTGTTCTGAAACTAGGGCAACCGATATCTTG 

AGTTTCATCTGTTTAGTGTTTTAAACCTGGTCCTGATGTTAGTGTTCCCA 

TATTAAAGATTGACTGTGGGCCTTCCGAATGCCAATGTATGCGGATGGAT 

GGCCTAAGGTCCTTAACCACAAATGTTAATGCTAAGAATCATGATGATGA 

TGTGTGTGTGCGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTG 

NGNGATNAAATACACTTAAACTTGAAACAGCAAGAGGGTCTAACCAGGAT 

ATGTTTACTTTTGTTTTCCTTTAGAAGAGTGTGAAGTTTTAAAACGCAAA 

TGACCGAGCCTTAGCACATTTTTCTCTGTGAAGTGGTGGAATTTCGTTTT 

CCTGG GTGTAGGATTAGTACCCTCTTGGGTAGGACCCACCCTATTCTTTT 

TTTTTACATATATATGGGTCAAGGGTGGATACACGTATTCAATTTTTGCT 

GCATGGTATAAAGGTTATTTTGGTTC 

>Sequence 2780 

GTCCGGGGAAAACCTGGTTCGTGCCCAAGCTTGCATTTATATGGAAATTG 
TGCCCAACCGCCGCTGGGTGATAGTGACCGATTTTTGCGTTTATTGGGCC 
GCCTCTTTCCCGCTTTCCTTGGTTTAACTTGACTCTGCGTGCG 
>Sequence 278 1 

AAGTTGCCTCTTTTAGGAATCTCTTTGGAATTGGGAGCACGATGACTCTG 

AGTTTGAGCTATTAAAGTACTTCTTACACACCAAAAAAAAAAAAAAAAAA 

AAAAAAAGTACCTGCCCGGTATTTAATGATGTTTTCTTCGATTTATTATA 

TTATTG TCTT ATCTGTTTTATXTCTGTTGATTATTATGATATTTTCAATT 

ACTTTCTTTTTTAGCnTTTATCrTCTATACTCTTGGTGTTGGACGCT^ 

TATATGTTATTATGTCTTTTATCTCTTATGTTTTCTGTATAATCTATTCA 

TCCATCCTfCTATATATAATATATGTATTTATTATAATCTTTGTTGCTCT 

ATATATGTATTCAATAAGATATCTCTTTTTTTTATATCCTATTCTTTTTT 

A TTTAT CCTATTCTATCTCTCTTCTATGCACTCTTTTCTTTCTTCTTTGC 

TCTTTTGACGTAATATACTTCTTACATTTCTCTATTATCTATCTATCTCA 

ATATCATTGTATCATATGTATATGTTTATCTCTGAATCTTTCTTTTTATA 

TATTTTTATATATTTCTTTCCTTT 

>Sequence 2782 

AGGTACTT1" 1 1 1111 ITITriTTTTTTTAGTTTCATTTACTCCATTATGT 

TACGCTTATGCTTGGGATTTCATTTTCGACATATTGCAAAATTTATACTG 

TGGTCAGAATTATTCAGGTGTATCTCCTGAACTTGGAACTTACTTACTAC 
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TTTTACCCTAAATTTTTAAATAAACCTTAACCTTTCACGAATAGCTCTCC 

AACACACTTCTACA ATGAG ACTAACCTTCAAAAAAAAATTTAGCTCAAAT 

TAATTTATTAAAACCTTTTCTTTAACTTTTTGTCTGGAAAGGAACTTTTT 

GTCTTT'l T1T1 CTTAACTTGTAAATTTTTTTACCTTTTAATTCTTTTCCT 

ACATTTGGATAAGGCCATATAACAATACCTTCATTAAAATGTTTTTAAGG 

GAC CTTTCA TTGCCACTTTTTCTTTTTTGTAGTAACATTTTAAAGAACCA 

TTTATTTTTTAAAATGGACCCCAAAAAATTAGAATTTTA 

>Sequence 2783 

AGGACGCGGGGAGGCAGACATGGGAGTGCCAAGGTGGCCAGATGGTTCCA 
GGACTACAATGTCTTTATTTTTAACTGTTTGCCACTGCTGCCCTCACCCC 
TGCCCGGCTCTGGAGTACCTGCCCG 
>Sequence 2784 

CCGGGCAGGTACGTTTCTCTTTCATCTrCACTTTTTGTTCAGGAGCTTCG 

ACAGCCTTCTCTTGTCTTCTAACGGGACAGTTGGGGCTTCAGGAAGGGGA 

CTGAGAATAGGGGTGTGAGTGACAGGTTCCTGGGGTCTTGTCTTTGAGAT 

GACCTGTGGGGGGATTTCGAATAACCATCTCTTCCCTTATTATTCATTCT 

TATTATTGTTTTTTACTACCGTn'ATTCTCTCCTCTATTT^ 

CTGCTCTCAGATCnTATCTCATCTATTTATCACTCATTCGTTTTCTCTTT 

AGTTCGATTTCTATTTCTAATTCTTGTCTCTATCTCTCTAACTATGTATT 

CACCTATTTATATCTATTTT(XTTTCGTATGTATTCTTCATTTCTTCGCG 

CCACTATTACCTTTACTTTACTACCCTCCTATTCCTGCTATTCTTACTAT 

TC AATCTTC ATTAA TATTACCTAC ATTTTTTG IT AT 

>Scquence 2785 

AGGTACTTCTGCCTGGGTTATGGGAGTAAAATCTTGTCCAGGGACATCCC 

AGGGAAGGAGAACTTGCCCAGGCAGATGCGATAGACAGCGCTCAGAGGAA 

TCCGCTGCAGCTGCACACAACGTCATATGATGAAGTCGTATTTGCAAATG 

AAGAGAGTCTTGTCTGCGACCAGTAGAATTCTTTCCTTCTGATTGGTCCA 

GTGGTGTATCTTTGTCAAGAGCCAGAAGCCTTGAATGGTCTTTTCAGAAG 

TCTGAGCTACGTGACCTTTCAAGTGTTCCATGGCACCCTCAATGGCCCCA 

>Sequence 2786 

CCGGGCAGGTACTTAATTATGCAACAACAAGATTTGCAGGAGCATAACCA 

CATAGTTCCCCTGAGTATGCTGCCAGTATGCTCCACAAATGATTAAATAT 

AAAATAAACAAGAGCTAACTGTGAATATGAAGTTGTAATTCCACCAACGG 

GGTTCCAGTGATGTCATAAACCACTAGAGCAAAATTCATGTCACCAAAGG 

ATCCCAGATGGGCTTAGAGAACTGTAACTCAGTAGTGGTCTCTACTACAG 

ACGTGGGTCCAGGAAACCCTTTCACCTCTGTTTTCTGCCCCTTCACATCT 

CTACAAGTGCNCTTCTTTCTTGTNTTCITCCnTCAAGTTTTCTAAAATCA 

TACTTATCCTGCTTTTCTAAATGTAGTTCCTTTTAATTCATTCATTGGTC 

TATCATTCAGGGCAGATGAACAAATACATTCCTTTGGACAACGATTCATA 

ATTATATATACTTCATTAGAAAAAAAAAAAGCCCGATATTTAATAGAAAA 

TCCATTTAGGACAAGAGCCTTAAAACGTACCT 

>Sequence 2787 

CCGGGCAGGTACGCGGGGACCCTAGATCCCAAGATCTCCAAGGATTTGGT 

GGCATACCCACTCCAGCACACAGAAGCATGAGGTTCATGAACTCTCCTCT 

TCCTGACAGCTCTGGCAGGAGCCCTGTCTGTGCCTATGATCCAGAGGCCG 

CCTAAGCCCCAGGATCGGGGAACCCTTGCCATGAAGCATCAGCAGCTCAA 

AAGGAAAATGCAGGTGAAGACCCAGGGTTAGCCAGACAGGCACCAAAGCC 

AAGGAAGCAGAGATCCAGCCTTCTGGAAAAAGGCCTAGACGGAGCAAAAA 

AAGCTGTGGGGGGACTCGGAAAACTAGGAAAAGATGCAGTCGAAGATCTA 

GAAAGCGTGGGTAAAGGAGCCGTNCATGACGTTAAAAGACGTCCTTGACT 

CAGTACCT 

>Sequence 2788 

AGGTAC1 rTTTTTTTTTTTTTTTTTTTI nTTTI CCTGG A A A A AGTCATG 
GAGGCCATGGGGTTGGCTTGAAACCAGCTTTGGGGGGTTCGATTCCTTCC 
TTTTTTGTCTAGATTTTATGTATCCGGGTCCTTCAAATGTGCTGGAGGGC 
GGGGGGCATCCATATAGTCCCTCCAGGTTTATGGAGGGTACTTCTACTAT 
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AAGGACTTTCCGCTGCGAAGCCAAGGCTTCTCAAATCATGAAAAGTATTA 

ATATTACCGCTGTTAGAGAAATGAATGAGCCTCCAGATGATAGGATGTTT 

CATGTGGTGTATGCATCGGGGTAGTCCCAGAAACGAAGGGGCATCCCGGA 

TAGGCCGAGAAAGTGTTGTGGGAAGAAAGTACCATTTACCCCGATGAATA 

TGATAGCGAAATGCGATTTGGCGCACGTTTGGTCTA 

>Sequcnce 2789 

CCGGGCAGGTACGCGGGGGAGACTGGCAACCTGAAAAAGGCTGTCATTCT 

ACAGGGCTCTAATGATGTTGAACTTGTTGCTGAAGGCAACAGCAGGTICA 

CTTACACTGGTCTTGTACATGGCTGCTCTAAAAAGACAAATGAATGGGGA 

AAGACCAATATTGATTACAAAACAAATAAGCCATCACGCCTGCCCTTCCT 

TGATATTGCACCTTGGGACATTGATGGTGCTGACCAGAAATTCTTTGTGG 

ACATTGGCCCAGTCTGTTTTAAATAAATGAACTCAATCTAAATTAAAAAA 

GAAAGAAATTTGAAAAAACTTTCTCTTTGCCATTTCTTCTTCTTCTTTTT 

TAACTGAAAGCTGAATCCTTCCATTTCTTCTGCACATCTACTTGCTTAAA 

TTCTGGGCAAAAGAGAAA 

>Sequence 2790 

AGGTACTTACACTGAAAACTTCAAGCAAGTAGCACCAGGGCTCCCCCTAA 

GCATAACAGGGGCCTGATTAGCACCCCAGAAGAACCCCTCAAAAAGTATA 

TAAATTTATTGCGTCCTAGCAAAGATCTGCAGCTTCCAGTATTCACACAA 

TGTGAAGATATTAACAATACAAAATATATTTTGAAAGTCAAACACCTGTA 

GTTCATAGTGCTTTTTTAGATTTGTTAAAAAAAATACAATGCTTAGTTTC 

CTATATAGGATATACAAAAGCAAAAAATACATATGTATATAGTAGAAATA 

AATCAGCCATAGTAATTTACAGCTTTTGTCTCCAACCCTCCCXITAATCAT 

AATCTTTATCCCACACTTCAGTATATACTTTCTGGGATCAAAGGATCAAT 

TTATTCTGAACCAGGC 

>Sequence2791 

AGGTACAAGGACTGCATCGAGTCCACTGGAGACTATTTTCTTCTCTGTGA 

CGCCGAGGGGCCATGGGGCATCATTCTGGAGTCCCTGGCCATACTTGGCA 

TCGTGGTCACAATTCTGCTACTCTTAGCATTTCTCTTCCTCATGCGAAAG 

ATCCAAGACTGCAGCCAGTGGAATGTCCTCCCCACCCAGCTCCTCTTCCT 

CCTGAGTGTCCTGGGGCTCTTCGGACTCGCTTTTGCCTTCATCATCGAGC 

TCAATCAACAAACTGCCCCCGTACCTGCCCG 

>Sequence 2792 

CCGGGCAGGTACCGCGGCCGTTAAACATGTGTCACTGGCCAGGCGGTGGC 

CTCTTAATACTGGTGATGCTAGAGGTGATGTTTTGGGTAAACAGGCGGGG 

TAAGAATTGCCTAGTTCCTTTACTTTTTTAACCTTTCCTTATGAGCATGC 

CTGTGTGGGGTGACAGTGAAGGGTAATAATGACTTGTGGGTTGATTGTAA 

AATATTGGGCTGTTAATTGTCAGTTCAGTGTTTTAATCTGACGCAGGCTT 

ATGCGGAGGAGAATGTTTTCATGTTACTTATACTAACATTAGTTCTTCTA 

TAGGGTGATAGATTGGTCCAATTGGGTGTGAGGAGTTCAGTTATATGTTT 

GGGATTTTTTAGGTAGTGGGTCCCCGCGTACCTCG 

>Sequence 2793 

CGGGCAGGTACTTTTTTAN>rrAATTAl"l"l"ri"l"rrrrAGGGCAGGGCCAAA 

TGGCTGTTAATTGATCCTTCAGTCTTGTTTCAATTAAATCATACTTTTGC 

CAGCGATATAGGAAACTAGGAAGGATCTAAAAACCGCCTGAAACAGGGCA 

CGAGGGTCAAGGCTGCTGGAGGCATGGGGGGAGGCTATTCTCCACTGGAA 

C CCCCACA GCTGCTTCTAACACANGATTTTGTGGCTGCTTCAGGCTGTCG 

CTTTTTTTGGTATCTCCTAATCGCAAAAGAGCGTCCAGCAACAACCAGGA 

TTCCAAGCGCCGTGGCCACACCGACTTCAACCTTGGCCTTTTCCACCTGT 

TTACAGCGGGACTCGCCATATCTCAGCTGGGTGACAAAGTGCTCACAGTT 

TCTGCTCACAATACTGTACCTT 

>Sequence 2794 

AGGTACTCTGCTCAAAATGGCTGGTGCTACTGGTGCACTAAGTTGTGAGG 
AATTACCTCTGCTCGGGACAGAATAAAAAATCCTAGGCCTCAAGGAAAAA 
CTGGTGGCATCCTTCTGGGTCTTTTCAAGTCCTTGCATCTAAAAATCAAT 
CTTGACAAAAATAAAACAAAAAGCCACAACAAAAGAAAGCCAAACCAATC 
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CCCCACCCTAAAGGAAGAAAAAAATTGATGTGAAGCCCATCCACCCTTCT 

ACCCAGGTGCCTTATAGCAAAGGTGACTGCAGCTGTAAGTCAAAGCTGAA 

TGACAGACAAAAATGGAGGCCAGACACCACGGTCTGGAGGTAGCTACGCT 

GAATTCCAGAACCCAGACTCTCTCTGGGTTAATTTCTTGTTTTCCTGAGA 

TAAA ATAA TACCCAATGTTCACTAGGTCCTTAGGGATCCCCCAACANATC 

AGAATTTTGCCAGGTGCCAGGAAATAACCCGATCAAAATAGAGACTTTAA 

AATTCCAAGAACTACTGGATTTCAACCTCTCCCCTTCCTTCAGATTTTTA 

GGGTTTATTATCCATGGTTGGGTCAACAACTGTATACCAGCCGGGTTGGT 

TGGTTAACTTACCAAAAGAATGGGCTTCTTTTCCAGTTTGCAAATCAAAA 

TAGTTGGACCTGATTAAAAGGGCCAAAACCCCCTTTTCCTACCTTGAAGC 

ACCTAATAAAAACGGGGGGCCAGAAACCGTTTCCAACCACTTTGGCTTGA 

TGGGACAATCTCCAAGGAAGGCGAACCTTTGGCAAAAAATCTGCCCCCTT 

GCT 

>Sequence 2795 

CCGGGCAGGTACTCACTGCTGCAGGCAGGCCTGCTCTGCGTCAACGCCAT 

CGCAGTGCTGCACGAGGAGCGATTCCTCAAGAACATTGGCTGGGGAACAG 

ACCAGGGAATTGGTGGATTTGGAGAAAGCCGGGAATTAAATCACAGCTAA 

TGAACCTTATTCGATCTGTAAGAACCGTGATGAGAGTGCCATTGATAATA 

GTAAACTCAATTGCAATTGTGTTACTTTTATTATTTGGATGAATATCAGT 

GGAGAAAATGGAGACTCAGAAGAGGACATGCCAGTAGAAGTTATTACTTT 

GGTCATTATTGGAATATTTATATCTTAGCTGGCTGACCTTGCACTTGTCA 

AAAATGTAAAGCTGAAAATAAAACCAGGGTTTCTATTTATCTGTTTTTTT 

TTAATGTTGCACTTGGTAGTTCATTTACAAAGATCAGATCATGGAAGGCA 

GTTACTCTTCCGGACTGGATATCTGGATGGCTCAAGGTAATAGTAGTTCA 

TGCT GGGT GAGAATGGTAAAAGGGTGCAGACTGTGGCTTCTCITTTTTAA 

AAAATTTTCTATCTCTACCTTTCAGGGATGAAATTCTTTTCAAAATTTGA 

AGT TCCT GGGACCTACCCCTGAGGGGAGGGTTATCCCTAATAAATTAAAA 

GGATTT TAAAAATAATTCCGCCCCAAAAAGATAAAGGGAAATTAAAAATT 

TTTTTTAGACCCGGGTAAAAAATTGGCCAAGGGCCGCCCTTAATTCAAAT 

TTTCCCTCCTTTGGGGGTGAAA 

>Sequence 2796 

TCCTGGATAACTGGAATCCTGGCCCTCGGCTTTTCGTTGTGGGAAGCCGT 

TTTATCTTCTCTTAAGAGGGGGATACAGGTTTTTCACAAAATTAGGGGAA 

TACCCCGAAAAAAAATTGTTGACAAAAGGCCCCAAAGGGCCGAAACCTAA 

AAAGGCCCTTGTTTGGGTTTTATATAGGGCCCCCCCCTGCAGAGTATAAA 

AAATAACCCTAGTTAAGG 

>Sequence 2797 

CCGGGCAGGTACTCGTAATAAATATGCATCCGGAAACAAGATAAAAGGCT 

ACACCTCGTCAGGCATCCTACAAAAATGTCTCAAGTTTTATATACTCTGC 

AGCATTTCTGTGCGGGGGCAGAAGGGGCTGTTGTGTATTTTCTGAAGTGC 

TGTG AC A AA AGGTCCTTTC AC A nTTTTT I'GG AGC ATTTTTG A AATTGCT 

TAAC TATAATTAAACAACTTAAGAAAAGTAACACCAAGCTTTAAAGCCAT 

TTTTGCTTTGCTGTCATTGGTCCTTATCCAATACAGATCAACATATCATC 

CAGCACAGCCCCCGCGTACCT 

>Sequence 2798 

AGGTACTCTCTTCCCACTCTGCGGTTCTGCCAAGCACCTTGCCTGGGCAC 

TTGTGTGTGTGCAAGACTCTACAGTGTGTTGTCTGCTGCTTTTTTTTTTT 

TT(^TCTTCTGTTTCAATTGGCAGCTCTGTTTCCTAAAGTGGAATGAACT 

GAAGATACAAATACTAATAGAAGATAAATACCCATAAGCTGAAAAAAAGA 

GACAGAGAGCAATCATGTTCAATGTCACCATCCTGCCAACCCCCACTCTG 

TAAAATATACATTATCACCTACTCTCAGCATCTCACTTTTGACACTAAAA 

CTTAAAATAATTTTATTTAATAGGAGAATTTATATTATAGTTTTATTTCA 

AAAAAAAAAAATATCCACAACAGAAACCCTACAACTGGTTGCAAACTCAG 

GCTTT 

>Sequence 2799 

GGGAACTCATCTTCTAACTTCTTCTTGAGCTGAAGATACTTGGACTTGTA 
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GCCTCAAGCGCCACAATAAACGACTCGGACGGCGAGAGCCATGGCTCGGG 
GCTGCCACATCCGCTGAGGAGCGGACGCCCGGGCCACACTCCCCGCGTAC 
CT 

>Sequence 2800 

CCGGGCAGGTACGCGGGGTGGGGGGGGTCCTGGTCTTTGGCTTCTCGACT 

CGGTCCTGTTTCGACAGCGAACATGTCGCGGCCTGTCAGAAATAGGAAGG 

TTGTTGATTACTCACAGTTTCAGGAATCTGATGATGCAGATGAAGATTAT 

GGAAGAGATTCGGGCCCTTCCCACTAAGAAAATTCGATCATCTCCCCGAG 

AAGCTAAAAATAAGAGGCGATCTGGAAAGAATTCACAGGAAGATAGTGAG 

GACTCAGAAGACAAAGATGTGAAGACCAAGAAGGATGATTCTCACTCAGC 

AGAGGATAGTGAAGATGAAAAAGAAGATCATAAAAATGTGCGCCAACAAC 

GGCAGGCGGCATCTAAAGCAGCTTCTAAACAGAGAGGGATGCTCATGGAA 

GATGTGGGC 

>Sequence280l 

AGGT ACTT1 1 1 1 i 1 1 1 1 111 1 I I J 11 i ri^ M l GGTTTTTATTTTTGTGGTT 

TTTTG 1 1 1 1 1 GTTTTA ACCTTTGC AAAC ACG ATGGTGATG AGGAATGCCT 

TGCCAGGCTCTCCCAGACACATCTGTGGTTCTGGGCTGTGAATGTTAAAC 

ACACACTGGGATAGACGACCAAGGAATGAGGTGTCCCCTATCTTCTCCCC 

GCCCACCACTTGTCAATGGTGGCCTAAAAAAAGGGCTTTAAAGGGGAAAA 

CACAAACnTAAAAGAAACATTTTGAGTTTCCCTTGCATTTTAGCTTGAAC 

ACAAGGATACTTCGTTCTTAAGGGGCTTGGAAGGAGCAGCCCGGGATCAG 

GCACTTGCCTTCTCCGGCCTCACGGCCGCTTCTAGAAACTATGTGGGATC 

TCCCCCXGGGCTTGCAGGGAATTTCGATTATCAAAGCTTATACGATTACC 

>Sequence 2802 

TTCCANNGTCGGGAAANACCTTGTCCGTGCCAAGCTTTGCATTTTAATGA 

AATTCCGGCCAAACCGCGCCGGNNNGGAAGAAGGCGNNGTTTGGCCGTAT 

TTTGGGGCCGCCTTCTTTCCGGCTm 

GCTTGCGGCCTCGGGGTCGTTTTCGGCCTGCCGG 

>Sequence 2803 

AGGTACGCGGGGACTGCTAGGGGCTTAAGCGGAGGGAGTCGAGCCAGCGT 
CGCCGCGATGGTGTTGTTGGAGAGCGAGCAGTTCCTGACGGAGCTGACCA 
GACTTTTCCAGAAGTGCCGGACGTCGGGCAGCGTCTATATCACCTTGAAG 
AAGTATGACGGTCGAACCAAACCCATTCCAAAGAAAGGTACCTGCCCG 
>Sequence 2804 

CCGGGCAGGTACTGCACGGGCGTCAATTCCATGCCAGAGGGAGGATGAAT 

TAGGGATGAAAAGGAGGAGATAAGGAAGAGTTACAAGGTGGGCAAACCCA 

GGGTCTAGTATCGTTTCTCAGGGGAAATTCGCTGTCGGGGAAAATGGAGC 

ACTCCCACATCTATTAGAAAAATGAAGAAATCCTGGGGTGCATCTTGCTC 

TCTGTAGGACTGGCCTCATGTGAATTCCCAGGAAGCTGTGTTTCCAGAGG 

CATGCTCTTTCCAAACCCATCCTGCTGCTCTCAGTGTTCTCCTGCTTCGC 

CTAATGTGGACAGATCTCACGGATGCCACGTTGGAAGTCGGAAGTGATAG 

TGGGCTTGCCGGGGGTGCCGGGGGAGGTGCTGGGTATAGAGAAGACTAAG 

TGAAATGCT 

>Sequence 2805 

CCGGGCAGGTACGCGGGGGGGGTTGTGGAGTGGATGCTTTGGCAAGATGG 

CGG GGAGC GGCGTCCGCCAAGTTACTTCTACCGCCAGCACCTTCGTGAAG 

CCCATTTTCAGTCGGGACATGAACGAGGCCAAGCGGAGGGTGCGCGAGCT 

CTACCGCGCCTGGTATCGGGAGGGGCCGAACACTGTGCACCAATTCCAGC 

TGGACATCACTGTGAAAATGGGACGGGATAAAGTCCGAGAAATGTTTATG 

AAGAATGCCCATGTCACAGACCCCAGGGTGGTTGATCTTCTGGTCATTAA 

GGGAAAGATCGAACTGGAAGAAACAATTAAAGTATGGAAGCAGCGGACAC 

ATGTTATGCGGTTCTTCCATGAAACAGAAGCGCCAAGGCCAAAGGATTTC 

CTATCCA 

>Sequence 2806 

TGGGGAGCGAATCCACGTCTCATCT 
>Sequence2807 
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aggtactttaatttgttcttatcttttttcc^ 

gctattttcctgcattattcatttttaaacttttaaaatccagagtgggt 

taaaatck:ttattttactcaaagactgtttacactgcactgttgaaacat 

cagattatcaagttcaagtctttaaggggaacaatctcttttgacattct 

ttaaaatttaacttcgaaaaagaaagtttc>rrtttaagctgttaggggtg 

taaaaaatatttttannactttcttttattteaaatm 

attacatantnncagttcatggtattttcatttcatttcnnagtaagtat 

ttgcaaaatgtgcattatacctgttattaacccaggcaatttggtgctta 

AGGTGGCTTGAAGGGCTTTTCTAAAGGGTTGAACAACAAATTTTTTTGGG 

TCTTTTTAGAATAGGTTTGAAGGATTA 

>Sequence 2808 

TGGTAGGTAAGCATCTGCAGCTCATCTGGAATACTACAGTCTTGAGGACG 

TGCTTTCCATACGCCCTGTGTCTGGTCTACATGCAGGCGTGTCTTGTGAT 

AAATCCTGTTACGGGCATGTGTGTGTGAGGGCTTCTATGTGGCCCCCCGA 

CTCCATTTTATTAGAGTTTGGCATAAGTGACTCCATTTTGGTTCCAGCAA 

CTTTCACATAAGGAAACTGAGGCTCAGAGAAGTCAAGGGACTTGCCCCCA 

GGTCCCACTAACACTGTGCAGTGGAGTGATGCAAACCCCAGTTTTCCCAG 

TGGATGGAGCTGCTGTGGGTGAGTGCAGGGTGCGGTGTGAACCAGAGGGG 

TGGTGCAGAGACCAGTGTGGGATGTGAGAGCCCGCGTACCTCGGCCGCT 

>Sequence2809 

AGGTACTT T1 1 1 1 "1 Tl TITI 1 1 1 lTnrn'CAATGTTGTTGTCTAGACTT 

C TATG TAGTTT TAAGA CTGCTAATATGTATTTAATTTCCAGGl'ri'rri'rA 

GTTTTCTATTTCnTITCACATAACGTTTCTTCTTGCITCA 

ATCCTGTGTATCTGAATATTAATCTTTATTTTGTTTTAGAACATTTTTT^ 

TTTCTATACCCAGATGAAAGAGGTTTGATTGATTTGGGAAGTTTTCCGTG 

GCACAGTGATATACCATGAGCCTTGNTTTTATAAAAAAAGCAAACAGTGA 

GTGTTATTTAGGGGTGTACGCTTTTTTCTCTTTTTGGAAGTTAATTTAAA 

CATCACCTTACAGAAAATGGTATTCATTCTTAGGTGTTTCCTTTCTTAGA 

AAAGGGGTCTTTAGGAACTTGGGCTTTGGCACCCAGCCCATTAGGAAAAG 

TCAAACTTTAGAGG 

>Sequence2810 

AGGTACAGCTTTACATTCTATAAACTTGAATTTCAAACTTCAACACCCCT 

CACTAATCAGCCATCCGAAGAAAGGATATTGAACATAAGCAAATCCTCTT 

GGACGGCGAGTGTAGAAATCAAGTGGAACATACACATCAACTATAGGACC 

ATAACGACCAAATTCACGCCGCAAGTCTTCAGACCTGGTGTCGTCGGCCA 

CGTTCCTGACGAACAGAGACGTGTTGGGGGGACGCAGGTAGCGGGACATG 

GCGGCGGCGTGTCT 

>Sequence28i 1 

CCGGGCAGGTACGCGGGGGACACCCTAGATCCCAAGATCTCCAAGGATTT 

GGTGGCATACCCACTCCAGCACACAGAAGCATGAGGTTCATGACTCTCCT 

CTTCCTGACAGCTCTGGCAGGAGCCCTGGTCTGTGCCTATGATCCAGAGG 

CCGCCTCTGCCCCAGGATCGGGGAACCCTTGCCATGAAGCATCAGCAGCT 

CAAAAGGAAAATGCAGGTGAAGACCCAGGGTTAGCCAGACAGGCACCAAA 

GCCAAGGAAGCAGAGATCCAGCCTTCTGGAAAAAGGCCTAGACGGAGCAA 

AAAAAGCTGTGGGGGGACTCGGAAAACTAGGAAAAGATGCAGTCGAAGAT 

CTAGAAAGCGTGGGTAAAGGAGCCGTCCATGACGTTAAAGACGTCCTTGA 

C 

>Sequence2812 

CCGGGCAGGTACCAGCACCTCTGAGAAAGAAAAAGCCAGACAAACATGAG 

G ATAA CAGAAGAAGTTGGGCAAGCCCGGTTTATACAGAAGCAGATGGAAC 

ATTTTCAAGACTCTTTCAAAAGATTTATGGTGAGAATGGGAGTAAGTCCA 

TGAGTGATGTCAGCGCAAAAAAATGTTCAAAACTTGCGTCAGCTGCGTTA 

CGAGGAGATGCAGAAAATAAAATCACAATTAAAAGAACAAGATCAGAAAT 

GGCAGGATGACCTTGCAAAATGGAAAGATCGTCGAAAAAGTTACACTTCA 

G ATCTGC A A ATA A A A A A AA A A ANTGTACCT 

>Sequence 2813 
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CCGGGCAGGTACCAGCACCTCTGAGAAAGAAAAAGCCAGACAAACATGAG 

G ATAA CAGAAGAAGTTGGGCAAGCCCGGTTTATACAGAAGCAGATGGAAC 

ATTTTCAAGACTCTTTCAAAAGATTTATGGTGAGAATGGGAGTAAGTCCA 

TGAGTGATGTCAGCGCAAAAAAATGTTCAAAACTTGCGTCAGCTGCGTTA 

CGAGGAGATGCAGAAAATAAAATCACAATTAAAAGAACAAGATCAGAAAT 

GGCAGGATGACCTTGCAAAATGGAAAGATCGTCGAAAAAGTTACACTTCA 

GATCTGCAAATAAAAAAAAAAANTGTACCT 

>Scquence 2814 

AGGTACTTGCGTCCGCTACAGTATGTCAATCGCTTGCCCCAGCACAGCTG 

TCATTCTTCTCTACAGAAGAGCTTCTCCTCATCAACTGGGGATGGTTACA 

GTTCTTCCTAAAAAAGGATGGCTGCTCTTTTTCTAAAGAGGTTAACACTA 

CAAACTGTAAAGTCTGAAAAATAGTGCATTAGATGTTTTGGTAAACACAT 

CCTGCAAAAGACAGCACCAGCACAGTTGTCCCCTATTGCTTCTGCCCCAA 

GACTCTCCTTCCTAATTCATGCAAAAGCCTTTAGTACCTGCCCG 

>Sequence 2815 

CCGGGCAGGTACGCGGGACCAACAATGTTAGACAAATGTAGCCAAACCAA 
AAAATACACATGTTCTATGAATCCATATATGCAAGGTTCACAATAGGTGA 
TAGTAGCTACTCTTTTGGGAAGGAGTGAGGAAAGGACTGACAGAGTATTG 
CAGAGGGGGCTCCGGGGTGTTTGTAAATGTCTATTTCCCAGAGGCAAGTG 

tggtttcgcatgack:attgttcaactttgtggaaaattcaattgagcttg 

gaacttaattttaccgaacttatttaattaaatgaaaaaggaattcttta 

ta tcaa ttggggaacacctgggaaggatatggcaaggaaggttgggggga 

aactttaaaaaacacatagaggtggccgaatggcttatacaaatttgtta 

atgggaaagagaatgggatttacccgggtgggggtggattggaacctggg 

cccactttataaaaataaaggggattccccccgggttttgggggaatttt 

aaaatttaaactt 

>Sequence 2816 

CCGGGCAGG TACT 1 1 1 i 1 1 1 1 1 11 1 T1T1 l i ' l ri l l IT! TI TTTTTTTTT 

T T I'll" 1" l"l " 1" 1GG AAAAA ATATTCTGTTTATTCTCCTTCCCCTTCCCTAGG 

AAATGGGCACACAGGGGTTCAGGGGCCAACTTTGGCTGACGCTGCAGCGA 

AAACTAATTAAACACTTGGAAAAAACGGGGAGGCACAAGGGTTTGGACTC 

AGGGTGTCACAGGTTGTCCCCTCTGAGGACAGGCTCCCCCCGGAAGGAAT 

GCCAAAAATAATGAAGGATGAGATGCCCAAGTCCCT 

>Sequence 2817 

AGGTACCAAATGGACAAGCCTGCAGAAGCAAGTCAGGCAACTGGCTCAAT 

TTTGTATTCAGCTCAGAGTCATTTTTTTGACCTGAATAAAGAAAATCCTG 

TATCCCAAAAAGAAATTCAAAGCCTTGTGAAACTCCACTGACACTAATTA 

GTGGCGGACGAGGGGACAAAAGTTGTTCAACTAGTGGAACACAAGCATAT 

ATCATGTCATTCTTCAGAAAAGCAACAACTGGCCAGAGTTCTTCACCTCC 

TATCAGGAGTCCATAAATGGATGTTTTATTGATGCGTGAACAGCTATCAC 

GACTCTCAACGAAGTCTTTATCATCATCCAATAATCTAAGTTCAAAGAGC 

AGTGCTTTAAGAAAGGGACCATCTTCAGGAACAGGCACATAACTTGCTCC 

ATTGAAGACTCTGGCTCGTTTTTTAACAGTTGGATACCGTCT 

>Sequence2818 

TGGCGTGCCGTTCACTACTATGGGCAATTGAGCTCCCCGCGGTGGCGGCC 

GCCCGGGCAGGTACATTTACAAACTTTGGAAACAAGTTTGATGGTGTCTT 

TAAAAGTTAAGCATACACTTACCATAGGATCCAGCCATACTTCCCCGGAG 

AGAAGAAAGTGTGCCTCTCAGCAAGGCTTACACACGAATATTCACAGCAG 

CTTTATTTATAAAAGGCTGAAAAAATGGAAAACAGCCCCAACCGCCATCC 

ACATGCAAATNGGATAGACCCACGCGTGATGTGGTTCCATTCCATGGCCG 

AGGCAATACCTATTCAGGCCATATAAAAGGACACGGCATCATGAAACCGC 

ATTGGCAACAGTCGTTGGACCAACTCTTAACAATATGTGTGTGTTGGGAC 

TAAGAACTGAGNNCCAGTTCCACAAACATGAATTCCTGGAAACGTCCCCT 

TACTTTCTGCTATACGGGAGTAAAAGTNGATTTCCCATGGTACCCTCGGC 

GCGTCTCTAGAAACTCAGTTGGATCCCTCCGGGCTGCAAGGAAT 

>Sequence 2819 
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AGGTACTCTTTTTTTTTTI 111111111 m H GC AG ACTTTGGC AACAT 

ATTGAGAGCCTGAATTAACACTGAATCCTATGAAAACAGTTTTGTAATTA 

TAATGCTGAATCAGTCTTATGTGTAATTACACCAATATGCTACTCTGGGA 

AA CATTT CTTAAGGGAAATGGTTCGGGGTATATTTTGAATTTATGCCACT 

GCCTTTTATAAAAGGTCTCATTATTTCATGAACTTCAATTTACCAGGCCA 

AGTCCTAACTGTAGGCTTAGGCAAGGGCCAACAATGCACGTTTTTTTCAA 

GGAGCTTCGTCTGTGCTCTGAGAAACTGTGTCTTGCACAGGTGGAGAAAC 

AGGGAGGCAGTTTCAGTTCTGCTTATGGCCATTTAGTGAGGGCGGGTTCT 

ACATACCTAAAGGGGGGCCTAATTTTTTTT 

>Sequence 2820 

AGGTACAGAGCAAAGCTCACCACAGGTAGCAGCAGAACCTTGAGCCCCCA 

CATCCTGCTGATGGAAATCTGTTGTCTGGCTTCGTTTCGGCAGCAAAGTG 

TGGGCACACCATCAGGGGTGCTAGATTTATTCCATCGGGATTGCGCCCCG 

CGTACCTGCCCG 

>Sequence2821 

CCGGGCAGGTACGCGGGGGACTCGGAAAACTAGGAAAAGATGCAGTCGAA 

GATCTAGAAAGCGTGGGTAAAGGAGCCGTCCATGACGTTAAAGACGTCCT 

TGACTCAGTACTATAGCTGTAAGGAGAAGCTGAGAAATGATACCCAGGAG 

CAGCAGGCTTTACGTCTTCAGCCTAAAACCTGGTAAAAAAAAAAAAAAAA 

AATTTAAAACAGCTATTAAACTGAAAGCATCTGTTAAAAAAAAAAAAAAA 

AAAAAAGGTACCT 

>Scqucnce 2822 

AGGTACGCGGGCATCCTTAGGAGACCTGAGTCCTCAAGAAAACCCTCTTC 

TGGAAGTAGTTGCTCCTTCAGAACGTTTTACAGAAAACACTAATGTAAAA 

GACACAACTAATGTAAAAGACACAAAAGAGATGTGTTCAAAGACACATCT 

CTGAAAACACAAACTACAATCATCCTCCTGAGGCAGTTTCCGCTGGGACT 

GCATTCAACTTAGAACCAACTGTTAAACAAACTGAGACAAAATGGGAATA 

CAACAATGTGGGCATTGACTTGTCCCCTGAGCCCAAAAGCTTCAATTACC 

CATTGCTCTCGTCCCCAGGTGATCAGCTTGAAATTCAGCTAACCGAGCAG 

CTACGGTCCCTCATCCCCAACGAGGATGTGAGAAAGTTCATGTCTCATGT 

TATCTGGACCTTGAAAATGGAAT 

>Sequence 2823 

CCGGGCAGGTACTGCTGTGGACCTCTTGAAACAAATTGTAAAAGCTTGAC 

TTGAAATGATCAAACTGTTTGACAGCAACTTGACTGCCTTCCTGAACAAA 

ACTCAAAGTTATAGGGACACAAAAATATGCAGCAACCAACAAAGTAAAAT 

TCACAGTGTCTGGTTTTCTATCAAACTTTTGAGCCACACTAAAACAGGGA 

AATGACCATAATGAAGGGATAAATCAATCATGTTAAACTGACTCAGAGCT 

GACACAGGTGTAAGAATTACCAGAAAAGAACATTAAATCAGTTTTTATAA 

CTGTATACTGTACATCCCCCAAATTAAGTAGACAAAAAAAAAGATATAAA 

AATATTCAAGCTAACATTAAGAAAGAAAAACTGGGGCTTGGTGCTGTGGC 

TTATGCCTATAATTCCAGCATTTTGGGAGGCCTATGCAGGAGGATCACTT 

>Sequence 2824 

AGGTACGCGGGGAGATATTTACTTTATGAATTAAAGCTGGAGTCAGTGTC 
AGCCCGAAGGCTGAAGGAAAAAGAGCAACAGATCCAGGGAGCATTCACCT 
GCCCTGTCTCCAAACAGAGCCACCAAGGAGGAGCAGGGGAGCGA 
>Sequence 2825 

ATGCACAGAGTAGAGCCTTGTGCAGGTAAATTTCTCATCCCAGCAC 
>Sequence 2826 

CCGGGCAGGTACTTTTTTTri 1 11 1T1 TH 1'riTTTTTATTTTTTTVlTT 

TTTTT1 1 1 1 1 1 11 1 1 1 1 11 1 11 U ITlTlTlTlTTTlTlTnTTTTTTTT 

TTTTTAAAAATTTAAAAAATTTTTTTGGGTGGGGGGCCCAAAAAGGGGAT 

TTTTTGGTCAAAAAAAAAGGGCCCCCTTTGAAAAAAAATCCCTCACCGGG 

TGGTGGGGGACCCCCCGCCCCGGTTTTGGAAAAGGGAAGGGCAATTTTGG 

GGAGAAAAAATTTAAGCCCCCTGCCTTTTTTTTTAAAAAAGGCCCCTCCC 

ACCGGGCAAAAAAAAAAAGGGGAAAACCATTGATTGGGGCCTATTGCCGG 

GGAACTTGGAAAGGGTCCCCTAAGAAAGGGGGGCCCCAAAAAAAAATGGG 
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GAATCCAGGGGAAGGGGAACCCCCCCCCCTTACAATAAAATCCCCTACCC 

CCTAAAG 

>Sequence 2827 

CCGGGCAGGTACTTCATCTCTCTGACCTCATTCGCATGGCATTCATGGCT 
GCAACTGATCATAGCAACCAGCTGCGAATGGCTGGGCTCCAGGCGCTTGA 
AGACATTATCAAGAAGTTTGCGTCTGTGCCTGAGCCAGAATTTCCAGGTC 
ATGCGATACTGGAGCAGTATCAGGCTAATGTGGGAGCTGCTCTAAGACCA 

GCCTTTTCACAAGATACACCATCAGATATAATAGCGAAAGCTTGCCAGGT 

ATGTAGTACCT 

>Sequence 2828 

CCGGGCAGGTACGCGGGATGGAAACTGGGGAAACATGCATAAGTGCCAAT 

CCTTTGAATGTTCCACGGAAACACTCGTGGACAGATTCTAGTGCTGAGAA 

GAAACACGTTTGGTTTGGAGAGTCCATGGATGGTGGTTTTCAGTTTAGCT 

ACGGCAATCCTGAACTTCCTGAAGATGTCCTTGATGTGCAGCTCGCATTC 

CTTCGACTTCTCTCCAGCCGAGCTTCCCAGAACATCACATATCACTGCAA 

AAATAGCATTGCATACATGGATCAGGCCAGTGGAAATGTAAAGAAGGCCC 

TGAAGCTGATGGGGTCAAATGAAGGTGAATTCAAGGCTGAAGGAAATAGC 

AAATTCACCTACACAGTTCTGGAGGATGGTTGCACGAAACACACTGGGGA 

ATGGAGCAAAACAGTCTTTGAATATCGAACACGCAAGGCTGGGAGACTAC 

CTATTGTAGATATTG 

>Sequence 2829 

AGGTACi rTTTTTTI rT TTTTI rTTTTTTTTTTl 1 G GTTTTTTACATCAC 

CATGCAGGTTACATTCATCTTCCACTGGAATGACTAGAGCCCTCCAGGTA 

GTAGCCTGACTACAGAAGAACACAGGACTGGCTCCTGGGGGCAAACAGGC 

TCTCTTGCTTCTCCTCATTGGCCATGCCTTAGCATGGTTCCTCCCTATCT 

CCTACTCAAGCAGGTCCTCAGTACCTGCCCGG 

>Sequence 2830 

TCACCACTCAACTACGTATACTATAATTCACGGTCTTCTTACTATTACTT 

AATAGTAATACTATAAAGTACTGTAATGAATAAGATGTATGTATGGATAT 

TACTTATACACTCACATNNNNNNAN^^ 

TATGGTGAATTGGAGCTCATTGGGTX3GCGGCCGAGTACTTTTTTTTTTTA 

TTATTTTATTCCTATTGGCTCTAGAGGGGGTAGAGTGGGTGCTATAGGGT 

AAATTCGGGGCCCTATTTCAGAGATTTTTAGGGGAATTAATTTTATGACG 

ATGGGCATGAAACTGTGGTTTGCTCCACAGATATCATAGCATTGACCGTA 

TTATACCCCCGGTCTAGTATGGGAGAAAGTGGTTTGGTTTAAACATCCGG 

GAATTGCTTCTGTTTTTAAGCCTAATGTGGGGAC 

>Sequence2831 

AGGTACATCGGGCACATTACCACACCAGGCGAGGGTCATTCGCTTCCTTG 

TCTGTCACCTGGGGTTTATGACAATCTCGGTGGTAGAGATTATGGCACTC 

CTGACATTCTACTAATTGATTGCCAGATGCCACCATCATTTGCCTACAAA 

CAACGCAGGCCAATCCCATCTCCATGGCAAAATCATCAGCACTGGTCTCC 

TCAAAACTGGAAAGGTCAGCCATAGGTAAATCCTTGCTACTTTGGACAGT 

AATGGGAGATGACTGTGTTTCTGGTTTCTCCAATCTAGGTTTCTTTGGAA 

TATCAACTCCTTCAGTGATGTCTGATTTCATTTTATCAGCAGGTCTCTTT 

TCAGCTTCCTTCTTTACCTTTTCAGTTGTGAGGACCTTGCCATTATTATT 

ACCAG AAGGAAGACTGGATGATATTTTGGGCTCTTGCTTAATGGAAATGT 

I r 1 1 rGTGCTTGAAATTTTGGGTGGCTCC ACATCCTTTTG AG ATGGACGG 

TAACTGGAATCAATGCCCCGAGCCAAAGATTCATCAAGCCCCGCGTACCT 

GCCCG 

>Sequence 2832 

CCGGGCAGGTAC T TTn nTTTI rTTTT T T T TTTl 1 lTiTGGGATTGTGA 

AAACTAATCAGTCCTATAGACTTTCCTCTTGTGGATGTGCAGACACAGCC 

TAATAGAAAAGGGCTATTTGGTTGGGAGAATTCCCAGGAGAAATATCTGT 

TTCCATCCAATGAATATAAAACCCCAGCT1TTTCTGGTGTTTTTCCCTGA 

GAAGGGAAAAATAAGAGCACTGGTTAAGTTTGTGACCGCATCCTTCTTCT 

CTTGTGACTTCTCTrCCTCTTCATTTGTCTCTTGTGTAATTTCCTAGGCC 
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TGTT rATTTCCCG TCTGCAAATATAATGTAGGGAAGGAGCTTATCTTATT 
AAGCl 1 1 1 Til IT l"I CTC AAACTATTGGTTGGATGCCTTAC AAATTAG AG 
GATTGCAACAGTGTCTGGTAGGGGCATCCCTATGAACAATAAGTGTAATC 
CTGCC ACCA GAGTGGAAGTTGGGAGACACCGGCCTTGTCTATACTTTTGA 
ATGAATTTTCACCAAj\CATTGAATCCCAGAACCTCAGTTTTCTCATCACA 

aaaatttgttctatcaacagatgtttctatttttttatcaagtattt^ 
ggagaggtacataggaaggatat 

>Sequence 2833 

aggtac tagttt tttctcgcctgcaatcttggagtctaggttgccttgtc 
tctcctatttttaaataagtgaaatttgggagattgtaaaatctgtaaag 
tttgttttgtgaaaataaaatgttcacagtagaatttttctctgaaaaaa 
aaaaa aaaaaaaaaaa aaaataaaaaaaaaaaaaaaaaaaaaaaaaaaaa 

AGGCCC1 1 1 1 rTTTTT Tn 1 1 1 ITTTn rTTTTTI 1 C CGGC ATTG AAA AA 

GCTAAAACCACCCTTTTTGGGAAAAGGTGGGATAAAACCTTTCCCnTTTT 

TGTCCAGGGAAATTTCCCTTTCAAATTTCCCTTTCAACCGGGGGGAGTAA 

AAACCAGCCCTTTTTCCCATTTTATTTGTTAAAAACTTTTTCAAAAAAA^ 

AAAAAAAGGGGGGGTTTTTTTTAAAAAAAAAAAAAAAAGGAATCCTGGTT 

AAAACCCACAAAAAAAAACCTAATTGGGACCAAATGGGGGTCCTTTTTCC 

TTAACAG A AAGCCCCGGGTCCTTNN rTTTTTTTTTTn N TNNTTTTTTGG 

GAAAAAGGGGTTTTTTGTTGGCCAAAATGGTCTTACCCCTGGGGCTAAAC 

AATCCTCCCG 

>Sequence 2834 

AGGTACTCTCT 1T1 T ICTl Tl Tl "1 CTTTCGCA AA ATAATGGAAGATCCTT 

TTGAAACITACTATCTTCAGCTATCAATATTACTGCATTATGGAGCTAGT 

GCACATCCTGCATAGCCTTGAGCCAAAATGACAAGGCACAATACAAAAAC 

TTAACGTCTTATATGAACAAGACAAGTCATCTAAGATAATTTACGGCCTC 

GCAGTGAATTAATCAGTATAATTTAAAGCTGAAGAATAAACCATAAATAT 

ATCCACCTGAAATGCACGCAATATGCTTTTTCAGCTCTCTGTTCTGGGGA 

CAAAATAACAAAAACAACTCTTGCTTATGGTTGGTGTATTACAATCCTCC 

TGGACCTGCAAGAGTGAAAGTCAATCCCATTCTTCAACTGCTCATGGAAG 

ATTTCAGGACTGTTTTAACCAGTTGCGTGAAATGCCAAACTGTGAACACT 

GCGCAGATGCTAGTGCTCGAAAGGCTTCTGCTACTAAATGAGGGTGAGAC 

TGAATCATGGACTTCCACCCTGATGTTACCATTATGTCGGCTGCTTGGCT 

GCTGTTCCAGTTTCTCCCATCTTTACACCCAAGTTGTCTAAAATCCTTGC 

CCGGCGGACGATTTAT 

> Sequence 2835 

AGGTACGCGGGGATCTCACAGAAAATGACCAGGTGTGGCTCCAGCTTCCC 

AATGCCGAGTCAAATGGCC 

>Seqiience 2836 

AGGTACGCGGGGAGTCCTGAAAGGGTGGGCAAATGTGCAGCTCTCCCTCA 

GGGTCGTGGGATCTGGGTCCAACAGTCTGGCCTTTCAGCCTTCAGGCTGT 

TTTAGGCTTGAAGTTTCGTGTGGCTGATCAAAGAAAGAAGGCATACGCAG 

ATTTCTACAGAAACTACGATGTCATGAAAGATTTTGAGGAGATGAGGAAG 

GCTGGTATCTTTCAGAGTGTAAAGTAATCTTGGAATATAAAGAATTTCTT 

CAGGTTGAATTACCTAGAAGTTTGTCACTGACTTGTGTTCCTGAACTATG 

ACACATGAATATGTGG 

>Sequence 2837 

CCGGGCAGGTACCGTTCCTCCAGTGCCCAGAGATGCTCTCCGCACCAAGC 
CACAGATGTGGAGGAGGCAGGTAGGGGGTCAAAGAGGGGTGGTATCGGTT 

"attcaggacti m 1 t rn cttaaatatcctgtgcttctttcaatcattt 

GAAGGTAAAACCAGGTCCTGTGAGTGGTAAACTGATTTTTGGTTCTTATG 

AAGGTATTATTTTCTGTGTAGATATTTGTTAACTTGGTGTCCTTGCAGGG 

TAGACGATCAGCGAAGCTTTCTGTTCCACCATCTTGCTCCTCTCATTTTA 

GACCTAATATATTGACTATAAGTGTTTCCCTCTGGAAGTATTGACTATAT 

CTGCATCAATACTAAGAAAATAAAATCTAATCATAGAGACTGAAACATAT 

TAATATATATATAATGGGTGTTAAACTAATGGTAATTGAAATAAATGATA 
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AGTCTTAATGTTAGAGGGTTAGACTGACCCTAATTTATAATCTGCTATTC 

GGTTCnTGCTGTTGGGTCATTATTACATTTTACCATGTCTGACTAAAGGG 

TGAATCGTCTGGGTATGCAATGCCACTATTTCAAGAACCTGGTGCCATTT 

TAAAATATATAAACCTCATCACTTTACCCTTTACCTGAAATGGATTAAAA 

TAAACTTATTTCTTTTGGTGCACTGCGGAATGAAACCCAATTTTTTTGGG 

GACCCCAGGCCGTCTAGAATAATGATCCCCCGGCCGCAGAAATTGTATTA 

ACTTTCCC 

>Sequence 2838 

AGGTACACCAGAACTTAAAGTATAATAATAAAAAATAAAGTATTACAGAA 

CATGGTCAATTATATTAAAAAGTAGATTAATTAATGTCCATATATACATT 

TTTTGG TGGAAA TCAAACATAATGAAAACTATTTCACATAATTAATATTT 

TGTTTATTTTTTACTTATTAATTTATTGCAGAGATGGGAGTCTTGCTATG 

TTGCCCAGGCTAGTCTCAAACTCCTGGCCTCAAGTAATCCTCCCACCTCA 

ATCCCCCAAAATGCTGGGATTTCAGGAACATGCCACTGCACTTTATTAGT 

GTTACCTGTCATAAAGTTAATTACTCATAATTTTATTTCAGTATATATAT 

ATATATA TATAT ATACACACACACACCATACACACCATAGTAGAATAAAT 

TAATT ATAT TTTCTACAAAAATTATTTTCAATCTTTTTTGTTACAATGAG 

TATCATTTT CACATCT TATCTTAAAATGTCCTGAAAGGATTCAATGCCAT 

G CCAA TTTG'1'1 1 \ ' ll'l GGAAAAATCCTGTCCTTGTTTTTACAACCTTA AT 

ATTTTACAAA AAATC ATTTTCCCnTAAATTATTACATTTGTrAAATTTTT 

GAAAGTAAAATTTTCAAAAAGCGACCGCCAGGGTTAAATGATTGTTTGGG 

GGAAATGTTCCAAATAACTGAAACCTTTTGTTAAAATGCCTTTCCCCTTT 

AAACGAAAAAAACCCCAAACACATTAAATTTAATTCAAGGCCAGCTTTTT 

TTTTTTTCTTTGGGG 

>Sequence 2839 

ATGGCCTCTTCTAGGCAGATCCGTCTACAACTGGTAACAGCAACCATATC 

GAGTTTCTCTTTATCACAATACCACGAGGCTTATCATCATTGCCATGCCT 

TTAGTAACATCACTTTTTTAAATGGGCATTTTCACAATGTAATCTGCAAC 

CTACATATAACATGCACTCTTTATTGAAGGCCGTACCTGCCCGGGCGGCC 

GCTCGAGAGACACATTACCTGAATGAGCAGGTGAAAGCCATCAAAGAATT 

GGGTGACCACGTGACCAACTTGCGCAAGATGGGAGCGCCCGAATCTGGCT 

TGGCGGAATATCTCTTTGACAAGCACACCCTGNGAGACAGTGATAATGAA 

AGCTAAGCCTCGGGCTAATTTCCCCATAGCCGTGGGGTGACTTCCCTGGT 

CACCAAGGCAGTGCATGCATGTTGGGGTTTCCTTTACCTTTTCTATAAGT 

TGTACCT 

>Sequence 2840 

AGGTAC1 1 1 1 1 1 1 i rn ri i rn'i rrrn i'nTGGGTTAGAGACAGGGTC 

TCACAATGTTGCCCAGGCTGGTCTTGAACAATCCTCCCACCTCTGCCTGC 

CAAGTAACTGGGATTATAGGAATGAGCCATCATGCCTGGCTCAAATATAC 

TCCATTATAATCATATGGGACCCTGTCCTATATGGGGTCTGTCACTAACT 

GAATCATCGTTATGCAGCACATGACTGCTATGTGTATATATGTATTTATT 

TATAAGAAATAAATATTACATACCAGAATTTTACAGTTTTGTCCTCTAAC 

TCTTTGGAATGCTAAAGGACAGACACTTGTCTnTTAAATACCCCCATTG 

TACCTGCCCG 

>Sequence 2841 

AGGTACTTTNlTT rri l"l 1 1 Tl'I l i rrn I'lTl'lTnCACAACTCCTTAA 

AAAGGTAAAAGCCATCGCTTGAGCCAGGGAGGTTGATGCTGCAGTGAGTC 

ATGATTGCACCACTGCACTCCAGCCTAGGTGACAGAGCCAGGCCCTGTCT 

TAAAGAGGAAAAACCATTCCTAGCTCACGGGGCCACATGCCATAGTTTGC 

TGACCCCTGAATTCAACCTTTCTGCTTTTCTGCAAGCTGCCTCTCTCTCG 

AAATGTT 

>Sequence 2842 

CAAATGATTTTTGGGATTCGGCCAACACCCCGGAAAAGGCCCTTTAATTA 
ATGGGAGCCNTTTACCTTTCTTTGTAAATGAATAGACGCCCTTGGGAGTT 
TAGGTTCCGGGAGGCGTGTTACATTACCCGCAAGAGGGTTTATCGGATTT 
TTCCAAATTTTGGGGATTACACCCCGAAAAAAATTTTGTCCAAAGGCCGC 



Page 584 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



CAAAG 
>Sequence 2843 

AGGTACTGGAGGTTGGCTGTGGTGTGGGAAACACAGTCTTTCCAATTTTA 

CAAACGAACAATGACCCAGGACTCTTTGTTTATTGCTGTGATTTTTCTTC 

CACAGCTATAGAACTGGTCCAGACAAATTCAGAATATGATCCTTCTCGGT 

GTTTTGCCTTTGTTCACGACCTGTGTGATGAAGAGAAGAGTTACCCAGTG 

CCCAAGGGCAGTCTTGATATTATCATTCTCATATTTGTTCTTTCAGCAAT 

TGTTCCAGACAAGATGCAGAAGGCTATCAACAGGCTGAGCAGGCTTCTGA 

AACCTGGCGGGATGATGCTTCTGCGAGATTA 

>Sequence2844 

CCGGGCAGGTACTAGAGGTAAATTTTTAATAACATACTAATGTGAAATGG 

TATCTGGTTTTTATTCAGACTTTTTGTGAGCATATTCTTATAGACACTAG 

AAATAAATACATAGAAGGAGACTTTGAGCACAAGGGAGAAGAGAGTTATT 

AGCACTCCTGAGGCCTCTCKiAATGCTGCTTTTCTATCCAGGTATCTTGCT 

TGCTACCAGCAGAATTGACTGGTATTGGTTCTCACTGGCCAGGGAGCCTC 

TGCTCTGTTCCTGGAATATAAGGCTTTTATTCAGGAGCAAATCATTGATA 

GTAACTTTGCTTTATCTAGCCATTGACTTCAGCANANAAAAAAAAAAAAA 

AAAAAGGTCCTT 

>Sequence 2845 

AGGTACGCGGGGATTGTGTGCAAAATCAGAGAGGGGTGCAAGATCCTGAT 

TTTTCAGGAGTTCAAGCGACAATGGCAGCCCAATACGGCAGTATGAGCTT 

CAACCCCAGCACACCAGGGGCCAGTTATGGTGAGAGGGCATTCAGTGCTC 

CCCATACCAGGCTGCAGGGAGGGCCTGGAAGGCAAGAGCCCAGAAATTCC 

CAATTGAGAATTGTGTTAGTGGGTAAAACCGGAGCAGGAAAAAGTGCAAC 

AGGAAACAGCATCCTTGGCCGGAAAGTGTTTCATTCTGGCACTGCAGCAA 

AATCCATTACCAAGAAGTGTGAGAAACGCAGCAGCTCATGGAAGGAAACA 

G A ACTTGTCG TAGTTG AC AC ACC AGGCATTTTCG AC AC AG AGGTGCCCAA 

TGCTGAAACGTCCAAGGAGATTATTCGCTGCATTCTTCTGACCTCCCCAG 

GGCCTCATGCTCTACTTCTGGTGGTTCCACTGGGCCGTTACACTGAGGAA 

GAGCACAAAGCCACAGAGAAGATCCTGAAAATGTTTGGAGAGAGGGCTAG 

AAGTTTCATGATTCTCATATTCACCCGGAAAGATGACTTANGTGACACCA 

ATTTGCATGACTACTTAAGGGAAGCTCCAAAAGACATTCAAGACTGGATG 

GACATTTTCCGTGACCGGCTCTGTGCGTTAAAACAACAAGGCAACAGGCG 

CTTGACACGAGGCCCAAAGGGCACAATTGCTGGGCCTGGATCAACGCGTG 

GTAAGGGAAACCAGGAAGGCTGTTCACTAATG 

>Sequence 2846 

CCGGGCAGGTACTTTGGGAGGCCAAGGCAGGTGGATCAACTGAGGTCAGG 

AGTTTGAGACCAGCCTAGCTAATGTAGTGAAATCCTGTCTCTACTAAAAA 

TACCAAAATGCGCTGTGTGACGTGGTGCATGCCTGTAATCTCAGCTACTC 

AGGAGGCTGAGGCAGGAGAATTACTGGAACTCAAGAGGCAGAGACTGCAG 

TGAGCCAAGATCGTGCCATGGCACTCCTGCCTGGACAACAGAGCAAGACT 

CCATCCTTAAGCTCCCTGACirGCTGCTCGTCCTTTCTCTGGCAAAATCT 

CATCCTTGGATGAGCCCGACTTCGTGTTTGCTCAATGACACCACTCACCT 

GAACCAGAAAAAAAAATCAAAAAGTGGTCAGAGATATCATCATAAATTCA 

AATTATTTACATAAAAAATTGGCCCTAAATGTTTTCAGAAATCAATTAAA 

GTTTTGTITCTCCAAAGACATCATTTCTTTAAAAACCCAACGTGAATAAC 

CTATTTTTTCTATGGTCTTCTAACAATTATTCAACTTCTCTCATCTGATA 

TCTTGCCCAATCACTCAAAGAAAAAATATTTTCCCATAAGGCAGGAGCCC 

GAACATATTTCCATTCACCTGAAAAAATATATGCCACAGGATGCGCCCAA 

CCTTACCTTTGTCTTGGCTTAATATGTGTAGAAAAAAGGTCCTCTGGGCG 

GTCTAGAAAATAGTGGATATCCCCGGCCTGCCAGAATTCCAAATTAAGCT 

TAATTGAACCCGGCAACCTGG 

>Sequence 2847 

TCTGTAATGCGGCGTAAGAAGAAAACTGGCTCCCAACAGAAGCAGAAAAG 

AGAAGCGAAAAGCAATAATACAGACTGTCACCTCTAGGGTTTATGCTGTC 

ACTAGGATACATCTTTAGCATTCTACTCTGCTTCAAAATAAAGCACAAGA 
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AGATAAAGTATTATGGAAAGCAATTGCCCTATTGATTATTTCCTAGGTGT 

CTAAATCACAATCATTTAAGCTAATTATACACCAGCATATGATATCTAAC 

CAGAGAAGAAAGGTCTTACCCACGTGTGCTCAGAATCATGCTGCTATGAA 

ATGCCCGAGTTTGGGTTCCTTTTTATAAGTAAGCTCTGTAATGCCAAACT 

TCTTTTCTTTATACATAGTGAGGGTAATCACAGGGAGTCAGAGCTTAGGA 

AATAATCCACAACTTTAGTATCCTCTTCAAATGTCTTGCTTTATGGTCTT 

GTGTATAAGCCAAGATACTCCAAAATTTCTTTTAATCAGACTTGTTTCCT 

TAAATATCACCTAAGTTTTATTGTTTCITACCATTCCTCTTTAAAGAGGA 

TCTTTCCTAATAATTCTTTTTCACCCTTACACGGGAATCAATAGCCCAGT 

GAAGCATAATTCATTCAGTAGGGCATAAAGCCGCTGCTCCCATGGGCACC 

TGGTGGTGCAAATAACCATATACCTGTGGACTGGGTCCCATCAGGGGCTG 

GCTCTTCATATCATCGTGCAAGGCAACCACACTGACTGTGTACCTT 

>Sequence 2848 

AGGTACTGGCAGGTACTGTTTTCTTTATTACCTCACGTCTGGGAATATCT 

GGAATTTAAACTAGTAATTCAGCTCCTCTTCAGCACTCACAATATAATCT 

GTTG CCAATGCCTGATGAGACACATAGCTATGACCATGGCACTTCTCTTT 

TTTTCCATGGTTCGCATTCAGGAGGTAATTTCCTTCAGCTACTACAGGAT 

ATCCTTCCTCATCAATTAAAAGAAATATTCGGTCAAATGATTTTTAAATA 

AAAAACGGTTCTTACCTTCTAATTGTCCATTTATTTCATCTATCACTTTT 

GGACKjCGCACCCTTGGGTAAACACACATGCTTCTGTGAAACAGTCTCACA 

GAGACTCTCAGAATCCCAAGAACTTTCrTCATAGTCCTTTTGCTTTGGAT 

TCTGGAGGGAGGATCTAATCTGCTCTCAATGTTTGTTCATTCTTCAATTC 

CAAGGGCTTTATTTGGAACAGACTTTTGCATTTCAATGGCAGGGCTCAAA 

GCAGATGGCCTCTTGGGAGGCTCTGCTTTGCAAGGTGGGATGTCCCATAA 

ATTCTTAAGGCTTTAC TTGGGA ATAAGAAACTATCATTTCCGCAGTTAGC 

CCTTCAGAAAGACCCATTTTTAACAAGGAGACCCTTTTCATTTGGAGAGA 

AAGGTTCTAAAATTCAACACGCAATTTGACCTTCTAAAGTTGCCAATTAC 

ATTGAAGCCAT ATCC TTTGGGAGGGGAACCCTTGGGTAAAAACACATTCT 

TTTGGGAAACATTTTCCGAAAACTCTCAAACTCCAAGAACTTTTTTATTA 

GCCTTTGGTTGGATACCGGAGG 

>Sequence 2849 

AGGTACTTGGATTTTATTTTTTCGTTTTTTTCCTATTGATGTTATATTAT 

TGCGTCGTAAATAAGGAGTAGGTAAGACATTGTGTGCTTTAACAAGTGAG 

GCACAGTTTAAAAGTTTTAAACAGCAATTAAAAATACAGTACAGTGCATA 

AATAAATAATATATCTCCACTTCTAGTCGAATTTTGAAACCCTCAGTGTA 

AATTATAACTTCACTTGAATGGGAGGCACAAGGTACATGTGCTAATGTTC 

TGTAAATCCAGAAAATCATATCACATACGAGTCAATAAGGAATTAAAGAC 

ATCAAATTAATCACACTTGTGTTAACTAAATAAGAATAGGTCAGATGCCT 

GTTTCCAAGTTATGCTGGGTATATAAAAAGCTTCTCTGCATTCATAGAAA 

AGTTTGAAAAGGTTCATTGATGAAAGCACCTTGCATTTCAGATGAACTTA 

TTATTTTCGGGGCTTTTTTATATAAGAGCTTTAACAAGTATATATGCACC 

TGTATATATGAATAGATATTGATGAAAGGGGCCCTACAGGCTTAAGAGTA 

GTGCACCATCAGAAATATT7TAGGGGATACAGTGTCTTTTTAAATTTGAA 

TATTCAAGTGTTTCAAGGTCTACAAGGTTATATGAATACCTCCTTGGATG 

GTTTCTTAGAAGGTT CTTATT ATTATAGTTAAGAAACAGGCTTTTTTAAA 

AGGGAAATGCCGTAGTTTTTAAAATAACCGGGTTCCTTGCCCGGGCGGCC 

GGGTTTAGAACTAGGGGATCCCCCGGCCTGCAGGAAATTGAATATCAGCC 

TTATCAAACCCGCGACCG 

>Sequence 2850 

AGGCACTTTNTTCTTT'n r 1 ITTI i ri l l ri l'n'I IGGAGAAGGAGTTTC 

GCTCTTGTTGCCCAGGCTGGAGTGCAATGGCGCGATCTCTGCTCACTGTA 

ACCTCCGCCTCCTGGGCTCAAGCAATTTTTCTGCCTCAGCCTCCTGAGTA 

GCTGGGATTACAGGCGTGTGCCACCACTCCCGGATAATTTTCTTTTGTAT 

TTTTAGTAGAAATGGGGTTTTACCATGTTGGTCAGGCTGGTCTCGAACTC 

CTGACCTCAACTGATCCACCTGCCTCGGCCTCCCAAAGTGCTGGGATTAC 

AGGTGTGAGCTACTGTGCCTGGCCCGAAGATTTCATATTTATAAGAAGAG 
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AGAATAATTCTCTTTAAACCAAAGTTTAAAATATCAGGAGAAAACATAAT 

AAAAGCATCATTATGAAAGTATCTAAATACTTTCATTTTAAATTACAACT 

TACCATATAAGGAATATTCTGCTTCCTGACCTGTGTCACTCTCACTGGAA 

GTTGATGTGAGGCTGGTGGTTAAAGTGTTACTTAAAGATTGACCAACTGA 

TAAAACTATTGTTGCTGTAGCTACATTGCTGCTGCTAGTAACACTGGATG 

TTGACATAATCACTGTTGATGTAGTACCTGCCCG 

>Sequence 285 1 

CCGGGCAGGTACCAAAGAGGGCATAATAATCAGTCTCACAGTAGGGTTCA 

CCATCCTCCAAGTGAAAAACATTGTTCCGAATGGGCTTTCCACAGGCTAC 

ACACACAAAACAGGAAACATGCCAAGTTTGTTTCAACGCATTGATGACTT 

CTCCAAGGATCTTCCTTTGGCATCGACCACATTCAGGGGCAAAGAATTTC 

TCATAGCACAGCTCACAATACAGGGCTCCTTTCTCCTCTACAAATCCAAT 

GTAGGCCATTGTATTTTTGCAGTGAGCGCAGTTGAATTCTTCTGGGTGCC 

AAGATTTCCCCAGTGCCACTAAGAATGGTCCTCTGACAGAAGAAAAAGAG 

G CCAAC TAAGTTTGAGAATAAAATTTCTAGAGTTAGCCTGGATATGGACC 

TCTTTTATGCAATGTCCAACCAATTAAATACTTGCTCAATTTTC 

>Sequence 2852 

tctgtaatgcggcgtaagaagaaaactggctcccaacagaagcagaaaag 

agaagcgaaaagcaataatacagactgtcacctctagggtttatgctgtc 

actaggatacatctttack:attctactctgcttagaaataaagcacaaga 

agataaagtattatggaaagcaattgccctattgattatttcctaggtgt 

ctaaatcacaatcatttaagctaattatacaccagcatatgatatctaac 

cagagaagaaaggtcttacccacgtgtgctcagaatcatgctgctatgaa 

atgcccgagtatgggttcctttttataagtaagctctgtaatgccaaact 

tcttttctttatacatagtgagggtaatcacagggagtcagagcttagga 

aataatccacaactttagtatcctcttcaaatgtcttgctttatggtctt 

gtgtataagccaggatactccaaaatttcttttaatcagacttgtttcct 

taaatatcacctaagttttattgtttcttaccattcctctttaaagagga 

tctttcctaataattctttttcacccttacacgggaaataatagcccagt 

gaagcataatttaattcagtagggccataagcccgtgctcccatgggcac 

ctggtggtgcaaataaccctatacccggggactggggtccaatcaagggc 

tggctttccatatcatcgggccaggcaccacacttgatgtgtaccttggc 

cgctctaaactagtggataccccgggcggaggaattcttaatcaacctat 

caatccctccc 

>Sequence2853 

CCGGGCAGGTACCAAATATTAGAAAAAACAAACAAAAACGGAAACAATCC 

CTAGTAGCATTCCTTGGCGTGCAAAGTCAGCAGGAAATGATTATCCATTG 

ACAGTTTTCATGATAAGTCTTGGAAGCATTCAAAAAGCAGAGGGAATCAT 

CGGGGATTGTTCAGATTAGGTTCTGTGGGATGCCTTGTTCTTAATTTAAC 

TCTGAGTTCCAGGATTTCATTCCCTTTATAACATCTCTAACAGGGTCATG 

TTCAATTTAGTGCAAGTGCAAAATGAAAATGAAATGAAACCAACAAATAC 

ATTANGAGCGAAGGCTGATCGTTAAGATCTGTAGTCCCCGCGTACCTCGG 

CCGCGACCA 

>Sequence 2854 

CCGGGCAGGTACCTGTTACTGGATTTGGCTCCGGGGTCCTGCAGGACCAG 

TTCATGCCTTGTCTCTCAGCCCCCTGCAAACAGCACAGAGCATCCAGTTC 

TGCCCTGGAGCCTGGCACTCCCACTGCACTCCTCTCAGCCCCAAGTTTTC 

ACTGGCAAGGGGACAGCATTTATAGGACTCTTAGTGCATCCCCTAATCCT 

GTCAATGTCTCACCTGATTCCCTCGGGGTGCAGGACTTGGTGTTCCAGTT 

GAGGTAGGGCTGGGCATCTGGTTTCTGAAAGGTGAAGTCTCTGGAGTCTG 

GGGAGGTTGGGCCATCGAATCTGAAGATGTGCCTGCTGTCCAGGCTTGTG 

GAACCTGCTCCTCTTGTGCCCTGCTCCTCTAGGTAAGGCTCGGGCATTTT 

TTAGGAACAGAGCTGGGAGGCTCCTCTAGATTCAGTTTGTTTAGCCACTC 

AGAAACCATGACATCATTACGAGAGTGGCTGGTTTCTATGGTTCTCCTAA 

GCCCTCCATTTTGGCCCTCCTTGGGCTGACTCTGGGATAGAAAATCTACT 

ATCGCTGCTCCTGAGCTGAGACAGGAAAtTCTTTACCGTGGAGACCGCAG 
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CCTTCATATTGTTCTTCACCATCTGGAAAATTCATCACGTTTGGTAGGCA 

TTTCTGAAAGAGGGTATGCCTTGGGCTTACGGGTCAGCAAAGCTGCTTTA 

CTCCTCAAGCCTTTTAAGCGGGAGTTAAGGCCGGTTGGGGCACTTACCAA 

TGAAGCCGGTTTGTCTGAGGCAACTGTTG 

>Sequence 2855 

AGGTACA AGTT CCTAGGCAGGTCCCAGCACACTCATAATAAGTGTGATAC 

AACAGGGTTTTAGTCATGATGTTCCCCGACCACGTAGTGTGGGTGCAGTG 

GAGGCATCCCTCCCAGGGTTCTCCTTTTAACATGGATAAGGGGAGTAGCA 

AGAAC AAAGTGATGAGTAGCATGTTCATACCCAGCATGGACAGAAAAGGC 

TTTTTCCTGGGGGGAGAAGGCTAAGCAAAGTGGCAGCTTAATAGCAAAGT 

AA 

>Sequence 2856 

GGTTAAAGCGAAACCACCGCGGNGGCGGCCGCCCGGGCAGGNACGCGTGG 

AGGGTAGAGGAGTCAGCGCAGGGGCTGCTGCTGAGGGGGCAGGCGGAGCT 

TTAGGAAACCGCAGAGAAGTTGTCCTCTCTAAGAAAGATAGAGATTAATA 

CA ACTACTC AAAAAATATAGTCAATAGGCrACTAAGATATTGTTTAGCGG 

TAATTTTTTAACGGAATGGTAATAGCCCAAGAAAATAAGAGAAAATATGA 

AGACTCAGAAGAGTAGCATGAGGAAGGAAAAGATAAAAGGGGCCTAAAAC 

ATGACGGAGGTTGAGATGAAGCTCCTTCATGGAGTAAAAAATGCATCCAA 

AAGAAAATGGAGAGAAAGGACTACAGAGCCCCGAATGAATACCAATAGAA 

GGGCAATGCTCTTAGATTAAAATGAAGGTGACTTAAACAGCTTAAAGGCT 

AGGGCAAAAGTGAGAGGAGACCAACAAAATGCGAAGGCGATCTTTGAAAA 

AGAGATCAAACCGAAGGTGAAGAAAAGACCTTGACATCCATGACGCAAGG 

AGAATCGCGACATTTAAAGCCTAAGTAACGCATTGAACAAACGGCGGACG 

AAAAGGGGAAGATAAAACGGGAGAGGCAGGAGAAACA 

>Sequence 2857 

AGCGGCCGCCCGGGCAGGTACGCGGGGACCTCAAGCCATGGGCCTCTGCG 

AAGGCGCCGGCGTGCCCACGGCTAAGAAACTTCCTCTTTCTGCTCCCGGG 

AACGAAGGCTGTAGCAGAGAAGGCCTTCAAGTTTCGAGACCCAGTTCCAG 

CCGCAGCCGAGCACTGGTGACCTTGAATTAAGTCTAATGTTGGGATTGGA 

AGACGCTTCAGACATCCGCTGCCGCCCTGGGCAAGCGACCAGCTCAAGGT 

TACC CCAC AGGGACGTGCTCTGGTCCCACGGTCCAGTGCTCTTTTGTCGG 

TTAGTTTTGTCATTTGTAAAATAGGAACAGTAGATAGTGGTAGGAAAGTG 

GTTGTGAAAACTTAATAGAAAGCTAAGCGCCTTGGTCGGGCGCAGTGGCA 

TGTCACCCCTGCAATTCTATCACTTTGGGAGGCTGAGGCGGGCGGATCGT 

TTGAACCCAGGAATTTCAAACCAGTCTGGGCAATATGAAACCCCATCTTT 

GCAAATAAAAGACCT 

>Sequence 2858 

CCGGGCAGGTACCAGGCAGGATGGAGCAGGATGGTGTGAGATTTCATCAC 

AC TACT CAGGATAGTGCACAATCTAACACTTATGAATTGTTTATTTCTAA 

AGTTTTCCATTTAATATATTTGAAATGAAGTAGACCCTGTGTGTAGCTGA 

AACTTTGGAAAGGAAAACTATGGATAAGGGGGACTACTAGAATACACTTC 

AATAAAATAGCATTTTAACAAAATCCTAGTGTCCGTAGAGTAGTTCTCCA 

TCTAGCTGTCCATCTTTCAAATGTGGAGAGAGGTGAGATGAGGGAGAAGT 

ATGGTCAGAGAGGGGAGACAGGTGTGTGTGGTGTGGGTGTGCAGGTAGAT 

ACATAGCTA 

>Sequence 2859 

AAACGGAGCTCCACCGTGGAGGCGGCCGAGGTACGCGGCTAACAAGAATT 

CTTGAACAGCAGAAATTAACGAAACAACAACCTCATCTACTGATTTTCTG 

GCTAGAGCTTATGGTGTTGAAATGGCCAAAGAATTTGTTACATCAGCACC 

AAAACCATCTGACTTGTATTATGAACCTTCTGGAGAAGGAATCTGGAGAA 

GTGGAATATTGGGGATTCATATCGCACTTCTGCAACTACTCAGGCAAACC 

GGACCAGAAAGCCAGGACCCCATTGGGCTTTTGAAGGGGGCCCCTGGAAA 

AAAACAATCCGGAGGTGGCCAAAGCGCTAAAAGCCCTTAAACTGGGTGAA 

AGGAATTCCCAACCCGTTTCCAAAGAATGCCGGCCCT Tr i l ll TTTCAGG 

AGGGCGAAAAAAAAGGCCTGGCCCTGTATTCCAAAATGCCAGG 
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>Sequence 2860 

AGGTACTATNTTTTATTTATATTTATTTTGGAATC 

AACAGTTGTCTTTCCACGGTAGTAAAGCTTTGGCACATACAGTATAAAAA 

ATAA TCAC CCCCCATAATTATACCCAATTCCTCTTATCAACTGCATACTA 

AGTGTTTTCAATACAATTTTTTCCGTATAAAAATACTGGGAAAAATTGAT 

AAATAACAGGTTAGAGAAAGATTTTTCTAGGCAATTTCTAGGGATCATTT 

TGGAAAAAGGTGGAGTACTGTGGGATATTTTAAAAATATTAACAGTTAAC 

CCAGGATCATGGCCTTGGTTCCTACCAGGTATTTGGCGGGCCCAGGACAC 

TTTTAAATGGAAAGGCAGAAAGGTGTTTTGGGGGGGGAACTTTTTCCTAC 

TTA 

>Sequence 2861 

atacctcaccgtggctgctgtcttccgtggtcggatgtccatgaaggagg 

tcgatgagcagatgcttaacgtgcagaacaagaacagcagctactttgtg 

gaatggatccccaacaatgtcaagacagccgtctgtgacatcccacctcg 

tggcctcaagatggcagtcaccttcattggcaatagcacagccatccagg 

agctcttcaagcgcatctcggaggcagttcactggccattgttccgccgg 

gaagggcctttcctccactggttacx:ttcgggccggttcttagaaactag 

gtgggaatcccccccggggcttgaaaggaatttcgaattttcaaagcttt 

attcgataaccggtcgaacccttctaagggggggggcccccgggtacccc 

agccttttttgtg 

>Sequence 2862 

AGGTACCCGGAAGGTGTGCTGCGAGTGAGGCGCCTGCCATGGTGATGGAC 

GCGCACATCCAGACCATTCATATCCCACAGAGCCCCAGAGTGTGGTCCTT 

ACTGCGGATCGGATACTCTTTCGTTATGCACACCAACGCTGGTGCATAAG 

GCTTATGGCCAATGCCCTGGCGTTACTCCCGGCTCCTTGCCCGGAGGTAG 

TTTAATAAGTTGCGCACATTTCATCAGAGTGCACAACGGAGCGCTTCTAA 

TAACGTATTCGGTGTCACATCCGGATCATGTCAGGCAAATTTTGTATAAT 

TCATAGTCATTAATAAGCTTTACTCTGTGCAAACCTTTTTAAGGGTGGTG 

GTCCCCCTTGTAAAACCCAAGTCTTTTTTTGGAATCCCCTTTTTTAGATG 

TAGTGGGTTTAAAAAAAGGGGGCCGGCTTTTTGGGCGATAGATTCAAT 

>Sequcnce 2863 

CCGGGCAGGTACGCGGGGGCGGCGGCGGCGGAGGTTGCAGTGAGCCAAGA 

TCGCGCCATTGCACTCCAGCCTGGGGGACAAGAGTGAGACTTAGTCTCAA 

AAAAAAAAAAGAAAAAAAAAATCAGGGATATAGTTCATATCCCACTTCTT 

TGTTTACACCGATGTCCCTGAATATCAGCCTGTAGCTAATGGACTTGGGA 

TTTCTGGTCTAAGTGGGCCTCCTGGGGATGGGGTGGTACCT 

>Sequence 2864 

AGGTACTTACAGGGGACCGCCAGGGGCCTCGAGAATCGGTATCCTGAGTC 

CTCTTGAAGAAGCATTAAATGTTGGTTTCACTTAAGGGCAACCCCATTGT 

TCTT AAATTGGAAACTTGTGGGCCGAACCAGAAACCCCCGAACCTTAATT 

TTTT CATTGG CCTAACTITTAAATTTTTCGCCCACTGGGATTTTGAAAAT 

ACTC TT TTTTG AGAATGCCATATTATTTTGGGCTCAACAGTTTAAGAACA 

TTTTAATT TTTCTA TGCCTTGAATTCATGTGGACTTAAAAAATTAAAAAG 

GGTTCCCTTTTTTGGAATATTATTCACGTCTAGAAGAATGTTACTTTTGC 

CCCGGGCCCCGGACCCGTTTTATAAAAAACTTTAGGGGGGGAATCCCCCC 

CTCGGGGTCTTTGTTAGAGGAAATTTTCCGAA 

>Sequence 2865 

AGGTACTTTTH I T 1 i I I'l l H rTTTTTTTGGCTGCAAAGATGCTTTAAA 

AATATATTGTTTTAGTCCAAAGATACCCCTGGCACAAGCGACAATAATAT 

TACAGGGACATTAAATTAAGGAAAGAACCAACTGATATGTGTCTATGAGA 

GAAGAGCTTCAGGGTGAGGAACTGGGAACAAAGGAGGAAGACACTATTAG 

CAAGCACTGGGGCCCTCCTTTATTGACGTGGGGGAAAAGTCTGAGTCCCC 

CAATGTATATTTTCTGAAGCAGACCTTAAAAGGAACTGTGACGGACATGT 

AATG TAAACCCTGTTTTTAATAACAACTTAAAAAGGAGGGGGGGGACGTC 

TTTTACCGGAGCTTGAATTTAATATTG 

>Sequence 2866 
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AGGTACGC GGGA GCAGAGGAAACATCCTGTCCAATTCTAGGTTTTCCTCC 

CTTGGCCTCCnTrCCCCAGCATTGTCTACCCTGGCCCACTTCCTGCATTC 

TCCCCATGCCCTGCTATTTCTGATTCTTTGCTTCTCCTAGCGAGATACTT 

TCCTTATATGATAGCTGCTGAGAAGTTTCCCAGAACTGCTAGAGGAAAAG 

AAGTGGGGAATTTAGGAAATATCCCTCACTGACCTAACTCCATTATCTTC 

ACTCTTTCATTCTTCCTGCCACCTCATGCCCATTCTCTTTACTGTCTAGC 

ATGCTGAAAGAAGGAAGTGATCTAAATGCCAGCGTGTTCAGTGGTAAATA 

TTAGTTGGTGCAAAAGAAAAACCATGATTA 

>Sequence 2867 

CCGGGCAGGTACGCGGGTGAGTTGAAATGTTCTGTCAAATGTGTCTCACA 

TCTACACGTGGCTTGGAGGCTTTTATGGGGCCCTGTCCAGGTAGAAAAGA 

AATGGTATGTAGAGCTTAGATGTCCCTATTGTGACAGAGCCATGGTGTGT 

TTGTAATAATAAAACCAAAGAAACATATAAAAAAAAAAAAAAAAAAAAAA 

AAAGTGCCTG 

>Sequence 2868 

AGGTACAGAGGGGTCTGTTTCTAAGTCTGGAACCTCAACACGAGGCTGGG 

ATGCTTTACAACGTGCTCGTCTCCCACTGTCCAGCCATCTTTGGTGGTCT 

TCCCACAGTGCTTCCCCCAATCCTTTCACACTCCTGTGGAGGGACCATTG 

GGACGGGCCCAGGAGGGAAACCTTGGGGATCACTCTGAACAGGAAAACGG 

ACCAAGCCACCAGCTGCCCAAGGAGACCAGGTTGGCTTCTTGGCCCTCCA 

AGTTCCTTTCAAATTTGTTTAAGTGCTTCAGGGATTCAAACCAGGAAGAA 

ACTTGTGAAAAGGCCAGCCAAAAATTCTTGGGAAGGAGGCCAGGGAAGAA 

GGAGGCCCCCAAAAGGGGGAGTTGGTTTGTTGCCTGGAGATGGACCGGGT 

TTTAACCAGGAATGGAAAACCATGAAATTTTTCCATGGGGAGAAATTCCT 

TTTGGTTTACCAAAGGGAAGAAAAAATTGCTN 

>Sequence 2869 

AGGTACAA 1" 1 1 C I " I " l"l GGTTC ATTTTCAG ATTCAGGC ATTTTCCCCCTTG 

GCTCTCAATGCTGTTTGGGTrrCCAACAATTCAGCATTAGTGGGAAAAAG 

TGGGCCCTCATACACAAGCGTGTCAGGCTGTCAGTGTTTGGTGCACGCTG 

GGGAAGAATTTACTTTGGAAAGTAGAAAAGCCCAGCTTTTCCTGGGACAT 

CATTCTGTTATTGGTTGATGTATTTTTTTACCATTGTCATTTTTGGATCT 

AAGGGTTTGCCATTTTGCTGACTTAAAGGGTTANCCCGATTTTCAANNAG 

TCCAGGATACCCCAAAGCATGTGGGATATNGNNTTTAGCTTACGTTTACT 

TTCAACAGCCAGCGAACTTGACATT 

>Sequence 2870 

AGGTACTTTATATAGATTTTCAAACAAAAGATTGATTGTGCTTTTTGAAT 

AAAAAAGATAGGGTATACTTCCAACCTCACTGACTTAAACATTGTGGAAT 

ACAGCACTTCTAAACTAAAAACACACGTTCAAAAAGAACAAATTAAGATA 

AATCCCAGGTGGGGAATX3CTCAAAAAATTGTTTTTTTAGAAGGTTTTTAG 

AGAATTGGGCTAATTTCTGGCTTATTAATCTTTAATTTGGCTTGCCGGGC 

AAAAAAAAAGGTAACTACAGCAAGCTGGCTTGTTCTTATAAAATTTTCCT 

CCCAAAA ACATCT CACTCTTCTCGAAGTTTCTAAGCCAGTGCCAAACAAC 

TTC.A A A A A TTTTTr.T A A A Af.A A A A A fTTTr TV^ /*V? A A r-nr* AAA ^rr.^^m^^^ 
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GGGGAGCTGCGCACGCACGTCAGCCGCTGCCAAGTCTGTATGAGAAGAAC 
A TAATG AAGCCTGACTCAGCTAATGTCACAACATGGTGCTACTTCTTCTT 
CTTTTTGTTAACAGCAACGAACCCTAGAAATATATCCTGTGTACCTGCCC 
G 

>Sequence 2873 

AGGTACATTTGCCTTGCTATAAAATAATACCTAACKjCTTGGTAATTTATA 

AAGAAAAGAGGTTTATTTGGCTCATGGTTCTACAGGCTATATATGAAGCA 

TAATGCTGACATCTGCTTCTGATGAGGACATCAGGAAGCTTAAAATCATG 

TTGGAGGTTTAAGGGGAGCCAGCATATATCACGGCGAGAAAGGAGCAAGA 

GACAGAGGGGCATACCACACTTCTTTAAACAACCGAGATTTTGGCTTGAA 

TCTCAGAGCAATGAAACTCAGCTCACTTACCAACCAAAAAACAGCATTGA 

AATTCCATTTCATTGGAAGTTATTCTTACTTGCCATGTACTTCAAAACAA 

CCTTCCTCATTCAGGCTTTCCACCCTTT 

>Sequence 2874 

AGGTACCATTTTATTTAGTGTTGTAGGAAATGTTGGGTTACTTCTTAAAA 

ACGAAACCAAAGAAATTCAAAAGTCCCAAAGAAAGAAAGCAGGAAATAAT 

AATTCTATAATCCAAAAACGTTGGGCGATCCTTCAGTTGGAGGAAGAGGG 

CGTCAGTTAAGTAGCTCACACAGTAGATATGGAGACACCATATGGAGATA 

CGG AGTTAA GTTTGGTGGATACTAGGAATTAAGTTCTCCACCTAAGGCAA 

TTAATTTTTCAGCCTTGAGAGATAATTAGTAGTTCTAGAAAAAGAAAAAA 

AGTTGACTGGGAGAAGGGTGGGAGGGAGGGATGCNTGCGTCATTTA 

>Sequence 2875 

CCGGGCAGGTACTCCACATACCAGAAGATTAGTCTCCTTCCCTGTAGCCT 

CATCTAGCTTACTTATTCAGACTTTCTGTACACAAGGGGTTTGTTATCTT 

CATGAAATTCAATATGTGTGACGTAGAAATGAACTTAGAAAAAGATGTTC 

TTGCTGTAAACACTGGACAGAGTAGCTCACAAGAAGACTGCGGTTCTTGG 

ATTCCCTCATGCCTTTGTTCCAGTGCAGGTGCCTATTGGAGGGTGCAGTG 

CTCTTGCAACATACAAGGACCCATCTTGCAGGAGCTGATGGCTTAGCTCC 

TGGGAACGGGAGGAGAGGAACGGCTTGTAGACCCAACCTTTGTT 

>Sequence 2876 

CCGGGCAGGTACTTTTCCCAAAATGCTATATTGCAATTGGACTGGAGGCT 

ATAAGTGG TCTA CGGCTCTGGCTCTAAGCATCACCCTCCGAGGTTTTGGA 

GCAGACCGTTTTCTACCTGGGCCACGTGGCGTGGAAGGACCTTGGGTAAG 

ACTCTTTCAGCCTTCGTGTGGCACTGGGTAATACTGGACGCCTGATAGAA 

CGTTCCTGGCTCATTGAGAGTTTGGCTTATGTTTGGAACCAAACAAGGAT 

GGGCTTCTTTTGGTACCCTCGGGCCGCCTTCTAGAAAACTTAGTTGGTAT 

TCCCCCCGGGGGCTGCAAGGTAATATTCGGATTATTCAAAGCCTTTATTC 

GAAATACCCGGTCCGACCCTTCGAAGGTGAGGAGGGGCCCGGGTAACCCC 

CAAGCCTTTTTGGTTTCCTCrTTTAAGGTGGAGAGGGTTTAAATrrTGGC 

CGCGGCTTTGGGG 

>Sequence 2877 

CCGGGC AGGTAC T I I 1111 ITlT ITl T n TlTlTrTTlTn'CATAGGTAG 

AAGGAACTTGCCTTGAGTCTCAAATGAAACTTGGGACTTAGGACTTTTCA 

GTGGAGGCTGGAATGAATTAAAACTTTTGGGGACTATTGGAAAGAGATGA 

TTATATTTTGCAATGTGAGAAGAGCATGCAATGTTGGGGGCTGGAGGGGA 

ATGATGTATTTTAAATATTTGACCCTTCCAAATCTCATGTTGAAATGTGA 

CCCCCATTGTTGAAGGTGGAAGCTGATGGGAGGTGTTTGAGTCATGCAAG 

AAGATCCTTCATGAATGGATTCATGCTGTTTTGGTGGTAGTGAGGGAGTT 

CTTGCTTTGAATTCAAGC 

>Sequence 2878 

AGGTACGATTTTrAAAATCTAGCACATTTAAAACACTGTTAGTTCAACTT 

CCTTATTTATGGAGAATTTTAGGAATACTCAATTTACATATCTGTATAAA 

TCATGACAGAGCTCCTTTTAAAAGCACTTTATAATCTAATTTATCAATAC 

CCCCCAAATACAGGAGAACATTATACACATAAATTAGATATAGGCCCTTT 

GTTTAATTTATAGACACATACTTTTGCAAAGACATCATATGAGAGTCTTA 

GTTAAATTAGTTTTCAAGTTTCTGCAATTTTGAAGCCCAAAAACCCAGGA 
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GATAACAAGACATTAGCCCGACCACCAGTCTTCGGTtCATGTGAGTTCCC 
CTAAACCCCAAGAAGCTACTAGCAGGAAATTTAAAAGACTACACCACTCC 
AGAATATATTAAAATTTGTGGAAGTGGGTTGAAATC 
>Sequence 2879 

AGCGGCCGCCCGGGCAGGTACTGAGTCAAGGACGTCTTTAACGTCATGGA 

CGGCTCCTTTACCCACGCTTTCTAGATCTTCGACTGCATCTTTTTCT^ 

TTTCCGAGTCCCCCCACAGACTTTTTTGCTTCCGTTCTAGGCTCTTTTTC 

CAAGAAGGCTTGGAATCTCTGCTTTCCTTTGGCTTTTGGTTGCCCTGTAC 

TGGGCTAACCCCCTGGGCTCTTTCAAC(nTGCATTTTTTCACTTTTCTGA 

GGCTTGTCTGGATTGCCTTTCATTGGCTCAAGGGGTTTTCCCCCGTATCC 

ACTTGGGGGTCACAAAGGGCCGGGCCCCTrCTTGGGAGTCCAATAGCGCC 

ACCAAGAACCAGTGGGCTTCTCTGGCCCAAGTAATCTTGTTCATGTGAAT 

AGAAGGGAAGAGGTTCAATGGAAACCCCTTAAATTGCTTTTCTTGTTGAT 

GGCCATGGGAAGTTGGGGTTATTTGGCCCATCTCCAAAAATTCTCTTCGG 

GGAAGGAATCCTTTTG 

>Sequence 2880 

CCGAATCTGTCTCCTATCGAATTCTCTTTCATTCCTATTGATTCTCTATT 
TTAT TCTTTC G ATAG ATTTC AC ATAATTTATCG fTTG' 1 1 TH "I" 1 AACTGT 
TATATTTTTTATTATCTAATATAGCTCGGGTATTATCTGTCTCG 
>Sequence2881 

CCGGGCAGGTACGCGGGATTGACATCCCACACTACCTGATTTGATACACT 

AAGAAGGGCTTATCATTTCTGTGGTACTCTTGGCCAACAATGCACGTGTA 

ACATTTATTCATTGAAACACATTAGGCAGAATTGCAGGACATTCTTCAAA 

ATAGCTGTCCAATACTCTTCAAAAGTGTCAGGTCCTGGAAGACAAAGAGA 

TACTGAGGAACCATCACAGAGTGGGAGAGGACATAGAGTGATAAAAACTA 

ACTGTGATGTGGAATCCTACATTGGATCATGGACCAGAAAGACAGCACTG 

ATGGGAAGACTGATGAAATCTGAATAAGTCTGTAGTTTGGTTTAAAGAAG 

AAGAATAATAACACTAATGGTTTAGCTGCT 

>Sequence 2882 

ATGTACGCGGGGAGGATTAACACGAAGCAGATTAACCTCATAAATCCTGT 

C TGGC TGCCAGATTTCAAGTAAAAAAAAAAAAAGGTGGGTTGGGGGGACC 

CTTTTCTTTCTAGTTGTCTrTACGGAAAATTAATCTTACTTTTTTTTTGT 

TCTGGTCGAAATTTTTATGACATATCTCTCACTTGTCTTCCACTTTGAAC 

CGGTTATAGCTCATAGCTGCCAGCTCTGAATGAGGAGGGGAGACGCCCCT 

GGGTCTTTCTTTGAAAGGAATCCGCTGCTTGAGGGCTGCCTCCCTCATGG 

CGTGCGTGTCGATGATTTTCCTGACGCATCTTGTGATATCAGAAGTAACT 

ATGCAAAGCATCCAGGCTGTTCTTAATGTGAATCACTACAC 

>Sequence 2883 

CCGGGCAGGTACAAAGACTATTGTAGAGACTATCCGGGTTAGTTTGCAAG 

GGGAGCCAATGATGAGTAATTTGAAAGAAATTCACCTGGTGAGCAATGAG 

GACCCTACTGTTGCTGCCTTrAAAGCTGCTTCAGAATTCATCCTAGGGAA 

GAGTGAGCTGGGACAAGAAACCACCCCTTCTTTCAATGCAATGGTCGTGA 

ACAACCTGACCCTCCAGATTGTCCAGGGCCACATTGAATGGCAGACGGCA 

GATGTAATTGTTAATTCTGTAAACCCACATGATATTACAGTTGGACCTGT 

GGCAAAGTCAATTCTACAACAAGCAGGAGTTGAAATGAAATCGGAATTTC 

TTGCCACAAAGGCTAAACAGTTTCAACGGTCCCAGTTGG 

>Sequence 2884 

AGGACTTT 1 1 1 1 1 1 1 I'l l 1 1 1 1 1 1 1 1 1 1 1 1 1T1GAGAGGAAAACCCGGTA 

ATGATGTCGGGGTTGAGGGATAGGAGGAGAATGGGGGATAGGTGTATGAA 

CATGAGGGTGTTTTCTCGTGTGAATGAGGGTTTTATGTTGTTAATGTGGT 

GGGTGAGTGAGCCCCATTGTGTTGTGGTAAATATCTAAAGGGAGTTTTGG 

GCTGTGACTTGTATGTTGAGTCCTGTAAGTCGGAGAGTGATATTCGATCA 

AGAAAACGTTGTTTCTACCACAGAGAGTTCTCCCCGTTGGTTAATAATGG 

GGGGTTAGGCGAGGTTAGCGAGGCTCTGCTTGAAGTCATCAAATATCTAT 

TTTTGGCAGTTGAGTTTTTAGTCCTTGATAGAGGATTTTGATTC 

>Sequence 2885 
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AGCTCTAACGCTGTGGAAGCCTTAATTAAAAAGGGTGCAGACCTAAACCT 

TGTAGATTCTCTTGGATACAATGCCTTACATTATTCCAAACTCTCAGAAA 

ATGCAGGAATTCAAAGCCTTCTATTATCAAAAATCTCTCAGGATGCTGAT 

TTAAAGACCCCAACAAAACCAAAGCAGTTGAGTGATGTCTCTTCCCCAAG 

ATCAATAACTTCGACTCCACTATCGGGAAAGGAATCGGCATTTTTTGCTG 

AACCACCCTTCAAGGCTGAGATCAGTTCTATACGAGAAAACAAAGACAGA 

CTAAGTGACAGTACCT 

>Sequence 2886 

AGACCAAGACCGAGACTTGGAGACCTGATTGAGATTTCTCGCTTTGGCTA 

TGCACACTGGGCCGTCTACGTGGGAGATGGCTATGTGGTCCATCTGGCTC 

CGGCAAGTGAAATTGCTGGAGCTGGTGCGGCCAGTGTCCTGTCTGCCCTG 

ACCAACAAAGCCATAGTGAAGAAGGAACTGCTGTCTGTGGTGGCTGGGGG 

AGACAACTACAGGGTCAATAACAAGCACGATGACAGATACACACCACTGC 

CTTCCAACAAAATGGTCAAGCGGGCAGAGGAGTTGGTGGGGCAGGAGTTG 

CCTTATTCGCTGACCAGTGACAACTGCGAGCACTTCGTGAACCATCTGCG 

CTATGGCGTCTCCCGCAGTGACCAGGTCACTGGTGCAGTCAT 

>Sequence 2887 

CCGGGCAGGTAC 11 TT ' l ITITTTTrTTTT I TTTTTTT T GGCTCCAATAAG 

TTAAGAATTTTTAGTTCACTGGAAAAAACAGATCTTTGATATCTGGACTA 

TTCAGCATTTTCTATGTCTGTTGGGGAACAGGCCCCCAAATCTGGCCATA 

AACAAAATCTCTGCAGCACTGCGACATGTTCGTGATGGCCATGATGTCCA 

CACTGAAAGTTGTGGGTTTATTATAATGAGGGCAAGGAACACCTGACCCA 

CCCAGGGCAGAAAATAACTTAAGGCGTTCCTGAACCACAAACAATAGCAT 

GAGGCATCTGCGCCTTAAGGACATGCTCCTGCTACAGATAACTAGCCAGA 

GCCCATCCCTTTGTTTCAT 

>Sequence 2888 

AGGTACTAGCTGCATCCTTTTCTATGCTCTCCCTGCTGGTGATAATGGGA 

GATACAGACAGTAAAACGGACAGCTCATTCATAATCGACTCGGACCCTCG 

ACGCTGCATGAGGCAGCACTATGTGGATTCTATCAGTCACCCATTGTACC 

TGCCCG 

>Sequence 2889 

AGGTACGCGGGGGCCTTGGTATTGTAGAATGAACAAACATTGATAGCACA 

TGAGATACATCCCATGAGAATCCATACACACGGACTATGAAGAAAGTCCT 

TGGGATTCTGAGAGTCTATGTGAGACTGTTTCACAGAAGGATGTGTGTTT 

ACCCAAGGCTACACATCACAAAGAAATGGATGAAATAAATGGAAAATTAG 

AAGGGACTCCTGTTAAAGATGGTCTTGTGAAGGCTAACTGCGGAATGAAA 

GATTCTATTCCAACTAAAGCCTTATAATTGATGGACATGCAAACTATCAT 

AGCAGAGCCTGCCGAGAAGCCATCTGCCTTCGAGCCTGCCATTGTAACGC 

AAAAGTCTGTTACAAATAAA 

>Sequence 2890 

AGGTACTTTGCACCAACTGTATCTTCAGATACACAGCAAGTTTCCTCCAA 

GCCTTTATGCTACCAGGATTTCTAAAGCACACCAAGAGGAAATAGCAGGT 

GCTTTCCTAGTGACACTGGATCCACTTATCAGTCAGCTGCTCACATGTAA 

GCCTTTCATGCACGTGGTTTTGGACAGTAAATTAGACCTGCCATGTGAAC 

TGCAGTTTCCACAATGTCTTCTTCTGGTTGTTGTCATGGATAAACCTGCC 

ATTTTCAACCTAAGGGAAGTGCAAACCCTGGTGGGTGCACAGGACAGGCC 

AGGTTCTTCAAAAACCGACAAGCCAGGGATTATCTCTAACTCAAAGACCG 

CGTTTCTTACAATTTTTGAGACAAGTGTGTTTG 

>Sequence 289 1 

CCGGG CAGGTACGCGGGATTCCACCAAAGTGATTCTAAATCCCTACCACG 

11 1 1 lAA AGTITTCTTTTAAGCTTGTTAAGAAATAGTAAGAGAAGGGGCT 

TCCTTTTCGATCCGCCATCTGCGGTGGAGCCGCCACCAAAATGCAGATTT 

CCATAAAAACCCTTACGGGGAAGACCATCACCCTCAAGGTTGAACCCTTG 

GATATGATAGAAAATGTAAAGGCCAAGATCCAGGATAAGGAAGGAATTCC 

TCCTGATCAGCAAAGACTGATCTTTGCTGGCAAGCAACTGGAAGATGGAT 

GTACCT 
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>Sequence 2892 

CCGGGCAGGTACGCGGGGCACAATGAAATCAATACTCAGAGAAGGCAGAT 

AATTCtCCACGAAGCCAGAAAACTAATAAATGAACAACTTGGGTGAAATG 

TCCCACCAGACGGTGTGATATTTAGTTGCCCAAAAAGCTGCCAAGGGGTT 

GAATGACACTATCTGAAGATATGAACCAGTTTGCTCTCCATAGGGAGGAT 

TTCATTAACAGGAAACAGATGCCTGGAAGGCATTGGATTTGCTCAGTGTC 

TATGCCATATGATTCTTCTGTTTGCGTTTGATTCATAATGCTGAGCTGAC 

TCAAAGTCAAACTATTGCTGGGCCTCATCAAAGACCTTCTAGGGATGAAA 

ACTCCTGAA 

>Sequence 2893 

AGGTAGAAGACAAGCCGAGGTGCTGGTGACCCTGGGGGTCTGAGTGGATG 

ATTGGGGCTGCTGCGCTCAGAGGCCTGCCTCCCTGCCTTCCAATGCATAT 

AACCCCACACCCCAGCCAATGAAGACGAGAGGCAGCGTGAACAAAGTCAT 

TTAGAAAGCCCCCGAGGAAGTGTAAACAAAAGAGAAAGCATGAATGGAGT 

GCCTG AGAG ACAAGTGTGTCCTGTACTTTTTTC T T T r TTT' l TT1 T AGTAG 

ATTAATGAATGACTCACTTTACTTACTTGAAATATTAGGAACTGAGTTAA 

AGGCAACTCCTTACAGATGGAGTTCTTGTTGTTATAACTGGAGTGCAGTG 

GTTGTTTACAGGCGTGATCATAGT 

>Sequence 2894 

GGGGACACGTGAACGACTACCTGAGGACGATCTGGACCATTAGGAGTTCC 

ACCGCGGTGCGCGGCCGAGGTACGCGGGGGAGTCCTGAGCTGCGTCCCGG 

AGCCCACGGTGGTCATGGTTGCCAGAGCGCTCTGCATGCTGGGGCTGGTC 

CTGGCCTTGCTGTCCTCCAGCTCTGCTGAGGAGTACTGTGGCGCTCCGTG 

AAATTAGACGTTATCAGAAGTCCACTGAACTTCTGATTCGCAAACTTCCC 

TTCCAGCGTCTGGTGCGAGAAATTGCTCATGACTTTAAAACAGATCTGCG 

CTTCCAGAGCGCAGCTATCGGTGCTTTGCAGGAGGCAAGTGAGGCCTATC 

TGGTTGGCCTTTTTGAAGACACCAACGTGTGTGCTATCCATGCCAAACGT 

GTAACAATTATGCCAAAAGACATCCAGCTAGCACGCCGCATACGTGGAGA 

A CGTGC ITAAAAATCCACTATGAAGGGAAACATTTCATTCCCAAAAGGNG 

ATTTTTATCAAATAATATGTACCTGCCCGGGCCGGCGGGTTTG 

>Sequence 2895 

AGGTACGCGGGAAGAACTGAAATTTTTAATTAAAATTTATTTCCCCTATT 

AGGCTGGGCGCAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGCTG 

AGGCGGGCGGATCACCTGAGGTCAGGAGTTCGAGAACCAGCCTGGTCAAC 

ATNNGGTGAAACTCTGTCTCTGCTAAAAATACAAAAATTAGCCAGGCCTG 

GTGGCACACGCCTGTAATCCCGGCTACTCGGGAGGCTGAGGCAGGAGAAT 

CACTTGAACCCAGGAGGCAGAGGTTACAGTGAGCCGAGATTGCGCCACTG 

CACTCCAGCCTGNGTGACAGAGCAAGACTGTCTCAAAAAAAAAAAAAAAT 

TATTTCCCCTATTTACTATTTTAAATTCCCAATCTGTATGATTTAAAATT 

TCCATGCATTAAAAGAAACAGCAATGTTTTTAAGAACAAGGGAATGGCAA 

AAACTTACAGTGGTGTTGTGAAANNAAANTNTTTANNT^ 

TCCTGCCCG 

^Sequence 2896 

AGGTACCTGTTACGAACTGAATGTTTATGTCCCCCCAGTCAGCAATGTGA 

TGGTGTTTGGAGGTGGAGCCTTCAGAAGGTAATTAATGCCCTTGTAAGAA 

GAGGCCAGAGAGCTTGCGCACCTTCTTCCTGCATGTGAGGAGCCAAGAAG 

CCGGCTGTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACT 

GGCATCCTCATCTTGGCTTTCCAACTTCCAGAACTGTGAGAAGTATATGT 

TTGTGGTTTAGTCAATGGTCTATGGTAATTTTTTTATAGCAGTCCCAGCC 

AAGACAGTGCCTCATTTACTACATACCATTTATATTATTATATAGGCTCC 

TTTCAGAAACCCATGTTCAAATAAGAGATAAGATACTGAAACACATAACA 

CCTTCACTAGTTTTTAGTATACAAATATTGAGAAATAGTTTGTTATTAAC 

TATCTCATCCAAGAAATGCAGATTCATGTTGTTTCTAATTTTTTATATAT 

AATTGACAAAATGAAGAAACTTAACACCATTCTAGATTTTAGCTGCCCAA 

AAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence 2897 
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AGGTACTT 1 1 1 1 1 1 1 1 1 1 1 rTTTTTTTn " nGG A A AA A AATAAG AAT AGT 

TGGAGAATGTTAAAACATTATTGAAAAACATATCGACTAAAAAAGATAAA 

AACAATCCCAAATCACTTTAATACTTTAAATAAATTCACCAATAGAATTC 

TACTCAGTGTTAAAATACTGGAGAAGGCTGGGTGCAGTGGCTCATGACTG 

TAATCTCAATACTTTGGGAGCCTGAGACCGGAGGATTGCTTGAGCCCAGG 

AATTCAAGACCAGCCTCAGCAACATGGCAATACCCCATCTCTACAAAAAA 

AATTTTAAAAATTAGCTGGGTACAGCTGGGCACAGTGGCtCATGTCTGTA 

ATCCCAGCACTTTGGGTGGCTGAGGTGGGTGGACCACTTGAGGTCAGTTC 

AAGACCAGCCTGGCCAACATGGTGAAACCTCATCTCCACTAAAACAAAAC 

ACAAAAATTAGATGGGTGTGGTGATACACACCTGTAATCTCAACTACTTC 

GGAGGCTGAAGCAGGAGAATTGCTTGAAACCTGAAGGGAAAGCTTGCAGT 

GGGGCAAAATTGCACCACTGCACTTCAGCCTTAGGGGACAGAGGTAGGGA 

GAACTCCTCTCAAAAAAAAAAAAAAAAAAAAAATTAAGGTCCCTGCCCGG 

GCGGCCGGTCTAGAACTTATGGAACCCCCCGGCTTGAGGAATTCAATTTC 

AGCTTATTGGATCCCGCGACCTTAAGGGGGGCCCCGGACCCAACTTTGTG 

TCCCTTTGTGAGGGTTATTGGCCGCCTGGGGTAATAAGGGCAAAGCTGGG 

TCCTGGGGAAAATGTATCCGCTACAAATTTCCTCCC 

>Sequence 2898 

AGGTACATGCTACACCACTTCTCCAGACTTGACCTCTATCAAAGGGCATT 

TGGGTATGGCCCG AGATG GGAGTAACCTCTCTTTTCAGCTGTGTCAAATT 

CTTACACCATGTTCTTTTGTTTTTTCCTCATAATACAAGGCCAAGCACAT 

CTGCAAAAAAGACATTGCTGGAGGAGGTGCAAAGAGCTGGAAACCAAGTC 

TCCAGTCCTGGGAAAAGCAGTGGTATGGAAAAGCAATGGAAAGAGCATTT 

TGAAAATGCCATTCCACTGTTTTCTGGCCTTTATGATTTCTGCTGAGAAA 

TCCACTGTTAGTCTGATGGGGTCTCCTTCATAGCACCAATGACCTGAAGA 

GCCTTGTTGAAGGAAGACTCCATCTGATGACTCAGAGCAAGTATTTTTTA 

GTGTGTTATTGTTATTAGCAGAAAGAGGGCCATAAAATACATGGGGCAAG 

ATGAATATATCTTAGGCAAAAGAAGAAAATATTCAAATTCTTATGTTATT 

TTATCTAATTATTTTATCTCTTTTTGTGTGTGACTTATAATGTGTGTATT 

GTATTAATAAAAGTATATAAACATGTTATTCAAAANNNAANANAAANAAN 

N AAAA AGTACCCCTGCCGGCAANTTTTANTA 1 IT! 11111 1T1AAAAATT 

CTTTAT AACTC TTTTATTTATATACTTATATTTTATTAAATTTACTACTT 

TTTTA A IT I " ri'ATTATAATATA ATTT ATTTTATTTATTAA ATTTTATAA A 

TTAATATNAATGTTGTNGTATGATCC 

>Sequence 2899 

ccgggcaggtactaatttacattcccaccaacagcatataaacattaatt 

tttatcacattcttaactgtgtctattattttt^ 

aataatttttaaaaagtaaagaagaaaagaagaaaaaaaattgataggat 

cttgctttgtcccccaggcaggaatgcaatggcactatcatagcttactg 

cagccttgaacttctggacccaagtgatcctcctgcctcagtcctctttg 

tag ctggaac cagaagtgtgtaccactatgcctggctaatatttttattt 

ttttatttttgtagagacagggtcttgttatgttgcccaggctgttctca 

aactcctatcctcaagccatcctcccatctcagcx:actcaacttgctgga 

attaccagcggaagccactgtgcccagcccagactcccttttacctagta 

TATCATGTCTAATTTCTAACAAAAAATTAAAAAAACATTGTAAGAGGAAA 

AAAAGAAACCCTAAAACAAACAAGCAAACAAAAAACCCAAAACAACAAAA 

AGTTTCAAGAAACAGAGCTAGCTGACAGAACTATATTCAGAATTGGCAGG 

TATATTAGAATTATCGGATTGGTAATTTTAAACAACTATGACTAATATGG 

TAAGAGTGATAATGGAAAAAAATAGACAAATTGCAAGAACAGATCAGTTA 

TATAAGCAGAGAAATGGAAAGGCTAGAAGGATCAAATTAAAATTCTGAGG 

TCAAGAAACTAACAAAATGAAACATGGTGTG 

>Sequence 2900 

CCGGGCAGGTACGTCCATCTTCCAGCTGCTTGCCAGCAAAGATCAGTCTC 
TGCTGATCAGGAGGAATTCCTTCCTTATCCTGGATCTTGGCCTTTACATT 
TTCTATCGTATCCGAGGGTTCAACCTCGAGGGTGATGGTCTTCCCCGTAA 
GGGTTTTCACGAAAATCTGCATTTTGGTGGCGGCTCCACCGCAGATGGCG 
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GATCGAAAAGCCCCGCGTACTCGCCAGTCCAGCCGCTCCTGCACACACAT 
TCACCACAGTCACAGTCGCCGTTACCTCCGCAGAGCAGCCCTTTGTGTCT 
CACGCAGGAGAAATTGTCACACTGGCAATCCCGCGTACCT 
>Sequence2901 

AGGTACGCGGGGAGTCCTGAAAGGGTGGGCAAATGTGCAGCTCTCCCTCA 

GGGTCGTGGGATCTGGGTCCAACAGTCTGGCCTTTCAGCCTTCAGGCTGT 

TTTAGGCTTGAAGTTTCGTGTGGCTGATCAAAGAAAGAAGGCATACGCAG 

ATTTCTACAGAAACTACGATGTCATGAAAGATnTGAGGAGATGAGGAAG 

GCTGGTATCTTTCAGAGTGTAAAGTAATCTTGGAATATAAAGAATTTCTT 

CAGGTTGAATTACCTAGAAGTTTGTCACTGACTTGTGTTCCTGAACTATG 

ACACATGAATATGTGGGCTAAGAAATAGTTCCTCTTGATAAATAAACAAT 

TGACAGCTATTATACTTCAATTAAAAAAAGTACCTGCCCG 

>Sequence 2902 

CCGCCCGGGCAGGTACGCGGGGAGATTTTTGATATCTCAATCTGCAGCCA 

TTCTTC AGGT CGTAGCATTTGGAGCAAAAAAAAAAAAAAAAAAAAAAGGA 

GTTTGCTTTTGTCGGGAGATTGAAAGATGTTTTTGTTTCTTTTCTTTGTA 

AAGGCCCTTGGATATTGANAAAATACCAAGGCAGAACAGTTGGACAATCT 

ATTTCTTGAGCCAAATTTAATTATTCTTATTTTTGTAATCAGTCATTGGC 

TTCTTATCTXjGATGAAGGCTTTTGGAGGAGAACCAAAACGACAAGTTCCA 

AGAAGAAGATGAAGCTCCGCCTCCGCCGCTTAGTCCCAACCCTGCCCAGG 

AAGAAGGGCCCGTGGGGCTTTGCCTGTGCCCGTCCACCAAAGGCTGTCAT 

GTGTCTCGAAATCAGCAGCCCTCCCCATCCCAATCCCAGGCAGCTTGTGT 

GTACCT 

>Sequence 2903 

CCGGGCAGGTACTGTAACTCTCAGTCTGAGACCGAAAGCCTCAAGACCTG 
NGGGGCCTCTGGTGTGTAAGTCCTGGAATCCAAAGGCTAGTGAGCCTGGA 
GTTCTGATGTCCATGGTGGCAGAAGTCTGTCCAGCTCTCAGAGAAAGACC 
AGCTTGCCTTCTGTATCTGTTCTCTCTGGGCCCCTGGCTGATTGGATGGT 
GCCCATCAACAATGAGGGCAGATCTTCCCCACCTCATCCACTCACGCTGA 
CACATTAATCTTCTCTAGAAACACTCTGAGACGTGCCCCAAATAATGCTC 
TATTAGGTTTCTAGGTATTCCTTAATCCAGTCATCTTGACACCTAAAATT 
AAGTCTACAGGTCTACCCCTTGCAACTTGGCACCCATATGCATGTTTTTA 
AACCCGTATTTAAATTTCCAAATAAGGACAATACCCAGGTGATATTATAA 
TTTCTCCTGACATGATATAACCTATCCGCATCCAGCCAAAAATGCCCTAA 
TTCCTTC CCTAAAATTT GGGC TTTAGGAGTTCAACATTTGGGGATTTAAA 
U 1 1 1 l AGAATTTATGATTTTTGGGGGCCTTTAGATGTTTGGGATTTTAA 
C CCTT AGGGGATTTTGGTCTTTAGGAATTTTCAAAATTTGGGAATATGAC 
CTTTTGAGAATATGTCTTTTGGGATTATAATTTGCACCTGGTTTTGCCAA 
CTGCCTGGGCTCTGTTGGCTATTTAACTTTTTAACCACTTCCTTGAAATT 
T AA TTTTI CGTTTATAAC ATCTGGTCCCTA ATGGCCGTCCTTTATTTT 
>Sequence 2904 

TGCCGCrTTCTGTTCAAACCTGCAGTTACAGAAACTCTCCCCCCTTTTCC 
TTAG 

>Sequence 2905 

AGGTACCTATTTGGGAGAGCCAAGTGGAACTCTTGAAGCAAAATAAGTGT 

TTCCCAGCCTTCACATCCTAACACTGTCAATGAACTCTCTTAAGTTGAGT 

GAAGTGGAAGCGTGCTGAGTTACTGAAGTGCCAGGTCTTTAATCCAATCA 

GCTCACAACCTCTTTCCTGACTTTTGCAATATAGATTGTCAATAAAGGTT 

AGCTGTCCCTTGAATGCTCATGGCAAAG AAGGTAC' l "f T 1 1111111 ITTT 

TTTTTTTGGAAATGCITATGTCTCCATTTATTTTATTTTATTT^ 

AAAAAGCAGGCATAAAATACAATTACATTACTACGAAGATGCAACAAAAT 

TTTAAAAAAGAAAAAGGGGTGCAATTTTTTTCAGAGAGGACAGCTGATCA 

AATATTTATAATTTTCTAAACCATGCAGTTCATTACTTATTACAATTCCA 

AACAAAACTCATTATTATGGGGATGGGAGTCAGGGAGAGGCCCCCCTCCA 

AGCATGAATTCCAGCGCTGGCACACAGGGCTTATTGTTAAAAGTGCTTAC 

AAATGGTTGTCTTCACAGCATATGGGAAGCTGAAGCCTTTTTTCCAGGGA 
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AGCGAGAGGTGAGTCAGTTCTCAGTGTCAATGCAAACTTAAAAGCTTCGG 

AGTGACTTGGTTAAAATAGAATTTTAAACCCATTTTAAAGCTTGTTTCCC 

CGGGTCACTGCCCGGCCGGCCGGGTTTATAAACAATGGATCCCCGCG.CTT 

GGTGGAATTCAATTTAAAGCTATTCATTACCGCGACCTCCAGGTGGGGCX: 

CGTGCCCCATTTTTTGTCCTTTTT 

>Sequence 2906 

GACTACTATAGCGATTGAGCTCCACCGCGTGGGCCGCCGCCAGGCAGGTA 

Cm mTTT nGTTTCACTC AATNGGGC A ATCCACATGAG AGTCCGTAC 

TCTGATGGTATGTCTGAGAATACTGGTTGTCGGACTGGCCAATAGTGCCT 

TCGGGACTGGGTGCACCCCAGGTCTGCGGCAATTGTCACAGCGCCAGCCC 

CGCTGGCCTGCAAAGCATGTGCAGGAGCAAATGGCACCGAGATATTCCTT 

CTGCCACTGTTCTCCTACGTGGTATGTCTTCCCATCATCGCCCGCGTACC 

T 

>Sequence 2907 

AGGTACCCAAAGCCATATTTGTTAGAGTAATCAACCCATTTGGTGACCCA 
CTGAAATGATGTGCTCAGCTGCTCTTTGGGAATGCAATCAGCTTCCGGCA 
TGTTTTCCAGACATCCCCGAAGAACCCTTGCCACTGTGTC 
>Sequence 2908 

CCGGGCAGGTACCAATTAATGACAAGAGGTTAGATAGAAGTATGCTAGAT 

GGCAAAGAGAAATATGTTTTGTGTCTTCAATTTTGCTAAAAATAACCCAG 

AACATGGATAATTCATTTATTAATTGATTTTGGTAAGCCAAGTCCTATTT 

GGAGAAAAT TAATAG TTTTTCTAAAAA AGAATT TTCTCAATATCACCTGG 

CTTG ATAACA 1 1 1 1 1 CTCCTTCG AGTTCC i "ITI TCTGG AGTTTAAC AAAC 

TTGTTCTTTACAAATAGATTATATTGACTAC CTCTC ACTGATGTTATGAT 

ATTAGTTTCTATTGCTTACTTTGTATTTCTAATTTTAGGATTCACAATTT 

AGCTGGAGAACTATTTTTTAACCTGTTGCACCTAAACATGATTGAGCTAG 

AAGACAGTTTTACCATATGCATGCATTrrCTCTGAGTTATATTTTAAAAT 

CTATACATTTCTCCTAAATATGGAGGAAATCACTGGCATCAAATGCCAGT 

CTCAAACGGAAGACCTAAAGCCCATTTCTGCCCTGGAGCTACTTGGCTTT 

GCG ACCCTAGGTG AGGCATAAGTGCTTTTG AGTTGGGTTGGCT 1" 1 T IT FG 

TAAAATGGAGGTTTGACTTAATCAGTGATTTTCATAGCnTAAAATTTTTT 

GAAGAACAAACTTTTITTTAAAAACCGTAGATGCAACCATTTTTTTTTAA 

CCGAACCGTTCCAGTTGAGCnTACTTGGTTAAGAAGGATGGAGGCTTTGA 

ACTGTGCATCATTATCCTTAA 

>Sequence 2909 

CCGGGCACXSTACTNNNl'l'IUlMMM'rriM^lU'IlTA'ri'l'l'l'ACAGTCTCAT 

AGGTAGAAGGAACTTGCCTTGAGTCTCAGATGAGACTTGGGACTTAGGAC 

TTTTCAGGGGAGGCTGGAATGAATTAAGACTTTGGGGACTATTGGAAAGA 

GATGATTATATTTTGTAATGTGAGAAGAGCATGCAATGTTGGGGGCTGGA 

GGGGAATGATGTAATTTAGATATTTGACCCTTCCAAATCTCATGTTGAAA 

TGTGACCCCCATTGTTGAAGGTGGAAGCTGATGGGAGGTGTTTGAGTCAT 

GCAAGAAGATACTTCATGAATGGATTCATGCTGTTTTGGTGGTAGTGAGT 

GAGTTCTTGCTCTGAATTCAAGCAAAATCTGGTTGTTTAAAGAGTGTGGA 

ATGCCCCTCTGTCTCTAGCTCCTTTCTCACCGCGATATATGCTGGCTCCC 

CTTAAACCTCCAACATGATTTTAAGCTTCCTGATGTCCTCATCAGAAGCA 

GATGTC AGCA TTATGCTTCATATATAGCCTGCAGAACC ATGA GCCAAATA 

AACCTC r 1 1 iCTTTATAAATTACCAAGCCTTAGGTATTATTTT ATAGC AA 

TGCAAATGTACCTCGGCCGCTCTAAAACTAGTGGAACCCCCGGGCTGGAG 

GAATTCGAATATAAGCTTATTGATACCGGCCACCTCCAGGGGGGCCCGGG 

AACCAACTTTTTGTTCCTTTAATGAGGGTAAATGCGGCTTGGCCAAAAAT 

GGCCAAAGCTGTTCCTGGGGGAAATGGTATCCTCACAAATCCCACAAATA 

CGGGCCGGGGCAAA 

>Sequence 2910 

CCGGGCAGGTACGCGGGAATCATTTTGCTTCCAACCCCATTTAGCCTGCC 

ATTGAAATGCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGAAGAATGA 

ACAAACATTGAGAGCAGATGAGATACTCCCATCAGAATCCAAACAAAAGG 
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ACTATGAAGAAAGTTCTTGGGATTCTGAGAGCCTCTGTGAGACTGTTTCA 

CAGAAGGATGTGTGTTTACCCAAGGCTACACATCAAAAAGAAATAGATAA 

AATAAATGGAAAATTAGAAGAGTCTCCTGATAATGATGGTTTTCTGAAGG 

CTCCCTGCAGAATGAAAGTTTCTATTCCAACTAAAGCCTTAGAATTGATG 

GACATGCAAACTTTCAAAGCAGAGCCTCCCGAGAAGCCATCTGCCTTCGA 

GCCTGCCATTGAAATGCAAAAGTCTGTTCCAAATAAAGCCTTGGAATTGA 

AGAATGAACAAACATTGAGAGCAGATCAGATGTTCCCTTCAGAATCAAAA 

CAAAAGAACGTTGAAGAAAATTCTTGGGATTCTGAGAGTCTCCGTGAGAC 

TGTTTCACAGAAAGATGTGTGGGTACCT 

>Sequence 291 1 

AGGTACGCGGGGAGAGGCCACTTCCTTCCX^CAATCCrTCCGTTTCAGCTG 

GGAGAATGGGACAAGATTCAGGTGCCCCCAATGGGGAGAGGGCGTGGATG 

CGGCTGGCTTCCTGCTATAAAAACACAGAGCNNAGCCTACCCTCNNTACC 

TGGTTGANNTCTGGTAGTGGTCTTCATGCTTATGGACGTGCCAGGCCCAG 

AGAGGAAGGGCTCANTTGGAGTCCTCTCAGGGCATGGTTACAATGCCAGG 

GCTGGAGCCCACCTACCAGGNTACGATTTCTTCTTCATTCTTCGCCACTT 

GGTGAGCTTCAAGGGAACCCTCTCATAGATGTTTCTTCAGTTGGTAAAAT 

CCCTGCTCTTTCTCAGGCACTTGTCANCTTGCGAAATGAAAGGGNGAAAT 

AACCANGTGGTAGTTCTCTCAAGCTAGTCCTTGGCAACCCAAGAAAATGG 

CAATGCATTCTTGTGGGTGGGATACCTTCTTGGTTCTCGACCATGCTCGA 

ACTTGCAACTTAACAATCCTGGGACTCCAAGAGAAAGCCTCAACCCTTGA 

GGGNGGCTACTCTATGAATAGACTTGTACNCTTTGCTCGGGGCCCGGCCC 

GCTTCTTAGAAACTAAGTTGGAATCACCCCCCGGGCCTGGCANGGGGAAA 

TTCGAATATTCAAAGCCTTAATCGGATACCCGGGCTGACCTTCGAGGGGG 

NGGGGCCCCCGGTACCCCAAGCTTATTGGTATCCCATATTAGTGAGAGGG 

TTAAATATGCGCCGCCTTGGGCCCTACATCAATGGGCCATAGCCCTGGTT 

ACCTCTGTGGGGAAACAGGTTAATCCCATTAACAAATTGTATCACAGACA 

TTACCAGGC 

>Sequence29l2 

AGGTACCTGTATCCCCAATAATACAGCCCCTGATGTAACTATCACTAAGG 

GTCTATAAGGCCTCACCACTCTAGGAAATGAACTAGCTGAAAATTCGGGA 

ATGAATGATCCCTTTACAGGTGTAATGGAAAAAATGGTTTGGTAGATGGA 

AAGGACTAATGGCCTCTATTCTCACCTCCCTTGTGATCATAATAGGGGTG 

CTCATTCTCTTAGGGTGCTGTATTATACCCTGTGTCTGCGGACTAGTTCA 

AAAGCTCATAGAAACAGCCCTTACCAAGACCTCCCACAACTCTCCCCCAC 

CCTATTCAGATAAACGTTTATTTCTAAGCAACCAAGAAGAGCAGTGAAGC 

CAGATCCTGTTAGAAATATATGAAGAGGAAGGACTACAAAATCAAAAGGG 

G AAAA TTATTAGACAAAATGAGTTGCTCTACAAAGGTCCAACTTCGTTQT 

C CTTT GTTCTGTAACCTTTGTTCTGTAAACTGCCCTTCCCGCAAAAACTG 

TCTTTCCCGCCGACCAAAACTGCTCTTCACTATCACTGTAATCCATACCC 

CTACTCTATTTGAAACTGCCAATCGGGATCAGCTTACATTGTGTGGTTCA 

ACCACCAGCCCATGAGGGAAAAAACACAGAAGCAAAAGCTATTATGCCTT 

AGGGGTAAAAACCCCTTTCCTTTCCTGTCCCATGGGCTCTTGAGACTGTA 

CAGGCGCCAGCCGCCCCCTTTTGCAGAAGTAAACCTTGCTTGCTTAAACA 

AAAAAAAAAAAAAAAAGTCCTTGTCCGGGCGGCCGTTTAAACTAGTGGAT 

CCTCCGCTTGAGAAATTT 

>Sequence2913 

CCGGGCAGGTACAGAAGGTAGATTTAGAGGTGAGGGGCAATAAGTAAATG 

ACTCGCACAGATGGTGTTCATGCTCAATGTTTCTCTTCTGAACAATTTTC 

AGATTTGGTGTTAAAGCACCTTCTGCCAGGCGTGGTGGTTTATGCCTGTA 

ATCCCATCACTTCGAGAGGCGGAGTCGGGTGGGGATTGCTTGAGGCCAGG 

AGTTCAAGACTACCCTAGGCAACATAGTGAGATGCTCGTCTCTATTAAAA 

AAAAAAAGAAAAAAAAAGGGGACCCAAGGCCATATATCTGTTTCATTCCT 

AGAAACTCTCCACAGTGTCAGATGAAGACTGCAAATCCAGTGGTCCTACA 

TTCACAGATAATTCCTAGCCTTTGGTTAGTGAGGAGAATGGGATGGGAGG 

ACACAAAATGAGGACTTTTTTGTGGTATGCTCAATTCGTATCTGGCAGTA 
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CCT 

>Sequence 2914 

CCGGGC AGGTACTTTC J 1 1 i'n'IC l 1 GCTTCT T 1 1 1 1 1 1 GGGGGTG ATAC 

ATAAAGTTTTGCATTTTCCAATAAATGATGACTGTGATTCAGCGAAATAT 

GGCATATGTGTAATTAAAAACCACTTTTTATAAAAACTATCnTGCTGCA 

TGCTGCTCTATGACATTTTCTGCGCGTrATTTTATTACTTTTCCTTTTAA 

TGCTGGTCACTGCTACCCATTTAGTCAACTTGGACCACCCTCTAGAGGGG 

CTTCAACTGTTATTTTCAATACATTGTCACAGGGACAGAGGAGGGTGTTA 

GGGAACTCTGTGACTAAAGAGTTTTCCATAAATGGGTGGACCTCAGTTTA 

CAAGCCTTAAGTTATTGGGCCAGGAGGGGGAACAGATCATGATTAGGAGA 

GTGGAAAAGAAAGATGACAAATCACTTTAAGTCAGACAAACCTCTTTCTG 

TACTAGCTCCCTTACTTACTAATCATAGAACTGGGGATATATTGTTAAAA 

ATTATTAGTGCCTTTAGTTTTCTCACTTGGAAAACACCTTACAGAGCTCC 

TTGTATTAAAGCTGTGGCAACATGACAATTAAGAGTGTAAAGCACTGACC 

TGGGGCCTGCATGTATTAAGCACTCAATAAATCGGGGCAATCATGACATT 

GGGAA GAAGA CACTCAATAACCGGCAGGGGGTATTATTAAAGAGACAAAA 

ACCAGCTTTTACCTTGGGCCGTCTAAAACTAAGGATTCCCCCGGCTGGAG 

GAATTCCATTTCAACCTTATGGTACCGCGACCCTAAAGGGGGGCCGGGAC 

CCAC 

>Sequence29I5 

AGGTACACTTCTCTTTCCCTGAATATGACTTGCCTCTGGTGAACAGAATT 

TTGCAGATGTAGTTAAGCTCTAAAATCAGTTAGTGTTTGGCTCATCAGTA 

GGGAAATTATCCTGAGTGAGCCTGATATACACTGATATGACAGGCTATTC 

TTGCTGACTTGATGAAGCAAGCAGCCATGTTGAGGAAATCCACATGGCTA 

AGAACTGTGACCAGCCTCTAGGAACTGTAGGCAACATTTAGGGCCTGAGA 

TTACCCAGCTAAAAGTCAGGAGATAGCTTGGGATTTCAGTCATACTGTCA 

TAAAAACATACATTTTGCCAGCAAACTTCATGACCTTGGAAGCAGACTCT 

TTCCCAGTCAAGATTCCAAATGAAAATTCAGCCCAGCTGACA 

>Sequence2916 

CCGGGCAGGTACT'lU"irrrilUHU"llTATTACAACTrrin"inTrCCTATT 

TTTGATACCATCATTCCATCTTGTTCTTCTTCCACTTGACCTGCGATTCA 

CCAACATTGGTCCAGACACCATGCGTGTCACCTGGGCTCCACCCCCATTC 

ATTGATGTAACCAACTTCCTGGTGCGTTACTGACCTGTGAAAAATGAGGA 

AGATGTTGCATAGTTGTCAATTTCTTCTTCATACAATGCAGTGGTCTTAA 

CAAATCTCCTGCCTGGTACCT 

>Sequence 2917 

CCGGGCAGGTACTTGGTTAATCTAGCATITGTTAGCCAATGATGTCCTTT 

GGTATTCATCAAATTTACCACAGCATGGGGGGGCCTTrATATTCAGGTTT 

TGCCCAAGAGTTAGCTTATCTGCTTGTTGTGCTAGCAGGGCTGTTGCTGC 

CAAGGCCCTCAAACATGAGCKjCCAACACTTAGAAACCCTGTCTAATTGTT 

TAGAGAGATAGGC CACCAG CTTTGGCCAGTGTCCCACAGTCTGGGTTAAA 

ACTATTAACTATCATTTTTTTTTCTGACACATATTGTGTAAAAAAAAAAA 

AAATTATAAAAAAAGTACCT 

>Sequence 2918 

CCGGGCAGGTACGCGGGACATCATGTCTCTCTGAAGAACAGTTAAAGTGT 

CTTCTGGATGAATGCATACTTAAACAAAAATCCATCATTAAACTTTCTTC 

AGAAAGAAAAAAGGAAGACATTGAGGACGTAACACCTGGTTCCCCCAGCT 

TTCCAGGTCCATCATCTCTAAATTGCTAAATGAATCAGAAACAAAGGTCC 

AGAAAACTGAGGTAGAAGATGCAGATATGCTTGAGAGTGAAGAATGTGAA 

GCTTCTAAAGGCTACTATCTCACTAAAGCCTTGACTGGACATAACATGTC 

AGAAGCTCTTGTCACTGAAGCAGAGAATATGAAATGCCTTCAATTTTCCA 

AGGACGTTATTATTAGTGACACAAAAGACTATTTTATGTCGAAGACTCTT 

GGCATTGGGAGACTGAAAAGGCCCTCCTTCTTAGATGATCCACTGTATGG 

TATCAGTGTGAGCCTTTCATCAGAAGACCAACATCTGAAACTCAGTTCTT 

CAGAGAATACAATAGCAGATGAGCAGGAGACTAAAGATGCAGCAGAAGAA 

TGTAAAGACCCTAATCAAGGACTTGCTGGGTGTGCTTTTCAGAAAGTGGT 
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AATGAAGTTAAAATAAAATTCTTATTGAAAtATTGGAATCAAATGATGCA 

CTGGAGAGACTATTCITrATGATTTTGACATTTGGAGTCCTCrrrGGGGG 

ATATTATTCCCTTGAAATTTTGGGACTTGGGGTGTAATGGTTAAAGGGTT 

TTGCTCAATAAAATTCTTGGACCAATGGTAATAATAAATGGTAATCTAAA 

GTTTAGGATTCATATAAAAACCACTTTTTAAGGTTCCGGGTAGGGAT 

>Sequcnce 2919 

TTAACTGCACTCACTATACTGCGAGTCGAATCGCAGCTCCACCGCGGrGG 

CCGGCCGCCCGGGCAGGTACGCGGGAAGAAATGGAAATTCTCTTGAAGCT 

GGATTTCCCACTTGCTGCGGGTGTGTGCTTTGCTTAACATGTTAAAACCT 

GCAGGCGTGGTGGCTCATGCCTGTAATCCCAACACTTCGGAGGCTGAGGC 

AGGAGGATTGCTTGAGCCCAGGAGTTCAAGACCACTCTGCACAACAAAAA 

AACCCATCTCTACCAAANAAAAAAAAAAGAAAAAAATAGACGTCCGCGGG 

GCTGACTGTTAAGGAAAGAGCACCCACATCTGCTCCTACTTAGCTTTTTT 

TCTGTGG TTCTTACACA GTATTCCTTTTTTTCTTTTCTTGAAAGAGACTC 

CTCCTTTCTTTTCTTTTCTTGAAAGAGTTTTAAACAGATAAGATGGCAAA 

AGTGACTGATCTCTACTCCCCCAGTTTGAATGGTAAATTTGAATGGTAAA 

TTCCCATGAAC ATATA TGGAAATGTCTTTATCCTACTTTCTCCAATAAAG 

GCTGTTCTTAGCTr H CAAATGC AG A ANAAAA A A AAAAA AANNNNNAN AN 

NNNCGGCACCCCNNTT' 1' ITU' ITI'ATTAATTAA AA AATAAATTTTTTATT 

hfNNWfATTTTA AAAA AAAATTITITTG 

AACCTTACAAATTTTAAAATCCCCAAATTTCl"rri"l"riAAAAAATGGGAA 
GAA AGGGG CCCCTAATCTTCAAAATTTGGGCGGAAAAAAAATAACCTTTG 
CCCGTTTTAAAATTGGGTTCCCCGGGGTGAAGAATTTCATTTACACTTAT 
TATACCCCCACCCCGAGGGGGGGCCCGAACCCCACTTTTGTTCCTT 
>Sequence 2920 

tgggcgatctgggggccaggttcgggatgagtatcggcaggactacgatg 
ctgggagaggaggctatggaaaactggcacagaaccagtgagtggtgaga 
gctctgtcagtgacaaacactcctttggcctgtgaatttgctgaagaaca 
tcacctaaagtctck:acacgagcccatttttaccaagatttgatcagtgt 

CTTTACTGAGCTGGAAGCCTCTGAAAGTTATTAAAGGACAGAATCCAAAA 

GAATGCCTTTAATTCTTGTCTGAGAATCTTGGCCATGTGTCAGATTATCA 

GAACAATTTTGTTACCAGGTCAGAAATTGTGTTCTTTGACAACAGATTGG 

ATCTGTAATGTTGATTAGTCrTTAGCCATAACCACTACACTTTTAGAAAG 

ACAGAAAAATGTAAGAATTTGTTTTTACCATAATGAGTCTTAAGTAGGTT 

CATGATCTACATTGCGGCCTGGGATTATTTTTTTAATTTTAAGTTTGCAT 

GAGATAGCCTAATAAATGGAGGTGGGGCCAGGCATGGTGGCACACACGTG 

TAATCCCAACACTCTGGGAGGCTGACGAAGAAGGATAGCTTGAGGCCCAG 

AGTTTGAGACTAGACTGGGCAACATAGCAAGACCTCGTCTCACAAAGCAN 

AACAAAAACAACAAATGGAGTTGTGCTATGTTGATCGCTTTGCACAAAAT 

AGGAACAAGTGGTGGACAATTGATTTGTTTCTTTGAATTCTAACCTTAAA 

AGCATGCTTAGAGGTCAAGGACCTTCTGGGTAATTGTGCAAAAGCAATCT 

CCACAGAACAGACTGTTTCATGCTTCATACATANGA 

>Sequence 2921 

CCGGGCAGGTACCCTTTCTGATTGTAGAGAACCTTGTTTGTGCAGGAAGC 

CTAGCTCCAAGCACGCAGTCTGTAGACATTTTTGCCTTTGCCCTTGAAAT 

GCTTGCAAAATACTTTGTTAACAAAAGCTGCAAGAGAGAACATGCCGTGT 

GCCTTTAGTTAGCACAGCGGGCAGCCTCAGTGAAACTCTTAGGTTAAGCA 

GTTAAGTCCTGGAA CCCA GAGCTGCTGTGTATTTCGAGCGGGCAGTTTAT 

CTTTTGCTATACTTATTTTCAATTCAATTACACCACGATTCAAATAATTC 

CCCTCCTAAAACCAAAAAGGAGGGAAACGTCAACTCCATTGCAATTACTT 

ATCTTCCTCTTCTATCTCTGTTATACGCCGGGGCATAGAATGCTCGTATA 

CATCTCTTTAACAACCACAAACCTTAAACCATGTAGATGAAGTTAGTGCA 

TCAACGGGATACAGTTCCATATTGCCTTANACCTCCTTGTTNTAGACACA 

CTAACATTTATACCAAATTGCAGATTATtCTGCAGAGAGGGAATTGCATG 

TTTGTGTTGTATATTTAGTATGAACTTTTTTCAGAATATAATATTTCTTA 

GTTATCAAAAGTAAGTGGAAAACATTTGCAAGACTATGAACATAGAATTG 
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CTGGTTTrATATTTAAACTGCAGATTGTGATTTCACTGCCTTATATTAAT 

TATTCTGGAAACAAAAGAGCATTTTTCAATTAAACTACTGAAAATTCCCA 

NTTNAATATTTAAAAATAAAAGGTCCTTGGCCGGTTTGAACTAGGGATCC 

CCGGGCTGAGGAATTAATTTAAGCTTTATGATC 

>Sequence 2922 

AATTCCANTTGCACACTTCGGGCGAATNGGAGTGCCAACGCGGTCGCGGC 

CGCCCGGGCAGGTACAGTTTCACAATCATAGCTTAGTGTAGCCTCATTCT 

TTTGGGCACAAGCGCTCCTCAGCCTCCCTCCTCATCCTCCCAGTTGCTGG 

AACITACAGGTGCACCACCATAACCAGCTAGTTTATTTTTTGTAGAGACA 

GAAGTCTCACTTTTTTTCCTAGACTGGTCTGAAATAGACCATTCTATTTG 

CTAGAATGGTCTCAAACCATCCTTCTGCCTCAGCCTCCCAAATTGCTGGA 

ATTTCAGGCATAATTCATCATGCCTAGCCATTTCTTTTTTCTGCTGCATT 

GCAGAGTTAGAACCAATNTCATTTGTCCTGCACTGAGAATGTGCATTCCC 

AGCAGATCATGGTTGAGCTCAGCACACCTGCAACTCAGCCAGCCTCTTTG 

AAGGGTGCACAGTTACTAACTGTCAGCGTTGCACAGCCACCTTTAGCAGG 

TATGTTCAGAACTTACATTCCCACCCTTTCTAAAACAGCTCACAGTAACA 

AGAGAACGGTATTTAACTTTTGACATGCACACTTATGAAAACCAATGATT 

TTGGAAAGCCAAATGTTGAGAAAATAGGTGGGGATTCTGACTACTAGTAT 

TTTTACAAATCTGATTGTCGGTGCAGGGTTTGGTTTATTTTGTGCGTTAA 

TGCTGAGAAGGGAGAATAGATTGGAATATTTGCCTCTTGCGTATCTTTTG 

GTTTGGAACCATGCAAGTGTCCCCAATTTCCTTTAATAAAAATTAAGGTG 

GGGCCCTGGGGTTTTGGTGTAAATAAAATGATACTTTGCATAAAGTTATG 

GGAATCT 

>Sequence 2923 

TGTGTCCANNTTGCACACTACANGGCGAATNGGATTGCCACGCGGTGCCG 

GCCGCCCGGGCAGGTACGCGTGCAAAGTTAATGGGGTGGTTTTATCTCAC 

AGGTTTATAACTCGTTCACCTCCAAGCATTTCATGATTTAGCTGCTTCTT 

ATTAATCATACAAACTCTCACCATGATGTGAAGAGTCACAAATCTTTCAA 

AATAAAAAGTAATGACTTAGAAAAAAAAAAAAAAAAAAAAGGTCCCT 

>Sequence 2924 

ATAACCGCAGGGAAAAGAACATTGTGTATCAAAAAGGCCCAGCAAAAAAG 

GGCCAGGAAACTCCGTAAAAAAGGGCCCGACGTTGCCTTGGGCGTTTTTT 

TTCCATAAGGGCCTCCCGCCCCCCCCTGGACGAAGGCAATTAACAAAAAA 

AATCCGAACTCTTAAAAGTCAATAGGGTTGGCCAT 

>Sequence 2925 

AG GTACT TTT 1 r 1 1 1 TTTTl 11 U 1 i 1 I ' lTl ' l GGGGGCTTAAAACAACAT 

CCATTTTATTTAATATCTCATGATTTTGTGGTCAGGAATGTGGACAGAGC 

TCAGCTGGGAGATTGTTCCACTCCATGTACATCAGAAGACAGGTCTCTTG 

GTGATATTCAGCTGGAGAATAAGTTAATATGCAGAGTTCAAGATGGTTTC 

ACTCACATTGACACCTTGGCAGGGATGGCTGGAGGGCTGGGCTCAGCCAG 

ATCAGTTAACTGGCGTGCCTGCATATGCACTCTCCACCATGGTGGTCTCT 

AGAATTGACTCAAATCTAGAATTGGCGATGCATCCCGTCAGTCAGCAGCT 

GTTTACGGAACACCAGCTGCAGGCCAAGCACCGTGCTGCAAGGCGTAGAT 

ATGTTGCTGAACACGACTCCCTTCCAGATGTTCAGGATTTAACAGGCAAG 

TTAACAGAGGGTCCAGAGAAGGCACTCAGCACTGGCTTATGACATCAGGG 

AGGATTGCTTAGAGGAAATGATGCCTAACCCCACCTGGATCGTTATGGAA 

TGGATAAAGGGGTAAACCAGAACTGTTTTTCTAACGGTCCTGAAATTTGA 

CAGGGTTGCCACGTAGGAGTTTTGATCTTTTTCTTGAAACGATGGTGAAC 

CTTTAAGATTTTTTAACCAAAAGGTGACAGGATCCTAACTGCATTTTATA 

GCCAAACTGGGCTGTGGGGTAAAGGAACCCCCTTTACCTCGCCAGGGGGC 

CGTTTTAACTTGTGTGATCCCCGGCTGCAGAAATTATTATAAGCTTAAGA 

TCCGGCCC 

>Sequence 2926 

CCGGGCAGGTACCCGGGCGTGTGAGGTGTCAGTCTGCCCCTACTTGGGGG 
TGCCTCCCAGTTAGGCTACTCGAGGGTCTGGGACCCACTTGAGGAGGCAG 
TCTGTCCGTTCTCAGATCTCCAGCTGCGTGCTGGGTGCTGGGAGAACCAC 
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TACTCTCTTCCCCGCGTACCT 
>Sequence 2927 

AGGTACGCAACATGACATTGGCTGGTGTAAAGATCnTACAATTATnTTA 

AAG.TTTCATTGTATTCATTTGATTATATAGTTTCTTGCCATCACAACAAA 

CACTCCTATTCATGTCTAATTCGATACCTGGTGAGTCCACATAAGCATTT 

GGGTCCC CACTGA TGAGAGCACCATGGCCAGGTCACCCACTTGATCAGGT 

TCTCTTGCTTTTTGTTGTGCATCTCATCTTATTGTAGGCATTCAAACTGT 

GGGCTCAGGCGAGCCTTTCCAGTGTGATCATATTAATTTTATATTTTATG 

TGTTAACATGCGCCTCCAATAACTTGCTTTCCTTGCTCACCATGGTGATG 
CATTT 

>Scqucnce 2928 

CCGGGCAGGTACCCGGGCGTGTGAGGTGTCAGTCTGCCCCTACTTGGGGG 

TGCCTCCCAGTTAGGCTACTCGAGGGTCTGGGACCCACTTGAGGAGGCAG 

TCTGTCCGTTCTCAGATCTCCAGCTGCGTGCTGGGTGTTGGGAGAACCAC 

TACTCCCCCGCGTACCT 

>Sequence 2929 

AGGT GCGCG GGTATATCTGAAAACCTAATTTC 1 i TCI 1 1 1 ITT GATAAGG 

AAATCTTTTCCATCTCCATCCTAACATGCACAACCTGTGAAGAGAATTGT 

TTCTATAGTAACTGGTCTGTGATCTTTTGTGGCCAAGAGAATAGCAGGCA 

AGAATTAGGGCCTTGACAGAATTTCCACGAAGCTCTGAGAACATGTTTGT 

TTCGAATGTCTGATTCCTCTTTGTCATCAATGTGTATGCTCTGTCCCCAT 

CCTTCACTCCTCCTCAAGCTCACACCAATTGGTTTGGCACAGGCACAGAG 

CTGGTCCCTAGTTAAGTGGCATTTATGTTAAAAAAAAATAGTTCAGAATC 

TTAGCCTTTTCTTTGGGGTATCAAAACAGCTTTAGA 

>Sequence 2930 

CCGGGCAGGTACGCGGGGATTGGGACAGCCGTGGGAAGGACAGTTATGAA 

ACGAGTCAGCTGGATGACCAGAGTGCTGAAACCCACAGCCACAAGCAGTC 

CAGATTATATAAGCGGAAAGCCAATGATGAGAGCAATGAGCATTCCGATG 

TGATTGA TAGT CAGGAACTTTCCAAAGTCAGCCTGTGAAATTCCACAGGC 

CAATGAATTTTCACAGTCCATGGAAGAATATTGCCTGGGTTGGTAGAAAC 

CC CAAAAA TGTAAGGGAAAGAAAGATAAAAACACCCTTGAAAATTTTCGT 

A A ill 1 1 1 C AATGA AATTTAG ATTAGATGCCATTCTTCTTG AAGGTTC AA 

A TTTAA AAAAGGGAGGAAAAAAAAATACAAAATTTTCTTAACCTTTTGCC 

Aim l AGTTCAAAAAAAG AAGAAAAAATGGCTTTTTAATTAGCCAAAAA 

ATGTAAAAAGAATAG 

>Sequence 2931 

AGGTACT CGCCC GACGGGTCAGTGCTGACAGTTGCTTGTGAACAAACTGA 

AGTTCTGCTTTTTGACCCTATATCTTCAAAGCACATAAAAACACTTTCTG 

AAGCTCATGAAGACTGTGTAAATAATATCAGATTTCTTGATAACCGGCTG 

TTTGCTACCTGCTCTGATGACACTACAATAGCACTATGGGATCTGAGAAA 

ATTGAACACCAAAGTATGCACTTTACATGGTCACACTAGCTGGGTGAAGA 

ACATCGAATATGATACTAATACAAGACTCTTAGTAACATCAGGATTTGAT 

GGAAATGTCATTATTTGGGACACTAACAGGTATACAGAAGATGGGTGTCC 

ACATAAGAAATTCTTTCACACACGTTTTCTCATGCGAATGAGGTTAACAC 

CAGATTGTTCCAAAATGTTGATTTCAACGTCCTCTGGATATCTCTTAATT 

TTGCATGACCTTGACTTAACTAAGTCTTTAGAAGTAGGCAGCTATCCCAT 

TTTAAGAGCAAGAAGAACTACTTCAAGTTCAGATTTGACCACTTCATCAA 

GTTCATCTGGTCCTAGAGTTTCTGGCTCACCTTGCCATCATAGTGATTCT 

AATTCTTCTGAGAAACACATGTCACGAGCCTCTCAAAGAGAAGAGTTTCA 

CCACGAAAATAGTCTGAAGTCCGAACCCCCTGAAGTTCTTGGTGAGAGTG 

AACCACGGAACTGCATAACGTCCTACAGCTGCACCCAAAAAGCTGGCCCA 

CTCTTCTTCGGGCTTAAGCAACATGATGAAGAGGAGTGACTTGCCGGGCC 

GGCGGTCTAGA 

>Sequence2932 

CGAGCGGCCGCCCGGGCAGGTACCAACTAGAGGATTTCTGTGACCTTCTC 
AAACTCTAAAATTTTTGGCACTGGACTGTTCCACTTTGAAGGGTCAAGAA 
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AGAAATCTGGAGGTTGCAGAAATCAGGGTCAGGCGCACATACACGCACGC 

ACACACACACACACACACACACACAGATCCAGCAGCATCCTTGGAACATC 

CTGAAGTCAAGAAAGGCACAGCACTGTCTGCCCCGATAGAAGGAATTCCA 

GAAAACAGCCACGAGGTTGGGCCACAGAATTTCCAAAGAGAGCAATCTAC 

AAACTG GGGGTTGA TTTCCCAGTTCCTGGATCTCAGCAGTCAACACACGA 

GAAGGATTTTTTTTTGAAGCTGCCACCTTCAATTCTGAAATAATTCCA 

>Sequence 2933 

CCACGTACTACTACTAAGAGTGAGGTAGATATACTCTCCACATATACGTT 
GCGTTAACTATCTATTATGATATTACAATAAACGATGAGTTGATCTATTA 
ATAGTGTTTACT 
> Sequence 2934 

AGTACTTT 1 1 1 1 1 I I I 1 1 1 IT1TI ATTTNTAAAGGATACAGGGTCTTGCT 

CTCTTGCCCAGCCTGGACTGCAGTGACAGGTCACTGTANCCTCAAACTCC 

CGGGTTCAAGTGATCCTCTTACTTCAGTTTCCAAGTAGCTGATATTACAG 

GT ATGC ACCACCATGCCCAGTTAATTTTTAAATTTTTCTATTGCTGTCTG 

TATTTTCATATCAAGATAAAGCACAAGTTTAGATTTACCTTTTTTTTTA^ 

AAAAATAATCTTTTACTGGGAGGTGGCAAGAGACCCATTTCTTCAAAATT 

CCTGTATGGCTCATATTCTGTGTCAGGGATTG'IGGGAAAGACAATTCCAG 

GG ATAGAT GAGCCCCCGAACTCATTTTTTTAACTTAAAACTTTTCATGCC 

AC A r li 1 1 AAAC AGG AAGTTAAAACC AG AAATA ATCCCAACC AG AAATGT 

GCACAGCTCAAGATCACAATTGCTTGCAAGAAACAAGAAGTGACACGTTT 

GGAATATTCTCTCTTTTAAAAATGGCGCAATGCAATTTTTATCAAAGCAT 

TCATTTCACTACACCAAAGCAACAAGTACCTGCCCGGCGGCCTTTTTACC 

CAAATACAAATTCGATATACAACAAAAATTTCCTGTATGAAATATTTTTA 

CAATAAAAGAAACAACCATTTTTTAATATCTAATCAATTTAACTGGAATT 

TG ATTAA AACCTACTTAAAATA rTTTTT 1' n'ATATCACTCTATATAAAG A 

AATTTTTAAATAATAAAATTATAATTTATACCAAAACTAAAGATTCAAAA 

AGTTACTTAATATAAACG 

>Sequence 2935 

TCGAGCGGCCGCCCGGGCAGGTACGCGGGCATGATCAAAGAGCAACATCT 

GAGTGTGTCCTGAGTGAAGTTCTGTAAAGATAAGAAGCAGGACTTGCCAC 

CGCATTGCAAGAGAAAGTTTACCAGCATCAATTAATTAAATAGAAGGCAG 

CCAATCGGCATTGGGCACAAGGGAATGATGCTTGTATTGGAGCATGATGA 

AGAGATGTCAGCTTTGTCTCAGCACCAACATCACTATTAACACTTGCTAT 

CTGTCACCAATCAGCAATCTGTTCCTGATGTAATCGAGAGTTCCAAAGCA 

CAGCTCAATTCTTCCACCTCTCTGAGAAGAGTGGTGTGTAGGCCTTCTGA 

CAGTGGGAGAAAGTTGCACTCTTTGGGACTCAGTTTCTTCTCAAAACTCA 

TTCAGAAATCATCACGTGTCACTGTTAGCTAGGTCCAGGATGTTTGAATA 

AGAATTGTGGTTATATTATAGTAAATTGTGTAAAAAATCAGTTAGTTATG 

GGTAATAGGTATGGCAGTTACCATGTGCCAAGAATCTTATAAAGTNTTTT 

ACATTTAGTAATTCATTTAAGTCTCACAGTAACCCTACAAGGTATAATTT 

TTCTTATTTTAAAGAGGACAAAACTGAGGTACCTCGC 

>Sequence 2936 

GGCGCAGTGGCTCACGCCTGTAATCCCAGCACTTTAGGAGGCCAAGGCGG 

GTGGATCAATTGAGGTTGGGAGTTCGCGACCAGCCTGACGGATATGGAGA 

AACCTTGTCTCTACTAAAAATACAAAATTAGCCAGGCCTGGTGGTGCACA 

CCTGTAATCCCAGCTACTCGGGAGGCTGAGGCAGGAGAATCGCTGGAACC 

CAAGAGGCAGAAGTTGCGGTGAGCCAGATTGCACCA 

>Sequence 2937 

NAGGGCGCCGTATACTATCTGGTATATGGCAGCTCCACCGTGGTGGCGGC 

CGCCCGGCAGGTACTTTNTTTTTCTGA n I 1 1 1 1 1 1' l ' l 'l ri ' l ATTAACAG 

AGACAGCTTTCTATTCTGTCACCCAGGCTGGAGTGCAGTGGCACAATCTC 

AGCTCACTGCAGCCTCCACCTGTTGGGCTAAATCCATCTCCCACTTCAGC 

CTCCTGAGTAGCTGGGACCACAGGCACGCATAACCACTCCCGGCTAATTT 

TGTTTTTCATAGCACATTACATTACCGATTTCCCAGTTTATAAGTAACCA 

AGATGCTCAAACAAGCAAATATTTTCCTTGAGTATGACTTACTCCAAAAA 
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AGAGAAAGAACAGAGAAATTGGTTCTGAAAGTGCATTTTTCTAAAGCCCA 

TTTCAGTATTTGATAGCTCAGATCATATAGAAGTTTTAATCAAAATGCTA 

AAGAATATTTCATTAATATTCTTCTATTCCATCCTTTCCTTCAGTATTTC 

ATA AATTA TTTAGATAAATGGGATTTTTTACCATGTTTCCTGAAATGTCA 

TTGATTTTAATCCACCTGAGAAGTCATTAACTCTATCTGTATTGAGAAAT 

AAATTGGCTTTAAAGGTTAAAAAGAGTCCTTATTATTGAATCTCCCTTTA 

CCTCTATATTTTGATGCCCTTATAAAGG lli - ri - ri - lT GGGAAAAAAAAAA 

ACCGGCATTGATTTCATTTGCAACCCACCCCCTTATTAACCGGAAGCAGC 

CTTTTAGGAAAACATTTTOTTTGGATTCAAACAATTAAGGCCGGAAATGG 

GTTGGGGGTTTTTTTAAGGGTTACCTTGGCCCAATGCCTCTACTTTTTAA 

AATGCCCCCACCACCTAAATGG 

>Sequence 2938 

AGGTACGCGGGGAGACCTGACGCTGGGAGGAGATGCTGCCACCTAGGTTA 

CTTGTAGGACCCTATACGGCAACCTCCTTTGCCAGGAACTATTTATAAAC 

ATCCTGCAGGAAAATGAGTCTATATGTCAGAATAGACATATTGCCACGCT 

TGCCCAACAGTCGAATAAACATACTGAAGAGAAAAACATTAATAAAATGA 

CAACGGAAGTTAATCGGAAGTCAGCAATGTGATGGTGTTTGGAGGTGGAG 

CCTTCAGAAGGTAATTAATGCCCTTGTAAGAAGAGGCCAGAGAGCTTGCG 

CACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCTGTCTGCAACCT 

GCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATCTTGGC 

TTTCCAACTTCCAGAACTGTGAGAAGTATATGTTTGTGGTTTAGTCAATG 

GCCTATGGTAATTTTTTTATAGCAGTCCCAGCCAAGACAGTGCCTTAATT 

ACTACATACCATTTATATTATGATATAGGCTCCTTTCAGAAACCCATGTT 

CAAATAAGAGATAGGATACTGGAACCCATAACACCTTCACTAGTTTTTAA 

TGTACAAATATTGAGAAATAAGTTGGTATTAACTATCTCATGCAGAAAGG 

CAGAATCATGGTGCTTCAAATTGTTATAAATAATGGACAAATGAGAAACT 

AACCCCATCCTAGATTTAACTGCTCAAAAATAAAAAAAACGAACTAAAAG 

TACTGGCCCGGCCGCCGCTTTAAATAGGGAACCCCGGGCTGCGGGATCGT 

TTTAACTTTTCTT 

>Sequence 2939 

CGGCCGCCCGGGCAGGTACGCGGGGACAATTGGTTCATTTTTATAGGTGT 

TGACCGTTATGCCTATAAATAAGCCTCCTATAGACATACAGAAATCATAT 

CCTGTGGAATTAGAATATAAGACTTGGTAAAAGAGATTTCAAAGTATTTT 

ACTTAACTTGTATACTTGAAATCATTTAATCCAGACTGAAGTTGTAAAAG 

CCAGCCAGTGTTTrCAATATAGACTTCCATGTTTGACCATCTGAAAATGA 

AAAACACTAAAAACATCACATGCTGTTTAGGAGCTGGAAATTTTAATATT 

TGACTTCAAGTAGATGGTTTTTAACTCCTGAAATCGAACTACGTTTAAGT 

TTGTATGTTTATTACCTGTTTGAGCACTTAGGTGCAATTGTGGGAGCGGN 

GATGTCAAGTTCATTTATGTGACTCTTTGGCTCAACTTACATAATCTTTG 

TTTTGATATCACAGTTGTCTAATTATTITACTTTGTAGCTTAAGGCAGGC 

TGAATTG TTGA TAAAATGGAAAAAGTAGTATATTGTTATATAAGCTTCTG 

AGGTGTGTTTTGTTGTATAAGCCCTGGAGGTTAAAAAGTCATCCCTTATG 

TATAGTAGTTAAAGGCATAAAACTGTGACTTTTAGATATTCCACAGAACC 

AGACTTATTTGATGTGGATAATAACCAATGATTTACCATTTGTTTGCTTT 

GTTTAATTTAATCGGGTCATTTTTACTCTTCCCATGACATGAAACAGTTG 

TGGCGGGTAAAAACAACTGACCTTGTTTAATGGTAATGAACTACTTGTTT 

CAGGGG 

>Sequence 2940 

CCGGGCAGGTACGCGGGTAAACATGATTGAGCTAGAAGACAGTTTTACCA 

TATGCATGCATTTTCTCTGAGTTATATTTTAAAATCTATACATTTCTCCT 

AAATATGGAGGAAATCACTGGCATCAAATGCCAGTCTCAGACGGAAGACC 

TAAAGCCCATTTCTGGCCTGGAGCTACTTGGCTTTGTGACCTATGGTGAG 

GCATAAGTGCTCTGAGTTTGTGTTGCCTCTTTTGTAAAATGAGGGTTTGA 

CTTAATCAGTGATTTTCATAGCTTAAAATTTTTTTGAAGAACAGAACTTT 

TTTTAAAAACAGTTAGATGCAACCATATTATATAAAACAGAACAGATACA 

AGTAGAGCTAACTTGC 
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>Sequence 294 1 

GGTACGCGGGGAATACAAAACAAATAAGCCATCACGCCTGCCCTTCCTTG 

ATATTGCACCTTTGGACATCGGTGGTGCTGACCAGGAATTCTTTGTGGAC 

ATTGGCCCAGTCTGTTTCAAATAAATGAACTCAATCTAAATTAAAAAAGA 

AAG AAATTTGAAAAAACTTTCTCTTTGCCATTTCTTCTTCTTC' [TTTTTA 

ACTGAAAGCTGAATCCTTCCATTTCTTCTGCACATCTACTTGCTTAAATT 

GTGGGCAAAAGAGAAAAAGAAGGATTGATCAGAGCATTGTGCAATACAGT 

TTCATTAACTCCTTCCCTCGCTCCCCCAAAAATTTGAATTTTTTTTCAAC 

ACTCTTACACCTGTTATGGAAAATGTCAACCTTTGTAAGAAAACCAAAAT 

AAAAATTGAAAAATAAAAACCATAAACATTTGCGCCACTTGTGGCTTTTG 

AATATCTTCCACAGAGGGAAGTTTAAAACCCAAACTTGCAAAGGTTTAAA 

CTACCTCAGAACACTTTCCCATGAGTGTGATCCACATTGTTAGGTGCTGA 

CCTAGACAGAGATGAACTGAAGTCCnTGTTTTGTTTTGTTCATAATACAA 

AGGTGCTAATTAATAGTATTTCAGATACTTGGAGAATGTTGATGGTGCTA 

GAAGA ATTGGAGAAGAAATACTCCTGTATTGAGTTGGATCCGGGTGGGTA 

TTTTTAAAAAATTTGGATTAGCATTCATATTTTCGATCTTAATTCCAAAT 

AAAAGTATGCAAATATTTGCCCCAAGTTGGCCnTTTTTCAGATTCAGCAT 

TGGTTTTTGCCAATCTCAATTTAT 

>Sequence 3627 

AGGTACGCGGGGAGAGCHTITGGTTTGCTGAGGTTTGTCAGATTTTCCAG 

CTCAGGGCCCAGCCAGCTGGCAGGAAGCAGGACAGAGGTCACTTGAATTC 

AGACCACATGTCCCTGTTAAATACATTAGCTTTTAAATCAATCTTTGTTC 

AAAGTCCAGTCAGTTGCAAGCCTAATGCTCACCTGCAGAGACAGAATTCC 

TGAGTGAACGAACAGAGCAGCTCCTCTTCCATCTCCAGAAATGACCTCCA 

CCTTCAACCCCCGAGAATGTAAACTGTCCAAGCAAGAAGGGCAAAACTAT 

GGCTTCTTCCTGCGAATTGAGAAGGACACCGAGGGCCACCTGGTCCGGGT 

GGTTGAGAAGTGTAGCCCAGCAGAGAAGGCTGGCCTTCAAGATGGAGACA. 

GAGTTCTTAGGATCAATGGTGTCTTTGTGGACAAAGAAGAACATATGCAG 

GTTGTGGATCTGGTCAGAAAGAGTGGGAATTCAGTGACTTTACTAGTTCT 

GGATGGGGATTCCTATGAGAAAGCAGTGAAAACACGGGTGGACTTGAAAG 

AGTTGGGTCAAAGTCAGAAGGAGCAAGGTTTGAGTGATAATATACTTTCC 

CCTGTGATGAATGAGGTGTGCAAACTTGGACCCAGCCCCGGCTCTGCTAT 

CTCGTGAAGGGAAGAGGCGGCTATGGCTTTCTCTGAAAACTGTCCAAGGT 

GAGAAGTCAGGAAACCGTGTCATGTTCCTGCTGGTGGACCAAAAAACTGA 

CAAGCCGTATGTTAGCCGAAGATCCAATTCAAAGAAAACCGGCAGTTTGA 

ACTGGTCCCCA 

>Sequence 3628 

TCATTGAGTCACGCGAAGACGTGTTTTGCGACCCG 
>Sequence 3629 

AGGACI I ! 1 rTTTTTTI 11111 11 ITI 11 CAATTGAG ACAGAGTCTTGCT 

CTGTCACCCAGGCTGGAGTGCAGTGGCATGATGAATGAGTGAATGACTTG 

AGTCAGTGAACGTGAAAATGTTTGGTAGATTGTAATACGCCGATATTGTG 

TAATACGTAAAATACTATTAGGAACTACAGCAATGTCTTATATTCCCAGC 

TAGGCCATGCACAGGAGGCAGTGTGCCACAGCACACTGAAAAGGTGGCCA 

GCCCTCACTCAGAGCCTGCCTTCACCACCTGCCCG 

>Scqucnce 3630 

AGGTACGCGGGGGGAAAGCTGATATTGCAATTGCTCCATTAACTATTACC 

CTGGTGGGAAGAAGAGGTGATTGACTTTTCAAGGCCCTTCATGAGCCTCG 

GGATATCTATCATGATCAAGAAGCCTCAGAAGTCCAAACCAGAGTGTTTT 

CCTTTCTTGATCCTrTAGCCTATGAGATCTGGATGTGCATTGTTTTTGCC 

TACATTGGGGTCAGTGTAGTTTTATTCCTGGTCAGCAGAATTTACCCCCT 

ACGAGTGGCACACTGAGGAAGTTTGAAGATGGAAGAGAAACACAAAGTAG 

TGAATCAACTAATGAATTGGGGATTTTAATAGTCTTTGTNTTTCCTGGGT 

GCCCTTATGCNGCAGGATGCGATATTTCGCCAAGATCCTTCTCTGGCGCA 

TTGTGGAGGTGTGTGGTGGTTCTTTACCCTGATCATAATCTCCTCCTACA 

CGGCTAACTTTAGCTGCCTTCTGACTGTAGAGAGGATGGTGTCTCCCATC 
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GAAAGTGCTGAGGATCTTTCTAAGCAAACAGAAAATGCTTATGGAACAAT 

AGACTCTGGCTCCACTAAAGAGTTTTTCAGGAGATCTAAAATGCAGTGTT 

TGATAAAATGTGGACCTACATGCGGAGTGCGGAGCCCTCTGTGTTTGTGA 

AGACTA 

>Sequence 363 1 

AGGTACAGGTGTCrTTTTGATTGAATGATTTATTTTCCTTTGGGTAGATA 
CCCAGTAGTGAGATTGCTAGGTTGATTGTTCATTCTATTTTTAATTCTTT 
GAGAAATCTCTATTCTGTTTTCCATAGGGGTTGAACTAATTTGCATTCCC 
AC CAACA GAGTATAAGTGTTCCCTTTTCTCTXjCATCCTTGCCAACGTCTA 

ttattttatgactttcataataatagccattctgactggtatgagatggt 
atctcatt gtagttttaatttgcatttctctgatgactagtgatgtggag 
cli 1 11 1taaagtttgctgggcacttttgtgtcttcccaaagcattttta 
aatctctagaatgatctcacgtaattck:agtgctatattatttggagtag 

AAATTTCTAAAGGCGAATAATGCTCCTTGGACTTAAAGAATGTTTGCTCT 

AAATTAGACAGTATATAAAACCGAAAATGCTTTCCTGTTCAAAAGCATGA 

AACACTATAATCTCCATGCACCATCAAGATATCTNTACACATTTCTTCTC 

GGGGGCTCTGGTTTTTGTTCTGATGTTTGCCATTACAGGTGAAGCAACAC 

TGTGTAACAACAATTTCCTCAACGCTATAAAATGGTAAGCCACACGGCAG 

TTTGCTTGTCATAGGAAACKjTTAGAAAAGATCTGCTGGGAAATTTCACAT 

TTTCACAGTTCTGGTCTTCTCTGCAAATAATTAATTTTCTTTTAATGGAT 

CCTAATGAATATTAATCATGCTGTCCAGGCAAACTTCTCTGTGGGGCCCT 

TCTTTG 

>Sequence 3632 

AGGTACGCGGGGGCTGTAGGCCCGGGTGGTTGGAATTGACCGCTACCCCC 

GCAAAGTGACAGCTGCCATGGGCAAGAAGAAGATCGCCAAGAGATCAAAG 

ATAAAATCTTTTGTGAAAGTGTATAACTACAATCACCTAATGCCCACAAG 

GTACCTGCCCG 

>Sequence 3633 

ccGGGCAGGTACTT F i'i"i"i , i"i"rrnrn'i' , i"rn"rrrrcTCCGAGACGGAGT 

CTCTCACTGTCACCTGGGCTAGAGTGCAATGGTGCTATCTCTGCTCACTG 

CAACCTGCGCCTCCCAGGTTCAAGTGATTCTCCGGCCTAGCCTCCTGAGC 

AGCTGGGATTACAGGCGCCTGCCACCACACCTGGCTAATTTTTTGTATTT 

TTAGTTAGAGACGGGGTTTCACTACGTTGGCCAGGCTGGTCTCGAACTCC 

TGACCTCATGATCTGCCCACCTCTGCCTCCCAAAGTGCTGGGATTACAGG 

TGTGAGCCCCTGTGCCCAGCCnTTTTTTATCTTTTAAAAGTAGCCTGTTC 

CTTCTTTTAAACTAACTCTCATGTCATACAACTAAAAGAAATAAAGTGTC 

TAAA AATATCTTTTCAATCTATATAATTTAAAGGTGGTAGGCTTTTTATA 

TTTTGTTTGATTAAGGAAATATTAATAAGCCAATTTTGAAAATTGGTTAA 

TTAGTAAACTCAGAGTCATAATTCTCTCCAGCACTTCAAACATTATAATT 

CTTTACCTCTTTAATTTCATATAAAATCTTAAGTCAAGAAGAAAGCAAAG 

TTCAGTATTTGAAAAATAATCTCTTAACTTCTGACCAAATTTTAAGGTGG 

TATTTCCAAATCAAACATATCTCCAAACACCACAAACTCCCATCAATTTT 

TTTCTGGGCTTTTAAACCGCCCAATTCCGCCCCACCCTGACAGTTCGGGG 

CTATCTACCACAGAAGCCTTCCTGAATTCACTCAATAAAAAACCCCCAAA 

TCTCTTAATTTATAAAGGGCACAATGCCCTTTTTTTAAGGTAAAGAAAAC 

CTTTTTTACCTCCCCCTTAATGTGTATATCTT 

>Sequence 3634 

CCGGGCAGGTACGCGGCGAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTG 

CTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTTTCTC 

TTTGAAAGATAGAGATTAATACAACTACTTAAAAAATATAGTCAATAGGT 

TACTAAGATATTGCTTAGCGTTAAGTTTTTAACGTAATTGTAATAGCTTA 

AGATTTTAAGAGAAAATATGAAGACTTAGAAGAGTAGCATGAGGAAGGAA 

AAGATAAAAGGTTTC 

>Sequence 3635 

GCTAAGGACTCCTCCAGCCTCAGCCTCTCGAAGTGCTGGGATCACAGGTG 
TGAGCCAACGCACCTGGCCACACTTTGTTAATTTTTGAGATGTCTGCCAA 
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ATACCCAATTACGTATTCATAAGAAATACAGTTTATCTGTCATTCTTCAA 

GTAAAAATAATATTTCATGAAAAACCAAATAAAAATAAGGAGAAACATTG 

GCTAGTTCAGCTAACAACTCAAATAATCCATAAGTGCTTCTTGAGACATC 

TCATCATATCTCAGAATGCGGTGAAAACGCAATATGGGTGCTTCCTATTT 

CTTCACACAGAATATTAAAAAGGTGTATACTCAAGGATTGAGATGTGATT 

AAGTAATTTTTATTCC TTCATCAAAGACATTCCTAAGTAAAACTTTTTTT 

TTTTTTTTTTTTTTTTTAACTGTGAGTGAAGAATACAGTGTGGTGCCCTT 

GCATCCTGCTAGGGCCCCTGCAAATTTTATTCACTTTGCCTATGCAACCG 
AAGTACCT 

>Sequence 3636 

CCGGGC^GTACTTTGAGCTTATTGTTTTT^ 

AGGGTTTTAAACACTAATCACAAACTGAATGACTTGACTTCAAAAGCAAC 

AACCTTAAAGGCCGTCATTTCATTAGTATTCCTCATTCTGCATCCTGGCT 

TGAAAAACAGCTCTGTTGAATCACAGTATCAGTATTTTCACACGTAAGCA 

CATTCGGGCCATTTCCGTGGTTTCTCATGAGCTGTGTTCACAGACCTCAG 

CAGGGGCATTCGCAATGGACCGGAAGAAGGGCAGATTTCGGACTCACTAA 

GCCCTGAAAATGACATTTTCACTTAAAAGGTCTCCAAAACATTTTCTTAA 

GAACTACTTAAGGCCCTTTTAATGGTAATTTTCCTTTAAAATTGTGTTAT 

TTTCTTAAAGAAATTTCAAATTTTGTAAATAAC 

>Sequencc 3637 

AGGTACGCGGGTATCTCGATAGTGAGGAGGATGAGGAGTAGCCAGCAGCT 
CCCAGAACCTCTTCTCCCTTCTTGGCCTAACTCTTCCAGTTAGGATCTAG 
AACTTTGCC Ti 1 J 11 rTTTTTTnTTTTT T TGAGA 
>Sequence 3638 

CCGGGCAGGTACAACAGAAGGCACTGTTATCCGCATAAATCCATTGATTC 

TGCATGGCAAAAACCTGAGACGTGCAAGTCTATCCAATCCTCTAAAACAA 

CCrrG GGCATTCAG CCTTTGGAACATATGGGTTGTCCTTTTCCGTCCAAT 

GATTGTTTTTCTTTCATTTCATACTTACAGTAGCTGTTTAAAATATATAT 

TTCAGGGTGACAAAGGTCAAAGGGGAAAGAGTAGATAAAAGTGCTGCCTA 

ATGCCAGATGGTAACTGGCACAGCAGGAGGGCCCTAAAAGCAGCCCCTCA 

TTTCATCCCCTTGACCCTCACACTCCTCTTGTGAAATAAAATGCAGCGAT 

GACATTTGGTCAGCTGATGTTCTTTCCTTCAGTTGTTGCTGGGCACAGTC 

CA 

>Sequence 3639 

AGGTACCCGTATGTGTGATAGGGCAGGCAGAGGGCTCCACCTGCTCTGCC 

CTTGGCAAAGGCCCTTGGCTACACTGGTGAAAATGCCAGCTCGGCTTCTG 

CACGGATACACTATGTTGTGCCATCCAACTGGAGTGCCGGTGGACCCCAA 

AGGCAGGGCAGGGCAGGGGGAGGGGGTATTTTGAAATGTTTTCAGGAGCT 

CTGTCCAGCTGTCTCTGTCTTCCAGCCCGGAACTGCTGCACAAAGCTACA 

AGGACACTGATGAGACCATGGATCTGCTGCTGTTCTCTAGGGAAGACTTG 

GCTTGGAGTGTGGCTGCCTGGATTCGAAAGTGTGTCCTTGACTCCATGGA 

GTAATTCTTGTAGTTTTGCTTGGCAGATTCCAAAAAGTTTGATGGCCTCT 

TCGTTTTTGGCTTGC 

>Sequence 3640 

CCGGGCAGGTACTGTCCAACTGGATGCTGCCCTGGTGGCTGAAGGCACAC 

TTCATGATGCTGTCCAGGGTCATCAGGGAGACATGTTGAAAGAGCTCCAG 

ACGTGAGTTTTGGGCAATGTGTTCCTCCCATTTGTTCGGCATCATCCGAA 

CACTCTCAGACATCATGGTGATGAATATTTTCAGAATGCTGATGTTGAAG 

CCAGGTTTCACAATCTGGCGGTGCTTTTTCCATTTAGAACCATCCAGGGT 

CACAAGTCCTCGACCAACCCAGGATTCAAGGATTTTGTGGCTAACAGCAC 

TTTTGGGATCTTGTCTTTTTAGGAGAATCTTGGCATAGTCTGGGTCATGG 

ACACTGAAGAACATCGTAAAGGGTCCAACCCACAAGGGAACAGCACATGG 
GTATTTT 

>Sequence 3641 

CCGGGCAGGTACCATCACATGCTGGTCAGAGTGGCCATTTGTCCCAAGTC 
AAAACATAACATGCTACAGTGTGGCAGCAGAGAAAAGCAAACATGGCTAT 
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TCTCTTGGAGGTAATGCAAACTAGATCCTAAACTGTGGAAACCAGTCTGA 

AGATTTCTGGAAAAAAAAAGGATGGAAGGCAGAGCTATGCTTTGACCCAG 

CAATCCTACCCCATGCATCTACCCCAGGGAAAAACACATGCGTCTATCAA 

AAAGACACATGACACTCACACGTCCACGGGAGTGTTACTGACAGGAATAA 

AGATGTGGAACTGATCTAGATGCCCACGAACAGAAAACTGGATTTTTAAA 

AATGTGGTTCCTATACATCACAGAATGCTAAAAAGCCACTAAGGAAAATC 

AAACACAGAAG 

>Sequence 3642 

CCGGGCAGGTACI ITTTI 1 1 I rTTTTTTTTTTGGAGAATCAAAACTnTC 

CGGCTTTATTCTTTGGGAAAACCCCTGGTCTGTTTTCATTCCTATTGGTC 

CAGGCCACCATTCTATGATATGAAGGCCTAAATTAGGAAAGCTAGGTGAG 

CTGTGCAAATTCAGGGTGTCTGAGTCAACTGTTGTTTGGTGTGTGATGGG 

GGAGGAGGATTACACTTATCTTGCTTTACTAATTGATATATTATTTTCTA 

TTCTTATTATTTAACCTTATGAGAGGGGTTCCATTTCACAACATATATCT 

ATTACTGTT ATGT ATTGTTATAATATGTTCAATATATGTATCTATTTAAT 

ATT ATTA TATTTTTTTATCATGTTATATATCTATrTA 

ATATTTTCTAAATATATATCTATATCTCGGTATACCTTTAAATTGTCAAT 

T 

>Sequence 3643 

CCGGGCAGGTACTTTTAGTAGAGACGGGGTTTCACCGTGTTAGCCAGGAT 

GGTCTTGATCTCCTGACCTTATGATCCGCCTCGGCCTCCCAAAGTGCTGG 

GATTACAGGCGTGAGCCACCATGCCCGGCTGCTTAAGTTTCTTAAATACA 

GAAAGGCTATGCTGATACAGTGTTTTTTGCCCTTTAATTGTTATTATTTC 

TTAATTTAAAAAGAAACCTAGGGCTTAGATAGTCCTATCTTCTATTTGGA 

TGTCAGC AAGGTTAAAAAGTGCAATGTCAGGAGTATGTAGCTATAGGTGG 

CCTGTGGCATTTGCTTACAGAAACGGGCAGAAGGATGCCGCATGCACCAG 

GAGGCACTTNGTCTAGAACNNACACANNNCAATACAAAAGCTGCTGAGAA 

GGAGGCANGGGAAACAAACACACAGACATTCTTTCTCCTTAGCACCCCGC 

ACATCCTGTATGGTTAGAACCATCTATTGCTAATAACAATACCCATACTA 

TTTTATNTAATCCAATGTAAATCGAGTGAATAAAATTGACACAGTGGTAA 

TACTGGTTGTGTTAGTGCNATCNGAGCCTATCATTTCGGCTCGTTAGTCT 

ACTGGGGAGGCACTCAGCACTCTGTAAGTAGGATCACTGCTCTGTGAGG 

>Sequence 3644 

TGACAAACACGTTTCTACTGATGGACAGTATGTGAGCCGGAATCTTAAAG 

TGGAACCACTTGGGGAGCCTAATGGAGCGAACTTAACTGACAATAAATTG 

GCGATGCGCTTCACATGCTCCGCTAATCCAGGCCGGAGACAACCTGGTGG 

GTGGCCAGGGGTGGCCTTAGATTGAAAATGGGGCCAAACGCCTCCGGGGG 

AAGAAGGCCGGTTTTTGCAATAATTGGAGCCGCTTCCTTTCACACGCTTC 

CCTTGGGTTCAAGTTGAAGTGCCTrTTGAGAACCTTGGAAAACACCCGAA 

A ATAAG GTGGTGGAGGGAAGGAACTTGGCCTATAGTGTTGGGAAGAGCTA 

TATTTTGAAACCACCACCTTGGAATAGGGGATTATGGGGGGGAAAATGGT 

TTACAAAACAAACTTATTATTTTTTTAAACAAAAAAAGCCCACGTTTTTT 

TAAAGAGAAATTGGGATTTTCCAAGGATGAAACCCGGGT 

>Sequence 3645 

TCAACTCAATTTAAAAGGCCGGGAATACCGGGTAATCCACAAGAAATCAG 

GGGGGATTAACCGCCAGGAAAAAAAACCTTGGTGTAACCCAAAAAAGGGC 

CCCGCAAAAAGGGGCCCCCGGAAAACCCCGTTAAAAAAAGGGCCCCCGGT 

TGCCCTTGGCCGTTTTTTTTTCCCTAAAGGGGTACCCGCCCCCCCCTCGG 

GCCGAGACCCTTTTCCAAAAAAAAATCCCCCGCCCTTTAAAGATTAAAAA 

GGGGGGGGGGGAAACCCCCGCGCGCGGGGGCTTATTATAAAAAATAACT 

>Sequence 3646 

CCGGGCA GGTAC TCAATCAGCTTCATTGCTGCATTGCAAAGCCCCGCAAT 

TGCAGTTGTTTTAGCAAGGGATAGATGGAGAAGATGAATGTGCTTTACAA 

GTCAATTACTACTGATCAGATCATCTTACCAAAGGGTGGAGGAAGTGGCC 

GAGGCCCAAAAGGTCCGCAGAGCTGAGGTGGTGGTCCATATCGAATGGGT 

GGTGGTACCT 
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>Sequence 3647 

CCGGGCAGGTACTCGAAGTGGAAGGACTTTCATTTTGAGAAGATACCATT 

TGATCCAGCAGAAATGTCCAAATGATATCAGGTCCTCAATCTTCAGCTAC 

AGGGAATGAGTAACTTTGAGTGGAGAAGAAACAAACATAGTGGGTATAAT 

CATGGATCGCTTGTACTCCTCAGCAGAGCTGGAGGACAGCAAGGCCAGGA 

CCAGCCCCAGCATGCAGAGCGCTCTGGCAGCCATGACCACCGTGGGCTCC 

GGGACGCAGCTCAGGACTCCCCGCGTACCT 

>Sequence 3648 

TTTTAGGGA 

>Sequence 3649 

qCGGGCAGGTACCTGTCTCTTCTCAAACTAGATGATAAGTGGCCTCAGGG 
CAGGGACTACATACTCCTGAGAGCTGCTTGAGCTCGAGGTGTTTATTATC 
C 

>Sequence 3650 

GTATGACCTCAGCATTCCTAAAGTGCTGGGATAAAGTGTCTCACAAGGGC 

AAGTGGACCCTAGAGAGACAGCCATCCCTGACCTCTGGGCTCCACATCAC 

CCGACTTGCTGCTCCACCACTTTGCTTGCTTCCTGGGTGCTCCATCCCAG 

AGACAAGTGAGTTAGCAATCACTTAGTGTAATCAGCCCAGGATGGAGGGT 

CTGTGCTGTGGGCCCAAGCCAGGGTTCCCTGTCTGGTGATGAGTAGTGGA 

GGGTGTGTG GTACCT 

>Sequence 365 1 

AGGTACTCAGTGGCCATGTGGAGCTAGTGGCCACCACACTTGACACCACG 

GATGCAGAACTTTTCCATCACTGCAGAAAGCTCTGTTGAACAGTACTTTT 

iri'rri'lUl'ri-irirri-l-riCCGCATTAAATCACTGTGGGTCTrAAGCAA 

TTCTTCAAAGCGAACTTTGGTTTTTACnTrTGCnTCACTCTCAGCTGTAG 

GCATCTCTCAGCTTTATGCAGAGGACTGAGAATGCAAAGCATTGACTCAA 

TCAGGATCCTTTTCTCAGACATAATTAAAAAGGCTTTGACAGGTTGAAGA 

TTCAGCCCCAGGTTCCCGCGTACCTGCCCG 

>Sequence 3652 

GAAAAGGTAGAGCAGCTAGTATTCGGGCAATTTTGCTGCACGTCAGGCGG 

CCGCCCGGGCAGGTACAGCAGAGCCCCTTTAACCTGAGGTTTATAACCTG 

AGCTCTTAGTTACCTTTGGTCAACTTCAGTCTAAAAATATTACATGGAAA 

ATTCCAGAAATAAACAGTTCATAGGTTTACAGTCGTGCGCTGTTCTGAGA 

AGCATGATGGAATCCCGTATCCGCCGGGACATGAATCATTCTTTCATCAA 

GCGTATCCATGCGTATACACGACCTACCCATTAGTCACCTAGCAGTCACC 

CTCAGTTATCAGATGGAGTATTGCAGTCTCACAGCGCTTGTGTTCAAGTA 

ACCCTTATTTGACTTAATAATGCTCCCAAAGTGCAAGACTAGCGCTGTCA 

ATTTGGATATGCCAAAAAGAAGCTGTAAAGTGCTTCCTTCAGTG 

>Sequence 3653 

CCGGGCAGGTACGCTGGCTTGCTGATCGTCTTATTGGGGTGTCAACAGAT 

ATGACTCTGGATGGAATCACCTCCCCAGCTGAACTTTTCCACCTGGAGTC 

CTTGGGAATACCGGACGTGATCTTCTTTTATAGGTCCAATGATGTGACCC 

AGTCCTGCAGTTCTGGGAGATCAACCACCATCCGCGTCAGGTGCAGTCCA 

CAGAAAACTGTCCCTGGAAGTTTGCTGCTGCCAGGAACGTGCTCAGATGG 

GACCTGTGATGGCTGCAACTTCCACTTCCTGTGGGAGAGCGCGGCTGCTT 

GCCCGCTCTGCTCAGTGGCTGACTACCATGCTATCGTCAGCAGCTGTGTG 

GCTGGGATCCAGAAGACTACTTACGTGTGGCGAGAAC 

>Sequence 3654 

AGGTACTTtTTI rTirTTTTTI 1 TT 1 TTTl IUUUCTTTTTTTGTTTTTTT 

1 1 n it hitiii ii 1 1 1 inn 1 1 r 1 1 ri i rrrii rnrrri ri i rrir 

TTTTTTTTTTTTTTTTTA A A A A AAA AAA ATTTTTA A TTT AA CTTTTTG C A 

AAAAAAAAACCGGGAATTTTTAACCAAAGGGGGGGGCACCCCCCCCCTTT 

AGGGGGGGGGGCCAGGGCCCCAAACCCCCTGGGGAAAAAACCGGGGGGCA 

AAAAATGGGTGGGGTTTTTTGGGGGGGGGGGCCC C 1 111 11 1 GGGTTTTC 

CTTCCGGGGAAATAAACCCCCTTCCAAGGGGGGGGGGGTTACCCCTTTTT 

TAAAAAAAAAAAGGCCGGGAAAAAATGGGGGCCCAAAA 
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>Sequencc 3655 

AGGTACTGGTTTTGAGTATCAGCAGGTGGCCTTTCAGCCCTCCATACTTA 

CTGAGCCTCCCACTGAGGATCATCTTCTGCAGAATACTTTGTGGCCTGAA 

GTTCAAAAACTATATGGGCACGGTTATGAAATATTTTGTGTTACTTGTAA 

CAGTTCAAAGACTCTGCTTGCCTCAGCTTGTAAGGCAGCTAAGAAAGAGC 

ATGCAGCTATCATTCTTTGGAACACTACATCTTGGAAACAGGTGCAGAAT 

TTAGTTTTCCACAGTTTGACAGTCACGCAGATGGCCTTCTCACCTAATGA 

GAAGTTCTTACTAGCTGTTTCCAGAGATCGAACCTGGTCATTGTGGAAAA 

AGCAGGATACAATCTCACCTGAGTTCGAGCCAGTTTTTAGTCTTTTTGCC 

TTCACCA 

>Sequence 3656 

AGGTACATAAACCTTGGAATGCCCCTCAGTTGTTTCCCTGAAGGTGGCCA 

GGTGGTCATTACATTTTCCCAAAGTAAAAGTAAGCAGAAGGAAGATAACC 

ACATATTTGGCAGGCAGGACAAAGCATCGACTGAATGTGTCAAATTTTAC 

ATTCATGCAATTGGAATTGGGAAGTGTAAAAGAAGGATTGTTAAATGTGG 

GAAGCTTCACAAAAAGGGGCGCAAACTCTGTGTTTATGCTTTCAAAGGAG 

AAACCATCAAGGATGCACTGTCCAAGGATGGCAGATTTCTTTCCTTTCTG 

GAGAATGATGATTGGAAACTCATTCAAAACAATGACACCATTTTAGAAAG 

CACCCAGCCAGTTGATGAATTAGAAGGCAGATACTTTCAGGTTGAGG 

>Sequence 3657 

CACGCTGGTTTTGCATCTTTTGGAGACGCTCGTTTCCTTCGCGCTTCTCC 

TCGGCCAATTCGCGGAAGAAGTGGCTCACGCCTTCCAGAGCCACATCATC 

GCGGTCGAAATAGAAGCCCAGAGAGAGGTAGGTGTAGGAGGCCTGCAGGT 

ACCACTACATCATTGCAAATCTGGGATTTACTGATGGAGACCTATTAAAA 

ATCCAGTTTGGAGGTGCAAATGTCTCTGGATTTCAGATAGTGGACTATGA 

TGATTCGTTGGTATCTAAATTTATAGAAAGATGGTCAACACTGGAAGAAA 

AAGAATACCCTGGAGCTCACACAACAACAATTAAGTATACTTCTGCTCTG 

ACCTATGATGCCGTTCAAGTGATGACTGAAGCCTTCCGCAACCTAAGGAA 

GCC 

>Scquence 3658 

AGGTACGCGGGGCTCTCTTCCACAAGCACAACCCTTCTTCAGACGTCCAT 

ATACACTTCTCCCAAAATCCTGTGCTTAACACATTGTTACTGAGCACACA 

GGCGTGCTGGGGCAAGCGACGCCTGGGAATATGAAGCGAACGCCACACAC 

TAGAACGCGCCCTGGGAGCTGGCCTCCGGTGGGGGACGCAGGTGTTGAAG 

ACATAACCGCATGACCGAGAAACCTCAGTTTTGCTCTGAAGGCCTTCAAC 

TGCC 

>Sequence 3659 

A GGTA C l'l l l'l'l'l'lTi'l'l l [ 1 1'l'n'i'n'l'l'i rrri'i AATAGTGAATAAGA 
CTTTTATGTTAATTrrTCGGTTATTTTATTTTT 

AGAGGTAAGGAATATGATGTAGGCATAGGGGTATCCAAGGGAGAGAATAC 

AGTCATCGAGCGGCCGCCCGGGCAGGTACTTCCTGTAATTGACAGCCTTG 

CCTTGTTCCTCATGGCATCATTCAAGGTCATCCCCTAAATTTTAACACTT 

TCGATGCCATATACGTTGTAACCTTCCTTATAAGTTGCAAAATTCTGTGA 

ATTCTGCGAGGAAGATGGGTTAATATTCTGTGCATTCTTTGCCACCTTCA 

TTCGTTTCGCCTCGGCCCTTGACTTGTAACAGAACTCAATCG 

>Sequence 3660 

AGGTACTTATAGGTAAGAGCCAGCTGTAGCTCATGTGGCTGGGTATATTC 

TTGATACTCCTTTATTCACCAAAGGATTCTTGTTGCCTCAGGAAATGGCT 

GACCTATGTAAATTACAGTGGTCTGAACTCCCTGCTAGGCACTGGAGGGG 

TGGGGACCATAATGGGTGGGGCTGGACCTAGCATGCCCACCTACAGGTCC 

CCGCAATGGCAGGTACACTTGAAGCCAAATTTCTAAAACTTGTTTTTCTT 

AAAAAATAGTTGTTGTAACATTAAACCATAACCTAATCAGTGTGTTCACT 

ATGCTTCCACACTAGCCAGTCTTCTCACACTTCTTCTGGTTTCAAGTCTC 

A A GGCCTG AC AG AC AG AA AGGCTTGGGG A TTTTTTTI CTTTA 

>Scquence 3661 

TGAATATTTTTTTTCACTCTAATACTCAATATGTCTAATAATACACTATG 
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TTATACTATTTATAGATTGATCACATATTCTATAACTTATACTAATACAG 

TTTATCTAGTATATTATTATTTATCTATTTTTAATCTTTATTTATTTTAA 

TATTAANTTAGGTCGTACTCTCCTCACATTATATCGACTACACTTATCAG 

GTGTCAGATATATGTGTAGACCTACTCACTACGTCTGGTTGAGCTGTGCT 

CGTATCCGTGGACTAGTGTATCCTCTCCTAATATCAATATTTATCATGTC 

TGTATTTCATGTAATTCGATACATTCGTCATAATAGTATATCATTAGCGT 

ACAAGAACGAATACTAATAATAGAGAACTGTGGTGTAATTCCGATAGCTT 

TTTACTCrTTAGTTTTGCATAGACTTATGTTATAAACACAACTTTTTGGT 

TTTGCCA AATCC I" 1 ' l"l 1 AATCGAACTTTATAC 1 1 TCI 11 1 IGTCGGTTAC 

TCAACGGGTATACTCGTCTAATACCATATATATTATTCCTCGACTAAATC 

TATTCTAACTCCTATTACAATAGTAAATGAACCTAGGTTTATGAGGATAT 

TTTTTAAACGAAGATATTNGTCATTTCTTCCACTAAAACACCTTAATATC 

TTTTCTTACTTACAAGAAATTGAAGAGGTTATGCTTGTGTTTGGATACCC 

TTTCAAGCTATTAATATCGATAAAAACCTTTTCCCTTCATTTCCCTTAAA 

TCACCGTTGTAGTTTTACCTTTGCGCCTTTTCCCTTAGAAGGAAGCAAAA 

GTCCAATTCTTTCCCTGGCACACTTATTACTTTCTTTTCTCTTCCCCCAC 

AATTTCTTTTTTCGGACTACGGCCAAGTTTTCTTAGATAATAATTGGGAA 

ACTTGGGAAGACTCCTATTGGT(nTTTTCCTACAACCTTGGGCCAAGGTT 

GATriTGAAAACTTTTTTTGAGGAGGAATGG 

>Sequence 3662 

GTAGCTTCTGATAATGATGATGAGAAACAGAATTCTGATGATGAAGAAGA 
ACCACAGCTGTCTGATGAAGAGAAAATGCAAAATTCTGATGATGAGAGGC 
CACAGGCCTCATATGAAGAACACAGGCATTCATATGATGAAGAGGAACAG 
GATCATAAATCAGAATCTGCAAGAGGCAGTGATAGTGAAGATGAAGTTTT 
ACGAATGAAACGCAAGAATGCGATTGCATCTGATTCAGAAGCGGATAGTG 
ACACTGAGGTGCCAAAAGATAATAGTGGAACCATGGATTTATTTGGAGGT 
GCAGATGATATCTCTTCAGGGAGTGATGGAGAAGACAAACCACCTACTCC 
AGGACAGCCTGTTGATGAAAATGGATTGCCTTAGGATCAACAGGAAGAGG 
AGCC 

>Sequence 3663 

ACTAGACGGGGCTGTAATCCGGTAACTGTATGTATTTTAGTTCTCCAGTC 

CCTGGGAAGGAGACAGGAGAAGGTGGGAGGGAGGAAGGGGCCAGCTGAAA 

TGGAAACAGATCCCTGATCCGGGGCGGCCAGTGGAACCCTTCTTGGTGTG 

CGAGAGCCTGTGCATTTCAGAGGCAGCAAAAAAGTAAAAAAAAAAAAAAA 

AAATTGATCTTTGTTTAGATTAACAGACCCCTGACTATGAAGAAGGAAGG 

CATCCAGACCAGAAACCGAAAAATGTCTAGCAAATCCAAAAAGTGCAAAA 

AAGTGCATGACTCACTGGAGGACTTCCCCAAGAACAGCTCGTTTAACCCG 

GCCG 

>Sequence3664, 

CCGGGCAGGTACACAGTCCAATGATGCTAAAAAGCAAGCACATATGTAAG 

TCTGCAAAATAACCAGCTGACAGCATGACGACAGGATAAATTCCACACAT 

ACCATTACTAACCTTAAATGTAAATGGGCTAAATGCTCCCATTGAAAGAC 

ACGGGGCAAGCTGGGTAAAGAACCAAGACCCACTGGAGTATGCCGTTTTT 

AAGCAACCCATCTCATGTGCAGAGCCATACATAGGCTTCAAATAAAAGGA 

ATGGAGAAAAATATTTAAAGCAAATGGGAAAACAGAAAAAAAGGGGGTTG 

CACTCCCAGTTTTTTGACAAAACAGACTTTTCCCCATTAAGGGTTTAAAA 

GGAGAAGGGGGCTTTTTCCAGGGGGGGGGCTCCCCCCTCTTTAAAA 

>Sequcnce 3665 

CCGGGCAGGTACATTAGTAArTATAACAATGCATTAAAATTTTCATTTCA 

TGTCATAGAGAATCAGTTTTCTTCATGATACATTATGTTTTACTGAGTGA 

GTTTGTCCCTCCAGAGACCTTTCTGGGAACATGCCTTCTCCAGGGACTGC 

TTCCTAAGATGCCCAGGTTGCTTACCACAGGTCATCTTTGGTCATTTAAA 

AGCAGTCAAGCTGTCTGGACTGCACCCTCTCAACTGAAGTTGAGCCCAAT 

TTCC TTTTTTTAAAACCCTAACCGCCCCCTTAATTAAAAAAAAGGGGGCA 

TTTTGGGTTTGGGTCAAACTTTTTTTTAACCACCTTTGGGGGGGAAAATC 

TTTTTGGGGGGTAAAAAATTTri l 1" I 1 1 1 rnnTITAACCACCCAAAAA 
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AAAAAACTCTGTCTTTGGGGG 
>Sequence 3666 

AGGTACi 111 rTTTTTTTTTTI 111 I ITlTMTnTlAAAATGTTrTTGT 

TAAAAACTAAGACACATATTATGCTAGGCCTACACCCGGTCAGGATCATT 

CATATCACTGTCTTCTGCCTCCACACCTTGTCCCACTGGAAGGTCTTCAG 

GGGTGTGATCGTTAATACTGAGTGTCAAACTTGACTGGACTGAAGAATGC 

ACAGTATTGTTCCTGGTGTGTCTGTGAGGGTGTTGCCAAAGGAAATTAAC 

ATTTGAATCAATTGACTGGGAAAGGCAAACCCCCCCTTAATTTGGGGGGG 

CCCCCATTAATTAAGTTGCCAACCCCCTTTTAAAATAAACCCGGAAGGGA 

AAAAAATGGAAAATTTTTTTTTGCAAAATTTTTCCCCCCTTT^ 

TTCCCG 

>Sequence 3667 

CCGGGCAGGTACACAAGCCCAGGTAAGCATACCAAGCAAGCCCCCTCACA 

CCTTTTGTCTGAAAAAAGCTTGACTTCTTTGCAGCAATGTCTCGCCCATT 

CCAGCAGCAGTATCTCAGTTAACTTGGTTCCTTTTCCTCCAGGCTCAAAA 

CAAAATCAAACTCTTCCTGGGTCAGGGGCTGGATTGATAATCTCATGGAC 

CACTTAG CKjTTGTCCTCTTTTGCTAGATGGGTCATAATGGGGAATTTGTT 

TTTTTTTCAAACTTGG GGTGTGGGCCTGGGG TAAACCTTTTTTTTAAG AA 

ATCTTAAATGGAGTTCCTGCCAAATGCCCTGGCCTTTTTTTCCAGTTTCC 

TTATGGGTAAAA AA AAAGGC1 TTTI ' M TH CCCAACTTTTA ATGGGCTTT 

TAAGGGAAATTTCCGACCCCTGGGTATG 

>Sequcnce 3668 

CCGGGCAGGTACGCGGGATGGTGCAAATGGTTTCCAACAACAGCGCACTT 

CAAGGTTACCITCATAATTCTTTTCTGCCAGAACCCAAAAAACAATACTC 

TTGAGCTACTCAGTGTTCCAATTGTTAAAAATTTCCTGAAATTTTCCTTC 

ATGTATTCAAAGTGAAACATAAAGATCTAGAAGGATGGTTGTGAAAAGTA 

TGGACTTTATAGTATCTAGTGGGCATTTTCATTGAGCCCAAATGATAAAT 

TCTGTTTTCCAAGTCTTTTAAGTGAAAAAAAAAAAAAAAAAAAAAAAAAA 

GGTCCCT 

>Scquence 3669 

AGGTACI ILIUM nil I'll 1 TTTI AGAACTTCTAATGGGGGAATAATT 

TCAAATTAACAGCATTTATGGGAACCAGCACAAAGAACATATGATTCGTA 

TGCAGATTCAGCTACTATAGACATACTGTCCCATTGCTTTTTCACTAATG 

CGCGTGCTCCTGCTCATGCTCTCTCTCATGTATATATGTATGTATGTGTT 

TTCCTGACCTGTTAGTAAGTTGTGCCCATTAAAGCCTTCTTCGCTGTGAC 

ACTTTAGTGTGTTTCTTCGAAGAAAAAGGGCACTGTCCTGCAGAACCACA 

ACACAATTATCAACTTCAACAAATCTGTAATAACAATGCACTATTCAGAT 

TCCATTTTTGTTAATTGACCCAATCCTTAGTGTTTTTTCCCTACAATACA 

GGATCCAGTTTAGAATTATGT 

>Sequence 3670 

CCGGGCAGGTACGCAAGATAGTTCAGAGATGAGACCTCTGGTTGTATTCC 

ACCTTTGGGACATGGGGGATGTCTTTAGTTCAAAGTCACAAATAAATGCA 

GGTrCTACAATTCAGAGGCTTCATATCCCTGCTGGAGTATTACATGTTTA 

TTCAGGATGGACCACTTTTCTTAGCAACAGTTTCTAAACCTTTGCCAGGT 

CTGGGAAGTCTGGCAGGAGAGATTTCTAAGAACCAATCATTCCTGCACAC 

ACTTCTTGAAGATAATATACATTATTCCCTAGTTATCTCTTCCTAGGTTT 

TTGTAGGCTCATTTCAATATTACAACAATCTTTATTGGAAAACCCCAAGT 

ATTTTGTCTTGAAAAATCAGCAATCCAGGTATTAAAAATAGCATGGAATG 

CCCAATTTTACTTTGATAATTACATGGTAGTCAGTTTCCGCTCCTGGCTA 

AAGCCTTGGATTTTCTTCTGGGCAGTTCCTAAAGGCACAGGTGGCATGGA 

AGAAATCATTCCATTTTCATCTCCTNCCCTTATTGATTGGGGTCTGGTAC 

CCAAAGAGTCATTAGGCCCTTGGGATACCTTCTTGAACTGATCTTCTAGA 

ACGCAAGTCTAGGTTTGCCCAGGAAAGAAAAATTAACGCATGCACACTTT 

TGCCCATCTTTACAAGGGAAAGAACCACTTGGCCTTAAGAATCCATAACC 

TCTCATGCCTTCTTTGGCTTTTCCTTTAGTTTCCATAATCCTTCTTGAAC 

CTCCATTCCTTGAAATCTTAATAAA 



Page 612 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



>Sequence3671 

AGCGGGCGCCCGGGCAGGTACAGGGCTTGAGAGCAGAGCTGCCCATGTCT 

GCTTTCCCTCTGAACCCTGACAGCAAACTCTTCTGAAGGAGCTTTTCACT 

CTATCAAGGTATGATAAAACTTGAAAAGAGATGGCTGGATTGAGTGCGGC 

GCGGGGGTGGGTATCAGAGGTAGAGAAGTTCCAAGGTGGCCCCATAACTT 

TCCTATATCCTTGAAGAATCGTTTTTCATTTGCAGAATAAAAAAGGAAGA 

AAGTCTACATATCTGAAATGCTCTTCGATAGACCAGCAGATGGTGGCCTA 

ATCAGTATGGCCAAGAACCAAGTGGGACTGCCAATATCTCACTGGATGCC 

CACGGAGGGCTCCACGTCTGGAACAAGGTGGAATGATGTCCTCGGCCGCT 

TTTG 

>Sequence 3672 

AGGG ACTTA 1 1 1 I I I i rmH^TrnTI-IGCCCTCCCAGATTCTCAGTCC 

TTTGGTGATCACTTAACTGGACAATCAGAAATGAATGAAATCCACTTTTC 

CAAACAAGACATACCAAGAGAAGCCCGAGCAGCTCACCTGGGTCATTGGC 

TAACACAGACCCCGCGTACCTGCCCG 

>Scquence 3673 

AGGTACTV1 11 TTITIT1 1 11 1 i 11111 1 I'l l TlTl'GGGGGAAAAGAAAA 

ATAAACTATAGTTTTTGTCATTAAGTTTACTAGTCCAAAATAATGTATAG 

AATTGGTTACCAAGTTGGAAGAATCAGGAATATTTATGATAAAATCATGG 

CATTCCTCAAAGAAACTATTTTCAGTGCTTCCTAAAGTCTATAGCAAACA 

TGATGTAAATTATAAAACTTATAACTAAAACAACAAATAAAAGTTTTCTC 

AATTATTTAAGGTAAAAATAAAAACCTTGGACTGCTTCTCTTCAATTAGT 

GATACCTAAAGTTAAGCAGAGGTGTGGAGTTTTTAGGAACTAAAAGTTTG 

TGAATGACCTTTTATCAACAAATGGGTGCTAGGCTCTATTTTAAT 

>Sequence 3674 

AGGTACAATAAGTCCTTACTTAACATCATCATTAGGTTCTTGGAAACTGT 
GACTTTATTTTTCTTTTCTTrCCrrCCTTTTC l ^ 

GGTCTTGTCATGCTGCCCGGGCTGGTCTCTGATGCCTGGCCTCCAGTGGT 

CCTCCTACCTAGGCCTCCCAAAGCGTTGGGATTACAGGTGTGAGCCACAG 

CACCTGGCCAAAACTCAAAGTGAAAAGTTACCAAGAACCTATCCGTGATG 

CTAGGTTTTGACGACTTACTGTACCTGCCCG 

>Sequence 3675 

AGGTACACAGCAGTGCTCACCGAGCGAAAGATGAGCAGGGAGGTGAGATT 

GACGTAGCGCATCAGCGTCCTTCTAAGCAGGCGCCCGTGCTCGTCGCTTC 

CGTGAACACTGCTAGAGATGAGGAACATTAGCCTGTCTGGCCAGGGCAAA 

TTCACAAACTGGTTCCACCATCGGTTCACTACCAGAGTAACATAAAACCC 

TATTTATTTGGTTTGTAGTCTCCGACAGGAAAGAGAATCTTCAAATTTCT 

GGCTCCCCCGAAGAGGTGCCTTCAGGTCGGTGCTGCACGCCCGGTGTCAC 

CCTTCGCTCGTGCACAGTCAGATTTTCTTTCTGTTCTCTGGCCACTGAGA 

GGACCCAAAGTGTGACAAGAACAGAGGTTAAATGTTTTTTCACTTGTAGA 

G 

>Sequence 3676 

AGGTACT 1 11 M i l 1 H 1 R 1 11 11TIT1 n ATGGAGTCTTTAAGATTAT 

CTCTATGTTGGCTGGCTGCGGTGGCTCATGCCTGTAATCCCAGCACTTTG 

GGAGGCCGAAGCGGGAGGCCAACACTGGGGCTACCCAAGAGTTGACCAAA 

GGTGGTATTAATACGTATGCTTACTTATTACCTTGTTCGCACAGTTCTAG 

TGTAAGTCTTGAAAATCAAGTAAATTTGGAAACATAGTTGCACAAACTCT 

CTCATGAGTCACACAGTTAATCCAGAATATTATTTCTAAGTTATTATAAA 

GCGCAACAAGCAAAATATGAATGTCCCTGCCCCGGGCGGGCCCTTCTAAA 

AACTAGTGGGAATCCCCCCGGGCTTGAGGGAATTTTCAATTTTAAAGCTT 

TAATGAATACCCGGCG 

>Sequence 3677 

AGGTACATGCGGTAGTGACGGGTTACAGTCCCGTGGGCAGCCTCTGCTTC 
TACTGTCTTGCCATCTGGACAAACCAGCACGCTGGTCATCATGCCGAGAG 
AGCCATACCCTTGGGCCACAGAGTCCGACTGCACGTCACCATCATAGTTT 
TTACAGGCCCAGATGAAGCCTCCCTCTGATTTCATAGCTTGGGCCACCAT 
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GTCGTCGATGAGCCTATGCTCATACCAGATCTTTTGAGCTTCAAACTGGG 

ACTTGTACCTGCCCG 

>Sequence 3678 

CCGCCCGGGCAGGTACAATAAGCACACACCCAGAAGAGCTGAAGGCTGAA 

GACAGAGACGATATGGCAAGAGGCAGTGGCCTGGAATGGGGACTGACCAC 

CCTGCAGAAGTTCAGCCAGGTAGATGTGGGGCAGGGGAACGCTGATGGTG 

GTCTCAGGGGGAAAACTCAGGACCTGCACATAAGTGGATGACCGGAAACA 

ACAATAAACATTGTGAGATCTGGAAACCCiriTCTCCAACTGGCTGAAGT 

GGACCCGGGCTCCTGGAAGTAGTCCTAGTGAGGGAGGCAAGTGTGGGTCT 

TCTATATATACATCCAGGTGAGGGGGGAATTCACATTCAGCAGTCTCAAG 

AGCGACTGTTAGCTTCACACACCTTCTCATGGCCCCCG 

>Sequence 3679 

AGGTACGCGGGGACTGTTGCGACTGGCATCCGCATCCGGCAGATGTAGAT 

GGAACCAAAGTCCAGAAGTTACGCGTCACCCTTGCTCTACAGCCAAACAT 

GCAGGACTCTAGTAACCCGCGAAATGATGGGATAGCGTTGCAAATCCTTA 

AAAGAGTCTTAACGAAATCCTGGCTGACATTGACTTCTCCACTGCAACCA 

TCGAGTTCATTGTCTCCTAAACCTTGCCATXK5AGGCCTCTGGCACCTGAG 

CCAGCCATTATCATCACCAGCACTTCCATGAGCTACAAGCTGGAC(XACT 

GCAGTCCTCCTGACACACTGAAATCAGAGCCTGCACACAGAGCAGCAGAT 

GCTTCAATGTAAAGGTCATTTCCAGGTCCTTGACG 

>Sequence 3680 

AGGTAClTrilTrJUUTIUUl'll^^UUl-I'OCAAATTTACACAGTTTT^ 

AGGAATGCTCTTrCTrili'rrilCTCTTTGGACTCTACATTCCTGTAGCT 

CCTATTCTTCAAGGGCACAGGGGCTTACTTAAACATAAAATTTTACAACT 

TAACTGGAAGGGTGCCCTGCTTGCAAATGGAAAACTGCCACAGAGCAGAC 

TTA ACTGCA GCAAGCAGGTGACAGTAGCAAGGAACCAGGATCCAAAATTA 

TGATTTTTTGTGTGCTACTGAAGTAAAAGAATTTAAGAAGGTTTTACTCA 

GGGTCATAGGCTGGGTTGGAAGAATGGGAAAAGGAAATCAGTAGTATCTA 

TATCTAATTATGGTGACAGAATTTCACAGACATCTATTACCTAC 

>Sequencc3681 

AGGTACCCTGGACTCATACCTGAAAGCAGTGTTCAACCTTAGCAAAATCT 

CCAACCAGCGCATGAACAATTTTCTACATCACAACGACCTGGTTTTCAAA 

TTCAGCTCTCAAGGCCAAATCTTTTCTAAATTTAACCAAGAACTTCATCA 

TTTCACAGAAAAGGGTTTTCCCACCCCCCKjAGGGTTTTTTTTGGG 

TTCAAAAAAAAATTTTTTTAAAAAAAGGCGGGCGGGTTTTTTTGAAAAAA 

ACITCTTTTTGGGGCCCCCGCCGTAAAAAAACCCCCCCCTTT ri nT T TT 

TTG AG AAA AAATCTCCCCCCCGTTGGGGGG AAAAACCCCC C nT T TT TTT 

TTTGGGGGGGTTTATCAACCCCCCCCCTCTGGGGGGGGGTTTTTTTTTCT 

TTGGGGGACAACTTACCCCGTAGGGGGGGAAAAAAAAAAAAAATTCCCCG 

GGGGGGGGGGTTTTT 

>Sequence 3682 

AGGTACGCGGGTGTGCACCCACAGTGAGCTTCTGAACATTTCTTCTCAGA 

CTAAGCTCTTACACACAGTTGCAGTTGAAAGAAAGAATTGCTTGACATGG 

CCACAGGAGCAGGCAGCTTCCTGCACACATGACTGTCAACGCAAACTCAT 

GTTACTGAGGGCAGACACATGTTTGCAAAGAGACTCAGGAGCCAAACAAG 

TCAC AACT AAAATGTGCTTTTTGCCCAAAATTTATACTCCAATTAGGTAA 

AGATCmCCCCTTGCTTCCCAAGAAGAAAAAGTGGAAGAGAAGCATTGA 

ATTACCTTCACATTGGAAAAACTTTGAAAGTCAAGTGGAAAATGGAAGGG 

CCTCAACCAAATTATTTTTGTTGCCATGGGGTTTAAAAGGTTTTTCCTTT 

GAAAAATTAAATTTCAAGGGTTITrGTCTTTTGGGGTTG 

>Sequence 3683 

GTANATGGCCGCGAATACACT 
>Sequence 3684 

CCGGGCAGGTACAGATGGGGTTTCACCATGTTGGCCAGGCTGGTCTTGAA 

CTCCTGACCTCAGATGATCCACCCGCCTCAGCCTCTCAAAGTGTTGAGAT 

TACAGGCTTGAGCCATTGCGCCAGCCCTACCTTTGTTTTCTTAATAGTAG 
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GAAAAATATGCCTTTATTTCTGTTATGATTTTTCAGAGAGGTAGAGATAA 
TAGATGCAAACTCTTGGAAGGAAAGCTGGTCCTTGGGCCGTTTTAAACTA 
GTGGGATCCCCCCGGGCTGGAGGGATTCCATATTCAAGCCTTATCGATAA 
CCGTCGACCTTCGAGGGGGGGGCCCCGGTTACCCAAGCnTrTGGTTCCCT 
TTTAGTGAGGGGTTAAATGGCGCGCTTTGGCGTAAATCATGGGTCATAGT 
>Sequence 3685 

AGGTACiii rirrirrrri-i-riri-rri-mxjAATcrrAAATGTGCTCTAC 

TAAGTGAAAAACCCATATACATGATTCATGGGCTACATATCACATGATTC 

CATTCATATGATACTTTGGAAAAATTAAAACTATAGGAATGAACAGACTA 

GGGCCGGGGTGTCCAATCTTTTGGCTTCCCTGGGCCACACTGGAAGAAGA 

ATTGTGCCTTGGGCCACACATAAAATATACTAACACTAACAATAGCTCTT 

GAGCAAAAAAAGTCCATGTATAAATCTCATAAGGTGTTAAGAAAGTTTAC 

GAATTTGTGTTGGGCCACATTCAAAGCCATCCTGGGCCGCATGCAGCCCA 

CGGGCTGTGGGTTGGACAAGCTTGGACTAGCAGTC 

>Sequence 3686 

CCGGGCAGGTACGCGGGGGGAGGCAGGTTGGAGCCGCTGCCGTCGCCATG 

ACCCGCGGTAACCAGCGTOAGCCCGCCCGACAGAAGAATATGAAAAAGCG 

GAGCGTACTCGGTTCAGGGAAAGCCCK:CGAGAATGACGCKjGCTTTCTGGC 

TGCACGCTCCGCAAGTCAGTAGGGGACTTCGGAATGATCATTGCGAGCTA 

CAAAGCTAGAAAAAGAGTGCAATAACGCAGAAAGGAATGGAAGGGAAACA 

CCAAATGTCAGCTTTTGGTGGGCTITGCGTTGTTCCCAACCCCCTTTCCT 

GGCCCCTTTACGTCACTGGTTGCTGACCCTTGTGAAGCCCAAGTTCTCCC 

ACCCAAACGCCTTCGGCGGTTATTTCCCTTCCCTTGGTAGGATGCCTTCA 

CCAAGGGTTCCTCAAGACCACCCGAATTGCGGCAATTTCCCCCTTTTTGG 

CCCCCTGGAAGTACTGGCCATCCGGGGGGTTCCCCCTTTTTTGGTGCCTT 

TACCCTTTCCCCC 

>Sequence 3687 

CCGGGCAGGTACGCGGGAAGAACGGCGGTAACAGTTATTGGCAAAAAGCA 

TGAAAAGAGAAAGCACTTTGAAATTTATTACTAGCTTGCTACCCACGATG 

AAATCAACAACCTGTATCTGGTATCAGGCCGGGAGACAGATGAGGCGAGA 

GGAGGAGGAGGAGGAGGAGAAGGCTCTGGGCTCCTCTGCAAAAATAAAAA 

TAAAAAAATAAATAAAATTTTAAAAATAATAAAAATTCACTATATACACA 

TATAAAGAAATAAAAAGAAGTCTCAGTTGCCAAAAAAAAAAAAAAAAAAA 

AGGTACCT 

>Scqucnce 3688 

AGGTACGCGGGTATTATGGAGATGCTCTGTTCCATCCAGGGAGGTGCAGG 
TGAAAAGAGGGCAGTTCATCCTCCTCACACTTAGGGCAGGGAGCAGCATG 
CAGGGGCAGATCAGCAGCTTTGCATGTTGACAAATCCACTCTCTGCTGCA 
GATGCCTAGGGGAAGTTGCAGACTTAAATTITCTTTTGTAAAATGCK3GGA 
ACACAAACAGATCTTATGTCACACTGGTTACTCCAGAAAAAAAAAAAGAA 
AAAGTAAGGAAGGAAGAAAAGTAAAAAGTAAAAAAATAAAATAACAAAAA 
TAAAAACAAAAA AGGTTACCTTGCCCG GG ACGGCCCGCTTTTAA 
>Sequence 3689 

CCGGGCAGGTACT 1 1 1T1 1 1 1 I I 1 1 1 rTTTTTTTTTTTTTCTAAGAGTTG 

CAACAATTCATCTTTATTTCTTATTTTCCTCTGGAGATGCAGAATTTGGT 

ATATTTCACCCCAGGTATATTTGGGATAGTTGGCTCCTCGCTGGGTCAGG 

ATGGGCTGGGCCCCTTCCCCCGGGGGGGGG 1 1 1111111 11 L GGGGGGGG 

GGGGGGGGGGTTTTTAAAACCCCCTCTTAAACACCCCCCTTGGGGGGCCC 

AAACCGAGGGGGAAACAAAATTTTTGTTTTTGGAAAAGACCGGGACGTCC 

CCCCCCCCTCTCGGGGGGAAAAATAAAATCCCCCCCCCCCCGAGAAAAAA 

AAAGGGGGTGTTTTTTTTTGTAAAAAAATGGAACCCCCCCCCCCCCCCCC 

TTTTAAGAGGGGGGGGGGGGCCCCCA 

>Sequence 3690 

AGGTACT TTI TT TTTTT1 1111 1T1GATTCCAAGTCCCCAAGAGGGCTTT 
A1T11 1" I CTTTTC AAC ATCCTGGTCTGCGGCnTCCTTGGCTCTTTTTGCC 
CGTATGCCCAAAAACCGGGCGTTGGCACGGGCCATACCGAGACTAACGAA 
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GGCTTTCAAATTCTTCTCTTCCTCAATGATGACTCGAGCTTTCTCCHTCT 
TATAAACCTTCCGGACGGGCATGACCGGTCCGGTCAGCTGGGTGGCCAGT 
TTCAATTCTTCCCCGCGTACCTGCCCG 
>Sequence 3691 

AGGTACTI 1 I I ITI ITI'ITTI 1 1 1 i J'L T 1 CTCC ACC AG AAAC ACGTGC AC 

TTTATTGAATGCCATTGTAGAAAAGTGCGTGAAGATAAAGGGCTGATACA 

GGACTGGGCTCCGGGGGCAGGGCGAGGTGGAGTATGTGGGATTCAGGTCA 

TGGGCAGAGCTCCTGGCCTGGATGATGCCTCCTGATCTATCGATAGGCTT 

GGAAGATCAACACCCGGATGATGATGAGCAGAATGGTCATGAGGATGTCC 

ACAATCAGGGCTCAAATCCCGCGTACCTGCCCG 

>Sequence 3692 

CCGGGCAGGTACCCGGGCGTGTGAGGTGTCAGTCTGCCCCTACTTGGGGG 

TGCCTCCCAGTTAGGCTACTCGAGGGTCTGGGACCCACTTGAGGAGGCAG 

TCTGTCCGTTCTCAGATCTCCAGCTGCGTGCTGGGTGCTGGGAGAACCAC 

TACTCTCCCCGCGTACCT 

>Sequence 3693 

TGAGGTTTCTCACACTCATGAAAATGAAAATTATCTCTTACATGAAAATT 

GCATGTTGAAAAAGGAAATTGCCATGCTAAAACTGGAAATAGCCACACTG 

AAACACCAATACCAGGAAAAGGAAAATAAATACTTTGAGGACATTAAGAT 

TTTAAAAGAAAAGAATGCTGAACTTCAGATGACCCTAAAACTGAAAGAGG 

AATCATTAACTAAAAGGGCATCTCAATATAGTGGGCAGCTTAAAGTTCTG 

ATAGCTGAGAACACAATGCTCACTTCTAAATTGAAGGAAAAACAAGACAA 

AGAAATACTAGAGGCAGAAATTGAATCACACCATCCTAGACTGGCTTCTG 

CTGTACAAGACCATGATCAAATTGTGACATCAAGAAAAAGTCAAGAACCT 

GCTTTTCACATTGCAGGAGATGCTTGTTTGCAAAGAAAAATGAATGTTGA 

TGTGAGTAG 

>Sequence 3694 

AGGTACTATGTTCGCATCTGTGAATAGTCACTGCACTCTAGCCTGGACAA 

TATAGTGAGAACCCATCTCAAAAAAAAAAAAAAAAAAAAAAAGGCAAAGT 

TCTAGATCCTAACTGGAAGAGTTAGGCCAAGAAGGAAGAAGAGGTTCTGG 

GAGCTGCTGGCTAACTCTCATCCTCCTCACTATCGAGATACCCGCGTACC 

TGCCCG 

>Sequence 3695 

TGGAACTGTGACACTACTTCTGACTAATGGGAACTCACACGCTGAGGCGG 

CCGCCCGGGCAGGTACGCGGGAGCCCCTCATGGGAGCCGGACTCCCTGAG 

ACTCAAGAAAATGCACCCGTCCTGCGTTCCTCCTGCCTGGGGTGACCCAT 

AAGGAACACCCCCCCCTTCTCAACAACCACAGAAGATAAATGCCAAGGGG 

ACCACCAACATGGGCATGGGGCTGTGATGCCCATCTTAAAGGAAAAACAC 

AAGTAAAATTGGCTCCAGGACTGAGCTGGGGGCAGCTGCTATTTCTGTCC 

ATGACTTTGAGGCGGGATCTCGAGCGTCTGTCTGACGGGCCTTCTGTCTG 

CTGTCCTCTCGCAGGTTTCAGACATTGAATCCAAGATTGCAGCCCTGAGG 

GCCGCAGGGCTCACGGTGAAGCCCTCGGGAAAGCCCCGGAGGAAGTCAAA 

CCTCCCGATATTTCTCCCTCGAATGGCTGGGAAACTTGGCAAGAGAA 

>Sequcncc 3696 

CCGGGCAGGTACGCGGGGAGCATATAAAATGCAGTTCTGATCCTGTCACC 

TCTCTGCTTAAAACTCTTCAGAGGTTCACCATCGCTTCCAGAAAAAGATC 

AATACTCCTGACGTGGCAACCTGTCGAGACTCAGGACCGCTAGGAAATCA 

GCTCTTGTTACCCCTTTATCCATTACACTACGATCCAGCTGGGTTTAGGC 

ATCACTTCCTCTGAGCAATCCTCCCTGATGTCATGAGGCAGTGCTGAGTG 

CCTTCTCTGGACCCTCTGTTTACTTGCCTGTTAAATCCTGAACATCTGGA 

AGGGAGTCGTGTTCAGCAACATATCTACGCCTTGCAGCACGGTGCCTGGC 

CTGCAGCTGGTGTTCCGTAAACAGCTGCTGACTGACGGGATGCATCGCCA 

ATTCTAGATTTGAGTCAATTCTAGAGACCACCATGGTG 

>Sequence 3697 

AGGTACAGAGTGGGATGGTCAGGACCTGGGCCATTGCAACCAAAATGGGG 
ACTTCCTGGGTAGGGAGGTCACTCCCTCTACTCACTGAGCTAGGATTAGG 
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GAGGGTTATTGCCCCAACCATTGCAATGGGAGGTGGAGGGACAGGCTCAG 
CCTCCTCATTGTCTAAATGAGGCCTAAATGTGTGAAGTGCGATTTCTGCT 
TTTGTGTACCTGCCCG 
>Sequence 3698 

AGGTACGCGGGATTTATAAACATCCTGCAGGAAAATGATTCTATATGTCA 

GAATACACATTTCCCACCTTGCCCAACAGTAGAAAAACATAAGAAGAGAA 

AAACATTAAAAAATGACAAGGAAGTTAATGGAAGCAATGCGATGGTGTTT 

GGAGGTGGAGCCTTCAAAAGGGAAATAAATGCCCTTGTAAGAAGAGGCCA 

GAGAGCTTGCGCACCTTCTTCCTGCCATGTGAGGAGCCAAGAAGCCGGCT 

GTCTGCAACCTGCAAGAGGACCCTCACTAGAAGCTAGCCATACTGGCATC 

CTCATCTTGGCTrTCCAACTTCCAGAACTGTGAGAAGTATATGTTTGTGG 

TTTAGTCAATGGTCTATGGTAATTTTTTTATAGCAGTCCCAGCCAAGACA 

GTGCCTCATTTACTACATACCATTTATATTATTATAT 

>Sequence 3699 

AGGTACCCTCITrCCCTTCCCACCCCCCAATTAAAGGCAAACAATTTCAC 

TTTGCTCTTGCTTAACCTAGATTGTCTTCAAAAACTATTAAAATGTAAAA 

GACTTAACAAAAAAACAAAAAGACGTTTAACAGATGTCAAAAAGCTCCTT 

AGTGTTTGAAAATTAATGCTTTAAACAAAAGACAACATATTTTATATCAA 

ACATGTTTGAAGAGCCCTTAATTGCAGCATTCTGTAACATGAACAAACAA 

AAAGCTGGTGTAGGATTTATTGTCAAAGGCATAATTTCTTCACGCAGGTA 

AATAAGGAGGTGGTCGGTTCTTTTTCAAGCATTTTCACCGCCATTTCATA 

GGTTGGCAAAACGTACCTGGCAG 

^Sequence 3700 

CCGGGCAGGTACTTTAriTlll-iri'ri'J-rirrrilCCACTGGGGGAAATG 

ACACAAACTGACAAGTATTTATTTAGCCTCATTCCCATCACTCACCACTG 

CCACCCAAAAAAGTGTCACCTGAGTATTTATTGCATGCAGCCCCAACACT 

AAAGAAAGATCAGAAATATTTCGCTCCCGTGGTGGAAAATAAAGGGCTAT 

TTGCCCACGTCGCCAGGCTTTCTTTGGAAAGCATCTGGGAATCATTCCAG 

AAATTCAATTTCCAGGCGTGTGTTTCTTTAAGGAAATATTGTGGAGTAGA 

GAAGGAACGCACTGTGCAGGTGCCATTGGCTGTGGGCGTTGCTATGGCAG 

ATCAACCTTATTACTGAATAGCAAAGGAAGGAGTCACCATGAAAACACAA 

CATGAACAGGCAGAGTGCCCACCCCGTGGCCTCGGA 

>Sequence 370 1 

CCGGGCAGGTAC 1 1 1 m TH "I AATTTTTTTTTI TnTIGGTATTTTTAG 
TAGAGACAGGTTTTGCTATGTTGGCTATGTTGGCCATGTTGACCAGGCTG 
TTCTAAAACTCCTGACCTCAGGTGATCTGCCCACCTCAGCCTCCCACAGT 
GCTGCKjACTGCAGCTGTGAGCCACCGCGCCTGGCCCAGACTTTTTTTATG 
AAAGAAAAACAGATTTACTATGGATTACCAAGTTAAGAGAAGGTGAAGAG 
CAGAAGTCTGAAGGAGTTGCGCAAACCATATGGACATGTGGACACCTGGA 
AAGGACATTTTAAGCAGAGGTTACAGAAGTCCGAAAGCCCCTAAAACAAG 
CACATGCCTGAAATATCGTGAGGATCAGGAGGCCTGCGTAAGCAATGTAA 
. GCCAAATTCTGTGAGAG 
>Sequence 3702 

AGGTACTTAACTAGGGTTAGCCGAGGTCAGGAGGGTGGATGCCTTATTAT 

GGGATTAGTGCCCTTCTAAGAGGGACAGTAGAGGGCTTGTTCATGCTCTC 

TCTCTCCATGCACAAGAAAGAGCACACAGTGAGAAGGAAAGAGGCCCTCA 

CCAGAACCTGACCATGCTGGCACCGTGATTGCAGACTTCCAGCCTCCAGG 

ATTGTGAGAAGATAAATATCTGTGGTTTAAGTCACCAAGTCTGTGGTGTG 

TTTTATGGCAGCACAAGGTAACCCAGATGATGCTTCTCACCACTGGGTGG 

TCCAGCCTTTCATGGAAGCTGTCAGCTCCTCAGCCTTGCAAAAAATGCTT 

GCTGGTCACTCTCTTTGGTCCTCTCAGACGCCTTTCTTAGTGGTGCCTCT 

ACCAGGCCCTTGACTTCATCCTTTTCT 

>Scqucncc 3703 

AGGTACCTCAGCACAGCACAGCCACGCTACAAAAACGTGGCCAGACTCTT 

GTTTACGTCAGTCCCTGACCACATTTCTAGTCAGTGGGTGAAGTCTTTCA 

ACCAGGGTCTCTGGCTACCTTGACTGCTGTTGTCTGGCTGACAGAGGTCT 
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CAGGCTTCCCTGAGTCAGGGCTGCCAGGGGGAGGACCAGATTGTCATCTT 

TGCTTTTTGGGCGACCCAGCCATTTCAGCCTTAGGGCTTCAGAGTGTCTG 

AGGTG ACC AGGGGCTG AAGTGA ACCCCCAGC AC AGC ACAGCTGCTCTATA . 

AAAACGTGGCCAGACTTTTTTTTTAAAGCAAGTCCCTGTGCTTGTTCCTC 

CTGACTAGGTAAGACTCCTCAACTTGCCTCCAGCCACATCTTATAGGTGT 

GTTCAGATTGGCAACAGGTTCGTN 

>Sequence 3704 

CCGGGCAGGTACTCGGGGGTAGTAGCCATGGCGGCCATGAGTTTTTTGCG 

GCGGGTTTCGGTTACTGCGGTGGCAGCTCTGACTGGCCGGCCCCTTGGCA 

CTCGCCTCGGATTTGGGGGCITACTCACTCGTGGCTTTCCGAAGGCTGCT 

GCTCCTGTTCGACACATGGGAGACCATGGGAAAAGACTATTTGTCATCAG 

ACCTTCTAGATTCTATGACAGGCGTTITTTGAAGTTATTGGGATTCTACA 

TTGCATTCACTGGGATTCCAGTAACAATTTTCATAACTTTGGTGAATGTA 

TTCATTGGTCAAGCTGAACTAGCAAAAATTCCAGAAGGCTTTGTCCCAAA 

ACACTGGGAATATTATAAGCATCCCATATCAAGAAGGATTGCCCGAAATT 

TCTATGATAGTCCTGAAAAGATATATTAAAGAACAGG 

>Sequence 3705 

TGGCGGACCCCGCGTACT r ril l ' tl^ltlT r iUiniU ' lUI GAAAGTGTTT 

TCTGGGTGAAGTTTATTCTGTTTTCACATCTAGGTTGTTGGGGAGAGTGA 

TAGACAAAGTTCTGGATTCTGGGCATCGACAGCGCATGCTTGTAATCCTA 

CTTGGGAGGTTGAGACAGGAAGAATCCCTTGAGGCTAGGAGTTGGAGGCT 

GCATTGTACCT 

>Sequence 3706 

CCGCCCGGGCAGGTACGCGGGGACACCCTGATCTTCACTGCAGAATGTAA 
AGGTTTCAACGTCTTGCTTTAATAAATCACTTGCTCTCCAAAAAAAAAAA 
AAAAAAAAAAAAAAAAGTACCT 
>Sequence 3707 

AGGTACTGGGCTGTGGCACAGCCTTCAAGACAACACGGGTGTATCTCTGA 
TCCTGCCCTACCTAGGCTTCAAGGGGCTTCTGTCTGGAGAAATGCCCTCA 

aagggtaaccagtaggtgtggcattgaattggccagtgttagcatatacc 

gccattacccaaattgagtttgcctgccccaagggcccccttaaggttat 

tagaacggtattcactcatggtagagcccgtcccgccttggttttcttaa 

ggaatagccccaacaagaatgaaggggatck:ccttttttcagtggggcat 

cttggaaattcttttatgttgcacagggggccttttttttttcattcaat 

aaactcgcggcgtagataccctggccccgtgggcctggcccgcttcctaa 

gaaaacttaagttcgtattccccccccgggttcttggaagtgaaattttc 

tcattatccaaaggcctttatttcgaattacccgtttcgaacccttcctt 

atggggggggggcccccaggttaaccccaaacctttgttg 

>Sequence 3708 

AGGTACGCGGGATCAAAAGCAAGTGAGAAACTTGCTTCATTACAAAACAA 

GTTATGTAGCTAGATATTGGGTTGAATCTTTTGATATTTTAAGAAACTAT 

CCACACAGATCAGAGAGTTGATAGACGTATTAAAACATAGTGATGAATTC 

TCTGGGAGATCAGTCTTTGACAAAACTTCAAAATTCCAAATCTGATGAGT 

AATGTX}GAAATTAATTTATCTAAGCAATGTGCTACACACAAACCTTACTG 

GGTCTTCAGGGCTGAGTTTAAGTGGCAGGCTTTTGCATGGTTTGTTATGA 

TTGTGAAATGGTATACCTAAATTTCTTAACTTTCGTTTTTTCCCATTTAT 

TGGATTTAGTTCCTTTTAAGGAAAAAACCTTTTTGGGGAAAATTTCCCCA 

ATTTACTAAAGGGGGGGGTTTCCCTAATAAGAAAAGGGGTTTTTTTTTCC 

CCCCAAATC 1 [ 1 m GTGG 

>Sequence 3709 

CCGGGCAGGTACGCGGGGGTGGCTGCATGCCAGCCAGACACCCAGTCTTG 

CAAGACTGTCATTGAAAATCTCCGTTTTGCTGTTCTCCGGGTCTCTGCGT 

CCAGTCTTTGTGTTTGGACGGACCTGCCGGGCCATCTTTCTGCAAGAAGA 

TAAAGGAAGACCAGGAGTGCCTGCCGAACTCCTATGGAGGAAGTCTAGGA 

GAGGAAGGGGACAGGGAGGAAGATGGTGTCTGCAAACCAGGAAGCAGCCT 

TGCCAGACACAGGATTGGCCACAACCTTGACCCCAGACTTCCAGCCTCCA 
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GAACTCTCCTACTGCACTGAGAAGCACGTGTTCTCCATTTCCCTGGGGGA 

GACCATTGTATTGGGCAGTTTGGAACAAAACACCATGGACTGGGAGGCTT 

ACACAACAGAAATTT 

>Sequence3710 

AGGTACTGGGCTGTGGCACAGCCTTCGAGACAACACGGGTGTATCTCTGA 

TCCTGCCCTACCTAGGCTTCAAGGGGCTTCTGTCTGGAGAAATGCCCTCA 

AAGGGTAACCAGTAGGTGTGGCATTGAATTGGCCAGTGTTAGCATCTACA 

GCCATCACCGAGATGAGTTTGCCTGCCCGAGGGCCCCCTAAGGTTATAGA 

CGGTATCAGCAGGGAGGCCGTCCCGCTGGTTTTCTAGGAGAGCCCACAGG 

AGGAAGGGAGCCTCTTCAGGGGCACTGGAATCTTTTGTGCCAGGGGCTTC 

TTTTCATCAGAGCCGGGGAGTACCTGCCCG 

>Sequence 3711 

AGGTACAGGGTAAACAGGAGGATCCTTGCTCTCACGGAGCTTACATTCTA 

GCAGGAGGACAATATTAATGTTTATAGGAAAATGATGAGTTTATGACAAA 

GGAAGTAGATAGTGTTTTACAAGAGCATAGAGTAGGGAAGCTAATCCAGC 

ACAGGGAGGTCACAGAGACATCCCTAAGGAAGTGGAGTTTAAACTGAGAG 

AAGCAAGTGCTTAAACTGAAGGATGTGTTGAAGAAGAAGGGAGAGTAGAA 

CAATTTGGGCAGAGGGAACCTTATAGACCCTAAGGTGGGAAGGTTCAAAG 

AACTGAAAGAGAGCTAGAACAGCTGGAGCCGTTCTCCGGTGTAAAGAGGA 

GTCAAAGAGATAAGATTAAAGATGTGAAGATTAAGATCTTGGCGGCATTC 

AGGGATTGGCACTTCTACAAGAAATCAC 

>Sequence 3712 

AGGTACGCGGGATCCTCGGAAGAGCGCTCCCAGGAGAAACAAGCTTGACC 

ACTATGCTATCATCAAGTTTCCGCTGACCACTGAGTCTGCCATGAAGAAG 

ATAGAAGACAACAACACACTTGTGTTCATTGTGGATGTTAAAAGCCAACA 

AGCACCAGATTAAACAGGCTGTGAAGAAGCTGAATGACATTGATGTGACC 

CAAGTCAACACCCTGATTCGGCCTTGAGGGGAGAAGAAGGCATATGGTTC 

CAATGGCTTCCTGATTACGATGCTTTGGATGTTGGCAACAAAAATGGGAT 

CATCTAAACTGAGTCCCGCTGCCTAATTCTGAATATATATATATATATAT 

CTTTGCACCCCACCTTTGAAGGGGTGGACATATTAAAGTACCTGGCCGGG 

CGGGCGGTTTAAAACTAGGGGATCCCCT 

>Sequence 3713 

AGGTACGCGGGGAACACATCCAAGCTTAAGACGGTGAGGTCAGCTTCACA 

TTCTCAGGAACTCTCCTTCTTTGGCCAGGATTGCTACTCTGCAGTCACTG 

GGAGCAACTGGACTCTCCGGATTGACCAAGTTCATCCTGGGCTCCATTGG 

GTCTGCCATTGCGGCTGTCATTGCGAGGTTCTACTAGCTCCCTGCCCCTC 

GCCCTGCAGAGAAGAGAACCATGCCAGGGGAGAAGGCACCCAGCCATCCT 

GACCCAGCGAGGAGCCAACTATCCCAAATATACCTGGGGTGAAATATACC 

AAATTCTGCATCTCCAGAGGAAAATAAGAAATAAAGATGAATTGTTGCAA 

CTCTTAGAAAAAAAAAAAAAAAAAAAAAAAAAAAGTACCTCCCCCGGTAT 

A TTATTATG ATTAATAA ATAACGTTTTTA AGGGCCTAT 

>Sequence 3714 

AGGTACTCCTTACTCAGGTTCTCCATATATTTCTGTAGTGCTTTATGCTT 

CCAGAGCATCTTGGTGTCTTGATGGCAATATCTCCTGGACCAATTCTTAC 

TTAACAGATGAAGAATGCAATTCCTGTTTTGTCTAAAAACTTGCAGCCTT 

GTATCAAGATGTATCTGTCTAAATTGATGAGAATGGAGCTGGATGTGACA 

CTGGAGGTAACCATTAAGAGATGGATGTCTAAAAAGCCAAACACACAGGT 

GACGATTCATCTCAGCATCTGAAATACAATAAACACAGTCTTTAAAAAAA 

AATCAGCTCTAAAGATACATGCATAATAAACCTGGAAGGAACATCAAGAA 

ATCTTGTTTCATCTACTGCCTCAGCCAGCTCCACAGTCTTAAAA1TCAAC 

TGCCGGCTGGCAGCAGTGGCTCACGCCAGT 

>Sequence 3715 

CACGCTGGTTTTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTCTCC 
TCGGCCAATTCGCGGAAGAAGTGGCTCACGCCTTCCAGAGCCACATCATC 
GCGGTCGAAATAGAAGCCCAGAGAGAGGTAGGTGTAGGAGGCCTGCAGGT 
ACCACTACATCATTGCAAATCTGGGATTTACTGATGGAGACCTATTAAAA 



Page 619 
of 685 of Table 3 



WO 01/51628 



PCTAJS01/00798 



Table 3 



ATCCAGTTTGGAGGTGCAAATGTCTCTGGATTTCAGATAGTGGACTATGA 

TGATTCGTTGGTATCTAAATTTATAGAAAGATGGTCAACACTGGAAGAAA 

AAGAATACCCTGGAGCTCACACAACAACAATTAAGTATACTTCTGCTCTG 

ACCTATGATGCCGTTCAAGTGATGACTGAAGCCTTCCGCAACCTAAGGAA 

GCAAAGAATTGAAATCTCCCGAAGGGGGAA 

>Sequence 3716 

AGGTACGCGGGGCTCTTGATGCATAAAAACAGCTGGGCTCCCTTGGAGAC 

AGAGCGCCATGGGAAACCGGGtCTGCTGCGGAGGAAGCTGGAGCTGCCCA 

TCAACTTTCCAGAAGAAAAAGAAAACAGGAAGCCAAACAAGACGGACACT 

GAAGCCGCAGCCACAACAGCTGCAGCAGAATCTCCCAAAGGGCCATGAAA 

CAACAGGACATACGTATGAACGGGTGTTACAGCAGCAAGGGTCTCAAGAG 

AGGAGTCCAGGCCTCATGTCGGAAGACAGCAACTTACATTATGCTGACAT 

TCAAGTGTGCAGCCGTCCCCATGCCCGGGAAGTGAAACACGTGCATTTAG 

AAAACGCTACAGAGTATGCGACCCTTCGCTTCCCCCAGGCCACACCTCGC 

TATGACAGCAAGAACGGGACCCTGGTGTGAGCGCTTGG 

>Sequence3717 

AGGTACGCTGGGAAGCGTTTACTTTGAAAAAATTAGATTGTTCAAAGCAG 
GCCCGAGCCGCCTGGATACCGCAGCTAGGAAAGCGAATGATAAGGGAAAA 
GTTCTCAGGGAATTGAAGTGTTGTTGCTATGGTGACGTC 
>Sequence 3718 

CCGGGCAGGTACCTCTTTGATGAATGAGCCTGGCAGACCCCGAATCGCAT 

TTAAGTGAAAGCCATAGCCATTTTCACCTTTAGCCAGCCTGCAGAGTTTA 

GGCTTATGAKrrACTTCCTCTGTAGTATCTGGTGGACTTGAGACTTCCAA 

ATAATGGGAGGGGAGCTGGAGCCTCCTTGACAGAGCCAGTTGGGCAGTTC 

TTGACTTTGATAGTAGAGAAATGGAGAAAAATGAGCCAGTCTGTACCT 

>Sequence 3719 

AGGTACilllllUUllTIHU^UU'll'l^U'lUUUTlCGGmi'rrrGGTTTT 

TTGGGGGTTTTTTTGGCAGCCACAGGAGTTTTAGCCAATTCAGATGCCTT 

GCTCCCCACAATTTGGAACATTCCTTTGGATTTGACCAAGTCAGGAAGAG 

ATGGGAGAGAAGTGAAACAGCAACAATAAACCCCAAACATAAACAAAAAG 

AGTTAAGCAAAACAAACAAATGCGCAATTCATGTGATTACTGAGTGTTCT 

AATGGTAAGGAGAAATTAAAAGCAGCTGGTGGGTCATTTTAAATTTTAGT 

CATTAAGGAAAAATTTTAAGACAAACTCTAAATTAGCTTCTTACCTGGAA 

ATAAGGCTCAGGCTGGTGATTGTTCTCTGCCATCTTAAATGCTGGAAAAA 

ACTTACACTC 

>Sequence 3720 

CCGGGCAGGTACATGACTGATATTACACCTCAAGGTGTGGCTATGAGAGC 

TGGAGTTCTGGCTGATGATCACTTGATTGAAGTGAATGGAGAGAATGTAG 

AGGATGCCAGCCATGAGGAAGTGGTTGAAAAGGTGAAGAAGTCAGGAAGC 

CGTGTCATGTTCCTGCTGGTGGACAAAGAAACTGACAAGCGTCATGTTGA 

GCAGAAGATACAATTCAAAAGAGAAACAGCCAGTTTGAAACTGTTACCCC 

ACCAGCCCCGAATTGTGGAGATGAAGAAAGGAAGCAATGGCTATGGGTTT 

CTATCTGAGGGCAGGCTTAGAACAGAAAGGGTAAATCATCAAGGACATAG 

ATTCTGGAAGTCCAGCAGAAGAGGCTGGCTTGAAGAAACAATGATCTGGT 

AGGTGGCTGTCAACGGCGTAGTCT 

>Sequence3721 

CCGGGC AGGTA CnTTTTTGAGCCCACTGTGTGCTGCCTGTTTTTATAAGA 

CATTGAATTTTGTTAATAGAATGTAAACTCCATGAAGGCAGAGATTTTTG 

TTTATTTTGTTCACTGTGGAATTGCTAGCACCTAGAATACTGCTTGACAG 

ACAGTAGGCAGTCTGTAAATTTATTTGTTTGTTTGTTTGTTTGTTTATTT 

ATTTATTTATTTATTTATTTTTGAGATGGAGTTTCACTCTTGTCGCCCTG 

GCTGGAGTGCTAGCGGCACAATCTCAGTTCACTTCAACCTCCGCCTCCCG 

GATTCAAGTGATTCTCCTGCCCTCGCCTCTAGAGTAGCTGGGACTACAGG 

CGTGCACCCCCACGCCTGGCTAATTTTTGTATTTTTAAGAAAGGCCGGGG 

TT 

>Sequence 3722 
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TGGTGGTGAAGCTGTAGCCGCGCTCGGTGAGGATCTTCATGAGGTAGTCA 

GTCAGGTCCCGGCCAGCCAGGTCCAGCCCGCGTACCT 

>Sequence 3723 

GGGGAGTGCCGTATCACTCACTTACGATGAGTCGAATCGGACGCTGCGCG 

CGCGGTGGCGGCCGAGGTACATCCAAGATTAGGTCATAAAAAGTCTGTGG 

CAGCTACTCGGGAGGCTGAGGCAGGAGAATTGCTTGCACCCAGGAGGTGG 

AGGTTGCAGTGAGCTGAGACCACGCCACTGCACTCAAGCCTGGGCTATAA 

GAGCAAAATTCTGTCTCAAAAAAAAGTCCGTGGCTTCAATCTTGGGGGCT 

CTGCCTCTCTGGCTTTTTGCTCAGTTACTCTGAAAAAAGCCAGGTGTCAC 

ACTGTAAGCTGTCCTACAGAGAGGCCCATGTCAAAAAGAACTTATGTTTT 

TTGCCAAGAGCCACATGAATCAACTTGGAAACTGAGTCACACTTTGCACA 

ATTATGTACCTGGCCC 

>Sequence 3724 

AGGTACACGTCTCTGTCTGGGCCTCGGCCAGGGTGCCGAGGGCCAGCATG 

GACACCAGGACCAGGGCGCAGATCAC 

>Sequence 3725 

gcggtggccggccgcccgggcaggtacgcgggtccagggccagtggcacc 

ccttcaccaacaagccgaccacgttccxjcgggctacgcccccgagaggtt 

caggatcctgccccagcccatgtgcaagcacagtgaagagttgccccacc 

aactgcagtcccaggctattggactgttacttccggtaaaaggtggttct 

ttccccttttgggaSattccaagctccaggcaaattggaaccccatcattg 

GGGCAAAGTTTGACAAGAAGGTTTCTGCTTTGGGGAATAATTGAAAAAAG 

CCTGCCCTTGTrTTrilM"14CCAAGGGGCCTTGTTTTCTTGTGGGGGCCG 

GTGGACCCTTTTGTGAAACCCTCTTAATTTTTTTATGCCAAAGGTGGGAA 

TTCCCTTAAAAACCCTGAGAATGAAGTGAAAGACCTTCAAAGGGGGTTTT 

TACC AGGGGGCCCCTTGT" nTTTTTI AAAATTCC AAAATTTGG ATAAATT 

AATGGATTCCTCAA 

>Sequence 3726 

CCGGGCAGGTACGCGGGTGGAGGGGTAGACATGGAAAGAAAGGCAGATCA 

TGATTAAAGGTTACAGAAGGAGAAGTAGCAAGGCTTTAATCCTAGAGCCC 

ATCCTCCCAGAGAATAAATGGTAAAAATGTTTGCCTTTGTGCCTTGGGAA 

GCGCTAGGCTCCTGCTGCTCTTTCATCAAAAAAAAAAAAAAAAAAAAAAG 

TACCT 

>Sequence 3727 

CCGGGCAGGTACCACTCAGAAGCCTTCACTGTCAACTTCGGGGACACCGA 

AGAGGCCAAGAAACAGATCAACGATTACGTGGAGAAGGGTACATTGGACA 

TCCTGGACTGATTCTGTAATTTTCGTATCTTTITrCTCCCATGTTCCCTT 

TATTTGTCTTTTGGTTCTGCTTTrTGGGAGATTTTCTTAA 

CTGAGGCTCAGTCCTCATCTGTAAAATGCTGATAAAAGGACCTACCACCT 

AGCGTTGCTGTGAGGTGTCAGTGAAATAAAATGTAAAATGCTTAGCACAG 

TGAACTTTAATAAATGGTAGTTGTGGTTGCACATAAAAAAAAAAAAAAAA 

AAATGGAAAAAAATTTTTTAAAAAAAAAAAATATTAAGGTCCCTTGGCCG 

CTCTAA 

>Sequence 3728 

AGGTACGCGGGTTCAACTAAAAGAGGTATGGGAAGAGACTCATGGATTGG 

ATCCTAATGACnTTGACCCCAAGACATTTTTCAAATTACATGATGTCAAT 

AGTGATGGATTCCTGGATGAACAAGAATTAGAAAGCCCCTATTTTAACTA 

AAGAGTTTGGAGAAAAGGTTATGAACCCCTTAAAAATGAAAGAGGGATGA 

TCATGGGTATAAAATGGCAAGTAAGAAAGGGCTTTACTAAATGAATGGCA 

AACCATGTTTATTGAAATGAAGGGTTGAATATCTTAACCAAAATAACTAG 

AATTGGGTGGACCTCTCTGGTAGGGAGGGTTTTCCTGGAATAGGCCCACC 

AATAAAAAGAAGAAAAGTAATTTTCCTGTGGGGGGCCCCAAGTATTAAGG 

CTGGGGGGAGAACCATTTTTAGTATTCAAGTCCAACCTAGGTTTCTTTCC 

ACCAGGTAGGGGAAAGGAAAACTTAACATAGAAATAATTGGAAGAAATTA 

TTTAATTTGGCTTTTTAACCAAAGAAAAAATTGTAACCTTTTAAAG 

>Sequence 3729 

Page 621 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



AGGTACGCGGGGGTTGTGACTAGGAAAGGCATGGGACGACATGTGTCCCA 

GGTGAGGTATGTGCCACAGGCAGTTACGGATGTGTTGGAGGAGGAAATTC 

CAGGAAGGGGCAAGATCTGGAACGAAGGCCTGGAGGGAGGTTCCCCTGAA 

GGATGCTAAGGAATACGCTGAATCCATAGGTGCCATCGTGGTTGAGACAA 

GTGCAAAAAATGCTATTAATATCGAAGAGCTTTTTCAAGGAATCAGCCGC 

CAGATCCCACCCTTGGACCCCCATGAAAATGGAAACAATGGAACAATCAA 

AGTTGAGAAGCCAACCATGCAAGCCAGCCGCCGGTGCTGTTGACCCAAGG 

GCCGTGGTCCACGGTACCTGCCCG 

>Sequence 3730 

CCGGGCAGGTACAGCCCCCACCCCCCGTCCAAAGGTCTTGCGTTGTAAAT 

GCCACCACCATTGTCCAGAAGACTCAGTCAACAATATTTGCAGCACAGAC 

GGATATTGTTTGACGATGATAGAAGAGGATGACTCTGGGTTGCCTGTGGT 

CACTrCTCGTTGCCTAGGACTAGAAGGCTCAGATTTTCAGTGTCGGGACA 

CTCCCATTCCCCATCAAAGAAGATCAATTGAATGCTGCACAGAAAGGAAC 

GAATGTAATAAAGACCTACACCCTACACTGCCTCCATTGAAAAACAGAGA 

TTTTGTTGATGGACCTATACACCACAGGGCTTTACTTATATCTGTGACTG 

TCTGTAGTTTGCTCTTGGTCXnTATCATATTATTTTGTTACTTCCGGTAT 

AAAAGACAAGAAACCAGACCTCGATACAGCATTGGG 

>Sequence 3731 

AGGTACGCGGGGCCTTCCACCATGTGAGGACACAGCAAGAAGGGGCTGAC 

TCTGAACCAGGAAGCTGTGCTGTGCTCACCAGACACTTTGATCTTGGACT 

TCTCAGCCTCCAGAACTATGGGGTTCTGCTCTTGTCACCCAGACTGGAGT 

GAAGTGGCACAATCTCGGCTCACTGCAACCTCCGCCTCCCGGGTTCAAGC 

GATTCCCCTGCCTCAGCCTCCAGAGTAGCTGGACTGCAGGCGCACGCCAC 

CACTCCTGGCTAATTTTTGTATTTTTAGTAGAGACGGGGTTTCACCATGT 

TGGCCAAGATGTTCTTGATCTTCTCACCTTGTGATCCGCCCACCTCAACC 

TCCCAAAGTGCTGAGAGACTAAGACACCTTTCTAGACAGAGAGGAGGCCG 

A TGGCAG ACATTCTCAG ATAGGTTTGTAGCTA 

>Sequence 3732 

CCGGGCAGGTACGCGGGGAGGCATTGAGGCAGCCAGCGCATGGGCTTCTG 

CTGAGGGGGCAAGCGGAGCTTGAGGAAACCGCAGATAAGTTITTTTCTCT 

TTGAAAGATAGAGATTAATGCATCTACTGAAAAAATATAGTCAATACGTT 

ACTAAGATATTGGTTTAGCGATAAGTTTTTAACGTAATGTCAATAGCTTA 

AGATTTTAAGAGAAAATATGAAGACTTAGAAGAGTAGCATGAGGAACGAA 

AAGATAAAAGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCA 

TGGAGCAAAGACTTAAAACATAAAGGTACCTT 

>Sequence 3733 

CCGGGCAGGTACTGGTGTTGTGATCGGAACGTGTCGATCCCCTCTTCTCA 

TCACTGCTGCTCCAACTGGATTTATTACTCCGGGAATGGTCTGAGGGGGA 

AAACCAATGTGTTTAGCGTGCCTGCCCACCTGCGCCTGAGCACAACTATC 

CTGCAATCTGACCTGCCCCTCCTGCACAGGAAACCACCTTCCCCTCCCAA 

TTGATGGTTCAAACACTGCCACCGCTGACTGCCCTGCATCTGTGGGTCTG 

TAGAACAGAAAGGTAGAACAACTTATTTTTTAGGATTTAACGACAACCGG 

TTGAAAAAACGGTAGGGTGTCATGCTCACAGAGAATAAAGATTTGTAGAA 

AAGGTGCTGAACTGCCCAAGGAAGGATTTCCTGTGCCCGGTTTGAAACA 

>Sequence 3734 

CCGGGCAGGTACTATCAATGAAGCCTTACCAAAGGACGTGTCTGAGGATC 

CAGCTACCAAGTCAGGATTGTTACCCCCACCACCTGCGCTCCCTCCAAGA 

CCTTGTCCATCACAGTCTGAACAAGTGTCGGAGGCCGAGTTACTCCCACA 

GCTGAGCAGAGCCCCATCCCAGGCTGCAGAAAGTAGTCCAGCAAAGAAGG 

ATGTACCT 

>Sequence 3735 

AGGTACTTTH I I UTMTl 1 1 1 1 1 I ITnTTAAATGTTTTTGTTAAAAA 
CTAAGACACATATTAGCCTAGGCCTACACCCGGTCAGGATCATTCATATC 
ACTGTCTTCTGCCTCCACACCTTGTCCCACTGGAAGGTCTTCAGGGGTGT 
GATCGTTAATACTGAGTGTCAAACTTGACTGGACTGAAGAATGCAGAGTA 
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TTGTTCCTGGTGTGTCTGTGAGGGTGTTGCCAAAGGAGATTAACATTTGA 

GTCAGTGGACTGGGAGAGGCAAACCCCCCTCAATCTGGGTGGGCACCATC 

TAATTAGCTGCCAGCGCAGCTAGAATAAAGCAGGAAGGAGAAGATGGAAG 

AATGACTTGCAAAGTCTTCCAGCCTTCATCTTTCTCCCGTGCTGGATGCC 

TCCTGCCCTTAACATCAGAT 

>Sequence3736 

CTACTAGTAGGGCGAATCTCACCTGCAGCGGCGGCCGCCCGGGCAGGTAC 

CCCATGTCCTCCCACACCAAAAGAGATCAGTTCTGGCAAGAAAGCTCCAA 

CGTGCC 

>Sequence3737 

AGGTACGCGGGTATGGGATCTTAGGAAAAATGAGCCAATCATCAAAGTCA 

GTGACCATAGTAACAGAATGCATTGTTCTGGGTTGGCATGGCATCCTGAT 

GTTGCTACTCAGATGGTCCTTGCCTCCGAGGATGACCGGTTACCAGTGAT 

CCAGATGTGGGATCTTCGATTTGCTTCCTCTCCACTTCGTGTCCTGAAAA 

ACXIATGCCAGGGGGATTTTTGGCAAATGGCTTGGAAGCATTGGCAGAATC 

CTGAAATTGTTAACnTGACCTTGGGAAAAAAAAATCTAAAAAATTTTT^ 

GGTTCAAATCCAAAACCCAGGGAGAAGGGGGTTATTTAAAACTTTCCCAC 

AAAAAAAACAA AGGG GGGGGTTTAAAATTATAAAAGGGGGGCTCCCCAAA 

AAACCCCTGTTGTITrATAAAGCCTTTTTTTTTTTAAGAGGGGGAATA 

>Sequence 3738 

AGGTACGCGGGGACAGCAACTTCCTTGATCCCTGCCACGCACGACTGAAC 

ACAGACAGCAGCCGCCTCGCCATGAAGCTGCTGATGGTCCTCATGCTGGC 

GGCCCTCCTCCTGCACTGCTATGCAGATTCTGGCTGCAAACTCCTGGAGG 

ACATGGTTGAAAAGACCATCAATTCCGACATATCTATACCTGAATACAAA 

GAGCTTCTTCAAGAGTTCATAGACAGTGATGCCGCTGCAGAGGCTATGGG 

GAAATTCAAGCAGTGTTTCCTCAACCAGTCACATAGAACTCTGAAAAACT 

TTGGACTGATGATGCATACAGTGTACCTGCCCG 

>Sequence3739 

CCGGGCAGGTACACTAGAACCTCACCTCCTAAATTTGTTAGGTATCTTGC 

AATGCGGCCACTGAGATGGAGAGAGGCTGGGAGCTGGACGAACGGCCATC 

TCTCCrrCCATCTTGGCCTCGGCTCTAAGAACCTAAATCCCTGACTGGGA 

TGCGTGCGGAGTTCAATCCAGTATCGCCTGGCGGTGCTCCCCGGAGGCGC 

CTGCGGGAAAATTCAGCTTTCCCTCTCCACGACAGGAGGCGCTGTTTTCG 

TGGAAATCCCCCGGCTGCGAACCTGGGATCCCTGACCTGGATCAAGTCTC 

CGAAGCTGGCAGAGTCCATTCTGCATCACCGGTCTTGGGCTTTGAAGAAG 

CCTAGGAGAAATTCCGCTTCGGCCATCACGCTATGAAAAGTGGATTTTTT 

TTTCTTAAGTCAATTTTTTTTTTTT 

>Sequence 3740 

CCGCTCGGGCAGGTAC l lillll lllll T TV ri lliri ^ nrri ' r GTCCAA 

CGAAATTATTTATTGCTGTTAGGAGGCCCAGGACCTTCTAAACTGAAAAG 

TCCATGGGCCCTTGTGCATGTGAAAGTTATACAGGGAATCGTTTTCTCTT 

TTTCAAGGGTTTAGCTAATCAGGGCCCATACATGCTTCATGGTCCACTTC 

GGTGCACAAGGGGGTCCAGGTTITTTTGCTCAAAAGAACCCTTAGGCTTT 

TTCAAGTTTTGCCATTTCTAAAGTTTTTCTTTATTTGAAAAAAGCCTTCC 

ATTTGTTTTrGAATGGGT^^ 

TITGGGTTGACITrTTTGCTTTTCATGAAATAAAAAAATl 

G TTGTTTTT GTTAATGTGAATCAAATGTATTCTTTTCAGGGGAAAGTGGG 

CTTTTTTTTGAAAAACTGCCACTAATGGGGTACCTTTTGTCCTTTCCACT 

TTTAATGCCAAAAAAAAGGGTAGGGGTTTAATTTTTTTGAATTTGCTTTG 

TGGGGCAGAT 

>Sequence3741 

AGCGGCCGCCCGGGCAGGTTCGCGGGAGTAAATTGAATGTAATAGGTCTT 

CAGTAACTATTTGAGGAATGAAATTGTTATTGATATATTGATTTAACTGA 

GCAAATTCATAAGTGCCACGCTTGGAGTAAAGTACAGGGAATCTCATTTT 

TTGGGTAATTTCAAACAAGTAGGAGACCATCCACTATCTATAAAGGACAA 

AGGAGATTTGAGTGACAAACATGTTCCATACCATCCAATGGTGTTATTCT 
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ACTACTTCATCCCAGCTAGTAAAATGGGGCAATAAGAACCAAAAAGCAGG 
TACTGTCCCTATGTAAGTAGACTTCCTAGTCCTGGCCAAAACATGAACTC 
CTAACACAAATTCAAATAACATAAAGTCCCT 
>Sequence 3742 

CCTCTGCCnTTTTTGTTCTACGTGGGCCCTCAATGGATTGGATGACACCT 

GTCCGCACTGGTGAGGGTAAATCTTTACTTGGTCTTCTGATTCAAATGTC 

AATCTCTTCTGGAAACCCCCTCACAGACACACCTAAGAAATAACGCTTCA 

CCAGCTCTCTGGGTAGTCCTTAGCCCAGTCAAATTCACATACAAAANAAA 

AAAAAAAAAAAAAAAAAAAGTACCTGCCCG 

>Sequence 3743 

TTGGGACGTGCCATGGCTTGGGAGAACTAGTGAGGAACATATTTCTCCAT 

GCCAGTCCTCTTCCTAAAGGCCCCCGCGTACCT 

>Sequence 3744 

aggtacai n nrnci 1 1 1 1 1 1 ri i icitcgagatggagtcttgcactg 

TTGCCCGGGCTGGGTTGCGGTGAGCCGAGATTGCGCCATTGCACTCCAGC 

CTGGGCAACAAGAGCGAAACTCCATCTCAAAAAAAAAAATCAACAGAAAA 

AAAGCTTTGAGTTTGAGTTATATGACCTCACAGGGTCAGTATAGGAGTAT 

CACTGTGAAAAGGmAGGACATTGGTGCCCTTTGATTGATCTACGAGAT 

GGAGCCTGGGCAACAAGAGCGAAACTCCATCTTAAAAAAAAAAATCGCCC 

GCCAAAATGAAATAAAGAAAACAGGGTTCCTGCCCG 

>Sequence 3745 

AGGTACTAAGGTGAGATCATTTAATTTTGACTAAAGATACTTTTGTTTTG 

TTTTGTTTGAGATGGAGTTTTGTTCTTGTTGCCCAGGCTGGAGTGAGACT 

CCATCTCA AAAAAA AAAAAAAGTACCAAAATGTTACCTTGATAGTAAAAA 

TACAAAAA l I I I I 1 GTTTACTTATTTTATTTTCCC AAGTTTTTGTATG AA 

TATGCCCTATTTTATATGATCATGGCCTGGCATACTCCCTTAACTCTTTA 

ATTCTGGCCCCTTTTCTTGTTAAGGGAGTCCAAGGGTGGAAAATGCCTTC 

ATGTTG AATGTGGAAAACTAAATTTAAATTGTTTTCTTTAAAAAAACAAA 

TTTTTTAAAAAACGGCATGGACTTATAAAAAAGCCAACGGGTCATGGCTT 

TTTTAAATT TATA TAAAGGGCCAAG AATTTGGGGGGA C 1 1 1 1 1 ITCCCCA 

CCAGTTGTATTTTATTATTATTTACCCTTAAAAAATGGCCTTATTAAGGT 

CACAGTATCTATTTGGGTCCCTTTTTAATTCnTGGCATTTTTGAAGATAC 

CATAT 

>Sequence 3746 

CCGGGCAGGTACCTGTTGGCTTTCTGCAGAGATGCTTACTTTTCCTCTCC 

TATCAGAGTTTAATGTCCTGGGACTCTGACATTTTGGCAAGTGTTTTCTT 

AACCCGCAG GGCTGT CAGCCTTGATGCAGGATTGTGAGCCCCAACATTTC 

TTGCCAG GAGT TTTTCCCATCTGCCTTAAGAACACITAATTCACTTTC1T 

CCACCGGTTTTGGGAAATGAAGGGGCCGTTAAACTTCTTTGGATGCAACA 

ACAATTCTTCCCTTCATGTTCCTTCATAAGGAGGGGGTCAACTGGGGCAA 

CTTAGGTTCATGAATAAAGGAAAGCCTGGTrATTTCTTTCCACTTATTAC 

CCTTCCTGGATACAACAATTCTTCCGTAGCCAACCCTCCCCAAAAGGAAT 

GTAGGGCCCAAAA ACTA ATTACCATGTTCAAGCCCAGGGAGTGTAAGAAC 

CTGGAAAGGTGAATTTTCTTGTTTTCAAAGGCTTCTTCGTACCAAACACT 

TTTTTGGGAAGGCATTATTAGGCGGATTTGGGTGGGCAAACTTCTAGGTG 

G 

>Sequence 3747 

CACGCTGGTTTTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTCTCC 

TCGGCCAATTCGCGGAAGAAGTGGCTTACGCCTTCCAGAGCCACATTATC 

GCGGTCGAAATAGAAGCCCAGAGAGAGGTTGGTGTAGGAGGCCTGCAGGT 

TACCTT 

>Sequence 3748 

TTTACGTGTTACGTCATTATTCTACCGTAACTAAGAATATTTTATTATTC 
AATTCAATTAACAAGATATATAAAATAATTTCGGTCTACAGGGGTTAAAG 
AGGGAGGGTGGGGGCGGGGTGGGGGATGGNTGCGCTCCGACGCCGT 
>Sequence 3749 
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AAATGATTTGTTGTATATGATACTCATTTAATTTAACGCrriTGTTATTA 
TTACATTTAATATTTTATAATTTCATAAGATAATAGGGGGGTAGACGGGG 
GGAATGTTTTTCGGTGATGGAAGAGTCCTATCCACT 
>Sequencc 3750 

AGGTACAGAAGGGCGGTCCTGCTGACTTGGCTGGGCTAGAGGATGAGGAT 

GTCATCATTGAAGTGAATGGGGTGAATGTGCTAGATGAACCCTATGAGAA 

GGTGGTGGATAGAATCCAGAGCAGTGGGAAGAATGTCACACTTTCTAGTT 

CTGTTGGAAAGAAAGGCCTATTATTATTTCCAAGCTAAGAAAATCCCTAT 

CGTTTCCTCCCTGGCTGATTCCACTTGACACCCCTCCAGATTCTAAAGAA 

GGAATAGTGGTGGAGTTAAACCAfGACTTGCACATGGCAAAAGAACGGGC 

CCACAGTACCTGCCCG 

>Scquence 375 1 

CAAAGATCAAGGCACTTGGGAGAGAGTCAACAATAACATTTTAATACTAC 

AAGCAGACTTCTCATGGGGAGGAAGAGAGGGAAGAAAAATGGGCAAAGAG 

GAAAAAGGACATTGTATTTCTGAGGOTCAGAAAGAGCCTACTCGACAGGA 

TGGGAGTTTATTCTGGATGGAAGGAGGCTGCGGCTCTGAATTTAACTCAA 

GGAAGAAAGAGAACTGGTTGGCTTAGAATATCTCCCACCAATTCCTCCCA 

AGAGGTTTTAAAAAACCCCCACCCACCTTTGAAACATTCATTATTTGAAC 

CCAAGGCAGTTCTTTTTAAGGCATAAGAATGGTTGGGTAATTAAAAAATC 

CAGGGAAATTCGCTTTTAGCATAACTGATTTCCGGTATGGGACAAGTTAA 

ATTAACTTCITGCCCCCAGCCCCCCAATGCTTTGTACAGGTTTTTGGCTT 

GCATTGAAGCTTGCTTTATTTTCCCCCGCGGTAACTCCTTTGGATCGATT 

TTTATAAAAATAGGTGGGGATTCCCCCCGGGCCTGGTAAGGGAATTCCGA 

>Sequence 3752 

CCGGGCAGGTACAGGTCCACCTGGCTGCTGGTCAGGCCTGCGGACCACCT 

GTTAATCGTGTCCCGGCTCAGTGCAGCGATGACTGTGTTCATCTTCCCCT 

TGTCCGGAAGGATGAAGAAGACAGTCCCATTGCCCACGTAGGTTCATCTT 

GCACCAGCTTGGCAGGTGGAGTCTCCGCGTTCATGAAGGGTAACTGAATG 

GTGCTTCGACTGCAACATACATGGGTCACCTTTCATCCACAGTTTGTACT 

TCGTTCCAACAATAGAATGTTCTTCCTTCACCTGGGTGTCTTTGCCCAGT 

GTCAAAAGGGGCCTGTTGGTCCAATGGTGCCCTCTTTGAAGGAAGAATTA 

TTAGTTTGAACCCAAGGAACGAAGGTATTGGGCTTGGGGCTTATTCCAGG 

CACCTGGAAATAACAAAATTCGGACAAATTTATTTCCCCATGTTGTCCTT 

TAATTTCTTAGACCATAAGACTGGTTTGAATCTTGGTCCTGCTTGGCCTT 

GTTGGCTCCAAATCCCCTGGGAAAATTTCATTAGCTCAG 

>Sequence 3753 

CCGGGCAGGTACTTTGTCCAGCCCTGGTCATCAGGAATCTGAATTAGGAC 

TAGAGCATCAAAGCCTTAAGGTAATAAAGCAAAGCATTTGAACAACCTTG 

GCCTCTGACCATTAACTTCGTTTGAGGACCTCTGCAGAAGTGGAAAGTCC 

CAAGGACAGGGGTCAGGGTGTTTGGGATTCCCGCTGTTCCTCTTGTTTGG 

TTCTCTTATCTCATCAATTCTCACACAACCCCCTACATATAATTCCGTTC 

AATTACCAACTTTCAGGAAAAGAAAGCCTCTTGAAATGCTACCCACCAAA 

AATTATATAACTCTGGGGGTTCACCTATTTACGAAATCAGGGAAAAGGAA 

TGACAACCTCTTGGGTTTTGGGAATCAAGAAGTTGAAAAAGAAAAGGATT 

TMAAAAGTTAAAAACTTAAGTTTCTGGCAAACAAGGATTTATTTTTGTA 

GGTGGCCTGGCAATCAACAACCCAAAGTGAAAAAATTGTGCTTGGCTTGT 

ACACTTTGGAAAAACCGTTTACTTCTAAGGGCCTTTT 

>Sequence 3754 

CCGGGCAGGTACCAACTGAAAAATAAGACAACCAATCCCATCATGGTGCC 

AACCACTCTAGTTGTCTTGGGAAAGTCACTTATTTATCCATCTTGGCTTT 

CTTGCTCAAAAATGATGGATAGCTACACCTCACAGTGAGGATTCAGTCAT 

GTTAGCAAAGTGCCTTGAAGACAGGAAGCCAGACATTATAGGAGCATAAT 

TTTTGCCCTGAAATGCATTTGGTATGGGTTGGGCATCAGATGTTTCTGAT 

TTGTGAATTAGTCTGAGAATGTTAGACATGCAATGGTTTAAGGATTGCTA 

GGAGCAAAACAGAACCATGTTGTGTGTTTATGGGTAATCAGCCAGTTTGG 

CAAACCACCAATGGCTTGAAACTTGTACCCT 
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>Sequence 3755 

AGGTACGCGGGGACTCTCGTAGGACTGCTCTACACTGGGCCTGTGTCAAT 

GGCCATGAGGAAGTAGTAACATTTCTGGTAGACAGAAAGTGCCAGCTTGA 

CGTCCTTGATGGCGAACACAGGACACCTCTGATGAAGGCTCTACAATGCC 

ATCAGGAGGCTTGTGCAAATATTCTGATAGATTCTGGTGCCGATATAAAT 

CTCGTAGATGTGTATGGCAACACGGCTTTTCATTATGCTGGTTAATAGGA 

GAATTTGGCAGGGGGGGGCAAACTTGTTGTCCCATGGTGCAGTCATCGAA 

GTGCACAACAAGAAGGAACATCTGCAGGAACACCTGATGAGGCTGCACCG 

TTGGCGGAAAGAACACCTGACACAGCTGAAAGCTTGGTGGAAAAAACACC 

TGATGAGGCTGCACCCTTGGTGGAAAGAACACCTGACACGGCTGAAAG 

>Sequence 3756 

CCGGGCAGGTCAAGACTGTAATGAGCTATGATTGCACCACTGCACTCCAG 

CCTAGGCGACAGAGCTAGATTCCATTTCAAAAAAAAAAGGTGGTGATGGT 

GGGGCCCGGCATGGTGGTTTACACCTGTAATCCCAGCACTTTGGGAGTGC 

TGAGGTGGGAGAATTGCTTGATCCCAGGAGTTCGAGACCAGCCTGGGCAA 

CATTGAAAGACCCCGTCTCTTAAAAAAAAAAAAAAAGAGAGGTAATGGTG 

GCTCCCTTTCTCTCATCAACACACTCTGGGGGATGAAAAGGATGATAATG 

TCTATGTGTGTGATAGATTGTAGAACGACTGCCACTGTGTTGAGTGAAGA 

AAAGGAGTATGTCTGCTGAACAGATTAACTTCTGGTCTCCAATCAGTATG 

TGTGGTGGCGTAGGGGGACTGCATGACTTTAACTT 

>Sequence 3757 

TGGCGGGGGTCACAGGCAGCCATCATGTTCTTGGCATCGAAGACCTGCTG 

GGTGAGTTCCGGCACTGTGAGAGCTCGATACTGCTGGCTTCCACGGCTGG 

TGAGAGGGGCAAAGCCAGGCATAAAGAAATGGAGACGTGGGAAGGGGACC 

ATGTTGACTGCCAACTTGCGGAGGTCAGCATTGAGCTGGCCAGGGAAACG 

GAGGCAGGTGGTGACACCACTCATGGTGGCTGAGACAAGGTGGTTCAGAT 

CCCCCCCGCGTACGCGGGGTGGAGAAGGGCTGCTTTTTTTCAGTCCTACA 

TTCCTTCATTTTTTTTTTCATTCTTGAATTCATTGTTTTGTGGGATCTAA 

GACCCAG.GGGTCATTTGAGAGGTTTGACAGTATCTTTTCTGACCAGTTGC 

CACATGACTTGCTTGACCCTGAGCCTGTGGAAATGGCATAGGGA 

>Sequence 3758 

CCGGGCAGGTACGCGGGGGCCCCTGCGGGCCTCTCTCCGTCGCCATGGAA 

ACGAAAGCGGCCAAGTAGAGCTCCGTCCTGACGCGCCGCCTCCCGTGGGC 

TCCGGCCGGCTAAGCCGCGGCGGACAACTATGCTGAAAGCCAAGATCCTC 

TTCGTGGGGCCTTGCGAGAGTGGAAAAACTGTTTTGGCCAACTTTCTGAC 

AGAATCTTCTGACATCACTGAATACAGCCCAACCCAAGGAGTGAGGTTTG 

AGTCCTGCTGGCCGGCCCTGATGAAGGATGCTCATGGAGTGGTGATCGTC 

TTCAATGCTGACATCCCAAGCCACCGGAAGGAAATGGAGATGTGGTATTC 

CTGCTTTGTCCAACAGCCGTCCTTACAGGACACACAGTGTATGCTAATTG 

CACACCACAAACCAGGCTCTGGAGATGATAAAGGAAGCC 

>Sequence 3759 

GCGGCGGCCCGGGCAGGTACCTGCTGTGTGCTGGACAATGTTCTGGGTGC 

TGGAGATGTAGTCGTGAACAAGAACAAGCCCTGAGCTTACATTCACCAGG 

GCTAGTGACTGAAGACAGGCAGCAAACAGAGAAACAGATGCATCAACGGG 

ATCATTTTCAGAAGCCAGAATTGTTACAGAGAAAATAAACCAGGGGTCCA 

GAGCAGCAAGTGGCATTAGGGTGGCAGGTGTATAACATGGGCCAGGGGGG 

TCAGGACGACCACTCTGAATTAGTGACATTGGAGCACACCTTATTGGTGT 

GTGGGGAAAGGGTGACCCACGCCGGAAAGGACTGCCAGTATTTGGCCTTG 

GAGACCTGGGAACCTGGAGAATTCCAGAGGGAGAAAATGGGCCTTATATA 

AGGGCGAAGGATAAGAAGAAATTATATGGG 

>Sequence 3760 

CGCTCCCACTCAATATAGGGCAATTGAGCTCCCCGCGGTGGCGGCCGAGG 
TACT! 1 1 11 nTTTTTTTTTTTTTTTTCCTI rTTTTTTTI rTTTTTTTTT 
mTrm nilT'l l l-I"! l"rri"LGAATTCCCTGTGTCACTCATTTGATGT 
CATCGGGGGGAAGCAAAGACCTTTGGTCTGAAAAACTCAAACTGCTGAAT 
AAAATGCCCTAGTAAGTCCAACTATATGGTTTCATGTAGGGTAAAGTAAC 
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CATTGTGGAAGGATTACGATAAAACTGTGTGACAATAAATAGAATAAAAG 

ATGGCAAAACAATCTGTAAATTACAAAGTGTTATAAAAATGCATTGAATT 

TCTAGTGTTCTTACCCTTTCAATATTCCTATTGGGCCCATGGGGGGGACC 

CTGCCCTCCTTAAATTGGAAGAAAAAAAAAGGCTCCCCCCCCTGGGCTGA 

AGGTCTGGGCCAAACCCTTTCCAAACCTTTAAAAAAACTTTATGGGACCC 

CCCCAAATT 

>Sequence 3761 

CCGGGCAGGTACI Mill I I 1 11 1 1 1 ITU ITnnTGGTAAATTTTTAG 

TATCAGGATGATACAGGTTTTATAGAATGAGTTAAGGAGGAGTCCCTCTT 

TCTCATTTCAGCKjCTTATTTGACTGGTAGGTTTTTAATTACTGCTTCAAT 

TTCATTACTTGCTTCTGTTCTATTCAATATTTCTTGTTCCTTCCTTGTTC 

AACTTTGTTCAATCTTCCTTGTTCAATTCCTTGTGTTTCCATTAATTTAT 

TCATTTCCTCTAGTTTGGGTAAATAGATATGCTTTATAGTAGCTTCTGAG 

GATCTTTrGTATTTCTGTGGGATCTATTGTGATGTCACCTTTATTAATTT 

CTAATTGTGCTTGTTTGGATCTTCTATCll'JTTl'CTTTGTAAATATTACT 

AGTGGTCTATCAATT 

>Sequence 3762 

AGGTACTGGACAGAGCTAGGAAAGCAAACCCATTTGCTTCTTCCTGCAGG 

AAACCCCTTGAGGTTAAGACCCCACAATCACATGAGGATGGAGTGGCTCA 

CCCTCAGTCAACAGGCCAGACTCAAGGGGTTCCTGGCAAGTCATTTCTCC 

CTCAGGCCTTCGGTTTCCTCACCTACAAGATGAGAGGGCTGGACCAGATG 

GAAATTCAGGGGGTAAGGGGGATGTCCTCGCTCAGCCCACCCCCACCCCC 

ACGGGACCCTGGAGCCTCCATCCCAGTTCCCACCACGCGCrTGCTCCACA 

AATCCTACCCAAGGTGCTGTCATCTATATGATCTCAGTATTTTAAACATC 

AGCTTCCAGCCCATATGGTGGTTCATGCTTGTAATATCAGCTGTTGAAGA 

GGCGCTCTAGAACTAGT 

>Sequence 3763 

AGGTACri4'14-ll"riUUirillU"riirri'IGTCAGCTCAACCCTTCTTrA 

ATGTCATCCAGGGAGGGGGCCAGGGATGGAGGGGAGGGGTTGAGCAGCCA 

GAGGCA CrrATTTT TGGGTGGGATTCACCACTTTTCCCATGAAGAGGGGA 

AACTTGCTTTrTTTGGCCAATTrrTAACAATACAAAGGGTITG 

TGACCTCCGGGGGGATAGACATGGGTATTGGCCTCTAAAAACATGGCCCC 

AGCACTTTCTTTCCCTTTCTCCCTCATTGGTCATAACAGCCTTTATGCCA 

CCCCCTTrrTTTATCCTTTAGGGGTTGCCTCCATCTTTGACCCCCGCGAG 

AGGTCCATCCCCCCATTTCCTAAATACCCTTATGTGAAAGCCCCAATTAT 

GACCCAAACACACCTCTTCAAAATCTATAGGGTCCCCCTTTACTGGACT 

>Sequence 3764 

GCGAGGGACTTTTAAGAAAAGGCGGGGTTTAACTATGTTGGTCAGGCTGG 

TCTCAAACTCCTAACCTCGCGATCTGCCCGCCTTGGCCTCCCGAAGTGCT 

GGAATTACAAGCATGAGCCACCATACCCGGCCTGATACTTTTGCTTTTCT 

TATTGAGGTATAAAATGTAAGCACCTTAAAATTCCCTTCCCTTATATGAA 

CACTGCATTTTGCTGGATTTTTCAGACACTTAATTTCAACAACCAAGTGA 

ATAACTCTTAACATGGAAATTAGAGCTTGGTCCCAGTGACTCAGAGCTAA 

GGCTAATATTGAGCCTGCAGAAGAAATTTAATAACGGCCTTGTTAGTTTT 

TTCTGGGGAGTCTCTCCTGCAGATGTCCCAGCCTTCTTACTGAAGCCATG 

GAAGAAGCCTATTT 

>Scquencc 3765 

ACGTACAGATGGCGTCTTGCTATGTTGCCCAAGCTGGTCTTAAACTCCTG 

GCCTCAAGCAATCCTTCTGCCTTGGCCCCCCAAAGTGCTGGGATTGTGGG 

CATGAGCTGCTGTGCCCAGCCTCCATGTTTTAATATCAACTCTCACTCCT 

GAATTCAGTTGCTTTGCCCAAGATAGGAGTTCTCTGATGCATAAATTATT 

GGGCTCTTTTAGGGTAAGAAGTTTGAGTCTTTGTCTGGCCACATCTTGAC 

TAGGTATTGCCTACTCTGAAGACCTTTAATGGCTTCCCTCTTTCATCTGC 

TGAGTATGTAACTTGCAATGGGCAGCTATCCAGGGACTCGTTCTGAGTAA 

GTGTGTTCCTTAATGTTTATTTAGCTCTGAAGCGAGAGTGATATACTTTA 

GGACTT 
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>Sequcncc 3766 

AGGTACGCGGGGAGGTGTGCCCTGGTGCATAAATAGTTACTCAGCTGTGC 

TGGCACACTCAGAAGCTTGGACCGCATCCTAGCCGCCGACTCACACAAGG 

CAGGTGGGTGAGGAAATCCAGAGTTGCCATGGAGAAAATTCCAGTGTCAG 

CATTCCTTGCTCCTTGTGGCCCCTCTCCTACACTTCTGGCCCAGAGATAC 

CCACAGTCAAAACCTGGGAGCCCAAAAGGGACACAAAGGGACTCTCGGAC 

CCAAAACTGCCCCAAGACCCTTTTTCAGAGGTTTGGGGGGGACCAAACTC 

AT(nTGGAACTCATGACATTTTGATAGAAGCCTTTATTATAAAATCCATA 

GACAGGCCACCAAAACCXCTTGGATGGATTATTTCATCCACTTGGGATTG 

AGTGGCCCCACCACATGTCCAAAGCTTTTTAAAGAAAAGGTGTTTTGCTT 

GAAAATTAAAAAGAAATTCCCAAAAATT 

>Sequcnce 3767 

CCGGGCAGGTACTACTCGATTGTCAACGTCAAGGAGTCGCAGGTCGCCTG 

GTTCTAGGAATAATGGGGGAAGTATGTAGGAGTTGAAGATTAGTCCGCCG 

TAGTCGGTGTACGCGGGGATTCCCATGGCTGGCCAGAGGAGGAACGCTTT 

GTGTTCTCATCGGAGCTGCATGGGAAGTCTGCATACAGCAAAGTGACCTG 

CATGCCTCACCTTATGGAAAGGATGGTGGGCTCTGGCCTCCTGTGGCTGG 

CCTTGGTCTCCTGCATTCTTGACCCAGGCATCTGCAGTGCAGCGAGGTGA 

TGGAGACCCCATTGAACCCAGTTCGTATGGGCTGGACCTGGACTGCGGAG 

CT 

>Sequence 3768 

CCGGGCAGGTACAGCTAGGCTCAGCAGCAAAAGTGAAGAATAAGAATGAA 

AGGTGAAAAGCTGACAGATGCCACGCAGAGCAAGGACTTCCATGAAGGTC 

CGTGTCCTGTGTGCCAAACACAGTCAACATTCCATCATTTTCTCATTGCT 

CTT AAACG AGCAAAACCAAATTCTTTITCTATTTAAAGAAATATTAAATC 

TTTATTTTCCCCAACATAATTTGTGATCAGGTAAGGCAAAGATAAGTCCA 

CCATCACTGGGGACAGCAGCAACATACAGACTTCAGAAATAGCCCTGAAT 

CATCAGTAACATTCTATCGTGGTCCCGCGTACCTCGGCCGCTCTAGA 

>Sequence 3769 

AGGTACAGGTTTGGGCCCAGAGGTCTGACAGGAAGGGCAGTAGGAGAGGT 

GGTCGTAGATGATGGGCCAGAGGGCGCAGGGCCTAGCAGGCCATGGAAAG 

GACTCTAGGTTTTACGCTAGGTAAAATGAGGAGGCACTGCAGGGCTTTGA 

GCAGCAGAGTAACACAGTCTAACTTACTTTrTTTTTTAATGGATCCTACC 

AGCTGCTAAGTTAAGAATAATTTCCAGTGAGGGCTTTTGTAGTAAATTAG 

AGATGATGCTGGTTTGTCAATCTCCCCTTCCAGCAGAGGAATGTGTGGGT 

AAGAGAGTCACAATGTTTCTGAACAAAGCCATAGCTCCTAAGTGGTGAAG 

CTGG 

>Sequence 3770 

AGGTACGCGGGGGTAACTGAAAATCCACAAGACAGAATAGCCAGATCTCA 

GAGGAGCCTGGCTAAGCAAAACCCTGCAGAACGGCTGCCTAATTTACAGC 

AACCATGAGGCCACTTAAGGATGCAGCAAGAAGGAGCCATCTGCAATCCA 

GGAAGAAATTCCTTGCCAGGAACCAAATTGGTTGTCACCTTCATCTAGGA • 

CTTCTAGCCTCGAGAACTTACAAATGGTGATGATCATCAAGTCAAGGATA 

GTCTGGAGCAATTGAGATGTCACTTTACATGGGAGATATCCATTGATGAC 

GATGAAATGCCTGATTTAGAAAACAGAGTCTTGGATCAGATTGAAT 

>Sequence3771 

AGGTAci rnrn rm n n Trirn ri'iGcccAACTCAAcccTTCTTT 

AATGTCATCACAAGGAGGGGGCCAGGGATGGAGGGGAGGGGTTGCGCAGC 

TACAGCCATCTTACTTACCTTCCATTTCAAACATTTTTCCAGAACTAAAT 

TAGATACTAAATCGTATGACATGCCAAGCACTCAGCTAACGGGTTTATAT 

AAAACGCACAGCATAATGACAAAAGCATCTGCTGAATACAACTGACTTTG 

AATTGTGCCATTATACACCCTTCAAACTTGAAATACAACACCGGCTCCTC 

CCTGGGTATCAAGAGGATTGCCTCTCTGTGAATTTTAAACTTGCCAGCCT 

CCAAT 

>Sequence 3772 

AGGTACGCGGGGAGCTCACAAAGAGTCACCGCAGAAACACTTCTGGCACA 



Page 628 
of 685 of Table 3 



WO 01/51628 



PCTYUS01/00798 



Table 3 



CCTTCCATAGCAGTGTCTGGAACCTCTCTCTCCTCAGATCAGAGTCGATC 

TGAGTTAGATTTGAGTGAGTCATTTACAGAAGACTCAGAGGATACTGTTA 

GCATAAGAAGGCATGCTTGTCCCTGGGGCTTTAGACAAGGACTCCTTGGA 

AGAGACTGAAGAAAGCATTGATGCCTTAGTGTGCTCGCAGTTATCTACAA 

ACACTCACCGTATGGCAAGTGGCCTATTAACTACCAACCTTAA 

>Sequence 3773 

CCGGGCAGGTACCCTGGCCTAGATGCCAGTAGCATATTCCCCAGTTGTCA 

AAACCAAATAGTTCTCCCAGCAATGCAAATTATCACCTCATGTGTGCGTG 

GAATTGGGGGTGGAGGAACATTGATACAATATGGGGACATACTGGTCACT 

TGATTGTCTGTTTTGTGCAAAATAGGGTGATTAATAAAACCCTATTATTC 

AGTTTAT TTATC AATATCGAATACTTTAAAGTATATACAGACTATTTTTA 

TAACAA ATTT TA'f lM M I-IUnn'ATTTTTAAGCATATTTTACATTTATAGCTT 

ATACTACTTTGATAAAATTTTAACATACTATTATTCAATTACATTACTAG 

TAGTAGTTATCAAAATCAACAAATCAAATATATCATAGATTTCTTCAATT 

GATAATTTACATTTTTGCACTAACCCCATTCTGACACAATGGGTTATTAT 

ACATTTTATATTTAATTCTCATATTCAGTGAAACTTTGTTTAAATGTTTC 

CAATCAATTAATCTAGCT 

>Sequence 3774 

ACCGGCCAGGGACGTGCAGGACTAGTCTTTCTCACCTAATGGATAATGTG 

GCTCCAGTCATGTACTCCAGGCTGTGATCTCCATTTGGAACTCTGATCAA 

TGTAAACCACTCGCAATAACATACATGCATATGCAGGGAGGGCTGCAGGA 

CCTCCTrATCGGACATGCTTGCTGGAAAATGCCTTCTACTTTAGGTTTTA 

GCATCTTGCTGATTGGCTGGGCTCATAAAATGAGCTTCTGGATGGGACCA 

TTGTAACACCAAGAATTATATGCACCAATTTCCTCCAATCTTATATCTTG 

GTGAATGTTTAAGTTTCAGACATTATGCTACAGGCTTGATTGGCATCAAT 

TATAGACCATAGAAACCTCCTTCCCATGGTACATCATGTTGACCCATTTT 

TTCATGACATAGAACATCCCTCCTGGGGGGTGGCCCTGCCCCTGGTGGCT 

CTTGAAAGCTTCAAAGATGGTGGCCTCTTGGGTTCCTCCCTATCCTGT 

>Sequence 3775 

CCGGGCAGGTACGCGGGACAACAGGGTTTGTGCTCCTATGAGAATTTAAT 

GCTGCTGCTGATCTGACAGGAGGTGGAGCTCAGGCAGCAATGCCAGCAAT 

GGGGAGCTGCTGTAAATACAGATGAAGTTTCACTCACTCGCCCACCACTA 

ACCTTCTGCTGTGTGGCCCATTTCCTAACAGGCCATGGGTTGGTACATCA 

GTTTACTTCGGTAGCCAGTGATTGTTATAGTTAATTCTGCAAAAAAACAA 

AACCAGTTATGCAAAAACAAGAGTACCT 

>Sequence 3776 

CCGGGCAGGTACTGCAATAACAAAATACAGCAATAAAACAACTGGACACT 

CCTAGGGGACACCAAAGATAAAGGGCCCATTAATCAGGTGGAGGCCAGAG 

AAACCGGAAGGCTATTTTAAAGTGTTTAATATAATCATGTAAGGAAAAAA 

AAATCTCCCCAAAACAATAAAGTCAAGCAATTTCATATCTATATGAACTT 

ATTTTCATATCTATATGACTAAAAAATGAAAATGACCTTTGCTGGCATTA 

TTGCTACGCGAATATCCATACTTTCCCCCTTGATATTTAAGGACATGTGG 

GAGAACTTTATAAACAAGTAAAGTGTGCAGAGAAGGCACTGTTTTGGCAC 

TAGCAAAAAGGACAGTTAATTTCACATGAATCACGTGAACTTTAATAACC 

CATGATAT 

>Sequence 3777 

aggta c nrn n nrnrn i irn i i tiiictctaaaatacatagggg 

CTTTTCCCCTGGGCAGTTGGCATTCCACAATTACTTGTTTAGGGTTTTCC 

AAGCTCCCAGGGCTGGGCTGTGTCTCCGTGCCTGCCCCAGGGGCTTTCAT 

GGGAAAAAAGGGGTGATAAAAAGGAGCCTTAAAGCCATAAACTTGATTGG 

TGAGCGAAGCTTTTTAGGCCATCCATCATTCAAAGAGCTGGAAAAGATGT 

TGTCCCCAAAATCCTACCTAGTGGGGAAAACCAAGCAGGAGGGCGCTTTA 

TGAAAAGCCTGTGAAGGTGATTCCCCAGCCCACCCAGGTCCCCCCATTCA 

TCCTGAGGAGACAGCGGGGAAGCACGAGGTTAAAAGTGAAAAAAAGAATC 

GGATC 

^Sequence 3778 
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AGGTACTCAAAGCACGTTGCTGGGAGGCAGTGGACAGACTGCTCAGCAAC 

TAACCGCTCCGTGAACTCCACATCGTTCTCAAATTCTGGGAAATGTTCCA 

TCTCAATTCCAACCTATACCAACAGGAGGGAGAGGCCAACTTATCAGAAG 

GAGGGAGAACAGGCCAATTTCCTGTGCCAGAAATTAAGGCCAGGCCTACC 

ACTCCTATGGCACAGTATTGATGAGAGACATCAGTGGAGCTCCCCACCTC 

CACCCCAGGCTTGGAACTTACKjGAATGACTGGTTTTTGTCATTTCACACA 

ACAGCTGAAGGATTCTGTCCCCACCTCGTCCTCTGTGAAGTCTGCTGGAC 

GTACCTGCCAGAATCTTCTGAAGATGACGTTTGCTGAACACTGACCCACA 

GGGGTTTGATGGATA 

>Sequence 3779 

CCGGGCAGGTACGCGGGGAGGTGGATTTGAGAGATACCTCCCTCCTTCTG 
CTCAGCTGCCTTGCAGTAATTAAACTCTTTCTCTGCTGCAACACCCCTAC 
TGTTCTCCGTGTATTGGCTTTTCTGGGCAGCAGGAAGGAAAAGCTGATGC 
.GATGCTCTCAGTGCCGCGTCGCCAAATACTGTAGTGCTAAGTGTCAGAAA 
AAAGCTTGGCCAGACCACAAGCGGGAATGCAAATGCCTTAAAAGCTGCAA 
ACCCAGATATCCTCCAGACTCCGTTCGACTTCTTGGCAGAGTTGTCTTCA 
AACTTATGGATGGAGCACCTTCAGAATCAGAGAAGCTTTACTCATTTTAT 
GATCTGGAGTCAAATATTAACAAACTGACTGAAGATAAGAAAGAGGGCCT 
CAGGCAACTCA 
>Sequence 3780 , 

CCGGGCATGTACAAGAAAAAAACCCCACAGCCTAAATTTCACACGGCTTC 

TCAGCAGGAGTTGGATTAAACTGAGAAAATAATTTTAATATCAAGGGATA 

ATGCACGCAAGATGGGAAAACTTTAAAGCAAACTCTGCAGTGAAAAGTGT 

TTCCCCCACTCCCTTGGGCGAGGGAAGGGAGAAGAAGATAGATAATGAGG 

AGAACTATAAGGCCCTGGATTCAGGTTTCTGAAACTGTTTTTTTTTTCAA 

CCCTCGGAGGACAATCAGCTCTTCCTGAATCCAGAAAAGCACATCAGAAA 

TGCCCAATGACAGACCACAGCCAAATATGGCAGGGCAAACTGATTTGGTT 

CTGCGATTTCCATTCTCCTCTCCACATCCGAGAAATGCCTTCAGCTACAG 

CTAAAA 

>Sequence3781 

CCGGGCAGGTACGCGGGTAGAAATGAGCATACAATAATAGGAACACTATG 

AAAAAGAAGGGTAATGAGAGGTGGGACCAAGTCTATAAGATATTAAAGGG 

TAAGTCTCTCCGGCCCGGTTTCCCTCGGTGTGCTACTGTGCGCGCGATCC 

AGCACCATGGGGAAGCGGGACAATCGGGTGGCCTATATGAACCCAATAGC 

AATGGCGAGATCAAGGGGTCCAATCCAGTCTTCAGGGCCAACAATACAGG 

ATTATCTGAATCGACCAAGGCCTACCTGGGAAGAAGTAAAAGAGCAACTA 

GAAAAGGAAAAGAAAGGCTCCAAGGCTTTGGCTGAATTTGAAGAAAAAAT 

GAATGAGAACTGGAAGAAAGAACTGGAAAAACACAGAGAGAAATTGTTAA 

GTGGAAGTGA 

>Sequence3782 

GGATCTCCACCGCGGTGGCGGCCGAGGTACCAGACTAGACATGGGCTTCC 

TTACTATGTCCCGACACAGACAGATAGGCATCACTATTCAAGAGGACTGG 

GGCTTGCAACCACAGATTAGCATCTTATTTGCCATTTAGGTCCCAGATTG 

CTTGAGCCCAGGAGTTCAAGACCAGCCTGGGCAACATAGCAAGACCTCAT 

CTCTACAAAAATAAAAAAAATTAGCCAAGCATCATAGTGCACGACTGTTG 

TCCCAACTACTCAGGAGGCTGGGGCAGGACGATTGCTTGAGCCCAGGAGC 

TTAAAGCTGCAGTAAGTGGTGACTTGCCACTGCACTCCAGCCTGGGCAAC 

AAAGCAAGACTCTGTCTCAAAAAAGAAGAGAAAGCTGAAAGGGTTAGAGA 

CTCAGC AGATGTTTCTAG ATAAG ACC AGTTTGT 

>Scquence 3783 

GGCNCGGTCGAGCC?WATCTGTAATCCCGGCAATNGATGCTTGGCCAGAG 

TCGCGGCC GCCCG GGCAGGTACTCGGGTGACCCAAGGTGGACCATTTTAT 

ATTTCTAAGTTTTCACCGAGATTAACATGCATTTGTTGAAAGACAAACCT 

CTTTTACCCTACTCCCCCAGCTGCAAATGCTTTCAGGGTTCACATCATGT 

TGGAACATTTGGTTACAGTGTTTCCTAAACTTTGCGGGTAAAAATTGTTC 

AAGTAGGTAAAAATGGAGCACATACAAAAAAAAAAAAAAAAAAAAAAAAG 
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GTTCCT 
>Sequence 3784 

CCGGGCAGGTACATGACTGATATTACACCTCAAGGTGTGGCTATGAGAGC 

TGGAGTTCTGGCTGATGATCACTTGATTGAAGTGAATGGAGAGAATGTAG 

AGGATGCCAGCCATGAGGAAGTGGTTGAAAAGGTGAAGAAGTCAGGAAGC 

CCGTGTCATGTTCCTGCTGGTGGACAAAGAAACTGACAAGCGTCATGTTG 

AGCAGAAGATACAATTCAAAGGAGAAACAGCCAGTTTGAAACTGTTACCC 

CACCAGCCCCGAATTGTGGAGATGAAGAAAGGAAGCAATGGCTATGGTTT 

CTATCTGAGGGCAGGCTCAGAACAGAAAGGTCAAATCATCAAGGACATAG 

ATTCTGGAAGTCCAGCAGAGGAGGCTGGCTTGAAGAACAATGATCTGGTA 

GTTGCTGTCCACG 

>Sequence 3785 

CCGGGCAGGTACACCACAATGGCTGAGCACTAACTGAACGTTGCTGGTAG 

TGCCTGCCATCAAGAAAGATTATGGTTCCCAGGAGGAACTTCACTTCAAG 

GTGTGGAACACCACCATGAAAGGGCTCAAAGTGCTGTGGCTTCACCAACT 

ATACGGATTTTGAGGACTCACCCTAACTrCAAAGAGGAACAGTGCCTTTC 

CCCCATTCTGTTGCAATGACAACGTCACCAACACAGCCAATGAAACCTGC 

ACCAAGCAAAAGGCTCACGACCAAAAAGTAGAGGGTTGCTTCAATCAGCT 

TTTGTATGACATTCCGAACTAATGCAGTCACCGTGGGTGGTGTGGCAGCT 

GGAATTGGGGGTCTCGAGCTGGGTGCCATGATTGTGTCCATGTTTCTGTA 

CCT 

>S€quence 3786 

CCGGGCAGGTACAAGGGCATGACAGGCTGGGAGGTGGCTGGTGATCACAT 

TTACACAGCTGCTGGAGCCTCAGACAATGACTTCATGATTCTCACTCTGG 

TTGTGCCAGGATTTAGACCTCCGCAGTCGGTGATGGCAGACACAGAGAAT 

AAAGAGGTGGCCAGAATCACATTTGTCTTTGAGACCCTCTGTTCTGTGAA 

CTGTGAGCTCTACTTCATGGTGGGTGTGAATTCTAGGACCAACACTCCTG 

TGGAGACGTGGAAAGGTTCCAAAGGCAAACAGTCCTATACCTACATCATT 

GAGGAGAACACTACCACGAGCTTCACCTGGGCCTTCCAGAGGACCACTTT 

TCATGAGGCAAGCAGGAAGTTCCT 

>Sequence 3787 

TGTGGCTATACACT 

>Sequence 3788 

AGGTACAGGCTGAAAGCGAAGTCCACGTTGGCGGAGGCTAATCCGAGGTC 

CACGTGTGTCCCTCGGTCTTGGTTCTCCTGGGTCAGATTCTCCTCGTCAA 

GTGGGCTGTTAGGGTGGCAGAGGACAGCAGGGCAGAACCCAGCCGCCAAG 

AGCCCCAGAGCCAGGAGAGGTAACATTCTCTCCATTCTCAACTCTCAGGG 

AGCTGGATGTAGCTGGTGGATTCCAAAGCCGTCTGTCTGGAGTCCCCGCG 

TACCTGCCCG 

>Sequence 3789 

CCGGGCAGGTACTATGGTCGGGGTGGAGCGGGGCATCTTTACTGTCAGTC 

ACTGGCACTTGTCCACTGTGAAGACCTGATGAACCAGAGCATTTCCTCtT 

GTTGTTCTGCTCACCAGCCAGCTGAGGGAATGTCGATGCTGGCAATGGGC 

ACAGTGAGTCCCTTCAGGACACTCAGGATGCTGTGGAACGGTTCCCGAAC 

ATCGCCCTTGAAGCTGAAGCCAAAGATGGCATCCACCACCAGCTCATACA 

GTTCATCAATCGTCATGGGCTCTGCGGGCATTTCCCCAAGGAAAGGGATG 

TCCATTTTCTGACACTGGGTCACCAATGCAGTGAAGAGGGGCTTGTTAGG 

CCTTTTGGGGTAATAGATGGTTGGCTCGTAGCCAAAGAGTTTGAGGTGTC 

GAGCACAGACCAGACCATCTCCTCCATTATTCCCCGG 

>Sequence 3790 

AGGTACTTACGGAGTGACAAAGGGAAAAGTCTGCTTTGAGGCAAAGGTAA 

CCCAGAATCTCCCAATGAAAGAAGGCTGCACAGAGGTCTCTCTCCTTCGA 

GTTGGGTGGTCTGTTGATTTTTCCCGTCCACAGCTTGGTGAAGATGAATT 

CTCTTACGGTTTCGATGGACGAGGACTCAAGGCAGAAAATGGACAATTTG 

AGGAATTTGGCCAGACTTTTGGGGAGAATGATGTTATTGGCTGCCTTGCT 

AATTTTGAGACTGAAGAAGTAGAACTTTCCTTCTCCAAGAATGGAGAAGA 
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CCTAGGTGTGGCATTCTGGATCAGCAAGGATTCCCTGGCAGACCGGGCCC 
TTCTACCCCATGTCCTCTGCAAAAATTGTGTTGTAGAATTAAACTTCCGG 
CAGAAGGAGGAGCCCTTCTTCCCACCAT 
>Sequence 3791 

GTTAGCTGAAGGCCAGCAGGGACGCAAAAGTTTTTAGGCCCCTTAGGTCT 

TTAGGTTGGCATACGTATCAAGGACAGTAACTACCATGGCTCCCGAAGTT 

TTGCCTAAACCTCGGATGCGTGGCCTTCTGGCCAGGCGTCTGCGA.\ATCA 

TATGGCTGTAGCATTTCGTGCTATCCCTGGGGGTTGCAGCTTTGTATAAG 

TTTCGTGTGGCTGATCAAAGAAAGAAGGCATACGCAGATTTCTACAGAAA 

CTTTGATGTCATGAAAGATTTTGAGGAGATGAGGAAGGCTGGTATCTTTC 

AGAGTGTAAAGTAATCTTGGAATATAAAGAATTTCnTCAGGTTGAATTAC 

CTAGAAGTTTGGCACTGACTTGTGGTTCCTGAACTATGACACATGAATAT 

GTGGGCTTAGAAATAGTTCCTCTTGATAAATAAACAATTAGCAT 

>Sequence 3792 

AGGTAClirrri-iri-l-ri-l-llIiril'n'ril-llGCGGGGGGAGCATGGGA 
CCTTTATTCGTTAAGACATCAGGCTCCAGATATGAACTTTCAGCAGAAGC 
GCTTGCCGGGAGCAAAGGGACAGAAAAGCTGAGATGAACAGTGCCTGGCA 
GCAATCACAGCCGGGCAAGGGTGCTCCGAGCCTCGCATCCCC * 
>Sequence 3793 

AGGTACTTGTGACAGGCAGACGTGATTGCAGCCACGAACACGATGAACTC 

ACTGAAGTCCACCTGGGCATCTGCATTCKjCGTCCAGGTCCTTGAGCAATT 

TATCCACGGCATCCTTGTCTTTTCCACTCTGCAGGAAGCCTGGTAGCTCC 

TTCTCCATCAGCACCTTGAGCTCCCCCTTGGTCAGGGTCTGCGTGCTGCC 

CTCGCTGCCCGAATATCGGGAAAAGACGTCTATGATCATGCCCATGGCTG 

TCTCTAGTTCCGTCATGGTGCTAGATTCAGACCCACCTTCCTCCTGGGGG 

CTGGCAGGGCCGAGAAAATGTCCCCGCGTACGCGGGGGACTCAGATCCCA 

GCCAGTGGACTTAGCCCCTGGTTGCTCCTCCGATAACTGGGGTGACCTTG . 

GTTAATATTCACCAGCAGCCTCCCCCGTTGCCCCTCTGGATCCACTGCTT 

AAATACGGACGAGGACAGGGCCCTGTCTCCTCAGCTTCAGGCACCACCAC 

TGACCTGGGACAGTGAATCGACAATGCCGTCTTCTGTCTCGTGGGGCATC 

CTCCTGCTGGCAAGCCTGTGCTGCCTGGTCCCTGTCTTCCTGGGCTGAGA 

TCCCCAGGGAGATGCTTGCCAAAAGACAGATACATCCCACCATGATCAGG 

ATCACCCAACCCTCAACAAGACAACCCCAACCTGGCTGAGTTCCGCCTCA 

GGCTATACCGCCAGCTGGCACACCAGTTCAACAAGCCCAAATATCTTCTT 

CTCCCAATGAG 

>Sequence 3794 

CCGGG CAGGTACGCGGGTTCTCATTCTTTTCTCCTTTATCTTCACTCTGA 

TTTTTCTTTTGTCATrCAACGCTTACTCCCTTCCCCATACCTCAGTCCTC 

CAGGTGACACCTGGGCGCTTTTCTGCCTGAACAGCATTTCCCACCAACGG 

CCACAGCAGTCGGTCAGTGTCCTCTTGAGCACCTCCTGAAGCTGCAGTGT 

CATTTGCTGTTTGCCCTAAAAAGCCACGCCCAGATTTCTTCTACCGCTGC 

TTCCCTGATGGGCTAGCCCATTCTGACTTGATGTGTACCT 

>Sequence 3795 

CAATTGATCTACACCGCGGCGGCGGCCGAGGTACTGTGCTCAAAGCTGAA 

AATG TTTACTGTCTTTCCCCTCACAAAGTTTTCAGACTGCTGGCCTAGGG 

TTTTCAGGGTGGCGGATAGAGACGGTATTAACCAAAACAGAGAAATCATC 

CATTATTATGATGATGGGTCAGAAAGAAAGACGGTATCAATCTTGGAGCA 

GTTAAATGGGAGGTGTCAAAGGACACACAGCAAGGCAGCCCAGTGTGAAA 

TGGAAAGCTCATCCCACTGAAGGGGCGTGGCACTGGCTATCCGCTCTGCC 

TAGTACCTGCCCG 

>Sequence 3796 

AGGTACTTAGAGTCCAATTTTCCTACCTTGGCTTGTGCATGAGGTTGCCT 

GGTTGCCACGGTGCCTGCTTTTCTCCCTGTGTCACCTCCACTGCCTCCTG 

AATAACAGTCTCAGGTTTGTCTATGGCCTCTGCAGGGAGCCGGGATTCCC 

AGACAGAGCAGGCCACTTAAATCAGGTGGGACGCCTCTCCCCTCTTGGCC 

GGAGTCCAACTCCACGCAGGCACAGAGATCCCAGATGGGCCCCCAAGTTT 



Page 632 
of 685 of Table 3 



WO 01/51628 



PCTYUS01/00798 



Table 3 



GTGAGAAACACATTCATCTGTCC AAAC CCAAAGAATGGACTCAGAGACAC 
AAAAGAACAATGGAAGAGAGAATTTTAATGGTGATCGTGCAAGAATGGGT 
GTCTGGTAGGCAGGCCCCGCGTACCTGCCCG 
>Sequence 3797 

AGGCAGCTCGGTCTGGTTCATTTGATCACACGGCCGTGTCTAAGATGCTG 

CTAATGTCAGTCACTGGGTGCACTAAAGGATCTCTTATTTTATGTAAAAC 

GTTGGGATTGACAAGATAGATCTGACACTCTGTTAAGTTACCCTCTGAAG 

CTACGGCTTGTGAAATACTAATGACAGCATCATCCTGCCAAGCGAAAGAG 

GCAGGCATAAGCAAGGACAAATTAAAAGGGGGTAAGAGCCTTATCATGAT 

GAGGAGTCTTGTTTTGACATCTTGGGAAAAGCTGTCCATAGCGTGAAGTC 

GTCAATTTCTCACCATGGTTTGCAGTTTGACTGGCCCTAGTTAGGTGAAG 

TCTOXjAGTGGCACACACCTCAAGCCTGAGGGTTTTTCCTTTAAACTTGC 

ATTGAGTTGTCCATCTCCAGCATATAGGGCTTCAGGAGCAAA 

>Sequencc 3798 

CCGGGCAGGTACGCGGGGTGGACAGACTGCTTTGCCTGTTGTTGCTCTTC 

GGAGGCGGCGATCCCCGAAGGCGAGCTGAAATACGGCTGCAGGCTACAAT 

TTGCAGCCGACCATTATGGATGACAAGGAGCCGAAGAGGTGGCCCACCCT 

CAGGGACCGCTTGTGCTCGGATGGCTTCTTATTTCCCCAATACCCCATTA 

AACCGTATCATCTGAAGGGGATCCACAGAGCTGTCTTCTATCGTGATCTG 

GAGGAACTGAAGTTCGTTCTGCTCACGCGTTATGACATCAATAAGAGAGA 

CAGGAAGGAAAGGACCGCCCTACATTTGGCCTGTGCCACTGGCCAACCGG 

AAATGGTACCT 

>Sequence 3799 

TGAAGTGCAGACACATTACGTTAAGGCGAATTGGAGCTTACCGCGAAGGC 

TCGCCGCCCGGGCAGOTACI I TTTI 1 TnTTlTtTrrrnTGCAGTCACA 

TTTTGGCAGGGACCAGCrCAACCCTTCTTTAATGTCATTCAGGGAGGGGG 

CCAAGGATGGAGGGGAGGGGTTGAGGACCTACAGGCACCTATTTCTGGGT 

GGGATTCACCACTTTTCCCATGAACAGGGGACACTTGGCTTTTTGGTCAA 

TCATTACTAAGACAAAGGGTGTTGTTGAACTTGACCTCGAGGGGGATAGA 

CATGGGTATGGCCTCTAAAAACATGGCCCCACCACCTTTAGTCCCTTTCT 

CCTCTATGGTCAAGACAGCCTTATGCACGGTCTTGGAGAGCTTCAGGGGT 

GCCTCCTCTGTGACXICCGGAGAGGTCACCCCCATTGCTGAAGACCTTAAG 

GATGCCCAGTTGACCCAGGACGCTCTTCAGATCATTTGTTCCAGCAATG 

>Sequence 3800 

CCGGGCCGGTACAGAAGGGCCATGCTGTTATTACTCTTACACAAGGAGGC 

AGCCCTCGAGCCACAGGGTCCAGCTGTTGGCTATAATAGCCTACCGGTCT 

CTGATGATCACCATGTTTCTGGAATTCAAGCCAGGAAGAAGCACCTATCT 

GTCTTCTGGATCTAAAACTGAATATCAACCTACTTTCAACTTACTAAGAA 

AGGGGATCATGGACATTGACACATATCTTGAAAGAATCGGCTATCAGAAG 

ACTAGGAACAAATTGGTACTTGCACACATTAACTGACATTCTTCAACCCC 

AGATCCGAGCTGCTCCCTTTGTGGACCTTAACATCCATGGTGGGGATGCC 

ATGGACTTAGGCTTATATGCCATTATGATCACCTTGTGAGAAGAAGACTG 

GGTGGATGGTGTTATCAAGTCCATCATCCTCTGTGC 

>Sequcnce380! 

AGCGGCCGCCCGGGCAGGTACAAGGCATGCTGCTTTGATGATCTTGTGGC 

GGGGTGTGCGAAGGTAAGGCCTATTGACTTTCTGGGCAAGGTCTTCAGTG 

ACCATTTCTAGGTCTGTTTGCATTAGTTCAAAAATTTCTTTCTTTGTGCT 

TTTAGGTTCCAAGACAAATCCATATGGATAAGAACACTTGAGAATGCGCC 

GAGTTTTTAAGAGCACATGAACTGCATCTTCAATGAAAGTGGTATCTGGA 

CAGCCTCCTTCAGTTTCTTTGAGAGCTCTGCTCAATTGCTCCATCTTTTC 

TTTG GCTGTTTTAAGAAGGCGTTGTTCTAGCTGATAACTATGCTCATGGT 

TTTTAAATCTTGTATAATAGTGCATAAATCTGTCAAGTTCCTGAAATCGT 

TTGTGTTTTTTCTCAGCCTCCACAGTCATTTCCTTGGATTGCTCCTCCAC 

GTG 

>Sequence 3802 

CCGGGCAGGTACCGGGCTGCTGGACCTCCATTGCTTTCGGCTTTTGTCTC 
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TTTC TCCTTTT GAAGCTCAAAAGGGCATATAGTGGACTCTGATCCTACGA 

TGCCTTTTT1 CCCTGCTTTGGCTGCCTCTGGAGAGGGGCATGTGCCAAGC 

AGACACGGCGAAAGCCAAACGACACAATGAGCGTTCTAAGAAAGGAAACT 

CCTT CGGAAT GAAAAGCTTAGGCCACATTGGAAAGGGTAGAAGTGAGAGA 

GAAAO IT m C ATTGGGG AC ACTAGGCCGGTGGGTGGGGCCCGTC ACGCT 

GTTGTAACAAAGTACCTTGGGCGT 

>Sequence3803 

AGGTACGCGGGAGAAATAAAATGTGGTCCTAATGCCAGGACTAAAATGGA 

CCTAGTGCCAAATTAGTCCAATTGTAGCCTTTGCTTCAGCTGGATCATCC 

CGTGTTAGTTAGAGCTCAGCTGTGGCCATTATTCATTTGTTGATTGCTGG 

CCCATTCTTGGAAGTGCGTAAGCATCCCATTCATTTGAAGCTGTTTTCTT 

AAAAATTATCATTCACATTTGATTATTTTTTCCTTTTGGGCTGCCCAAGA 

TAGCACTTCCAGATGTCTATAAACCCACCATGTGATTGCAATCTAGGGGG 

GACTGGATCATGAATTGGGCCTATACCGAATCAGACTGATCCCATAAAAT 

AACAAAAAAAAGGCTGCATACTATATGCATGTTGCG 

>Sequence 3804 

AGGTAC 1 111111111111111 n " l CCCTAGGCAAGGAGGG ATG ATTATT 

TATT AGCTTC TACAGATTACACAATGGGGTGGGGGTGGGCTCAAGGTGAG 

GCGATTTTTTGGGTCCAAGTCTACTCAAGACAGGCATACCAGTCTTGGGT 

CTCCAAATCCAC 

>Sequence 3805 

AGGTACGCGGGGAGCCTGAGAAGGACTTTTCCGAAAAGGCAAAACCTTCA 

CCCACCCCATTGGGAGAAAAACCCAGACGCCAGGAAAAGAAGAAACAACA 

AAGGCAGGAGAACAGCCACTTTCAGACTTGAAAATGACAAAACCCTCAGT 

TGAGCCTGAGCCCCCGGCGCGGGGGCTGCTACACTACAGGACACCCAGCA 

TCGGCTTTGACTGCAGACTGTTCACCCACACGAGCCCTGTGCTTTTGGTG 

TAAATAATGTACCTGCCCG 

>Sequence 3806 

CCGGGCAGGTACGCGGGGGGAGACCATTGCTCTATAGCAAGACCAGACTT 

TGCCCTTCCTCCTCTCAGCCTACTCAACGTGAATATAATGAGGATGAAGA 

CCTTTGTAATGACCTTTTCCCACATAATGAATAGCCATTGGGAGACACAC 

TTCTGAACACCACCACTGGAAAATCACACATGCTGAAATGGGAGAGTTCC 

CTGACCCCCTTGCAGGATATGTGACAGGAGTGTGGCTCATCTGTTCAGCT 

GGAGTGCATACTCAAACCCCTTATGAGACAAGGAGTATGCAGACAGAAGG 

TGCAGGAACTGGGGTGAGTACCT 

>Sequence 3807 

AGGTACTTTTTT'l 1 1 1 M i l 1 1T1T1 ITnTTCGCACTACCTCCCCGGGT 

CGGGAGTGGGTAATTTGCGCGCCTGCTGCCTTCCTTGGATGTGGTAGCCG 

TTTCTCAGGCTCCCTCTCCGGAATCGAACCCTGATTCCCCGTCACCCGTG 

GTCACCATGGTAGGGCACGGCGACTACCATCGAAAGTTGATAGGGCAGAC 

GTTCGAATGGGTTCGTCGCCGCCACGGGGGGGCGTGCAGATCGGCGCCCC 

CGCTGTACCATGCCCGGAGCGGCTCGTTCTAGTAACTATGTGGGATCCCC 

CCGGCGCTGCAGGTAATTGCGATTATCAGAGCTATATCGAATACCCGTNC 

CAGCCTCGAAGGGGGAGGGCACCGAGTACCCCAGGCTTTTGTGTCCTCTT 

TCAGTGGAGGGGTTAATTTGCCCCCG 

>Sequence3808 

AGGTACTGTTCCCTTCTGATTTGGTCTAGATACCAGAATCCATTCTCTTC 
CGTCAAACGGAAGACACAAGGCACCTGAGGCTGATCCTTCCCAGAAATTA 
ACTCCAGAGGCTGCCACA 
>Sequence 3809 

AGGTACTCTGTT'l l l^ riUlGTTTGCATTTTTTTAGGAGCTCCTTTCTTG 

AATTTATGGGTTATCTTATGCATTCTGTATAATGTCAAAGCTAACCCACA 

ATCTATAACCAAGGGAGGACTTAGCAGAACCTGCGTGGTGAGGAGATGCC 

ACAGGCAAGAAGAGAAGAGTATTCCAAACATGAGGGATTCCAAAGAGAGA 

AGAGTGTCCCAAACAACATTTGCACAAACCTGATGAGGAGAGAGAATGTG 

GGGTGGGGATGGATGATGAGACTGAATAAGAAAGCCAGGTCTAGATAATC 
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AGTGGCCTTGT 

>Sequence3810 

ACT 

>Sequence 381 1 

AGGTACAACTTTTTAACATCCTCCAAAAACTTATCCACTAGCTTCAGGCC 

CTCGCTGAGGAACAGGCCATTGCCGGTGGTCAGCTGGAGCTGGCTGTCTG 

GCTGGTTGAGGGTATGGAGGAGTTCCTGGAAGCCTTCATGGATCTGAGCC 

TCCGGAAATCTCCGTGAGGTTGAAATTCAGGCCCTCCAGGATTTCATCGT 

GAGTGTCAGTCTTGGTCCCCAGGGAGAGCATTGCAAAGGCTGTAGCGATG 

CTCAGATTTCACTGTCCCAGGTCAGTGGTGGTGCCTGAAGCTGAGGAGACA 

GGGCCCTGTCCTCGTCCGTATTTAAGCAGTGGATCCAGAGGGGCAACGGG 

GGAGGCTGCTGGTGAATATTAACCAAGGTCACCCCAGTTATCGGAGGAGC 

AAACAGGGGC 

>Sequence3812 

AGGTACGCGGGAGGCATT^AGGCAGCCAGCGCAGGGGCTTCTGCTGAGGG 

GGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTTCTCnTGAAAG 

ATAGAGATTAATACACCTACTTAAAAAATATAGGCAATAAGTTACTAAGA 

TATrGCTTACCGTTAAGTTTTTAACGTAATTCTAAGAGCTTAAGATCTTA 

AGAGAAAATGTGAGGACTTAAAATAGTGGCATGAGGAAGGAAAAGATAAA 

AGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCTTGTTCATGGAGTCA 

AATTTAGTTCCCTTTAATGAAGGAATATTGGTACCTGCCCG 

>Sequence38I3 

AGGTACGACCACAGCTCACTGCATCCTCGACCTCCCAGGCTCAAGCGATC 

CTCCCACTTCAGCCTCTGAAGTCTCTCATATGGTGTCCAAGAAATGGTGA 

CAAATCTCACAAAGGGACTAGGCTCAGCAGGGCTGGAATATTCAGGGAAG 

GTGTCAAGAAGAAAGATGAACTTGAGTTGGCTTTTGAGAGATGCATAGGA 

CTCCCACAGGCAGAGTGAAATAAGGGCATTTTAGATGGACAGACACACAG 

ACAAAAGCAGAAATGTGGGTGGTGTGACTGGGGTTTGGTGAGGGGCTGCT 

GTGGCTGGAATGGAGGGCTTCCACAATAATGGAAATGGTAAATGAGGCAA 

GTAAGGTTGGACTGGTGGCATAGCGTCAAGGTTGCCAGCTTTATTA 

>Sequence3814 

AGGTACI 1 1 rTTTTTTTTTTTTTTTTn I t rTTTTAl 1 i M i l i rTTTT T 

Tllll TITH ri'l'lTlTl GGG AGGTTAAAAATATTTTC ACTTTATTATTA 

TGCTTATAATATTATTCCAACAAACTGTTTTAAAGGCGGGGTTCACTTAC 

CCAGAACACCCACGGGGCGAAAAGGCATCCGGGCCCATTGCAGGACGTGG 

CCTGTCGGGCCAGGGTCGCTGACATGCCCCCTGGTAGCTAATACACTGGT 

ACCCTCAACACAGGCTGCAGGAATTGGGACAAGACAGATGCCCCCGGACT 

TTTAAAAGCTATTTAATAAATATCATCCAAAAACAAAATGGGAAAGAAAC 

CAGAAACCCTCCGAGCACAACCACCTTAGGCCAACTGAATGTAAT 

>Sequence38l5 

AGGTACiil llU'll^'lTlU'lTTl'l'ri'riUTl'lATTTAGTmGTTTAGGA 

GTACACGTCCCTAGAAGCACATAGCTCCAGCAACAAAGCTAATCTGAGAG 

TAATACCCAAGATGCCTCCTACCTTGCAAATTTCAAGGAATTTCTCACTG 

GTGGTTTTCATAGGATACTCAGTGAAAGTAGCATAAGGAACTTCAGTGGA 

CCATGGGTTCCAGCGGGACAGAAGAGACTGCTCCTCCGGACTCCCCCAGT 

AGATCCTAAGGCCTTCTCCTTGTCTCTTGTCCAGGGACATCCCAGGGAAG 

GTGAACTTGCCCAGGCAGATGCGATAGACAGCGCTCAGAGGAATCCGCTG 

CAGCTGCACACAACTCAGCATGATGAAGTCGTATTTGCAGATC 

>Sequence 3816 

AGGTACGCGGGAGTCTAGTTCCTGGTTGCCGGCTGAAATAACCTGAATTC 

AAGCCAGGAAGAAGTAGCAATCTGTCTTCTGGATTAAAACTGAAGATCAA 

CCTACTTTCAACTTACTAAGAAAGGTATTAAGCGCCTTTCTGAGAGCTCT 

TAATTAGGCTTCCTAAGCACGTTCACTCTGCCTGCTTTAAGTCTTATATT 

TATGATCAAGATGAAAGGGAGGGATGTTTCACTGCACAGAGATTCTACAA 

GTGGATATATAAAGCTAATAATGTTTTCAGTGAGCTCTTCTCTGGCAACT 

ACTTTCCAAGTGCTTTCAGCATTCCACCTTGAAGCACAACGTTAATAATG 
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CACAATTTCTTATGTTCAGCCACAGAATGTTCACGTGTGAT 
>Sequence3817 

AGGTACTTCATTCCACATTCAATCAAAGCAAGTGCAACCAGCACAGGTGC 

CCTTCCCAATCCTGCAACACAATGCACTGCAACACAGCAACCTGGCTCTT 

CACGAAATTTGGTTTTTAACAGGTTTAACCAATCATCTACTATCTGATTA 

GGGGTGGAGCTCCATCATCAAATGGCCAATCTAGAACGTGGATTCCTTCT 

TTTTCAACTGGAGCTTTATCATATGTAGCCCCGCGTATCTGCCCG 

>Sequence3818 

AGTTGACGCTACTCGAATATCGTGGAGCGAGATTGTACATCCACCGGGGG 

GGCGGCCGTACTGCAGCCTATCCTGTCCACCTTGCGCGCCTGAGCTTCAG 

GGCCGGACCGGCCCGCGTAAGCCCCATGCCCCGCACGCCGGGGCATTTTT 

TTTGACCGACGGTAAGCGTTGCTGGACAAATGGTTTTTTTCGCAAACATT 

TTGCCTGTCAGAAATTATCGTCCTACACTATTTAACAGAATCGGGCCGTG 

CCACACTGCGCGGCCCCGCAAGAATATA 

>Sequence38l9 

GAAAGACGCTCTATCGTACGGCNNTTAGGGCGATTTGGAGCTACACCGCG 

GTGGC CGGCCGCCCGGGCATTGTACTTTN T 1' J "i N l'l "J Tl TATTCTTCTTTT 

TTTTTAAAACGTCTCATCGCAGTTTATTAGCCTGTACAGTTTTTAAATTT 

ACTAAAGAGGGCAAAAAGTACTGGTTTAGAAGAGATTTTGTTGGCAGGCT 

CACAGGCAGCAGACATGACTTATAAGGAAAAAGGGCATACCACGGGTTTT 

TTTAAAAAATTAAATGAACTTGACTTTTCCTGGCTCCCAGCAGGGCAGGC 

TGGCTTGTTAGGGTAAGCCCTCTTTCCATCTCAAGGTGGGAAGGATTCAC 

AGGTCCCTTCCAGGTTAGACCGGGAGGAAAAAATTTAGGATCCCCAAAAA 

GAATGAAAGTTTCCCGGCGGTACCCTTGGGCCCG<nTnTAAGAAACTTA 

GTGGGGATCCCCCCCGGGGCTTGCAGGAAATTTCGAATATCAAAGCCTTT 

AATCGA ATACCCG TTCCAACCCTCTGAGGGGGGGGGGGCCCCGGGTTACC 

CCCAAGCTTTTTTTGGATCCCCCTTrTTAAGTGGGGG 

>Sequence 3820 

AGGTACTGCTTTGAATGTGACTGTTTCCGTTGCCAAACCCAGGACAAGGA 

TGCTGATATGCTAACTGGTGATGAGCAAGTATGGAAGGAAGTTCAAGAAT 

CCCTGAAAAAAATTGAAGAACTGAAGGCACACTGGAAGTGGGAGCAGGTT 

TTTGGCCTTGTGCCAGGCGATCATAAGCAGCAATTCTGAACGGCTTCCCG 

ATATCAACATCTACCAGCTGAAGGTGCTCGACTGCGCCATGGATGCCTGC 

ATCAACCTCGGCCTGTTGGAGGAAGCCTTGTTCTATGGT 

>Sequence 3821 

GCGGTGGCGGCCGCCCGGGCAGGTACGCGGGAGGCATTGAGGCAGCCAGC 

GTTTGGGCTTCTGCTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATA 

AG J ] i J IT1 CTCTTTGAAAG ATAGAGATTAATACAACTACTTAAAAA ATA 

TAGTCAATAGGTTACTAAGATATTGCTTAGCGTTAAGTTTTTAACCTAAT 

TTTTAATAGCTTTAAGATTTTAAGAGAAAATATGAAGACTTAGAAGAGTA 

GCATGAGGAAGGAAAAGATAAAAGGTTTCTAAAACATGACGGAGGTTGAG 

ATGAAGCTTCTTCATGGAGTAAAAAATGTATTTTAAAAGAAAATTGAGAG 

AAAGGACTACAGAGCCCCGAATTAATACCAATAGAAGGGCAATGCTTTTA 

GATTAAAATGAAGGTGACTTAAACAGCCTTAAAGGTTTATTTTAAAAAGT 

TGTAAGGGTGAATAAAAT 

>Sequence 3822 

CGCCGCGATCGAATCANATAGGGCAAATCGGAGCTCCACCTTGGTGGCGG 

ACGACGTACGCGGGACCACTTCTCTGTGACACATTGCCTTCTGTTTTCTC 

CAGCATGCGCTTGCTCCAGCTCCTGTTCAGGGCCAGCCCTGCCACCCTGC 

TCCTGGTTCTCTGCCTGCAGTTGGGGGCCAACAAAGCTCAGGACAACACT 

CGGAAGATCATAATAAAGAATTTTGACGTTCCAAGTCAATCCGTCCAAAT 

GACGAAGTCCCTGCAGTGCTTGCAGTTCAAGCAGAATTGAAAGAATGCAT 

GGTGGTTAAAACTTACCTCATTAGCAGCATCCCTCTACAAGGTGCATTTA 

ACTATAAGTATACTGCCTGCCTATGTGACGACAATCCAAAAACCTTCTAC 

TGGGACTTTTACACCAACAGAACTGTGCAAATTGCAGCCCTCGTTGATGT 

TATTCGGGAATTAGGCATCTGCCCTGATGATGCTTGCTGTAATTCCCCAT 



Page 636 
of685ofTable3 



WO 01/51628 



PCT/US01/00798 



Table 3 



CAAAAT 
>Sequence 3823 

AGGTAC I nT TTTTn Tl Tl TTTTTTTT C1 1 1 1 11 1 1 1 I I rTTTTI ITTT 

1 1 1 1 11 1 1 1 ' l'GGCC ATC AATTTATTA A A ATA A AC ATGTTTAGCAGGTTTC 

AACAATTGTCTTGTAGTTTGTGGTAAAAAGACTTTAGAAAGAGAAGGTGT 

GGTTTGCAACAATCCCTAACTGGTTTCTCAACATTCCCTGCCATTTTTTG 

GGACCCAAAGGTTTTGGCAAAAAGGTTTAAATTAATTCACAAAAGACTTG 

TTTGTCACCCCGCCTTACCTCTGCCCGGGGCGGGCGCGTTTTTAAAAACT 

TAGTGGGGATTCCCTCCGGGGCGTGTCAGGATATTTCTAATTTTTCAAGT 

CTTTATTTGAATACCCGTCCAGACACCTCGGAGGGGGGGGGGCCCCACGG 

GTAACACACAGACTTTTGTGTTTTCCCCITITAAGAGGGAGGGGGTTTAA 

AATTTGCCCCCCCCTTTGGGCCGATAAATTCAAATTGGTCCAATAAGACC 

TTGGTATTCCCCCTGGTGGTAAGAAAAAATTTGT 

>Sequence 3824 

TAGCACTCCACAAAAAATCGACGCCTCAAAGTTCAAAAGGGTGGGGCGAA 

AACCCCTGACCAGGGACCTATAAAAAGCATAACCCAGGCCGGTTTTCACC 

CCTTGGGAAAGCTCCCCTTCAGTGCAGCCTCTTCCCTGTTTCCGAACCCC 

TGTCCCGCTTTACCCGGGATAAACCTGGTTCCCGCCTTTTTCCTCCCCTT 

TCGGGGAAGGCGGTGGGCCGCTTTTCCTC 

>Sequence 3825 

AGGTACGCGGGGATCGGAAATTTGAATTACCTCTAGACCAGGATTTGTCA 

GTCTCTTTACTATTGACATTTTGGGTCAGATCATTCnTTCATTCTTTCTT 

GGTTGAGGGGTTGATATTGTTTGGTGTGTCCTCATCCAAATCTCAAATTA 

TAGCTCCCATAGTTCCCATGTGTCATGGGAGGGGCCCGGGGGGGAGGTAA 

ACTGAAACATAAGCAAAGGTCTTTCCCTTGCTCCTCTCATGACAGAGAAT 

TTCTCATGATATCTAATGGTTTTATAAAGGGGAGTTCCCCTGCACACGCT 

CTCTCTCTTCCCCGTTGCCATGAAAGATGTGACTITGCTTCTCCTTCCCC 

ATGATTGTGAGGCTTCCCCAGTCACAAAGAACTGTGAGTCCATTAAACCT 

TTTTCTTTGTAAAATTACCCAGTCTTCAGGTTAGGTTTTTTTATTAGCCA 

GCT 

>Sequence 3826 

ACGCTAAGACGTGTTTGGAGCTCCGCCGCACCGGCGGGGCGGTCGAA 
>Sequence 3827 

GGAGGGCTCTGANCCACTACTATACTGGCGAGTCGAAGGTACCTCCACCG 

CGGTGGCGGCCGAGGTACCTTAAAGCAGAATCCATAGTTAGTCGGTGCTC 

CATGTTTTTTTTTGCCTGCCAGTGACACATAAATATCACTATTGCCAAAT 

TCGCTGAAAAACTGCAAATGCCGCGGTTCCTGGAGGCATCACATTACCCG 

ACTTCAAACTATACTACAAGGCCATAGTCACCCAAACAGTAAAGTACCTG 

CCCG 

>Sequence 3828 

GGAGTGCCCGATACACTACTTAGGGCAATTGGAGCTAACCGCACCGGCGG 

GGCGGCCGAAGCACTTG l i W\ Til V\ 1 1 1 l l' l l'IGATGAGGGGGAGTCT 

TGCTCTGTCTCCCAGGCTGGAGTGCAGGGCTGCTATCTTGGCTCACTGCA 

AGCTCCACCTCCTGGGTTCACACCATTCTCCTGTCTCAGCCTCCCGAGTA 

GCTGGGACTACAAGGGGCCCGCCACCACACCCGACTAATTTTTTGTATTT 

TTAGTAGAGACGGGGTTTCACCATGTTAGCCAGGATGGGGTTGATCTCCT 

GACCTCATGATCTGCCTGTTTCAGCCTCCCAAAGTGCTGGGATTACAGGC 

GTGAGCCACCATGCCTGGCCTTrCACATGCCTTTTACTCCTTTGTGGTTG 

CTGCTCATCTTTCAACTTTCCTTTCTAATTTGTCAAATGTTTTCCTATTT 

CCAGCTT 

>Sequence 3829 

CCGGGCAGGTACGCGGGGAGGCATTGAGGCAGCCAGCGCAGGGGCTTCTG 

CTGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTTCTCT 

TTGAAAGATAGAGATTAATACAACTACTTAAAAAATATAGTCAATAGGTT 

ACTAAGATATTGCTTAGCGTTAAGGTTTTAACGGAATTTTAAATAGGCTA 

AGGATTTTAAGAGAAAATATGAAGGACTTATAAGAGTAGCATGAGGAAGG 
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AAAAGATAAAAGGTTTCTAAAACATGACGGAGGTTGAGATGAAGCTTCTT 

CATGGAGTAAAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 3S30 

AGGTACTCAGTGGCCATGTGGAGCTAGTGGCCACCACACTTGACACCACG 

GATGCAGAACTTTTCCATCACTGCAGAAAGCTCTGTTGAACAGNACnTT 

Tlli'inill'I'll^-lU'rirriTrriTl'rCCCGCATTAGATCACTGTGGGTC 

TTAAGCAATTCTTCAAAGCGAACTTTGGTTTTTTCTTVITGGTTCAATTC 

TTAGTTGTAGGCTTTTTTTCAGCTTTTATGCAGAGGACTTGAAAATGCAA 

AGCTTTGACTTCAATCAGGATTCCTTTTCTCAGACATAATTAAGAAGGCT 

TTGACAGGTTGAAGATTCATGCCCCAGGTTCTCCGCTGTACCTTGCCCGG 

GGCGGCCGTTTTTAGAACTAGTTGGTATCCTCCCGGCGCTGCAGGAAATT 

CGAATATCAAGCTTTATTCGATACCGTGCGAACCTTCGAGGGGGGGGGCC 

CCGGTCACCCCAGCTTTTTTGTTTCCC 

>Sequence3831 

CCGGGCAGGTACAGTAGTGGCAACCAGCCGGGAAAATCCATAGGATCATT 

TCAGACCGCATTCAACACAGATACTCATGTAGCCCCGACGTTTCTTGTGA 

AGGGAATTGATGTATTGCTTGAGGGGGTCGATCTCTGGTTCTAAGGTGTT 

TTGTTTGTTTCCATCGTGACTACCCAGAAAATTATTAAAAGGCCAAACCC 

AGTGGCTCATGCCTGTAATCCCACCCAGTTTTTCTAAAGTTTTAATCTGT 

CTCCTCCACTAGGCCATGAGCCCTAGGAGGAGATTGTCTCTAGAGGGTAT 

CCCCTGTGCCTGGCACATGCATGCAAGTTATGATTTATGTTGATGAATGA 

ATGAATGAATGAATGAATGAATGAATGGTGGATGGGTCCTTTGAGGCTCT 

AGAAATAGGGGTGAGAGGCCCAGCCAAGTGTTATCATGAAAG 

>Sequence3832 

CCGGGCAGGTACGCGGGCnTCCTTTTCAGATTCCCTGTCTGCTCAATTAA 

AGATGTTTGAATCCAAAGGAAGTCAAGGAAGAAAAAGCATGGAAAGGAAG 

AGAACTGATTCCTACTGAAAATTCAAATTCTATTACCATTCTAACTTTCA 

TAAAAAGTTGGGATCAAAAAACAACTGTTTTTCTTGCCCGGGCTTATATT 

AGGGGGTGATTCTTAAAGGACATTAGGATTGGTGCTCATAAATGGTTAAT 

CATGCTGTGTGCTAGCCAGGGCCAGCTGGTACCT 

>Sequence 3833 

GCCTATTTTATTTTAAGATGGAGTCTTGCTCTGTCGCCCAGGCTGGAGCG 
CAGTGGCACGAGCTCGGCTCACTGTTCTCCAGCCTGGGTGACTGAGAAAG 
AATCTCTCTCAAATTAAAAAAATTAAAAAAAATGTGTGTGGTGGGGGTAT 
CTTGACTTTCCTCCATGTGTCTTAGGCCCACAACCTCTACCATGGGACCC 
TTGCAGAAGAGATTTCCTCAACCAAATACCTTTTATGGTGCTGCCTCCCT 
GATGGGCCTGGGTTTCTAAACCCAGCAGTGCCTTCCCCATCTGCTCAGTC 
CTTACTTTCACCTGGGCACCCATCNNNCTCCTGGTACCCTCGGGCCCGCT 
TCTAGAAAACTAGTGGATTCTCCCCGGGCCTGCTCAGGAATTTCGAATTA 
TCAAAGCCTTATCCGATACCCGTTCGAACCTTCGAGGGGGGGGGCCCCCG 
GTTACCCTCANNGCTTTTTGTTTCCCCTTTTTAAGTGAAGGGGG 
• >Sequence 3834 

CCGGGCAGGTACAGGCCACGATATTATCTTTACAAGCATGCCTACTTTTA 

TCCTCATTTAAAACGATTrCCAGTTCAGGGCAGTAGTGACTCATCCGAAG 

AAAATGGAGATGACAGTTCAGAAGAGGAGGAGGAAGAAGAGGAGACTTCA 

AATGAAGGAGAAAACAATGAAGAATTTAATGAAGAATAAAGACTTTGAGG 

CTTGAAAATACCACACTTTTCTTGCTACAGCACATGGGCTATGGAGAGGA 

CGCCACGCCTGGCACAGGGTATACAGGGTTAGCTGCAATCCAGCTTCCCA 

AGAAGGCTGGGGATATAACAAACAAAGCTACAAAAGGAGAAGGAAAATAT 

AAAATTTAAAAAAAAAAAAGGTACCT 

>Sequence 3835 

AGGTACTTTTTTTTTTTTT T TTTTI ri TT TTT T ATTTTI 1 1 r T T TTTTTT 

TTTriTi nrrrn-nrr m imt um ii um mim inn 1 

TGGCGGGGGGGCCTGGGGCCCTTTTTTCTTTAAAACATCCGGCCCCAAAA 
TTTAACTTTAAACAAAACCCCTTTCCGGGGACAAAGGGACAAAAAAATTT 
TATATAACCTTTCTCGTAAAAAATACAAAACCGGCCAGGGGTTTTCTAAA 
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CCTTTAATCCCCGGGCCT I" I T TTAAAAATGGG 
>Sequence 3836 

AGGTACGCGGGGACCTCATTCATTTCTACCGGTCTCTAGTAGTGCAGCTT 

CGGCTGGTGTCATCGGTGTACTTCCTCCGCTGCCGCCCCCGCAAGGCTTC 

GCCGTCATCGAGGCCATTTCCAGCGACTTGTCGCAC 

>Sequence3837 

CCGGGCAGGTACCAGCTGAAATCAGGACAGTCCCCTAAGCTACTCACTTA 

CTGGGCATCTACCCGGGAATCCGGGGTCCCTGACCGATTCATCGGCAGCG 

GGTCCGGGACAGAATTCACTCTCACCATCAACAACCTGCAGGCTGAAGAT 

GTGGTAGTTTTATTACTGTCAGCCATATTTATACTACTTCTCTTTACTTT 

ACGGTCGGAAGGGACCCAAAGGTGGAAGAATAAAGCTAAACTTGTGGGGC 

TGCAC ACAT ACTTGTCrTTTTCAATCTTrCCCCGCTTCTTCTTGAATGAA 

GCCAGTTTTGAAATTCnTGGAAAACnTGGCCCTCTTGGTTTGTTGTTGCC 

TCTAGCCTTGGAAATrAAACCTTTCTTATTCACCAAGTAAGGAGGGGCCC 

AAAAAGATAACTCTTTGGGGGCCCGAATTCTTAGTAAACTTTAGGTGGGG 

ATTCACTCCCCCGGGTGCCTTGGTAAGGTAAAATTTTTTTATTATTTCAA 

AAGTCCmAATTTGGGATTTAACCCTGTATTGGAACACCTTCAATAAGG 

GAGGGGGTGGGCCTCCCCCGGTTAT 

>Sequence3838 

AGGTA CTTI1 TnTTTCT T i 1 1 1 TTTTTn IT r i l GC Tri TnT rA TTTT 

CTTTTAATGCATCAAACAACTGTGGCCAGTGAAAGGAAACAAAACTGGCA 

GTTTGTCCATTTGAATATCAGACCTAGTTTCTrCTTAATTTCCACACTAT 

TTCTCCCATATTCCTTAAACTTCTTGGCATCCCTTATGCCCTACCGTTCC 

CCAGATGCAATAAAGTCATTGTACAGTATTTCTTACAATATAAGTTATAT 

GCAATGTTCAGC A l'Tl'TlT rri'l ' ICAC AGC ACTAG AGACCCTGTTAAATA 

GGGGATATGAGTCAGAATGGCTTATTCACAGATGGGGTTCCAGATTCAAT 

GCCCGCGTACCTGCCCG 

>Sequence3839 

ccgggcaggtacctcagaagcaaaccx:agttcctgcacacagaaacccca 
ttcaggctcctactgcactgagaagcacgtgttctccatttccctggggg 
agaccattgtattgggcagtttggaacaaaacaccatggactgggaggct 
tacacaacagaaatttatttcttgctgttctagaaggtggggaagctcaa 

GGTGCTGGCTGCATATTCATTCTGAGGCCTCTTCTGATGTGCAGGCAGCT 

GCCTTCTGACTTGTGCTCACATTGGAGAGAGGGAGTCAGCTTTGGTGTCT 

CTTCTTGTAAGGACACTAACCCCATTCACTAGGGCCCCACCCTCATGACC 

TAATCACCCCCAAAGGTCCTGTCTCCAGACATATCACATGGGGCAGAGCT 

TCAATGTACCT 

>Sequence3840 

AGGTACGCGGGGAAATCAGGTTTTTTTTTTTAAAGTGAAACTTGATGATT 

TTTAAACAAGTAATTAAAAAAATGTCCAAAACACCATGTGGGCCAAACAT 

TTGTTTGAGCCTGGGGGCCACCAGTTTGCGACCACTGCCTTACGTAGTTA 

ACACCCTGAGTATGTATACAGTCATATTTTTTTGTTTGGAATATTGGAAG 

TGTTATATATACTTTGGGGGCGTGATATTTGAAGTCATCTTTATCTCTCA 

GAGTTAAGCTTTATTGTAGAAGAAAAAATTTNTAAAAAAAAAAAAAAAAA 

AGGTACCTGCCCGGGCG 

>Sequence3841 

TTGATACCTCCACTCATTAAGTCGAATGGGAATCTGCACCTCCACGGCCG 

TGCGCCCGGGCAGGTACGACACCCCTCAAGAGGTGGCCGAAGCTTTCCGG 

TCTTCCCTGACAGAGACCATAAAAGGAGTCGATGCTAAGAATGGGCACGG 

TCCCAGGGGAACAACAAAAGCGGAAGATCGTCCTGAACCCTTCAGGCTCC 

ATGAACATCTACCTGGTGCTAGATGGATCAGACAGCATTGGGGCCAGCAA 

CTTCACAGGAGCCAAAAAATGTCTAATCAACTTAAATTGAAAAGGTGGCA 

AGTTATGGTGGGAAGCCAAGATATGGTCTTGTGACATATGCCACATAACC 

CCAAAAATTGGGTCAAAATGTCTGAAGCAGAACCGCAGTAATGCAGACTG 

GGTCACGAAAGCAGCTCAATGAAATCAATTATGAAGACCACAAGTTGAAA 

TCAGGGACTAACACCAAGAAAGCCCTCCAAGCAGTGTAACCTTGGGCGGT 
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CTAAAAC 
>Sequence 3842 

CCGGGCAGGTACTGTGGATCTTGGCTCACTGCAGCCTCCACCTCTTGGAT 

TCAAGCA GTTCTC CTGCCTCAGCCTCCCGAGTAGCTGGGAGCCACCATGT 

CCAGCTGA 1 1 1 1 1 GTATTTTTAGTAAATGAGTTTTCACCATGTTGGCCAA 

GCTGGTCTTGAACTCCTGACCTCAAGTGAGCTGCCTACCTGGCCTCCCAA 

AGC TCTG GGATTATAGGTGTGAGCCACTGTGCCAGGCCTGAGGTTGGGAG 

AAATTTTGTCCATTTCTTTAGAACCAAAATTGGCAACCAGAGAGTATTTG 

GATGTTACACAAAATATTTAGTTTCCCTTTCTAGCCTAAATTGGGTTGTT 

TATAGCACCCGTCTCTCCATTTGAGAAAAATGGTTAGGATG 

>Sequence 3843 

CGGGCAGGTACACCTGTCTTCTCTGGCTGCCCACCAGCGGCCTCTGGACC 

GTCCAGGCCATGGATCCTAACGCTGCTTATGTGAACATGAGTAACCATTA 

CCGGGGCCTGGCTTCAGCCAACCGTTGACTTTGCCTTTTAAGCCTTGTAT 

TAATCCACCTTAATrGGGCCCnTTGAATTCCCAAATAAAGAATACATTTT 

TCAATTCTTCCCCCTGTTGGAAGCAATTCTCTCATTGGCCCCTTTAAGCT 

TATTGCTTGGTCCCCTGGGGGCCAACCCTTGGTGTGGCCACCAACTACGG 

GGGGCCCCCAGGCTTTTCTTTCCAAGGAGGCCCCTAGGGTTTTTTTCAAA 

CACTTCCACTTGGAATAGAGATCCTTGGAGGAACTTGAAGTAATCCCCAT 

CCCAAAGGGGTTTTTTCCCAGTCAAGCGCTTGTCCACTCCAAACTTTCTT 

TTTGGCAAAAAGTTCCAAGGACCAACTCCATGCCTTTATGTAAAATTTGA 

ACTCACTTGGGGGTAAAATTCKjCNCCTTTGGTTTTTCTTTGGAATGG 

>Sequence 3844 

CCGGG CAGGTACTCACATCACAATGTCATTTTGATAGGAGCGTTTTGTTA 

TTTTTACAAGGCAGAATGGGGTGTAACAGTTGAATTAAACTTAGCAATCA 

CGTGCTCAGAGCTTTTGCCTGTCAGTTGTGTGTGTCCCTTATAGGCCCTT 

TCCCCACAACTCTTGCTGAAAGAGTTTGCCTTGTTTTGTTGCGTTGTTTT 

GTATTTAGCCAGAGGATGTCAAAATTAGTCrrCTCAAAGCTTTGAGTAGA 

GTAAGTG TGGGAA TAAGCCAGri'i'ri M l'l'l'TTCTGTTTCTGTAACTTAAAT 

G AACGGG 1 1 ' I r 1 1TCCCTTGTATGCC ACTTGTCCTAAC ATGTCCTTAAGG 

TGTTTAACCTGCCTCTGACCTGGCTTGCAATGCATAGGTGAGGAGA 

>Sequence 3845 

AGGTACAGCAAAACCCACCTGTGTAAACACACACAGCAAAGTGATGTAAG 
AAGTTTCCATATAAAGGGCTGCAGTATGGAGAGGTAATGTGCAAGCTGGT 
TTGCGGCTGTAAGGGCCACCTTGCTGCAGCTCTCCACTGATATGGTACCT 
GCCCG 

>Sequence 3846 

AGGTACGCGGCCAAAAAGAAGTCAGAAGGAGCCAAATCAGGACTGTAAGG 

TGGATGAATGCCTAATGATTTCCCATCAAAGCTCTCACAAAATTGCCCTT 

GTTTGATGAGAGGAATAAGCAGAAGCATTGTGATGGGGAAGGACTCTCTA 

ATGAAGCTTTCCCAGGTGTTTTTCTGCTAAAGCTTTGGCTTTCTC^ 

ACTTTCATAATAAGCAGATGTTGTTGTTCTTTGGCCCTCCAGAAAACCAA 

CTAGAAAAATTCCTTTAACATTCCAAAAGACTATTGCCATGAGCTTTGTT 

CTTGACCAGTCCAGTTTTGCTTTGACTAGACCGCTTCCACTTCTTGGTAG 

CCAT TGCTTTGATTGTGCmATCTTTAGGATCATACTGGTAAAGCCATG 

TTTTGTCTCCTGT 

>Sequence 3847 

AGCGGCCGCCCGGGCAGGTACTGGAATGGCCAAGTGGGACTGCTTCAGCT 

GACCAGGTTCTTTTAAACCGTAGTCATGCT7TCCCACTAACTCTTAAATC 

CTTATGCTTAGAAAATTGAGGATAAGGCTGGGCACAGTGGCTCAGGCCTG 

TAATCCCAGCACTTTGGGAGACCAAGGCGGGTGGATCACAAGGTCAGGAG 

ATCGAGACCATCCTGGCTAACATGGCGAAACCCCGTCTCTACTAAAAATA 

CAAAAAAATAGCTGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCA 

TGAGGCTGAGGCAGGAGGATCACTTGAACATGGGAGGCGGAGGTTGCAGT 

GAGCCAAGATGGCGCCACTGCACTCCAGCCTGGGTGATGGCGTGAGACTC 

CATGTCAAAAAAAAAAT 
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>Sequence 3848 

CCGGGCAGGTACTTCCGTGCTTCTTCATTTCTTCGATAGCCATAAAATTT 

TCTAGCTCTCTATCACCATCCTTATTTATTTCTGGTTCTTGAGATCnTT 

CTCTGGCTGGCCATTTTCACTGCCnTAAGCCTTTGTGACTCTTCCTCTG 

ATGTCAGCTATAAGGCTCGCTCTGGGTTGCTGTTTTCAGAAGAGTATTTT 

GGCATCTGTTTTTCTTTGTAGTCAGAAACTAATTCGCAAATTCTGTGATA 

CT CTTC ACmCGTTGTCAGGAAATTGCTGATTTTCAGGTGTTCTGCTCT 

TCCTTT GAGG AATTAATCCATCATCACCATTGCCAGCAGTGACACCATTA 

GTCAGGTTTTCTAGTAATCCCACATTATTACTTTGATGCTT 

>Sequence 3849 

AGGTAC 1 1 mn TTTTTTI rri"rGGTCTCCCACGACCTCTTT 

ACACTCTTAAAAATGACATCCTAAACGGCTTTTATTTATATGGATATCTA 

CTGATATTGACCATATTCAAATTTAAAACAAATGTTTGAAAATATTCACT 

AATTCCTTTAAAAATAGCTCATTAAAAATATGAAAAAGATACTTTTACAA 

ATTCAGTGAGAATATCACTGTTTTATAATTTTGCAAATCTCTTAATGCCT 

GGCTTAAATGAAAACTGCTGGAGTCCCATATCTGTTTCTGCATTAAATTT 

GATGCTATATGATTTTTITGCTTAAAACATATGAGGAAAATGTGGCTTTA 

CCTAAAAATGTAGTTGTGAAAAGGATAAGGCTTTTAATAGCCTTTTCTGA 

TAATTATAGATATTCTG 

>Sequence 3850 

CCGGGCAGGTACATCCTGTGAAATCCAGGTGGAGGCTCCCAAACCTCAGT 

TCTTGACTTCTATGCACTTGCAGGCTCAACACCACATGAAAGCTGCCAAG 

GCCTGGGGCTTGAACCCTCTGAACGCATGGCCTGAGTTTATACTGGCCCC 

TTTCAGTCATGGCTGGAGCAGCTGGGATGCAGGGCACCACCTTTCTGGAC 

TGCACACACCATGGGGACCCTTGGCCCGGCCCACAAAACCATGTTTTCCT 

CCTAGGCCTTTGAGCCTGTGATGGGAGGGGCTGCCATGAAGACCTGTGAC 

ATGTCCTGGAGACATTTTCCCCATTGTCTAGGGGATTAACATTCAGCTCC 

TCATT ACTTT TGCAAATTTCTGCATCCGGCTTGAATTTCTCCTCAGAAAA 

TGGGATTTTCTTTTCTTT 

>Sequence 385 1 

AGGTACTTGAGGGCTTCATTGCCAGAACACATTATATACAGGATGTCAGA 

GCTACCAGTGTGCTGCTGGGAGAAAATGCTGCAAAATTCATCTTTTGGAG 

GGTGGGGGGAAAACCCAAAAACAACAACAAAAAAACTCTCTTACAGAATT 

TTCCTTAACATTAAAAAAAACTTGTCATATTTTTCAAAGGCACATTTGAT 

ACTCAAAATTGCTAAAAGTATATTTAAAGACATCTAGCCTTCCATATGTA 

AAAAATATTTTAGATAAAGACAGTTACAGGACTCAGAATAATATATTGGG 

TGATTCACTGTATCCTCCATTTTTACATTTAAAGAAATTCAAAATACGTG 

ATTA A A 1 rTTTTTTTTl 1 AATGGATGGGTTGGTTCTCGCTTAACCACTTG 

GGTGCTAGTGGTCTT 

>Sequence 3852 

CGAAGGTCGTTCGACTCTACTCAGGGCGACTTGGAGCTCCTTCGCGGTGG 

CGGCCGCCCGGGCAGGTACGCGGGATCAAACAAGTCCTCCAAAAGTGGTT 

GAAATTGGGCATCAAAGGCAAAAAACTCCTGAGGGATTGCAAGAATCAGC 

TAATGTGAAA ATCTC AGGAACTTTCAGCAGTGGGTGGACTGTGAGGCTGC 

CTG AGTTCCAGTTTTC 1 1 CTCAGAAC AAAGAATATCCCG ATCGGG AAGAT 

TGCACTACAGAAAAAGGCAAAAAGACCACTGTAGAAACAGAAGATTCTTC 

TGTAGAGAACCCTGAACAGGATCTGTTTGTAGAACAAAAAAAAAAAAAAA 

AAAAAAAGTACCT 

>Sequence 3853 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTATCTGATAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 
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AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTA 

>Sequence 3854 

AGGTACCTGGTGAATTTCTTGCACAAGTTGCGGCAGCTGCCTGAGCGATA 

CATGATGAACAGCGTCCTGGAAAACTTCACCATCCTCCAGGTGGTGACAA 

ACAGAGACACCCAGGAACTGCTGCTCTGCACCGCCTATGTCTTCGAGGTC 

TCCACCAGCGAGCGTGGGGCCCAGCATCACATTTACCGCCTGGTCAGGGA 

CTGAAGGGGGACCCCAAAACTGGCTCACCCCCCAGAACACCCTCCTCCCA 

GGGAGGGTCCTCCAGCTCACCTCATGCTTCTTATTTGGGGAGAGGGCTGT 

GATGTAAAGGGGTTGACCTCAGAGGCCTAAGCAACTGGGGCCATCCCCCC 

CATTAGAGGGGCCCCCAAAACTTGGTTGGAGAGCTGAACAGGCTGGGACT 

GAGGAAAGGATAAACCCCGATATTGGGACCTCA 

>Sequence 3855 

AGGTAC TTT1 1 111 HITF! 1 U 11 1 1 1 1 1 { j nT GGGGGTTTTTTCTTT 
TTCTTTGTTTTAACGGCCGGTTTTC 

TGCACAGAAGATTTAGCCAATTCAAATGCCTTGCTCCCCACAATATTGGA 

ACATTTCCTTTGCKjATTTTGACCCAAGTAAGGAAGAGATGGGAGAGAAGT 

GAAACAGCAACAATAAACCCCAAACTTAAACAAAAAGAGTTAAGCAAAAC 

AAACAAATGCACAATTCATATGATTACTGAGTGTTCTAATGGTAAGGAGA 

AATT AAAAGCAGCTGGTGGGTCATCITAAATTTTAGTCATTAAGGAAAAA 

TTTTAAGACAAACTCTAATTCAGCTACTTACCTGGAAATAAGGCTCAGGC 

TGGTGATTGTTCTCTG 

>Sequence 3856 

TGAAAGTGACTCACTTCTGAAATCCGGCGAATTGGTTCTGGCAACTGCGG 

CGGCCGCCCGGGCAGGTATTCGGGATTATTTCTTTGGAAAAAAGAGATTT 

TATGTCTCTGATTGGTGAGTGGCAAGAGTTCAACATCGCCAGGTGTGGTG 

GCTCATGCCTGTAATTCCAGCACTTTGGGAGATTGAGGTGAGTGGATCAC 

TTGAGGTCAGGAGTTTGAGACCAGCCTGGCCAACATGGTGAAACCCTGTC 

TCTACCAAAAATACAAAAATTAGCCAGGCGTAGTGGCATGTGCCTGTAAT 

CCCAGCTATTCGGGAGGCTAAGGCATGAGAATCACTTGAATCTGGGAGGC 

GAAGGTTGCGGTGAGCAGAGATTGCACCTGGGTGACAGAGTGAGACCTTG 

TCCCAAAAAATAATTAAAAAAAAAGTTCCT 

>Sequence 3857 

CCGGGCAGGTACCTTGA AGTTC AGATGAGATTTCGGACTTTTGAGTTGAT 

GCTGAAACAGCTTGAGATTTTTGGGGACTACTGAGAGATGATMTTGTAT 

TGTGCAATATGAGAAGGACATGAGATTTGGTGGGCATAGGTGTGAAATGA 

CATTGTTTGGATGTGTTTACCCTCCAAATCTCTTGTTGAATGTGATCTTA 

AACGTTGGTGGTGGGCCTAGTGGAAGGTGTTGAATCATGGGGGTGGACTC 

TTCATAATTTGCTTAGCTCCATCCCCTTGGTGATGAGCAAGTCCTTGCTC 

TGTTGTGTCACATGAGAGCTGGTTGTTTAAAACAGCCTGCCGGGTTCCCC 

TTCTTGCTATTCATTTCTCTrTTGACACGTGATACACTGGCCCTCACTT 

>Sequence 3858 

GGCGAATTGGAGCTGCCCGTGGCGCGCGGCCGACGGGACTTTGTCGTCGG 

GGGTAGATGGAAGGAAGAACTTGAGTGCTTAGACCTGACGCTGGGAGGAG 

ATACTGTCACCTAGGTTACTTGTAGGACCCTATACGGCAACCTCCTTTGC 

CAGGAACTATTTATAAACATCCTGCAGGAAAATGAGTCTATATGGCAGAA 

TCCACTTTTCCCACCTTGCCCAACAGTCGAAAAACATCAGAAGAGAAAAA 

CATTAAAAAATGACAAGGAAGTTAATGGAAGTCAGCAATGTGATGGTGTT 

TGGGGGTGGAGCCCCTTAGAAGGTAATTTAATGCCCCTTGGAAAGAAGAA 

GCCAAAAAAGCTTTGCGCACCITlirirrCTTGGCTTGTGGAGGGGCCCA 

AAAAAAGCCCGGCTTGTTTTGGCACCCTTGCCAAGTAAGGAACCCCTCAC 

TTATTAAGGTTAGGCCTTTTCCCG 

>Sequence 3859 

AGGTACATCTGCATGCCATACTTAAGCAATCTAATTTCGGTCACCCAGCA 

CGTCCTACTCTGCCCTTCTTCTGCACAGAGCATTTTCAGGTCTCGGGGCC 

CTCCCGCTTTGTTAGGCTTAAAGCAGAATCCATAGTTAGTCGGTGCTCCA 
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TGI rn nTTTG CCTGCC AGTGAC AC ATA AATATC ACTATTGCCAAATTC 

GCTGAAAAACTGCAAATGCCGCGGTTCAGTTCTTCATGGCTGGGGAGGCC 

TCACAATCACAGCAGAAGGTGAAAGGCACATCTCACATGGCAGTAGACAA 

GAGAACTTGTGCAGGGAAACTCCCCTGGAGGCATCACATTACCCGACTTC 

AAACTATACTCCCCGCGTACCTGCCCG 

>Sequence 3860 

CCGGCCAGGTACGCGGGACAGCACACAGCCCGGCGGCACATGAACTGCCA 

TTAAAGAAAAGAAATTTCAGCCCAGAATTTCATATCCAGCAAAACTAAGC 

ATCATAAGTGAAGGAGAAATAAGATCCTTTTCAGACAAGCAAATGCTGAG 

AGAATTCGGTATCACCAGATCTACCTTACGAGAGGGGGGGGGGGAAGCAC 

TAAATATGGAAAGAAAAGATCATCACCTGCCACTACAAAAACGCTCTGAA 

GTACCT 

> Sequence 3861 

AGGTACTTTTTTTTTTI 1 1 [TTTTn GTG AAG AGGG AGTCTTGCTCTGTC 

GCCCAGGCTGGAGTGCAGTGGCACAATCTTGGCTCACTGCAAGCTCCGCC 

TCCCGGGTTCACGCTATTCTCCTGTCTCAGCCTCCTGAGTAGCTGGGACT 

ACAGGCGCCCGCCACCACGCCCAGCTAATTTTTTGGGTGGGGAGTAGAGA 

CGGGGTTTCACCATGTTAGCCAGGACGGTCTGGATCTCCTGACCTCGTGA 

CCTGCCCG 

> Sequence 3862 

AGGTAC1 1 1111 l"rrn M l"lTn'n"n"lTGrNGGAAGCCTTGTGGTAACCA 

CAAAGCAAAAACTTACAACAGATACACTAAAAATAAAAAGGGACAAATTA 

AAATATATATTACCTGAGAAAATTGCTTAAGCACAAAGGAGGATATTAAA 

AAAAAAGAGAGAGGAAAAGAGAAGACATTAAGAAAGAGGGAGAAGAAGAG 

AGAAGTAAGAAAACAAGTAGAAAGCAAGTAACAAAATGGCAGTAGTTAGT 

TGTTACCTGTTAAAAATAACATTGAATATAAATAGACCGAATTCCCCAAT 

AAAACATATACAGTGGTTGAATGAATTTAAAAGCAAGACTCAACTATATG 

CTGTCAACAAAAACTCACTTTACCTATAAAGACTCACATAGACTAAAAGT 

AAAGAGATGGAAAAACATATTCAATGCAAATGAAAACCAAAAAAGAGCAG 

AAGTGGTTATACTTATTTCAGATGAAGTAGACTTTAAGCTAAAAACTATA 

AAAGGAGACAAAGAAGGTCACTGTATAATGATATTATATAATGATCATAT 

ATAATGATTATAAATAAATATTTATGTATAAAAAATATAAAACAAATAAT 

AAATCTAAAAAGAGA 

>Sequence 3863 

AGGTACTTTGGCCTCTCTGGGATAGAAGTTATTCAGCAGGCACACAACAG 

AGGCAGTTCCAGATTTCAACTGCTCATCAGATGGGCGGGGAAGATGAAGA 

CAGATGGTGCAGCCACAGTTCGTTTGATGTCCACCTTGGTCCCTTGGCCG 

AACGTTGGGGGGGTGAGTATATATTGGTGACAGTAATATGTGGCCACATC 

TTCATCCTGCAGGCTTGTGATGGTGAGAGTGAAATCTTTCCCAACCCCCT 

GCCACTGGATCGGGCAGGGACCCCGGATCTCGGGAAGATGCCCAATTAAT 

GATTCAGTTAGGAGGCGTGGCTGGGTTCTGTGATACCAACTAAAGGGTTT 

TATTGGGGGGGGGGATTAAAAAATTTGGGGGGCTTGCGGTGAGGGGGGCC . 

TTTCGCCCAGAGACCAGCCGGGAGGCTGGCGATGGGGGATTGCGAGTTTC 

GGTGGCAGCGGGATCGCGACGACCGGAGATGAAGGCCTGGGGTTGGCAGC 

CGTGTTGGTGGCCCTGCTGGCGGTGTGCGTCCCCGGGACTTGGCCGGGCG 

GGGGTGTGGAATTGTGGGATCCCCGGGTTCGAGGATTT 

>Sequence 3864 

aggta ci n i m n n 1 1 iu ' i4 ' iU4 ATTTTTTGr n ' T Tn' i ' rrrr rr i T 
i i 1 1 1 1 rm rTTTTTn mm n rrrnn 1 1 m im n 1 Trmr 

1111 1 I I'l l J 1 1 1 l l'l l i riU'lCCCGGGGGAAAAAAAATTCCTTTCCCCC 

CCCAAGGGGGGGGGGGAAAAAGAAAAAAAAAATTGGGGGGGGGGGGCCAT 

CCCCCCCCCCCCCTTAAAACCCCCCTGGGGGGGGTAAACCAGGAGAACCC 

CCTGGGCCAAAAATGGGGGGCCCCNATATCCCCCCCCCGGCCCCCCCTTA 

AAAAAAAGGGGACCCCCCCCGCCCCAGAAAATCCAAATAACACCTTTACA 

CCCCCCCCCCCCCGGGGGGGGCCCCCCCCCCCCCCTTTTTTCCCCCTTAA 

AGGGGGGAAAATACCCCCCCCCCCAAAAAAAGAGAAAAACTTTTCCCCCG 
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GGAAAAAGGTTTCCCCCCCCAAAATCCCCCAAAAAAACACGCCCGGAAAC 

AAAAAGGAAAACCCCCCGGGCCCCCAAGGGGCCCCCCCCCCCCCACAATT 

CCCCTCCCCCCCCCCCCCCCTTTCCAAGAGAAAAACCCCGCCCCCCCCCC 

CTCAAAAGAA 

>Sequence 3865 

CCGGGCAGGTACG I llllillllll HI ITTTI ITJTnTG AATTTAAAA 

AATGTTCTTTAAGACCCCTCCTTAACGGTTGATGGATTTAGCAAGTAGCA 

ATATAAGATGTTCGGATAAATTTAAATTTCACGTAACAATACITTTTCCC 

TGTAAGCATGTCCTAAATATTGCATGGGGCATGATTATAATAAAAAAGTT 

ATTATTTATA TGAAArfCAAATTTATCTGGAATCCCTGTCCTTTATCTAC 

TTTTGT 1TI TATG A TGATTTTTATG ATGATTAAAAC AAAAGTAGAGAACT 

AAAAATTTATTTTAGTACTTCCTATTGATAAAAATAAAATTAGATGTTAA 

TTATAGAAAGTTCACAAAGCTAAAAATTTAGAATAAATTTGAATGGTCAA 

ACCTCAATACCTGTTTTATTGTGAATTTTCAGCATTTACCGCTTAATTTT 

CATTGATCTTTTTGAGACATCCTATATATGTTCAGTTCTCTGAATTTCTA 

TTTCAT TTCT GTTC TGCAAACCTTTGATCTTGCCTTTTACCAAATTCAAT 

T i i"lU4CTTCITITTTAACAATAAGTGTATTTTGTGTATAATTACCATGT 

GTTTGAAGCAAAGGGGCTCAT 

>Sequence 3866 

AGGTACTTCCTGTAATTGGCAGCCTTGCGTTGTTCCTCATGGCATCATTC 

AAGGTCATCCCCTAAATTTTAACACTTTCGATGCCATATACGTTGTAACC 

TTCCTTATAAGTTGCAAAATTCTGTGAATTCTGCGAGGAAGATGGGTTAA 

TATTCTGTGCATTCTTTGCCACCTTCATTCGTTTCGCCTCGGCCCTTGAC 

TTGTAACAGAACTCAATCAAAGCCACCAGCATTGCCAAACCAAGGCCCCC 

G GCAAG GATGTAGAATACTCCAGCAACGTTGCTCAGACTGAGGGCACTGG 

TCT1 1 1 CCTA AAGAATGTATATG AG AAG AGGTTATTAG GAAGGC AAACTG 

GTGAATAGAAGAGAACAGCAATGTCACATAGCATTATCACGGGAACAACC 

TAGTCACACAGAATGCATTTGAATTTGAGAAACAATGGATTTTCTCTTAG 

ACCCGCGTACCTGCCCGGGCGGCCGCTCGA 

>Sequence 3867 

CCGGGCAGGTACAAAGGAACCGAGGGGGACCACCTCTGAGATGtCCTTGA 

CTTTGTCATAGCCTGGGGCATATTGAGCATCTCTCTCACAGCTGCCTTTC 

TTATCCCCATTCTTGATGTAGACCTCCTTCCGAGTCAGCTTTTTCTCCTC 

CTCAGACACAAACAGAGCTTTGATATCCTGTGCAGGGAGCAGCTCTTCCT 

CTGGACGAATAGACTGCGTCACTTCAGCTGCTCCCACCACTGTCATCTCC 

CCATTGCCTTTGTCACTCAGTAGATGTCCCCTAAGCCCTTCTAGAGCTAG 

GTTCTGGGCCAGGCATCATCTCTTCCTATTGCACCTCCCTCTCATGCCCC 

ACTTGTCTCTTGGGATCTCATCCTTATCCTCTTGCCAAGTATGTCTTACT 

TTGTTGCTGGCAAGTGGTAGTTGGAGGAAGCCTCAAAGCTCGAGTTGTTC 

CCTCCGTGCAGGGGAGACAAATGGGCCTATAAAGGACAAGGAGAACAGCA 

NACCAGGCCTGCTCCTCACCCCAGTCCTCCAGCCTTTCCCAGCCTTTCCT 

CAGGGATCTGGACGCTCTCACCTGATAGTCTGGGCCATATTCAGCTTATT 

CTTG 

>Scquencc 3868 

CCGGGCAGGTACCTGCCATCCAATACGGTCATTAGATTGGGTCATCTTGA 

TTAGATTAGATTAGATTAGATTGTCAACAGATTGGGCCATCCTTACTTTA 

TGATAGGCATCATTTTAGTGTGTTACAATAGTAACAGTATGCAAAAGCAG 

CATTC AGGAGC CGAAAGATAGTCTGAAGTCATTCAGAAGTGGTTTGAGGT 

TTCTGTTTTTTGGTGGTTTTTC^ 

GAGGATTTAATTTGCTCCCAACTGATTGTCACTTAAATGAAAATTTAAAA 

ATGAATAAAATGACATACTTCTCAGCTGCAAATATTATGGAGAATTGGGG 

CACCCACAGGAATGAAGAGAGAAAGCAGCTCCCTAACTTCAAAACCATCT 

GGGGACCT 

>Scquence 3869 

AGGTACCACTCCACCTATATCCCTACCTTTGCATGTCTGTCCAACCTCAA 
AGTCCAGGTCTATACACACGGGTAAGACTAGAGCAGTTCAAGTTTCAGAA 
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AATGAGAAAGAGGAACTGAGTTGTGCTGAACCCATACAAAATAAACACAT 

TCTTTGTATAGATTCTTGGAACCTCGAGAGGAATTCACCTAACTCATAGG 

TATTTGATGGTATGAATCCATGGCTGGGCTCCKjCTTTTAAAAAGCCTTAT 

CTGGGATTCCTTCTATGGAACCAAGTTCCATCAAAGCCCATTTAAAAGCC 

TACATTAAAAACAAAATTCTTGCTGCATTGTATACAAATAATGATGTCAT 

GATCAAATAATCAGATGCCATTATCAAGTGGAATTACAAAATGGTATACC 

CACTCCAAAAAAAAAAAAAAAGCTAAATTCTCAGTAGAACATTGTGACTT 

CATGAGCCCTCCACAGCCTTGGAGCTGAGGAGGGAGCACTGGTGAGCAGT 

AGGTTGAAGAGAAAACTTGGCGCTTAATAATCTATCCATGTTTTTTCATC 

TAAAAGAGCCTTCTTTTTGGATTACCTTATTCAATTTCCATCAAGGAAAT 

TGTTAGTTCCAA 

>Sequence 3870 

CCGGGCAGGTACGCGGGTTCCCACGCGGTCTCTGGGCTGGTTGAGCTGCG 

CCGCTGCAGGTAGTGCTGAGTTGCTCCAGTGCCACTGGGTTAGGGTCTCC 

ACAACCGAGCTGGTCTCAGCAAGTGGTGTCCATACATGGGGCTCGAACCT 

GGGTTGAAGGGTCGCCAGAGCGACGGTTGGAGAACGTGGAACTAAGCTGG 

AGGACACCTGAGTACCT 

>Sequence3871 

CCGGGCAGGTACGCGGGGAGGTCACACAGGAAAGAAGCAGACCACGAAAT 

GAACTTCGGCTGTCACCTGCGGTGGGCGCACTAGAGGTCTTTTGAACTCC 

TTCGGCTACCGTCGCCGCGTTCTCGCTGTGCACTCTTATTCTGCGCCTGC 

GCGCGGCTACAGCACGGTTCGTTTTTCCTTTAGTCAGGAAGGACGTTGGT 

GTTG AGGTTAGCATACGTATCAAGGACAGTAACTACCATGGCTCCCGAAG 

TTTTGCCAAAACCTCGGATGCGTGGCCTTCTGGCCAGGCGTCTGCGAAAT 

CATATGGCTGTAGCATTCGTGCTATCCCTGGGGGTTGCAGCTTTGTATAA 

GTTTCGTGTGGCTGATCAAAGAAAGAAGGCATACGCAGATTTCTACAGAA 

ACTACGATGTCATGAAAGATTTTGAGGAGATGAGGAAGGCTGGTATCTTT 

CAGAGTGTAAAGTAATCTTGGAATATAAAGAATTTCTTCAGGTTGAATTA 

CCTAGAAGTTTGTCACTGACTTGTGTTCCTGAACTATGACACATGAATAT 

GTGGGCTAAGAAATAGTTCCTCTTGATAAATAAACAATTACCAAAAAANA 

AAAAANAAAAAAAAAAAAAAGTA 

>Sequence3872 

AGGTACGCGGGTATACATGAAACCCCCAGCACACGAAGAGGCCAAGGCAC 

CTTCCAGAGGCTTTGTGGTGCGGGACGCACCCTGGACCGCCAGCAGCAGT 

GAGAAGGCTCCTGACATGAGCAGCTCTGAGGAATTTCCCAGCTTTGGGGC 

TCAGGTGGCTCCCAAGACCCTCCCTTGGGGCCCCAAACGATAATGATCAA 

AAAGAACAGAACCCTCTCCAGCCTGCTGACCCAAACCCAACCACACAATG 

GTTTGTCTCAATCTGACCCAGCGGCTGGACCCTCCGTAAATTGTTGACGC 

TCTTCCCCCTTCCCGAGGTCCCGCAGGGAGCCTAGCGCCTGGCTGTGTGT 

GCGGCCGAGGTACCTGAATGAGCCTGGCCTGGTGCTGTGTCTGCAGACTC 

GACACAGCCCAGAAAGAAACAGGTGAACACACTCCTGAGAGCCGAAACTG 

GACTCTTGCTGATGGACTCATGGCAATACTCCAGCCAAAGGCTGCTCCGA 

GTCCTAGAAGGGCTCGGAACTGTCCTGGGTAAGCCTGTCGACACAGTAGG 

GACAGAGAGGGGTTAGTGTCCTCTTTCACAGCACTAAGCATGTTGTTGCC 

CACATGCAACAGTTATGACAAGG 

>Sequence 3873 

CCGGGCAGGTACTTT1 11111 rTTTTTT T T TT l 1 1 1 T il 1T1TGAAGGTT 

GAATGCAGGGTTTTATTGAGTGGTGGAGGTGGTTCTCTGAAGGATGGATG 

CAAAGCTGGAAGCGGGGATGGCACGGGAAGATAATCTTCCTGCTGGGTGG 

CCAAACCTCTCCGACCACCCTCGGCTGAACTCCTCTCGGCGTTCAAATGT 

TCCTCTTCTCTCTTTCTCTGCTGTATCGTTTCACCATTCATCTGCTTGTC 

TGGGATGGTGAAGACAACTGTTTGCTCATTCTAAACGACACGGAATAGAG 

GCGTCTCCTCATCTGCTCATCTGCTTCTGGAGCTGCTTGGCGATAGGTGA 

TTGTCTCGCCGCTCAGCTATAGGCGATGGTCTCACCACTCGGTGATAGGC 

GATTGTCCCATCTAGGTCGCCAAAATGTGTCTGGAATTGGTGGGTTCTTC 

GTCTCACTGACTTCAAGAATGAAGCCGCGGACACTCGCAGTGAGTGTTGC 
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AGTTCTTAAAGGCGGCATGTCTAGAGTTTGTTCCTTCTGATGTTCGGATG 
TGTTCACAGATTCTTCCTTCTGGTGGGGTTCGTGGTCTCGCTGGCTCAGG 
AGTGAAGCTGTGGACCTTCGC 
>Sequence 3874 

CCGGGCAGGTACCAAAAAGACTCTCAAAAACCAATACTCCCACGGGCAAG 

GGAATAGCCAAGTTTGTTGCGGTTTCCAATGAATGACATCAGCCCTGTGT 

AGGTCTCAATCAAAATGGGTTCAGTTAACACCATCAGTTTCTTTCCTCTT 

CCAGATCCAGTTGAATTCTTGTGGGCATTCTGGATAGCTGGAACAAGCTT 

AGACATGAACCCAGACAACTTGCAAATTTCAAGGAATTTCTCACTGGTGT 

ATTTCATAGGATGCTCAGTGAAAGTAGCATAAGGAACTTCAGTGGACCAT 

GGGTTCCAGCGGGACAGAAGAGACTGCTCCTCCGGACTCCCCCAGTAGAT 

CCTAAGGCCTTCTCCTTGTCTCTTGTCCAGGGATATCCCAGGGAAGGTGA 

ACTTGCCCAGGCACATGCGATAGACAGCGCTCAGAGGAATCCGCTGCAGC 

TGCACACAACTCAGCATGATGAAGTCGTATTTGCAGATCAAGAGAGTCTT 

GTCTGTGACCAGTAGAATTCTCTCCTTCTCATTGTTCCAGTGGTCTATCT 

TTGTCAAGAGCCAGAAGCCTTGAATGGTCTCTCCAGAAGTCTCAGCTACG 

TGACCTTTCAAGTCTTCC 

>Sequcnce 3875 

AGGTACACCGTGTTTCTGTTGTGTTCTGTGGTGGTTTGCTCCTCACATGT 

GAGCATTCACCGTGGCCCTGTGTTTTTCCACCACACCTCTGCCTGGTGGC 

ATCCTACTGGATGTCTCAGCCGAGCCACTCTGTTCTGAAGATGCCCTTGT 

CCTCCACCCCTTTGCTTTGGGCTCTGAGCTTCTTCTGCCTTTCATCTCTG 

TAGGATGAAGCCCCACCCGCCCTTCAGGATGCCAGCCTTGGCAACATTGT 

GAGACCCTGTTTCTACAAAAACTAAACAAGTGTAGTGGTGCACGCCTGTA 

TTCCCAGCTACTTGGGAGGCTGAGATGGGAAGATCACTTGAGCCTGGGAG 

GTTGAGGCTGCATTGAGCTGAGATCAAGCCACGGCACTCCAGCCTGGGAG 

ACAGAGCGAAACCCCATCTCAAAAAAACAAAGAAAGTGGATGCGTGCTGC 

TCCTGCCATTGG ATCATCGCAGCA 1 111 r C TT TI CTCTG ATATGCGCCTT 

TTTCCTCATCGTGGGGGCTCATGTTTTCGTAATTCCCTCTCACTACTAGA 

TTGTGAGCTGTGTGAAGGAAGGTTCATAGTTGAGTTGTATGTACCTGCCC 

GGGCGGCCGGCTCTAGAAC 

>Sequence 3876 

CCGGGCAGGTACACACACATCCTTCTGTGAAACAGTCTCACGGAGACTCT 

CAGAATCCCAAGAATT 1 rCTl C AACGTTCTTTTGTTTTG ATTCTG A AGGG 

AACATCTGATCTG CTCTC AATGTTTGTTCATTCTTCAATTCCAAGGCTTT 

ATTTGGAACAGACTTTTGCATTTCAATGGCAGGCTCGAAGGCAGATGGCT 

TCTCGGGAGGCTCTGCTTTGAAAGTTTGCATGTCCATCAATTCTAAGGCT 

TTAGTTGGAATAGAAACTTTCATTCTGCAGGGAGCCTTCAGAAAACCATC 

ATTATCAGGAGACTCTTCTAATTTTCCATTTATTTTATCTATTTCTTTTT 

GATGTGTAGCCTTGGGTAAACACACATCCTTCTGTGAAACAGTCTCACAG 

AGACTCTCAGAATCCCAAGAACTTTCTTCATAGTCCTTTTGTTTGGATTC 

TGATGGGAGTATCTCATCTGCTCTCAATGTTTGTTCATTCTTCAATTCCA 

AGGCHTTATTTGGAACAGACTTTTGCATTTCAATGGCAGGCTCGAAGGCA 

GATGGCTTCTCCCCGCGTACCT 

>Sequence 3877 

AGGTACGCGGGGGGAGGTGGATTTGAGAGATACCTCCCTCCTTCTGCTCA 

GCTGCCTTGCAGTAATTAAACTCTTTCTCTGCTGCAACACCCCTACTGTT 

CTCCGTGTATTGGCTTTTCTGGGCAGCAGGAAGGAAAAGCTGATGCGATG 

CTCTCAGTGCCGCGTCGCCAAATACTGTAGTGCTAAGTGTCAGAAAAAAG 

CTTGGCCAGACCACAAGCGGGAATGCAAATGCCTTAAAAGCTGCAAACCC 

AGATATCCTCCAGACTCCGTTCGACTTCTTGGCAGAGTTGTCTTCAAACT 

TATGGATGGAGCACCTTCAGAATCAGAGAAGCTTTACTCATTTTATGATC 

TGGAGTCAAATATTAACAAACTGACTGAAGATAAGAAAGAGGGCCTCAGG 

CAACTCGTAATGACATTTCAACATTTCATGAGAGAAGAAATACAGGATGC 

CTCTCAGCTGCCACCTGCCTTTGACCTTTTTGAAGCCTT1GTAAAAGTGA 

TCTGCAACTCTTTCACCATCTGTAATGCGGAGATGCAGGAAGTTGGTGTT 
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GGCCTATATCCCAGTATCTCTTTACTCAATCACAGCTGTGACCCCAACTG 

TTCGATTGTGTTN 

>Sequcncc 3878 

AGGTACGCGGGCAGGCTGAGACAGTCCTCATATCCTCTTGAGCCAAACTG 

TTTGGGTCTCGTTGCTTCATGGTATGGTCTGGATTTGTGGGAATGGCTTT 

GCGTGAGAAAGGGGAGGAGAGTGGTTACTGCCCTCAGCCGGCTTGAGGAC 

AGAGCCTGTCCCTCTCATGACAACTCAGTGTTGAAGCCCAGTGTCCTCAG 

CTTCATGTCCAGTGGATGGCAGAAGTTCATGGGGTAGTGGCCTCTCAAAG 

GCTGGGCGCATCCCAAGACAGCCAGCAGGTTGTCTCTGGAAACGACCAGA 

GTTAAGCTCTCGGCTTCTCTGCTGAGGGTGCACCCTTTCCTCTAGATGGT 

AGTTG TCACGTTATCTTTGAAAACTCTTGGACTGCTCCTGAGGAGGCCCT 

CTTTTCCAGTAGGAAGTTAGATGGGGGTTCTCAGAAGTGGCTGATTGGAA 

GGGGACAAGCTTCGTTTCAGGGGTCTGCCGTTCCATCCTGGTTCAGAGAA 

GGCCGAGCGTGGCTTTCTCTAGCCTTGTCACTGTCTCCCTGCCTGCAATC 

ACCACCTTTCCTCCAGAGGAGGAAAATTATCTCCCCTGCAAGCCCGGTTN 

>Sequence 3879 

ACGAGGTACGCGGGTCTACATGAAACCCCCAGCACACGTAAGAGGCCAAG 

GCACCTTCCAGAGGCTCTTGTGGGTGCGGGACGCACCCCTGGACGCGCCA 

GCAGCAAGTGAGAAGGCTTCCTAACATAGAGCATGCTCTTGGTGAATTCT 

CCCAGCTTCGTGGGGCGGCAGGGTGGCTTCCCAAGGACCCTCCCTTGTGG 

GAGCCCCACTACGATTGATGGATCAANAATAGAACGAGAATCCCCTCCTC 

CGAGCCGTGCGTGATCCCAGGACCTCAACTCTACACAATTGGGTTTGGTC 

CTCAATCTTCGACCCATGCGAGCTAGCACCCCTCGGTAAAATTGTTTGAC 

AGCTCTGTTCCCCATTCACCGAGGTGCCCTACAAGGAGAGCCTATACAGC 

CTCGGCCTGTCGTGTGTCGGCCCGAGAGTACCCTGGAATGAAGCCCTGGC 

CTTGGTTGCTGATGGCGTCCAGACCTCGATCAGCAGCCCATAATAGTAAT 

CAGTGTGGAACACCACGTCCTCGAGAAGCCGAGAACCTGGGAGTATATCG 

CTTGATAGCGACTCATGGGCCATTACTTCCAGCCAGAATGGTGCCTCGCA 

TGTCCCTAGAATGGGCTGAGTAACTTGCCCTGGGGTATGCCCTAGCNAGC 

TCAATTTCGGGGCAGAGAGATGGCGGTTTGAGNTGGCTTTGGTCACAGGT 

CGTAAGTATGG 

>Scquence 3880 

CCGGGCAGGTACnTI'ri 1 1 11 ri'1'lTri'i'ri'rGCCCGATTGCAT 

Ai 1 1 11 ATATAAACTGTCTTCATAGATTCTTTCTTCTGCTTGAAAAATTC 

TGCTGTCCATGCTCTGTATTGCATTTTACATTTATTGAATACTTCAGCTC 

CAAAATTTGTTTGATTTCTTAAATAATTTCAACTTTTCTTGTCAGGTTTC 

TACTATTGGGTGTTCATTTTCCTGATTTCATTGAATTGTTTCTCTGTTTT 

TTATTAAAGCTCAATAAGATTTCCTAAAACAAATATTTTAAATTCTTTAT 

CAGATCATTTATATATCTCATTTTCTTTAGGATCAGCTACCAGAAGATTA 

CTATGTTCTTTTGGTGGTATATCCCATTGGTTTTTATATACTTCTTATTG 

TATTATATCTGATGTCTGCATATTTGATGGAACAGTCACCTCTTGCAGAC 

TTTATGGGTTAGTTTCATTGTAGAAATATCTTTTCCTACGAGGAGGAGGA 

GTGTGAGGGTTCTTCCTGTGTGTGGTCCAGCAGTTCCAGCATCAGTGACG 

GGGCTAGCTTTAGAGTCTGCATGCAATTCAGTCAGTTGAAACC 

>Sequence3881 

AGGTACACCCTGAAGCAGGTAGTGAAGCTGGCAGTTGGCCACTGGTTCCC 

ACAGAAAATTGCTCTAGTGATGCTAGCAAATCCCAAAATTGGGGTTCAAT 

CCAGGAGGGTTCCTGGCTTCATAAAGGAAATAATTCAAGAGCAAGCCAAG 

AGTGTAAAGTGAAGGCAAAGCAAGTTTATGAGAGCAAGAGAACAGGAAAA 

TGGCTGCTCCACAGACAGAGCAGGGCTACTCCACAGGCAAAGTAGCACCC 

GTGGATTGTTGGCTAGCTATATTTATAGCTACTCCTTAATTATGTGCTAA 

ATAAGAGGTCGGTTATTCATGAACTTTCTAGAAAAAGGTTGGAGAGTTCC 

CAGAACCAGGGGTTCCTTCTCTTTTAAACTACATGAGGTAGCTTCTGGGC 

ATTGCCATAGCATTTGTAAAACTTGGCGCCGGG 

>Sequence 3882 

CCGGGCAGGTACACAGTCCAATGATGCTAAAAAGCAAGCACATATGTAAG 
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TCTGCAAAATAACCAGCTGACAGCATGACGACAGGATAAATTCCACACAT 

ACCATTACTAACCTTAAATGTAAATGGGCTAAATGCTCCCATTGAAAGAC 

ACGGGGCAAGCTGGGTAAAGAACCAAGACCCACTGGAGTATGCCGTCTTC 

AAGCAACCCATCTCATGTGCAGTGCCATACATAGGCTCAAAATAAAGGAA 

TGG AG AAAAATATTTCAAGC AA ATGG A A AAC AG A A AAA AG GTGTTGTACT 

CCCAGTTTCTGACAAAACAGACTCTACCAATAAAGATAAAAAAAGAGAAG 

GACATTACAAAGGTGGTCCTGACCTTTGATAAATCTCATTATTGCTTGAT 

ACCAACCTGGGCTATTTGTATTGCCCAAACCAATAGGATAATTTGCTGAG 

GTTGTGGAGCTTCTCCCTTTCACAGAGTCCCTGATCTCCGAAAATTTGGT 

TGAGATGTAAGGTTGATTNTGCTGTACCT 

>Sequence 3883 

CCGGGCAGGTACGCGGGGGGCTGCATGCCAGCCAGACACCCAGTCTTGCA 

agactgtcattgaaaatctccgttttck:tgttctccgggtctctgcgtcc 

agtctttgtgtttggacggacctgccgggccatctttctgcaagaagata 

aaggaagaccaggagtgcctgccgaactcctatggaggaagtctaggaga 

ggaaggggacagggaggaagatggtgtctgcaaaccaggaagcagccttg 

ccagacacaggattggccacaaccttgaccccagacttccagcctccaga 

actgaatttccctgcacaggctcttrrtgcctgccaccatgtaagacctgc 

ctctgctcctccttcaccttccgccatgattgtgaggccaccccagccat 

gtggaactctcctactgcactgagaagcacgtgttctccatttccctggg 

ggagaccattgtattgggcagtttggaacaaaacaccatggactgggagg 

cttacacaacagaaatttatttcttgctgttctagaggctgggaagctca 

aggtgctggctgcatattcattctn 

>Sequence3884 

CCGGGCAGGTACGCGGGCACTGGTGTGAGGGGTGGTGTGGTCCAAAGGAC 

AGGCTGGATGGCGGGTGCATCGGCGTGGGTGTGGTCAGCATGTGTCTGCA 

ATGCCTGTGGGCTCTACTACAAGCTTCACAATATTAACAGACCCCTGACT 

ATGAAGAAGGAAGGCATCCAGACCAGAAACCGAAAAATGTCTAGCAAATC 

CAAAAAGTGCAAAAAAGTGCATGGCTCACTGGAGGACTTCCCCAAGAACA 

GCTCGTTTAACC 

>Sequence3885 

CCGGGCAGGTACAAAGGAACCGAGGGGTGACCACCTCTGAGATGTCCTTG 

ACTTTGTCATAGCCTGGGGCATATAGAGCATCTCTCTCACAGCTGGCTTT 

CTTATCCCCATTCTTGATGTAGACCTCCTTCCGAGTCAGCTTTGTCTCCT 

CCTCAGACACAAACAGAGCTTTGATATCCTGTGCAGGGAGCAGCTCTTCC 

TCTGGACGAATAGACTGCGTCACTTCAGCTGCTCCCACCACTGTCATCTG 

CCCATTGCCTTTGTGACTCAGTAGATGTCCCCTAAGCCCTTCTAGAGCTA 

GGTTTCTGGGCCAGGCATGAGTCTCTTCCTATATGCACCTCCCTCTGATG 

CCCCACTTGTGCGATGGGGATCTCATCCTGTTGCTCTTAGCCAAAGGTGT 

CTTACCTTTGTGTGCTGGCAAGTGGTAGTATGAAGGGAGGCCTCAAAGCT 

TCGAGTTGTTGCCCTCTGGTGCAGGGGGGAGACAAATTGGGCCTTTTAGA 

GGGAC AGGGA GNAACAGCTAACCCAGGGGCTGCTGCGTAACCCCAGCGCT 

GCAGCC 111" I GCGAGCCGTTTCCTAAGTGGACGTGGAGNGCTCTCACTCT 

GTAGAGTCTGCCATTTTTCAAGTTAN 

>Sequence 3886 

CCGGGCAGGTACTCTCATCCACTAGACTACATCTCACAACAAAGCTTTGC 

CATTCAATACAAACAGAGCACACATGATGCACACGAATAGTCTTGCCAAT 

CAGTGATACTATAGATGCTGCAACTGTGCCATCAAAACAGACAAGGAAAA 

CACACATCCCTATAATCACTTAATCTTAAGTGTTTCATTAATGTTCTCAT 

TAGGCCATTTACTCTATTTCAGTATGTTGCTGTTTCATGCACTATTATGT 

ATGAGTTAGACATGAACACAGACTGAAATAAATATATTAAATGCATATAC 

TATATTTAAAATAAAATAAAAACAACAAATCAGTAACTCTGCAGGCATTA 

CCAAAACATCTTACCAAATTATGCATCTCATGCATATTTGCATTTACATT 

CTATTTAAGATGGGTCATTCCCACTAACACACTTGTGGTTTGATTTTGCT 

GTTTGTGTTTGATTTTGTTTTTTCACATAAAACCTGCAGCAACTGACCTT 

ACTTCCAGAGTCCTTGGCTCCACATTCACCTTTATCGTCCT 
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>Sequence 3887 

CCGGGCAGGTACCCCCGATGCAATGGAGCTCAACATAAAGCAGCTGGATC 

AGAAAATGAA ATGTCTA GTTTACrTGTGATCTAGCTTAAAGTATTTGCCC 

TCCAACTTGCC1 TI Tl 1 1 A ACAA ATGGAAATCTATAAAAAACTG ACTGCT 

CTGACTTCAAAGTCACTAAAGATCGAGATAAGAAGACTGCTTACCAGCGT 

GGGAACTACTCTAAAGCTGCTCAATAACGTCAGACACGTCCAGAGTGGAG 

AACTCTGAAAGAGCCTCTGGTGACCTGACACTGGCACTACCCATCAGCAG 

AGAAAAGATGGCCTCCTGTGCCTGAATGTGACAGCCAGGCAACTATGTAA 

GGCAGTATCAGAGAATCTITATGACATCACAGTAGGAAAGAATTTTTTCA 

ACACGATAAAAAATATGGTGACTCTAATAAATATCTGACTGTATTAAAAC 

AAAGAGTTTCTATTAATTATTAAAGACATATCTAAGAGAATGAAAAATGA 

CCTCTGGGTCAAGGTATCAAGACAGAACAGAAGCATCTAACTTCGTTCTC 

TCCCTATATTCCATTAAAAATAAAACAAAGATTCTTTTCAATAAAAT 

>Sequence 3888 

AGGTACTTGTGACAGGCAGACGTGATTGCAGCCACGAACACGATGAACTC 

ACTGAAGTCCACCTGGGCATCTCCATTGGCGTCCAGGTCCTTGAGCAATT 

TATCCACGGCATCCTTGTCTTTTCCACTCTGCAGGAAGCCTGGTAGCTCC 

TTCTCCATCAACACCTTGAGCTCCCCCTTGGTCAGGGTCTGCGTGCTGCC 

CTCGCTGGCCGAATATCGGGAAAAGACGTCTATGATCATGCCCATGGCTG 

TCTCTAGTTCCGTCATGGTGCTAGATTCAGACCCACCTTCCTCCTGGGGG 

CTGGCAGGGCCGAGAAAATGTCCCCGCGTTCCTGCCCG 

>Sequence 3889 

GCGCTT 

>Sequence 3890 

CCGGGCAGGTACCCGGGCGTGTGAGGTGTCAGTCTGCCCCTACTTGGGGG 

TGCCTCCCAGTTAGGCTACTCGAGGGTCTGGGACCCACTTGAGGAGGCAG 

TCTGTCCGTTCTCAGATCTCCAGCTGCGTGCTGGGTGCTGGGAGAACACT 

ACTCCCCGCGTACCT 

>Sequence3891 

CCGGGCAGGTACGCGGGAGGCATTGAGACAGCCAGCGCAGGGGCTTCTGC 

TGAGGGGGCAGGCGGAGCTTGAGGAAACCGCAGATAAGTTTTTTTCTCTT 

TGAAAGATAGAGATTAATACAACTACTTAAAAAATATAGTCAATAGGTTA 

CTAAGATATTGCTTAGCGTTAAGTTTTTAACGTAATTTTAATAGCTTAAG 

AATTTAAGAGAAAATATGAAGACTTAGAAGAGTAGCATGAGGAAGGAAAA 

GAAAAAGGGTTCTAAAACATGACGGAGGTTGAGATGAAGCTTCTTCATGG 

AGTAAAAAATGTATTTAAAAGAAAATTGAGAGAAAGGACTACAGAGCCCC 

GAATTAATACCAATAGAAGGGCANTGCTNTTAAAATTAAAATGAAGGTGA 

CTTAAACAGCT TAAA GTTTAGTTAAAAAGTTGTAGGTGATTAAAATAATT 

TGAAGGCGATCTTTTAAAAAGAGATTAACCGAAGGTGATTAAAGACCTTA 

AATTCATGACGCAAGGAGAATTGGGTCATTTAAAGCCTAAGTAACCCATT 

TACTAAACGCAGACGAAATGGAAAGATTAATGGNAGTGGTAGGGTGAAAC 

CAATTGG 

>Sequcncc 3892 

CCGGGCAGGTACTGGGCCTTACAGTAACCTGAAATTCCTGATTCTTAGTC 

AACCTGAAATTTACAAGTAAGTTGGGTCATTAATCTTAACCATGATGCTC 

ACCAATATGGATGCACCTTGAGGAAATCCTAGCATTTTGTGCTTAGAGTT 

GGACTCTGAAGAAAATAGCCATTCCCTCGTGCTGCGACAGTTCCATTCCT 

ACAGCAGACTTACAACTAGGTCTAAGGCTGGCCCTAGTGAGAGGCCTGAG 

TGAGAGCAGGGCTCTTTGAAATTGCATGGAGAAGCAGGGTCAACCTGGCC 

AAGGGTTCCCCAGTCAAAGGACCT 

>Sequence 3893 

AGGTACCCTGGCCACTCCTTTCCTTTTGGCTGGCCAATGTCTCCTCTGTA 

GGCTCCAGAAGGCTCTCAGGGATGTAGGCGGCCTCCCGCAGGGTTGAGTT 

GCAATGGGAACAAAGACAGCTGTGGTCCCATAGCACCCTCATCTGGTGAC 

ATCCTGCTACTGACAGTCAAAAGAAGCCTTCCCAGATGAAATTTTAGTCC 

TCTGCGCAGCCATGCTCTTCTTTCAGCAAAAGAGCCCCCGCGTACCTGCC 
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CG 

>Sequence 3894 

CCGGGCAGGTACGCGGGGGGTTTTATAAGGGGGAGTTTCCCTGCACAAGC 

TGCCTTCTCCTGTCTGCCACCACGTGAGATGTGCCTTTCACCTTCCACTA 

TGATTGTGAGGCCTCACCAGCCATGTGGAACTAGTTCAAGATTTCAACAT 

TTTAAGATAATCTGAAAAAAATTGGAATGTGCCCCCAGCTGCCAATACTC 

TCTCAACACTGTTTATCAAAGGAACCAATATGGAAGGAAAAACATTGCTT 

TGAAGGGAAGATGGATGGATCCCCTAG 

>Sequence 3895 

CCGGGCAGGTCATGGGCTGGGATTGATGGGAAGGGACAGATGTAGTTGGC 
AACCATGGTTAGCATCGGATGCCCATCCCAATGGCCATGAATGTGCCAAA 
GGTGCCGCCACTCTGCATCATGGTTTTCCCAATGCCGCCCATCAGCTCTC 
GACCCCGCATTCCGATCCTGAGACAGGAAAAGGTGCCGAAGAGCGCNC 
>Sequence 3896 

AGGTACTTAGCTGCTTGTTACAAACAAAATATTTGTGTTCCCCCAAAATT 

CCTATGAAGTTCTGACCTGCAATGTGATAGTATTTGGAGGTAGGGCCTTT 

AGAAGGTAATTAGGGCTAGATGAGATCATGTGGGTGGGGCACCCATGATG 

GAATTAGTGTCCTTATAAAAAGAGGAAGAGCTGGTGTTCTCTGTCTACCA 

ACTGAGGACACANGGAGAAGGCTGCCGTCTGCAGGCCAGGAAAAGAGCCC 

TCCCCAGAGCTCAACCATTGCTGGCACCATAATCTCAACTCCTAGCCTCC 

AGAAGTATGAAAAATAAATGTCTGG 

> Sequence 3897 

CCGGGCAGGTACGCGGGGGCCCTTGCTCACTAGAAGGAGCCCCCTGACCC 

TTTCTTCCAAAAATACTTTTTGTCTTTGTCTTCGTTTCTGCATTCATCCC 

CCTTCGTTCACTCCCATAACAACCAACAGCGACAACTGGCACCTAGGACA 

GGGACGTGAGTGAAGGTCTGCTGGAGCAGAGAAACTGACACTGACAAGAA 

GAACGAGAATGAGAAACCCTGCGACGAGTCTGCTGACAGCTGATATAAGT 

CTGCAAAATCAGCTGGACCACCAAACGGCAATTGAGAGCTGCACAACCTG 

CAATTACCTTTATTCAATTAATGCAAAAACAAAAATGGGGAGATGTTACA 

GGTCGAAAGAATGAAGGTCGTGACCAACTCAGTATACCACTGAAGGCTAT 

ATGAGCAAACAGAAAACTGTTCTCATGAAAGCAGGATGTTGGAAAACTAA 

CAACTGTGTCTGCCGCCAGAAGGGTTGCTGAGGGCAGTCATGCCCCAAGC 

GCAGTGTTCCTTGTGATTATCTATAGTAACATCTGAAGCCTGTTGTACCT 

>Scquencc 3898 

AGGTACTTTTTVri TTTT T [ FTTTTTTn rTT TT TCTT T TTTTTTTTTTT 

TTT I ITTTTm rTTTTTTI 1 1 J I TTTTI TTTTTTTTTTTTTTTCAAGGC 

CCAAAAAACTGCCCTGGGGGGGAGCAGGGACCCTTTATTCGTAAAAACAT 

CAGGCCCCAAATATAAATTTTAAAAAAAACCCCTTGCCGGGACCAAAGGG 

ACAAAAAACCTGAAATAAACAGGGCCGGGCAAAAATAAAACCCGGGCAGG 

GGGGTTCCAACCCTCAAATCCCC 

>Sequence3899 

ATACCTCACCGTGGCTGCTGTCTTCCGTGGTCGGATGTCCATGAAGGAGG 

TCGATGAGCAGATGCTTAACGTGCAGAACAAGAACAGCAGCTACTTTGTG 

GAATGGATCCCCAATAATGTCAAGACAGCCGTCTGTGACATCCCACCTCG 

TGGCCTCAAGATGGCAGTCACCTTCATTGGCAATAGCACAGCCATCCAGG 

AGCTCTTCAAGCGCATCTCGGAGCAGTTCACTGCCATGTTCCGCCGGAAG 

GCCTTCCTCCACTGGTACCT 

>Sequence 3900 

AGGTACACTTCACGCCGGCAAAGCAGGGATTGGACAGGCATCCATCTGAG 

ACAAGGAGAGAGAGACAGTCACAGTAAATGGTTGGTCTAAGCTGCCATAC 

TGCCATGCTGGGCACTTAACACAGTGTAAGATATTATAGGGTATAGGGAA 

CCGATAACTTGTTGGGATTATGTTGTCCACCTGCATCTTAGAGCAATCAA 

ATCGCTCAGGACTAACCAAGCTGGAATCTCCTCGAATGCTGACTGCAGCA 

TTCAGTAAAAGAGCAAAGCTCCTGGGTCGTTTCATCCTGGGCTGCGTGGC 

TCACCAATTGGACAGTCCTGCTTGTTGCAGATCTGGTTTTCTGTTACATC 

ACCAACGCAGTCCTTGCCTCCAAACTGGGGTGGGGGGGTTGGTGCAGAGA 
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CGACTACGTTTCTGTACCTGCCCG 
>Sequence390l 

CCGGGCAGGTACGCGGGGAAAACATCAAAGTGGCAAATAAAGAAGCCCAA 

AGTATCAACATTAAGAAAGCAACAAAATAAACAGCTTCTGAAAACCCCAA 

AATGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTG 

TGTTTGGNTGAAGNGAGCTCTNAAACCAAATCAAGTGGCGGCAGCTATAG 

CCACTTGAAAACAGATCTGAAAGAAAAAAATAAAAAGATAAGGGTTCCTT 

GGTCTG 

>Sequence 3902 

CCGGGCAGGTACTGTGTCTGATGCTCCACACAGAAGGATGAATGGGACCA 

AAGGTCCTACTCTAAACCATTCACAGAGGAGTAGTGAGACCTATTAGAAA 

GGATTTGAAACAAAAGCTrrCAGGTGATCTGCAACTCTTTCACCATCTGT 

AATGCGGAGATGCAGGAAGTTGGTGTTGGCCTATATCCCAGTATCTCTTT 

GCTCAATCACAGCTGTGACCCCAACTGTTCGATTGTGTTCAATGGGCCCC 

ACCTCTTACTGCGAGCAGTCCGAGACATCGAGGTGGGAGAGGAGCTCACC 

ATCTGCTACCTGGATATGCTGATGACCAGTGAGGAGCGCCGGAAGCAGCT 

GAGGGACCAGTACCT 

>Sequence 3903 

TGCGAGCCCTCTGCCAGATCACTGGATAGCACCATGCTGCAGGCTATTGA 

GCGCTACATGAAACAAGCCATTGTGGACAAGGTGCCCAGTGTCTCCAGCT 

CTGCCCTCGTGTCTTCCTTGCACCTGCTGAAGTGCAGCTTTGACGTGGTC 

AAGCGCTGGGTGAATGAGGCTCAGGAGGCAGCATCCAGTGATAACATCAT 

GGTCCAGTACCT 

>Sequence 3904 

AGGTACGCGGGGATCCAGAATACATTTCCAACAAGAGCACTGGCCAAGTC 

AGCTTCTTCTGAGAGAGTCTCTAGAAGACATGATGCTACACTCAGCTTTG 

GGTCTCTGCCTCTTACTCGTCACAGTTTCTTCCAACCTTGCCATTGCAAT 

AAAAAAGGAAAAGAGGCCTCCTCAGACACTCTCAAGAGGATGGGGAGATG 

ACATCACTTGGGTACAATACTTGGCCGAAATCTGTCAGGTCAGCCCAACT 

TTCCTTGTCGTGTCAATGCTGTGCCTCGTCCTATACCGGAGAAAAAATGG 

TTCGTGGAGCCTGCGGTTATTGTTTGCCTGGGTGGAATTTTACCTTTTGG 

TTCAATCTTTATTGAAATGTATTTCATCTCCACGTCTTTCTGGGCATATA 

AGATCTATTATGTCTATGGCTTCATGATGCTGGTGCTGGTTATCCTGTGC 

ATTGTGACTGTCTGTGTGACTATTGTGTGCACATAATTTTCTACTAAATG 

CAGAAGATTACCGGTGCCAATGGACCANTTTTCTCTTTGCTGCATCAACT 

GCAATCTATGTNTACATGTATTCCCTTTACTACTTNTTTTTAAAACAAAG 

>Sequence 3905 

TGCAGGGTGAACTCCCCTTCCTTCTCAATCAGCCACTTGTTTTGAACAAA 

CTTCTGCAGCACCTGCTCCG<nTCCTTCrTCCTCATCTTCITGCCTTTAA 

GTTGATCAACCAGGTTCAATATGTTTGTGGAAGACGCAAAGCCGGTTTCT 

GAGTCAATAATCAGTTCCAGAGCCTTTCTAAACAAATCCAGTTCATTCTC 

TGCAAAATCCGTAGCCATTTTGGAAATTGAAGTTGTAGCAAGATTCACCA 

ACGCATAAATGGGTCTCCCATCATCTTCCGTGACTCCTCTCTTTATCTCA 

ATATACAAGGGACTCCAAGACACTGTTAATGGTGTTGATGAAGTCCTCCA 

ACTTATCTACGGTGGCATTGCGGTCATGGACCCTGTAGCAGTGCGTCTGC 

AAGCGCTTCACGTCCCATTCCTCTAGCACGCCATGGGTCATCAGCAACTG 

GAGGAAGCGCCGGTGGACATCAGTCATGACGCCCATTCTCCTTGTGCTGC 

CCTGCATGTGGGAACGAACAGGGAGCCCAAGCGCATCCCAGGCCGCCCCC 

GCGTCCT 

>Sequence 3906 

AGGTACTT' l 1 1 1 l'TTTT l 1 1 1 1 1 nT nTn TCC' lT TTT Tn TTTTTTTT 

TTTii ii rn rrTTTTTnrn ri rrrr r mT ri rniTTrt i ri-irn r 

TTTTTT TTTTn ITTTTTAAATTI 1 Ml riU!M M n ATAAAAATTATTTTT 
TTTTTTAAAA A 1 i'TTTTTl'TTGGGGGGAAA AAAAAAAAAAAA AAAACCCA 
AAAAAAAAAAAAAAATTTGAAAAAAACCCCCCCCCACACGGGGAAAAACC 
CCCGGAAAAACACCCCCCCTTAGGGGGGGGGGGGGGCCCCCCCCCCCCCC 
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CCAATTTTAAACCCCCCCCAAAAAAAAACCCGGGGGGCCCCCCCCTAAAA 

CCCCCCAAAAATGGGGGGCCGCCAAAAAAAAAAAAACCCTTTTGGGAGGG 

GGGGAAACCCCCCCCCCCCCCGGGGGGGGGGGGGGGGAAAAAAAATCCTC 

CCCCCCAACAAAAAAAGGGGGGGGGGAAAAAACAAAAAAAAAACCCCCCT 

TTTTTAAAAAAAAAAAAAATTATAAACACCCCCACGCTCTATAAACACTA 

AACACCCGCCCCCTCTTGGGAAACTCCCTTTTCACCCCCCCCACAAAAAC 

AACCCCCCCCACGGGGGGGGAT 

>Sequence 3907 

CACCC GCWGTNGCCGGCCCCGAGTACT>fNNN'lM"ri M i4'riU11U'NTTNTT 
TTTTnTGGG^ 

T TNl'ri lUlTNll'llU'lM'rillNGGGGGCCCOCGGGGAAAAAATTTTT^ 
C'rri^l'CCCCCAC TTAAAATTTTCGGGGGAAAAAATAAATAACACAAAAT 
1 1 1 11 IT lTrTTTGGGGCTCTTTTCCGC^^ 

TCTTTTGGGGGGGGGACAACAAAAAGAAACCCCCTTTNCCCCCCAAAATA 
AAGAGGGCGCCCCnTTTTTTTCCTCCCC(XGCGGGTTTTTTTATAAAAAA 
AGATCCCCCCCCCCCCCCCXGAAAATTTATATATAATTTTTTTTTTCCCC 
CCCCCCCCCCCGGGGGGGGGGCCCCCCCCCCOeCCTC M 1 1 1 1 1 1 1 TT I T 
TTTATAT AGAAAGAAACCCCCCCXCCCCCCACCAAAAAAAACATAATTTT 
TTTTTTTGGAAAAAAAATAATTCCCNNNNNCCCCCCCCACAAAAACACCC 
CGCGCGAGAAAAAAAAAAAAAATCCTCCTCCCCCCCTAATAAAT 
>Sequence 3908 

CCGGGCA GGTACTT TT T TTm T T T TTT TTI T T TT T TTTGG T Ml 1 1 HI 

1" l"l"l"14"rCTGGGTGAAGTTTATTCTGTTTTCACATCTAGGTTGTTGGGGA 

GAGTGATAGACAAAGTTCTGGATTCTGGGCATCGTCGGCGCATGCTTGTA 

ATCCTACTNGGGAGGGTGAGACAGGAGGATCCTTGAAGCTTAGGATTGAA 

GGCTGCAGGAGACTATGCACGCATCTGTTGATACGCGCTGCGCTCTTTCC 

TGAAGCACGCACCCGCTCGTCCGCAGGGCATTGATAGACTAGTGGGACCC 

CCGTGCTGCCTGATAGCGCTATCGAACTCATCCGTATCCGATAGCCCGCG 

CGAGGGGCGCGCAAGTCCATCATAGAAGATCTCGCAGGCCGCGTGATCCA 

GAGGCGGTGCGCTTCTGGAATGCGGTCACCCGAGAGCTGCATGCAGTCCA 

TTAATGACCTAAAGGAGCAACCCATCCTCAACGCAGAAATAGTAAGAATC 

GTAAGAGCGAATAGCACCAGAGAGTGAAAGACGAGCAGAGATTAGAGAGC 

GACGCCAGGAGACACGAGAGTAACGATACAGAGTGAGATTGTCTTCTCTT 

N 

>Sequence 3909 

TCGCCACCAACGCGCTCTCCCAACCCTCGGAGTCAGTTCCAAAACCAAAC 

CAAAAAGGAGGAGAGCAGACAAGGCTTCAGCCTGCGACTGAGAACAGGGA 

GGCGGCACGCCTTGGGGAACGAGGGCCCGAGGCCATACGCGCTTATACAG 

GCCAGTGTCGGCGTAAACTTTCTCCGTTACCGGCC 

>Sequence3910 

AGGTACATCTTTCCAAACTGGACATCAAGGAATTGCTACACAGAAGAACC 

ACATCCAGGATAGAAAGGACCAGCCAGAGCTCGTTCAGTAGTGTATTTCA 

GAATCATCAGGGAGGAGCCGGTAGCAGAATTATCCCGTTAACACTGAGAC 

CACATTTCACCTGTTACTTATTTTTCTAAATGGAGTAGGAGAGAAAGATG 

CTAAAATGTGATCTTGGGAGGAGTCCCNCAGTCCCCCGAAAAAGAAGAAG 

AANAAAAAAAAGCAGAACTCCAAACCCCTGTGGTCATGGCAATTTCCCAT 

CAGAACTGCCCATGTAAAATAAACACAAGCTGCTAAAAGTGAATGTTAAG 

AAGGAAGGCACTGGGTAGTGGGTGGTCCTGACCAATCCCCTGGAGCTGGA 

GAGGGGGTTTTCCACGGCCTTTGGGTTAATGTGTCTGTAAATATAACAAA 

CCTCCGTTTCCCTGAGGTAATCTGCAAGAACATCAGTTTTCAGTCCCCAG 

AGACCATTTCCTATTAAACCTCACCCCCCGAATCATTCAATGTAACATTT 

GCCTTAATTTTAGAAGAGACAAAATGTTCCCATATTATTCCNAGTTTTTG 

GAGAGATG 

>Scquence 391 1 

TGTTGGAGCTTTCAGAACGTTCCTCTTCTTGTGTAGACACGAGATACCGC 
TGTAACTTTACTCCATCACCAGAAACCTGTGCCTTGAGTCTAGTCTCTGC 
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TCAGCCCTCGAGAGCATGGTTGGATTAAGGAAATAGTCAAAGGCAAGCAA 

GACAAACTCCCTAGGTTGTCTTGGTCATGCGTCTTTTAAAAAGGGAAAGA 

AGAANAACCACCACAACAGATAAAAGCACCGAGGCCTGGCTTGTGTCAGG 

AGCCAGAGAGGTCGTNCTTCCTTGAAATCCCGCGTACCT 

>Scquence 3912 

TGGAGGGCCTGGCTGGGAGGTTTCACCCAGTGAGCAGAAATGTATCAGGG 
TCCCACTTAAAGAAGCAGTCTCGCTATGATCTGGCAAATCCACTGTACCT 
>Sequence 3913 

TAGTCCTCACAAACACAGAGGGCTCCGCACTCCGCATGTAGGTCCACATT 

TTATCAAACACTGCAATTTTAGATCTCCTGAAAAACTCTTTAGTGGAGCC 

AGAGTCTAATGTTCCATAGGCAATTTCTGTTTGCTTAGAAAGATCCTCAG 

CACTTTCGATGGGAGACACCATCCTCTCTACAGTCAGGAAGGCAGCTAAG 

TTAGCCGTGTAGGAGGAGATTATGATCAGGGTAAAGAACCACCACACACC 

TCCAACAATGCGCCCAGAGAGGGATCTAATAACAAGTATGAAATGGATTT 

GTAAAGTGAAATGAATGACCTAATAAAAAAACAAGTTAGCAGTATTATGC 

AAATATTGACTTATAGGGGAATATTTAATTTTATATTTTTCAATGTATCT 

ACTAGTTAATGAAACTGGAAATCATTAAACATTTTGGGCAAGGAGTACAG 

CCGGAAACCTCGCAGCCGCTTCCTGCAGTCCAC 

>Sequence 3914 

AGGTACCATAGCCAAATCTGGGACAAGCGAGTTTTTAAACAAAATGACTG 

AAGCACAGGAAGATGGCCAGTCAACTTCTGAATTGATTGGCCAGTTTGGT 

GTCGGTTTCTATTCCGCCTTCCTTGTAGCAGATAAGGTTATTGTCACTTC 

AAAACACAACAACGATACCCAGCACATCTGGGAGTCTGACTCCAATGAAT 

TTTCTGTAATTGCTGACCCAAGAGGAAACACTCTAGGACGGGGAACGACA 

ATTACGTGAGTATGACCAATTCCTTATAAGAATTAATAGTCATGGTGAGG 

ATC TTGA CTCTCCAGTTCTATTCTCTGAGCAAATGACTTATTCTGGGCCT 

TAATTTTCCTGCCTTATAAAATGAGGAAACAGAACTGTTGTCACTTGAAG 

AAATGTTTGAGGACCTGCAAAGGGCCAGGCACAAAGGTTTGTGATTGCTG 

TTGTACCTGCCCG 

>Sequence 3915 

CCGGGCAGGTACATCATTTCCAGAGCAGGCACTGGCGGCGAGATAGGGTT 

GGAGGAGAAGTAGCGCCGGGACTTCCGGATGGCAAACTTCTCTGTGGGTA 

GAGATTTCCCAGCAATCTTGAGCTTCAGGCCTGGCACAGCTCGAAATAAT 

TCCACTTCGTCGTCCCCGAACGGCTTGTGGTCCTCCTTCCCAAACATGCT 

GAGGTAGGCGGCCTTCATGTAAATGTAGGTGGCCTTTTTAAGTCAGATCA 

TGTCAGTTCCTTCTGGAAATCTGGTTATATTCCATCACACTCAGGAGACA 

TCTCCTACAATTTCCTTGACACCTGCAGCACTCCAGCCACACGACGGCCT 

CAGGGCCCCGCGTACCT 

>Sequence 3916 

AGGTACGCGGGGAACACATCCAAGCTTAAGACGGTGAGGTCAGCTTCACA 

TTCTCAGGAACTCTCCTTCTTTGGGGAGCCTCAGATGGGAAGGGACTCGA 

GCCCCACCTGTCCCTGGACTCTGGAATGCCACGGAATTAACCCGAGCAGG 

CATGGAGGCCTCTGCTCTCACCTCATCAGCAGTGACCAGTGTGGCCAAAG 

TGGTCAGGGTGGCCTCTGGCTCTGCCGTAGTTTTGCCCCTGGGGGCTCAC 

CGTGTGGGGGAGCAAATCATGTATATCCAGTGCTGTGAGTGGCTCCAGTC 

ATGGAGGAGCAAGGATGAGTTCTGCCTGGAAGAATCTGGGAAGGCTTCCT 

GGAGGAGGGAACAATGGCATGGACCTTGAAGAGTCAGAAGCTTTCAATTC 

ATTCCATTCAAGCATTGCTCTCATGTGGCATTCAAGCATTCTATAGTGCT 

TGCCGTGACTCANGCGCACAGTGCANAAGGAAGCACATCTTTCTCTGCCA 

TGAGGACTTATTAGTGTCTGAAGAGCTNTTTCTGGACTATAGGAGAAAGT 

CATGGTCTCCCTCACTAATAAACACTGACCCTGCTTCGGATGAGCTAACA 

GC 

>Sequence 3917 

AGGTACGAGATGCCACGGCACGAAGTCTACGTTCTCCTGATCCGAAACAT 

CTTTTTGAAAATATCAATCATTGGCATTCTTTGTTACtATTGGCTCAACA 

CCGTGGCCCTGTCTGGTGAAGAGTGTTGGGAAACCCTCATCGACCAGGAC 
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ATCTACCGGCTCCTTCTGATGGATTTTGTGTTCTCTTTAGTCAATTCCTT 

CCTGGGGGAGTTTCTGAGGAGAATCATTGGGATGCAACTGATCACAAGTC 

TTGGCCTTCAGGAGTTTGACATTGCCAGGAACGTTCTAGAACTGATCTAT 

GCACAAACTCTGGTGTGGATTGGCATCTTCTTCTGTCCCCTGCTGCCCTT 

TATCCAAATGATTATGCTTTTCATCATGTTCTACTCCAAAAATATCAGCC 

TGATGATGAATTTCCAGCCTCCGAGCAAAGCCTGGCGGGCCTCACAGATG 

ATGACTTTCTTCATCTTCTTGCTCTTTTTCCCATCCTTCACCGGGGTCTT 

GTGCACCCTGGCCATCACCATCTTGAGATTGAAGCCTTCAGCTGACTGTG 

GCCCT 

>Sequence 3918 

CCGGGCAGGTACAGTCCACTAGCACGGCAGCTATAGTGTGGGCATCTAAG 

AGTGCCCTGTAAGCATGTGTGGCCAGGCTAGGGCCATGGGAGAGGCAAGC 

AGACTAAGGAGTGCTGCCATCAGACCAGCCCCATCTCATGTGCAAGACTG 

CCCAGCCTCCAGAGATCAGGTCTCAGAGGAGAACTCTCTCAAAAGTGAAC 

CCCTGGTCCGCCTCAGACACTCTGAAGCCCTAAGGCTGAAATGCCTGGGT 

CGCCCAAACAGCAAAGATGACAATCTGGTCCTCCCCCTGGGAGCTCTGAC 

TCAGTGAGGCCTGAGACCTCTGTCGGCCAGAGAACAGCAGTCAAGGTAGC 

CAGA 

>Sequence3919 

AGGTAC11 1 11 1 1 I I rriAACAGTTAAGAATGTGTGACGTTATTTATGAC 

CAGAAAGTTCAGATTGAGTCTAAAAATCACAGTAGAGGCTAACCCGTATT 

ATTATTATTTAAACACAATTAAACATTTAAAGATGAGTTCTGGGGGAGTA 

ATTACTCAGATGTTAACACTAGTGCCCATCAAAGAAGGATTTTTAAAAGA 

TACATTTTCACATTTCATTTATTGTAAAATCTTGATTGTGCTACTCTATT 

AATACCATGAATAATCTTAAGTAGCAGGTAAGCAAATAAAATACATAATT 

GTATTTTGGCTTATTCTGTGTAAGTTTACAAATCTGTTTACCTTATTCAA 

CAACAAAATATTTATTGG 

>Sequence 3920 

CCGGGCAGGTACAATGCCAGGAAGATGAATGTGCGTTAATGTTGCTGGAA 

CATGGCACTGATCCAAACATTCCAGATGAGTATGGAAATACCACTCTACA 

CTACGCTATCTACAATGAAGATAAATTAATGGCCAAAGCACTGCTCTTAT 

ACGGTGCTGATATCGAATCAAAAAACAAGCATGGCCTCACACCACTGCTA 

CTTGGTGTACGCGGGGAAATATCGCCATCGGCATTTCCCCCTACGTTATT 

TGGGAGAGTGAATTTCAGCCTGAGAGAGGAATAGTAAGATACAGTGAAAT 

G TGAA TAGATCATGTGTTCTTTTTAATTTGAATTATGTATTCTTTTCTCT 

ATTTTCCAAACTCTGCAATTATCACGCTATTCTTATAACTCTTAAACAAA 

ATAATTGTAGTGAAAAAAAGAGGGGTACCT 

>Sequence392l 

AGGTACGCGGGTAAACTTTCTGAATTAACTGAGACATGTCTrAAATTTTG 

GGAGTTCACAAGGGAAACAAGGGTAAGAATTAAACTTCACTAATATTTCT 

CACCCTCCAAAGCCACTTCAACCACTGCCTTTCTCATTTCGGTTAATAGC 

AACTCCAATCTTCCAGCAGGTTTAGGCTGCAAAACCTTAGCTCCTCTCTG 

TCTTACACTTCACATCCAATCTGTCACCTATTCAAAGTATCCCCCAAATC 

GAGCAATTTCTCACCATCTCTTACTAATACACCTCAGGTCCAAACCACCA 

GTATACCTCCCTAGAGTACCTGCCCG 

>Sequence 3922 

AGGTACCAAAGAACAAACGGAAGCCTAAAGATGGACCACAAACCTTTGGA 

TATCCAGGATAACTGAGTTAAAAACCTACCACACGGTTAATAAAATAATG 

ATGTCCACTGA GTCC ATGACCACAAAGCAAATCACCAGCAGCAGGATGGC 

ATGGGCGGCCCTTTTCGCTGGGGAGGGACTGGAGCAGAGGCTGGGGCTGT 

GAAGGTGATGGGATCACCTCTGATGGTTAAACAAGAGTACCTGCCCGGAC 

CTGCCCG 

>Sequence 3923 

CCGCCCGGGCAGGTACAGAAAGAGGTTTGTCTGACTTAAAGTGATTTGTC 

ATCTTTCTTTTCCACTCTCCTAATCATGATCTGTTCCCCCTCCTGGCCCA 

ATAACTTAATGCTTGTATAACTGAGGTCCACCCATTTATGGAAAACTCTT 
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TTAATCACATGAGTCTCCCTTAACACCCTTCCTTTTGTCCCCTGGTGACA 

AATGTATTTGGAAAATATTCATGTTTGAAATCCGCCTTTTAAAAGCGGTC 

GGTTCCCATAGTTGGACCTAAAATGGGGGTAGGCAAGATGAAACAAGCTA 

ATTTAAAAAAGGGATATAAGTAAGATTAAAAATTAGAGCAACAACAAGGA 

AA AATTCGTT CTTTTAGGATGCCAATCTATTAACAGAGGAAAACGAATTA 

GGTTTTTTTTAATTAAAAAAAAGCTGGGTTTTGTTTCAAATTTAACAACA 

AT TATT GTCCCATTATTTTTTCACCTTGAAAATTCAACGAGGTGCATTCC 

AATTTTAATTTGGGAAAAGATTGGCTCAAAAACCTTTTTATTGTTATTCA 

ACCCCAAGTAAAAGGAAAAAATAAAT 

>Sequence 3924 

AGGTACTTCAGCTCCACCACGGTGCAGGACAGCTCCTCGTCCCGGAAGTA 

AGGTATAGTCAGGTGATGCAAACTCATCATGGGCACCATTACCCACTTTT 

TCTTGCTCAAGTAGAACCTTGACTGATGAGTATCTTGGGGGTCAAAGGGC 

ATCCCCCATTTGGCTTTAAAGAAGATGTAATTCACCAGGACCATCATTGT 

CTGCGAGTCAAGGTCCTTGATCAGATCTGTGATTTTCCCCCTAGTTCCAT 

TCTTCACGTAGTCGTTGATGAGCTTCTTAGCTGCAGCTGAGTCCTGAAAG 

TCACCCGCGTACCTGCCCG 

>Sequence 3925 

AGGACGCGGGGCCTTTTCACAAGATGGCGCCGAAAGCGAATAAGGAAGCT 

CCTGCCCCTTCTAAAGCTGAAGCCAAAGCGAAGGCTTTAAAGGCCAAGAA 

GGCAGTGTAGAAAGGTGTCCACATCCACAAAAAGAAGAATATCCGTACGT 

CACCCACCTTATGGTAGCCGGTTCTAG 

>Sequence 3926 

GGGGCAGCTGGAGGTGCCTCAGAAGGTGCATTCTGCTTCCTGCAGGGGCT 
TGAAACACCAAGGCACTCCAGGGATCCTGGAGTCAAAGCAGCAGTCCCGG 
TTGTTGCACTCCTTGGGGGTGACATGGGGGTAGCCGCAGTCCACCCTGTC 
CTTGGCTGGCACGGCACACTGGTTTGCAGACAGGCCCACGTACCT 
>Sequence 3927 

AGGTACAGAAGATGATTGACCTGGAGACACCATCCACCCCGATTTCTTCT 

CACAACTTGATCAAAAATGGCCTCTAAGCCTAAGTCCACGGCATCCCCAC 

AATGGATGTTAAGGTTCTCAAAGGGAACAGCTCGGATCTGGTGTTGAAGA 

ATGT CAGT TAATGTTTCCAAGTCCAATTTGTTCCTAGACTTCTTATAGCC 

AATTClTTCAAGATATGCTTCAATGTCCATGATCCCCmCTTAGTAAGT 

TGAAAGTAGGTTGATCTTCAGTTTTAATCCAGAAGACAGATTGCTGCTTC 

TTCCTGGCTTGAATTCAGGTTATTTCAGCCGGCAACCAGGAACTAGACTG 

AATGCAATCCTCCCACATCCAAGGTCCCXCCGCGTACCTGCCCG 

>Sequence 3928 

CTTTGCACACACGTCATCAACAGACAGCAGTCAACAAGCTGCCTAGGGCC 

TCTGCAGAGCCAGATCAACCCCACAGCCTGTGAGCCAGGCCTTAAGCTGC 

CTATTTGTGCTGAAGCGGGCTGCAGAACGACCCGTGTTATCCACCCTGAG 

CACCACCAACACTAAGCACAAATGACAACACCATCTCACCTGAACCCTGT 

CCAACTCACAGCTGCCTCACTGGCCTTTGCCACTGCCCTCTCTGATGGAG 

CAAGGGTCTGGCCTTCCAAGCAAATGTCAGCCTCAGATTCAAAAGACACA 

TAGGAAGGAGCAACACCCAACACACTGAAAACTCCTGCCCGATCCACAAA 

GACCCCAGTGCAAGCGATGGGCAGCATCAGATTGATGGAAACCACACCCT 

TTCATTTAGAATTTTTATGCACACGAGTAAC 

>Sequence 3929 

AGGTAC1 riTTTTTTTTTrn rTTTTTTTTTTTTGCAGCCCCAAAGGGGC 

AAAAAGAGACTTTAATTAGGGGAGGGAGGATCCGCCAAAATCAGAAAAGG 

GACAGCTAGCGTGGGAGCAGAGGAGCCAGAACAGGCAGGAGGAGGGCCCG 

GCCAGGAAGCTTTGGAGGAATTACCTTGCCACCTTTGGCACAGGCACTGA 

CACTGACGGACAAGGCGAAACAGCGGCCCCTCTCAACTGGGAGGGCACCC 

AATGGCCCCCCCGCGTACCTGCCCG 

>Sequence 3930 

AGGTACGTTGGGGATCGCAAAAACCCAGTCTGTCGAGAAATGTCCATGGC 
GCTTTTATCGAACCTTGCCCAAGGGGAAGGACTAGCAGCAAGGGCCATAG 
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CTGTGCAGAAAGGAAGCATTGGAAACTTGATAAGCTTCCTAGAGGATGGG 

GTCACGATGGCCCCAATCCCTGCCCG 

>Sequence 3931 

CG GGCA GGT ACGC GGGGGCAACCTGCTTGGGTCCCTTTCCACACCGCGGA 

AGCTTTGTTCTTTTGCTCTTTGCAATAAATCTTGCTGCTGCTCACTCTTT 

GGGTCCACACTGCCTTTATGAGCTGTAACACCGCGAAGGTCCACAGCTTC 

ACTCCTGAGCCATGCGAGACCCACCAAACCCAACCAGAAGGAAGAATCTG 

TGAACACATCCGAACATCAGAAGGAACAAACTCTACACATGCCGCCTTTA 

AGAACTGCAACACTCACTGCGAGTGTCCGCGGCTTCATTCTTGAAGTCAG 

TGAGACCAATAACCCACCAATTCCAGACACATTTTGGCGACCTAGATGGG 

ACAATCGCCTATCACCGAGTGGTGAGACCATCGCCTATAGCTGAGCGGCG 

AG 

>Sequence 3932 

AGACGGGTGGATCACTTTAGGTCAGCAGCTTTAGACTAGCCTATTTTATA 

TGGCAAAATCCCATCTCTACTAAAAATACAGCAATTAGCCGAGCATGGCG 

TCACGTGCCTGTAATCCTAGCTACTGGGGAGGCTGAGGCAAGAGAATCGC 

TTGAACCCGGGAGGTGGAGGTTGCATTGAGCCAAGGTCATGCCACTGCAC 

TCCAGCCTGGGAGACAGAGCTAGACTCCATGTCAAAGAAAAAAGAATAAA 

GAAGAAAGCTAACTCAGTACCTCG 

>Sequence 3933 

CCGGGCAGGTACGCGGGATAGGAAAATAACCAAGCACAAAGTTATATTCC 

ATCCTTTTTACTGA 1 i U IT! TCTTCTATCTGTTCCATCTGCTGTATTCA 

TTTCTCCAATCTCATGTCCATTTTGGTGTGGGAGTCGGGGTAGGGGGTAC 

TCTTGTCAAAAGqCACCATTGGGTGGCATTGTTGTGTTTTGCTTAGCTCA 

A CTTTGTCC CATGGAAAAATATTTTTTATGAATATTTTAAANNGAAAATT 

TCl'I'l'l'ri"lGAAATGGGCWTCNGI"l"!M"IlU"l AAGGGGAAGAGCAAATTTT 

TATTGGTGNCNGCTTTCCTCATl"lll"IU M l"l'AAAAATTCCCCCTTCAAGAA 

GGGNGTGTTGAACCTTAGNTNCTTCTTTTTATTNCAGGNNCATCACACCT 

TTTAAAAAANAATNTThTT>WTAATAATTNTGTTCCTTATTTAAAAAAATA 

GGGGAACAATATCTTTTGGGAAGAAGTTAATTGGGAACCAACCTTTTTGG 

AATAATTTGGCTN 

>Scquence 3934 

AGGTAC 1 1 11 11 111 1 H 11 i 1 1 1 1 1 11 1 lil'I CGGGC AGCT A A AATCTA 

GGATGGTGTTAAGTTTCHTCATTTTGTCAATTATATATAAAAAATTAGAA 

ACAACATGAATCTGCATTTCTTGGATGAAATAGTTAATAACAAACTATTT 

TTCAATATTTGTATTCCTAAAAAACTTTTTTGAAGGTGGTAATTGTGTTT 

TCAAAAATTCTTATTCTTCTTATTTTGGAACCATGGGTGTTTTCTTGAAA 

GGGCAGCCCTTATTATAATTAAATATTAAAGTGGCTTATTGTACGTAAAA 

ATGGAGGGCACTTGTTCCTTTGGCCTTGGGGACCTGTCrrATTTAAAAAA 

ATA TTAAC CAATATGAACCATTTTGCACTTAACACCCACTCAAACAATTA 

TTACTTTTCTTCACCAATTTTTTTGGGAAAGTTTGGGAAAAAGCCCAAAA 

AAATGAAGGTATTGCCCCAGTTATGGGCCTTAGCCTTTCTT 

> Sequence 3935 

TGACGTGAACCGTAGGAACACATAGGGCAGAATCGGAGCTCCACCTTGGT 

GGCGGCCGAGGTACCCTGTACCTTCTCAGTTCGCTGGCACATAAGGCTCC 

G CCA ATA A run GGTTCTCTCTGTC AC AC AC AC AC AC AC A C AC AC AC AC 

ACACACACACACACACACACAATGATTGGAGGGCTATATGATCCAGCATT 

AGC TTCCTGG TGTGCC A AGC ATGCTTG ATCGGG AA 1 11 T 11 T I'l ATTATT 

ATTATTTTTTAGCTGTAGCTAAAGGCATTTTTCGGATGTGGAGAGGAGAA 

TGGAAATCGCAGAACCAAATCAGATTTGCCCTGCCATATTTGGCTGTGGT 

CTGTCATTGGGCATTTCTGATGTGCTTTTCTGGATTCAGGAAGAGCTGAT 

TGTCCTCCGAGGGTTGAAAAAAAAAAACAGTTTCAGAAACCTGAATCCAG 

GGCCTTATAGTTCTCCTCATTATCTATCTTTTTTTCCCTTCCC 

>Sequence 3936 

AGGTACAATGACGGGGAGGAAGAGGGTTGGTTAAAGCATCCCTCTAAGCA 
GTTTTCTGCTGTCCCTTCTTTCCAATCAGAGATTTGTGGATGTGAGGGAT 
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CACACCACCCCCAGCTATGGTAGCCTTGATAAGAGAATCCAACTCTTCA 
>Sequence 3937 

AGGTAC1 1U111 1 111 1 rn"l"l"irrrnTrATAATTATTGAGACGGATC 

CTTGCGCTGTCACCGAGGCTGGAGTGCACTGGCACTGTTTCGGCTCACTG 

CAACCTTTGCCTCXCGGGCTCAAGCGATTTTCCTGCCTCAGCCTCCCAAG 

TAGCTGGGATTACAGGCATGTGCCACCATGCCCAGCCAATTTTTGCATTT 

TTAGTAGAGGTGAGGTTTCAGCATGTTGGCCAGGCTGGTCCCGAACCCCC 

GACCTTGTCATCCTCCCACCTTGGCCTCCCAAAGTGCTGGGATTACAGGC 

GCGAGCCACCACGGCCGGCTGTTATCCTTATTATGGCACTTTAAAAGATG 

CTTAACAAACCTTTTCTTCAATGGTCCTTAAAATTTTTAAAGCITrr^ 

ATCTAACATTTGGGTTCCTAAATTTTTGAGTCCCTTAAAAAGCCAAAACT 

TGAAT 

>Sequence 3938 

AGGTACGCGGGTAGGATGAAGCCTTAAGCAGTGGAAATTTCAGTTATTTT 

CCACAGTATTCCATTTTGGAGGATTTGGGGTGTTTACTTrTTAAATTCTT 

GAACAACTTAACCTCCATGAGGCTTTGTGAAGTCAGCTGTGACCACCCTC 

CTCTTACTGTGTTCTCAGTATTCATTCACTTCCAGGGAAGAATGACAGCC 

ACAGGGAGATGGTGGTGGGCAAGAATGAGAGTCCCAGGATCCAGATTTAG 

CCTCAGATCTTCCCCATTCAGGAAGGGTTTTCCATTTAACAAGAGCACTA 

GTATGAAAACATTAGGGACAAATCTCCCATGTCTTTGAAATTCGGATTCT 

CCTCITGAGATCCCCTTCCTCACCTGCCAATCAACrTTATAAGGCCACAA 

GTGGTCACTGGTTITCCTTCCACAGGTTTC^ 

>Sequcncc 3939 

CCGGGC AGGTAC 1 11111111111 llTnTnTlTnTlTmTAGCAGT 

GGGTTGCAAGCATTGGCTTCCTGGATCTCACAAACGTTGGGTCTTTTTAA 

CTGCAGAATTTTAATTGCTTTGTCTTCCAGGGTGGCTAGGAGAAACATCT 

ACAT TCTTAT TTACCCAACCAA'l T1T1T1T1TCCCTTTCAAAGGGGTAAC - 

GTTTA1 14 riGTTGTTCTTAACCTTTCAAAATTAl l'l'lUrri'riCACCTG 

GCCTCCAAAAGATTTTTTACCACACCTTTGTCTACTAAAAAAATTCCTTT 

TCCTTGTGTGATTTCTATCCACCTTGTTCCTTTTAATAATTTCAACTATT 

TTCCTTACAGGTATATCTTTACAATTTTTTCCCTAAAAAAAATGTTATAC 

CCCTCTTTTAGATCCCATTCAATTTTTTTTAATACTCCTTCCATTTCACT 

mCTTCCAAAACGTGTTAATACCATGGCCCTCCATTTnTAAAACACCA 

AAAAACCTCITTTGGTGTACCGCCTTTTCAACAAATTATTTTCACTTTGG 

GCCCCTTTTGTTAAAAT 

>Sequence 3940 

A GGTA CCAGATGGAAAATGTTTTTGGTGATCTGGCTGCTGCTTAAAGCCA 

GTTTTCCCTAAGAACTCCAAAGGCTAAAGTCTACTAGGGGCAGAGTGTGA 

GGATAGATTTCTAATCAGAGAAAAGTGGCCTCCAGGAGCTTTCATTTATG 

TCTTCTCCAGACCAGGTTTCCCTGTATCTTCCTTTAATCCCCTTTCAACC 

AACAGGTGAAGTTCTTCCAGCCCACAGAGGTAGTAATATCATCTTTTCTA 

TCTCCTCCTCTCCTTTGGCCATGTAATGAAGCAAAATATTATTTATTTAG 

CCCAGGCTTGAGAGCCACTGTTTGTGGACAGTCTTCATCTAGATTCCATA 

CCCTGGCCTAGGCGAGGTAAGGCTCTCTGGTTATTGCCAGGATGGAG 

>Sequence3941 

CCGGGCAGGTACGCGGGGACCCGAGATCTAATCTCTGTGCTCTGTGTATT 

GGCGACGAGCAGGGTGAGAATAAGTGCGTGCCCAACAGCAACGAGGGATA 

CTACGGCTACACTGGGGCTTTCCGGTGCCTGGCTGAGAATGCTGGAGACG 

TTGCATTTGTGAAAAAATGTCACTTGTCTTGCAGAACACTGATGGAAATA 

ACAATGAGGCATGGGCTAAGGATTTGAAGCTGGCAGACTTTGCGCTGCTG 

TGCCTCGATGGCAAACGGAAGCCTGTGACTGAGGCTAGAAGCTGCCATCT 

TGCCATGGCCCCGAATCATGCCGTGGTGTCTCGGATGGATAAGGTGGAAC 

GCCTGAAACAGGTGTTGCTCCACCGACAGGCTAAATTTGGGAGAAAT 

>Sequence 3942 

CCGGGCAGGTACACGTAAAGCTTGGCTAAGCAGACGCATCAGGAGCAAAC 
CATTTGTGTTCACCAATCTGTCTCGGCAAGTCCCAGGGCCACTATCTTGC 
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TAGAAGCCACTGTGTGCTTTTGAAAGCATGAAATTAGTTTTATACTGAGC 
ACATGGTTTCTCGTTTAGCAGCTCTTTTTATGGTAATGGTCAATTTATGG 
TTCACTGCCAGGATTTCGGTGTACCT 
>Sequence 3943 

GGTACTiTFriTi rri"i'rri"rrrrri'i'n"i"i*rcAGGGGGAGCATGGGAcc 

TTTATTCGTTAAGACATCAGGCTCCAGATATGAACTTTCAGCAAAAGCGC 
TTGCCGGGAGCAAAGGGACAGAAAAGCTGAGATGAACAGTGCCTGGCAGC 
AATCACAGCCGGGCAAGGGGTGCTTCCGAGCCTCGCATCCCC 
>Sequence 3944 

AGGTACTCTCTTTCTCTTTTTCTTGGTTGCTGTGAAGGAAGTCAGCTGCC 

ATGCTGTGAGCTTCCATTGAAGACAGAAGTCTTCCTTCTAAATGCCACGT 

GAGTGAGCATGGAAGTCAAGCCATGCAATGACTGTCACTCTGGCTAGCAC 

CTTGATTGCAATCTTTTGAGAAGGCCCTTGGTCCAAAGTCACCCTGCAAA 

ACCAATGCCCAGAATTACTGACATATTTATTTCAAGCTAATAAATTATAG 

GCGTA ATTTG TAATATGCAGAAATAGATAACTATTACGTAGATCAAATGA 

AAAGATTTTCCAATGTGTAGAAACTACATAAATTCTTTTCTTACAGGACA 

AT(nTATTCTAATCAATAACATTTGCTTTTAAGGCAGATAATCCTCCAAG 

TTT 

>Scqucncc 3945 

CCGGGCCGGTACGCGGGGGAAGAACAGTTAAAGTGTCTTCTGGATGAATG 

CATACTTAAACAAAAATCCATCATTAAACTTTCTTCAGAAAGAAAAAAGG 

AAGACATTGAGGACGTAACACCTGTGTTCCCCCAGCTTTCCAGGTCCATC 

ATGCTCTAAGATTGGCTTAAATGGAATTCAGAAACAAAGGTCCAGAAAAC 

TGAGATAGAAGATGCAGATATGCTTGAGAGTGAAGAATGTGAAGCTTCTA 

AAGGCTACTATCTCACTAAAGCCTTGACTGGACATAACATGTCAGAAGCT 

CTTGTCACTGAAGCAGAGAATATGAAATGCCTTCAATTTTCCAAGGACGT 

TATTATTAGTGACACAAAAGACTATTTTATGTCGAAGACTCTTGCCATTG 

>Sequence 3946 

GGCAGTTGAAGGCCITCAGAGCAAAACTGAGGTTTCTCGGTCATGCGGTT 

ATGTCTTCAACACCTGCGTCCCCCACCGGAGGCCAGCTCCCAGGGCGCGT 

TCTAGTGTGTGGCGTTCGCTTCATATTCCCAGGCGTCGCTTGCCCCAGCA 

CGCCTGTGTGCTCAGTAACAATGTGTTAAGCACAGGATTTTGGGAGAAGT 

GTATATGGACGTCTGAAGAAGGGTTGTGCTTGTGGAAGAGCCCCGCGTAC 

CT 

>Sequence 3947 

CCGGGCAGGTGCGCAGGGAGATCACTGATAGCACTAGATACTCATTGGAG 

CATGAACCCTGATGTGAACTGCTCATCTGAGGGATCTATGTTGTGTGCTT 

CATATGAGAATCTAATGCCTGATGATATGTCACTGTCTCACTTTGCCCCC 

AGATGAGACCATCTAGTTGCAGAAAAATAAGCTCAGAGTTTCCACGGATT 

CTACATTATGATTTGATCTTCAACAAAGCTGATACTGGGGAAAGGACACA 

CTCTTCAATAAATGGTGCTGGGAAAATTGGATAGCCACATCCAGAAAAAT 

GAAACTGGACCACTATCTCACTATATACAAGAATCAACTCAAAGTAGATT 

AAAAACTTAAACAGAAGACCTGAAACTATAAAAATACTTGAAGAAAACCT 

AGGGAAAAATTTCCTGGCCTTTTGTCTAGGCAAAGAATTTATGACTAACA 

CCTCANAAGCCACAAGCAACACAAATAAAAATAGACAAATGGGACTTAAT 

TAACTTAGAAAGCTTCTGAGCAGCAGAAGAAATAATCAGCAGAGTGAAGA 

GACAACCTNCTGAATGGAAGAANATATTTGCAAACTGTTCATCTAATAGT 

GGACTAATACCTAGAATTACCAAAAACC 

>Sequence 3948 

aggtacgcggggcttagacctgacgctgggaggagatgctgccacctagg 

ttacttgtaggaccctatacggcaacctcctttgccAggaactatttata 

aacatcctgcaggaaaatgagtctatatgtcagaatacacatttcccacc 

ttgcccaacagtagaaaaacataagaagagaaaaacattaaaaaatgaca 

aggaagttaatggaagtcagcaatgtgatggtgtttggaggtggagcctt 

cagaaggtaattaatgcccttgtaagaagaggccagagagcttgcgcacc 

ttcttcctgccatgtgaggagccaagaagccggctgtctgcaacctgcaa 
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GAGGACCCTCACTAGAAGCTAGCCATACTGGCATCCTCATCTTGGCTTTC 

CAACTTCCAGAACTGTGAGAAGTATATGTTTGTGGTTTAGTCAATGGTCT 

ATGGTAATTTTTTTATAGCAGTCCCAGCCAAGACAGTGCCTCATTTACTA 

TATACCATTTATATTATTATATAGGCTCCTTTCAGAAACCCATGTTCAAA 

TAAGAGATAAGATACTGAAACACATAACACCTTCACTAGTTTTTAGTATA 

CAAATATTGAGAAATAGTTTGTTATTAACTATCTCATCCAAGA 

>Sequence 3949 

AGGTACt l i 11 AATTTTTTTCT TT IT! 1 T 1C1TGCCCTTTCCATTAGTTG 

C ATTTTGG ATTCATTTTTATTTTTA TTl'l "ITJ AG AGATGGAGTCTC AC 

TATGTTGCTCAGGCTGGCCTTGAACTCCTGGGCTCAAGCAATCCTCCTGC 

CTCAGCCTCCCTAGTAGCTGGGACTTTAAGTGTACACCACTGTGCCTGCT 

TTGAATCCTTTACGAAGAGAAAAAAAAAATTAAAGAAAGCCTTTAGATTT 

ATCCAATGTTTACTACTGGGATTGCTTAAAGTGAGGCCCCTCCAACACCA 

GGGGGTTAATTCCTGTGATTGTGAAAGGGGCTACTTCCAAGGCATCTTCA 

TGCAGGCAGCCCCTTGGGAGGGCACCTGAGAGCTGGTAGAGTCTGAAATT 

AGGGATGTGAGCCTCGTGGTTACTGAGTAAGGTAAAATTGCATCCACCAT 

TGTTTGTGATACCTTAGGGAATTGCTTGGACC1GGTGACAAGGGCTCCTG 

TTCAATANTGGTGTTGGGGAGAGAGAAACACTGATTATAGACCGAGAGAG 

TGGACTTGA GGTG AGGTGAAGGAGGTGCTGGGGGTGAGAATGTCCCCTTT 

CCCCCTGGGTTTTGGATCACTA 

>Sequence 3950 

TAGTCCTCACAAACACAGAGGGCTCCGCACTCCGCATGTAGGTCCACATT 

TTATCAAACACTGCAATTTTAGATCT(XTGAAAAACTCTTTAGTGGAGCC 

AGAGTCTAATGTTCCATAAGCAATTTCTGTTTGCTTAGAAAGATCCTCAG 

CACTTTCGATGGGAGACACCATCCTCTCTACAGTCAGGAAGGCAGCTAAG 

TTAGCCGTGTAGGAGGAGATTATGATCAGGGTAAAGAACCACCACACACC 

TCCAACAATGCGCCCAGAGAGGGATCTAATAACAAGTATGAAATGGATTT 

GTAAAGTGAAATGAATGACCTAATAAAAAAACAAGTTAGCAGTATTATGC 

AAATATTGACTTATAGGGGAATATTTAATTITATATTTTTCAATGTATCT 

ACTAGTTAATGAAACTGGAAATCATTAAACATTTTGGGCAAGGAGTACCT 

>Scquence 3951 

CCGGGCAGGTGCAAACAGCTGAGACAGATCTGCGATGATCACATCAGAGC 
ACAGATTCATCAATTCAGAGAGGATTCATCGGATAGCGTTCTTTATTTAA 
AGAAGAT TGATGGA TGCTGGCAAAACCATTGCATACAAATGATCATGATC 
AGG AGCA 1" 1" 1 "1 " 1TI GTGTCTGG ATAG AACTTACGTTCTTCAG AATTCAGT 
GCTACCCTCCATTTGGGACATGGGACTGGAGTTATTGATGGCTCATATTA 
TAAGTGATCAGAAAGTGCACATTATGACAATTGATGGCATTCTTCTCTTG 
ATTGACAGGGAAAGGAATGGTGAAGCACTTGATAGAAGTTTACTCTCAAG 
CCTTTGACGCATGCTGTCTGATTAGCAAATCTATCAAGATTCTATTGAAC 
AACGATGTTTGGAAGAAACTAACCGGCTCTATGCTGCTGAACGCCAAACA 
TTAATGCAGGAAAAAGAGGATCCTGAATATCTACATCATGTCCACAAACG 
TCTACAAGAAGAACCACACAGACTTATTACTTACTTAGATCATACCACCC 
AGAAGTCATTAATTGCTACTGTGGAAAAACAACTGCTAGGTGAACACTTA 
ACAGCCATTCTTCAGGAAGGTTTAAATN 
-- >Sequence 3952 

AAAAANANGGNCAGACGATCTAAAACTTATTGAGATACCCCGGGCCTTGC 

AAGAATTCGAATATCAAAGCTTATCTATTACCGGTCGAACCTCGCAGGGT 

GGAGGCCCAGGTACCCATTCTTTTTGTATCCCTTTAATAGAAGGGTTTAA 

TTGCGCCGCTTGGGCGTTAATCCTTGGGTCATAAGCTGTTTTTCCTGGGA 

AAGAAGAGTAAGATAAATAATATATAATTGATGNATTGTATGTAATGTGt 

TGGTAAGAAGAGAAGGGAAATTTAAAGTTCTGTATATACTAGTAAAGCAC 

CATAATTTGTTCGTTTTTCAGCCAGGTTTCCCTTGGAGGATGATATATAT 

GAGTCTACATATTATCTTAGGATTCTTTTTTGAGTGGGGCGANGTGTGTG 

CAGTATGTGATGATACCCAACAGTAAAATTGTTTTCTTTCTTTGTTGAAA 

GGAGAAGGAATTACTATCTACTTCTTCTAAGAAATTATGGTGTGTAGGGT 

GGTTGATtAAAAGTAGTATAATGGCCGCGTGCTTGAGTACATTAACAGTT 



Page 659 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



AATTCTGTCTACATGTTTGGAAGAAAAAAATATGTTGCATCTGTAGAGAA 

GTGTGCT 

>Sequence 3953 

AGGTACGCGGGGAGACACATGGGTGGGAAATTGCAATAAAAAGACGGCCC 

ACAGCAGGCTGCATTCCCATGGCTGGCCAGAGGAGGAACGCTTTGTGTTC 

TCATCGGAGCTGCATGGGAAGTCTGCATACAGCAAAGTGACCTGCATGCC 

TCACCTTATGGAAAGGATGGTGGGCTCTGGCCTCCTGTGGCTGGCCTTGG 

TCTCCTGCATTCTGACCCAGGCATCTGCAGTGCAGCGAGACCCATCCACT 

GTGGAGGACAAGTGTGAGAAGGCCTGCCGCCCCGAGGAGGAGTCCCTTGC 

CCTCAACAGCACCTGGGGCTGTTTCTGCAGACAGGACCTCAATAGTTCTG 

ATGTCCACAGTTTGCAGCCTCAGCTAGACTGTGGGCCCAGGGAGATCAAG 

GTGAGGGTCGACAAATGTTTGCTGGGAGGCCTGGGTTTGGGGGAGGAAGT 

CATTGCCTACCTGCGAGACCCAAACTGCAGCAGCATCTTGCAGACTGAGG 

AGAGGAACTGGGTATGTGTGACCAGCCCCGTCCAAGCTAGTGCCTGCAGG 

AACATTCTGGAGAGGAATCAAACCCATGCCATCTACAAAAACACCCTCTC 

CrrGGTCAATGATCTCATCATCAGAGACACCATCCTCAACATCAACTTGC 

AATGTGGCTACCCACTGAACATGAAAGTCAACCTNCAAGCTGACTTGCAG 

CCCATTGTAAGTCCCTTGACGTTATGGTGGCCGGGATGGGAAATTCATTG 

GCATGAAGGCCCTCTTCCCACACCGAACTTCACGAATCCTTACAAAGGGA 

GG 

>Scqucnce 3954 

CTCACTGTCATAAATGGAGGGTGAATAGCTCACTTGACATAATCATGGTC 

ATCCTGGGCCCTGCCCTTGACTTCTCTGAGCCTCAGTTTCCTTATGTGAA 

AGTTGCTGGAACCAAAATGGAGTCACTTATGCCAAACTCTAATAAAATGG 

AGTCGGGGGGCCACATAGAAGCCCTCACACACACATGCCCGTAACAGGAT 

TTACCACAAGACACGCCTGCATGTAGACCAGACACAGGGCGTATGGAAAG 

CACGTCCTCAAGACTGTAGTATTCCAGATGAGCTGCAGATGCTTACCTAC 

>Sequence 3955 

ATTACGCGGGGCATTTAACTATAAGTATACTGCCTGCCTATGNGACGACN 
ATCCAAAAACCTTCTACTGGGACTTTTACACCAACAGAACTGTGCAAATT 
GCAGCCGTTGTTGATGTTATTCGGGAATTAGGCATCTGCCCTGATGATGC 
TGCTGTAATCCCCATCAAAAACAACCGGTTTTATACTATTGAAATCCTAA 
AGGTAGAATAATGGAAGCCCTGTCTGTTTGCCACACCCAGGTGATTTCCT 
CTAAAGAAACTTGGCTGGAATTTCTGCTGTGGTCTATAAAATAAACTTCT 
TAACATGCGGTNNNNNN^^ 

TNNNNCNCCCNNCTTGGGGAGAAAATAAAAAATAAACCCCCCCCGGGGGG 
GGAGAAGAATAAAATAATTATTTGTTTTTGGCCTCGGGGGGGGGGGGGGG 
GGGGGGGGGTTTTTTTTTI 1 11 nTTTTTl A A A A A A AG A AGCCCCCCGCC 
CCCCCCAAATAAAATTTTNNNN^^ 

GGTATAAAAATAGACATAAGACAGTTGCTGGACCTGAAGAAGTGAGATAT 
ACGTAGACTAATGCTAAAGAATTAGCGTAGTTGATGAGTAAAATCAGAAA 
AGCGAGTATGAGGCGAGAATGTTAATTTAGAGATCAGGGACGTAAGATTA 
TTTATATCGTGATGACGAACGAGCAAGTAGTGTGTTGTTTCG 
>Sequence 3956 

AGGTACACACCCCCATGCTACACACACTCCTTCATCTCCTTCTCAGTGTT 

TTCATACCCCAGCCGCATTACA CACA CCAGGCACATCTTCTCTTTCACAG 

AGCTTATCAAGATGGTATCTCCTTTTGGCTTAAACCAACCACCTTGTGTT 

TATAAATAACCCCCCCACCCCAGTGCCTGAATTCATCCACATCTTCTGCC 

TTCATAGGCAGCCTCCCCTTGGCTCCAGTTCCAGCAGGACAGGCCTTCCT 

CTGAAAGGAAGCCTGGGGCAGTGAGGCCACACTAGTCAGCGTTCGGCCCT 

CCCTACACCAATCCCAGCTGGGCTCCTAGTTGCCTAGCACCTTTGCACTC 

AAGAAAGTTATATTGCTTTTCTCTCTCnTCCTCATTTCTTGCCAGTATTC 

TGCCTTTTCATAACATTTATGCCAACAAGATATCTGGTCACCCGCGTACC 

TGCCCG 

>Sequence 3957 
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AGGTACTTCCTGTAATTGACAGCCTTGCCTTGTTCCTCATGGCATCATTC 

AAGGTC ATCTT AAATGAGAGAGGAGGGAAAGAAAGAAAAAGAAATCATAC 

GTTATGGTTTTCAAATGCATCCAGAGGAAGGCAGGGTTGTTTTTGAAAAG 

TTTACTTCTATCTGAAAGCTTCTAGCAAATGAAAGCAAACAGTGCAAAGC 

TGAACTACAAATAATAAAGCACAATTATGGCAGGAATCTGTCCACATTCA 

CCCAAGCTACTGTGCCATTAAAGAGGAAAATAGACAGTTGAGCTGCATGT 

TAGTCACCAACTGGGAACATGGAAGAACGTCAACAATACATACAGGATGA 

TCCATTGGCCACCTTCCTTATTTAAAAGAGCTTAAGGACACAACAAGAAA 

G CTTAA CGTGCACTAAAAAGTTTGTATTAGAGCCTCGTTCCTACCCCCTA 

AATTTTAACACTTTCGATGCCATATACGTTGTAACCTTCCrrTATAAGTTG 

CAAAATTCTGTGAATTCTGCGAGGAAGATGGGTTAATATTCTGTGCATTC 

TTTGCCACCTTCATTCGTTTCGCCTCGGCCCTTGACTTGTAACAGAACTC 

AATCAAAGCCACCAGCATTGCCAAACCAAAGCCCCCGACANGGATGTAGA 

ATACTCCAACAACGTTGCTCAGACTGANGGCACCCGTCTTTTTCTAAAGA 

TGTATATAGAAGAGGTATTTAGAAGCAAACTGTTGATAGAAGAGACACAA 

TGTCACATGCATTATACGGAACAACCTATACACAGATGCATTGATTTGAG 

AACAATGATTTCTCTT 

>Sequence 3958 

CCGGGCAGGTACACTGAGTAGCGAAGGTATAGAGTTTTCATTGAAATAAT 

TTGGAAGAAGAGCAATTGGATAGAATGTCAAGACATAACAGAGTCAAGGG 

AAAGCATTATTTTGATTTTATATCTGAGTATGTTTTTAGCCAGAAGAGGA 

GAAGAAAGAGGTTAAAAAGAAAAAACAGAATTTATAGATGCACGATATTA 

CTTCTGAACAAGAGAAAGAAACTGGTAGGAAAATTTATTTTAAAAAGTGT 

TGAAGGGAAAGAATCAAGACCACAGATCCAGATCCGGAGATTATTTTGCT 

AAAGA ATAGC AATTGTGAGGCATGAAGTGGGAGGGGGGAAGAAGCTATGA 

ACTTAATTTTGAGGTTTCTGAGAAGGAAACTTGAGTGAATTCACTTCAGA 

TGCATTTGGAATGTTTGCACTCCAGAAGATGAGTTTGTGTGTGCTCTGGA 

GAGTATTGGAAGAAGGAGGTATTACTAGATTTGGCGGCTCCCACAGTGAC 

TCATTACTCTTCTCTGTTACTTTCAGGATTCATAGAGAGATGTTCTGTTG 

ATATTATTTATTTAAGTGAGATAAATTTGAATATGAATCCATTGGCTTTT 

TTTGTAAAATTTCTGCTTTATAAAATCTGTTAAAAGGCTGGGCCCGGTGG 

CTCATGCCTGTAATCCCAGCACTTTGGGAGGCCAAAGCGGGCAGATCACT 

TGGGGTCAGCANTTCGAGACCAGCCTTGCCAACATGGTGAAACCCATCTC 

TACTAAAAATACAAAAATTAAATAACTGGGCTTGGAGCACATGCCTGTAA 

CCCAGCTTCTCAGGAGGCTGAAGCAAGAGAA 

>Sequence 3959 

>Sequence 3960 

CCGGGCAGGTACGCGGGCAACTATTGCAATGAAAAATTTCAACAATTTTT 

TAATGAAAGGATTCTGAAGGAGGAACAAGAACTTTATCAAAAAGAAGGTT 

TAGGTGTTAATGAAGGCATTATGTGGATAATCAGGACTGTATAGATTTAA 

TTGAAGCCAAATTAGTGGGAATACTGGATATTTTGGATGAAGAAAATCGC 

CTTCCCCAGCCAAGTGATCAACACTTTACATCTGCAGTTCACCAAAAGCA 

CAAGGATCATTTTCGACTCACTATTCCCAGAAAATCTAAGCTGGCAGTTC 

ATANGAATATCAGAGACGACGAAGGCTTCATTATCAGGCATTTTGCGGGG 

GCAGTGTGCTATGAAACAACCCAGTTTGTGGAGAAAAATAATGATGCTTT 

ACATATGTCTCTTGAATCCTTAATATGTGAATCCAGAGATAAGTTTATAC 

GGGAATTATTTGAATCATCCACAAATAACAAAAAAAAAAAAAAAAAAAAG 

GCCCNGGGGCGTTTAAAAAATTAGGAGACCCCGGGGCGGAAAGAATTGAA 

ATTTAACCTTTTTAAACCCGGCCCCCCTAGGGGGGGCCCGGGCCCCAATT 

TTTGGCCCTTTTAAAGGGGGAAAATGGCCCCCTGGGAAAACAGGGGAAAA 

AGAGGGTTTTTTTGAANAANAAANhfhnWNCNNAA 

NAATGATACCNAGACCTACTAGAATAGTGAGTCCCCGGGTGGGGGATCGA 
TATAAGCTTTTGTTCCCCGGACTCTAGGGGGGGCGGTCCCATTTTGTGCG 
>Sequence 396 1 

CCGGGCAGGTACGCGGGATAGCATTGACTTTTACACACATTCACACAAGA 
AAAAAATCCTTTCAAAATTCTTAAATCTTCTGTTCCTCCTTTTTCCAAGG 
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GAAGAGGGCAAAAAGTGGCCTGGGCTCTGTGGTGTGCGTGTTCCGTGGCG 

GAGAGAAGAAAATGGGAAAGACATCTCACTGGTGCTTTTCTCTTTTGTTT 

T AGTG CCCCCCGCCCCCATCCCTATAATATCTGTAACTACTCCTAAAAAG 

GTTTTG ATTC AGGC TT 11 T llUGGTTTCATTTTGTTTTTTThfNG A A A ANG 

AANAANAATTAAAAAAAAAAAAAAGGGCCCCCCGGCCCCTTAAAAAATTG 

GGGACCCCCCGGGCCGGGGGAA 1 1 1 rTTTT AAAC T TTTT TTT TCCCCCCC 

CCCCCGGGGGGGGGCCCGGCCCCCCCTTTTTGTCCCCTTTAGGGGGGGTT 

AATTGGCCCCTTGGGCGAAAAAGGGGAAAAAGTTTTTCGGGAAANNNANN 

NN NAAA ANNAATANAAAANAATNANAGGGTAAGAATATAATTTNTGGTGA 

AATTTTATG TTGG GGTTATGTGGGTGGTAAATATTATAGTTGTATTTATA 

TGTTGTAK NTTTTGG GGGCnTGTAACCTTGAAACCAAAAAAAATTGTAGA 

AAGACTGGCTTTTTGTGGGGAACTTTATGACACCACCGGATTTGGGTTTG 

GGGTAAATGTTCC ACCACCTTT' ITT1 ' 1TAAAGAACC ACGTTTTA AAAATT 

TGGGTTTAATGGAACTCTCGCGGGCGGGCCnTTTTTAAAATTTTTGGACC 

CCGGGCTTCCAAAAATTTTATATTATATTT 

>Sequence 3962 

TATAGGAGGAAATATTTGGGTATTAGAAAGAAT 

GGTGGAAAATTGGTTAGTATCAAGAAAGAAGTGAAAAATTGTGAGATGAA 
TGAAAGGGGAATGAAGATGTTGGNAGAAAAAAAGGGGGTGGGTAATGTTT 
TGGGGGGTGATTTATTAGAGTGTAGGAATAAGAGGTGAGAAAAGTTTTAG 
TGTGTAATAAATAAGAAGATGTGGAGAAATAAGGGGGGAAGAAGTTAG 
>Sequence 3963 

AACGGCGTATCGACTAGTATAAGTCTAATGCGAACTGCACCTCCACCGCG 

GTCGCGGTCGATGTACATTCTCCTGATGCCCCTTGCTTCCCTGGACGACT 

CCAGTATAAGCTTCCTAGCTCCTTTCCGTGAGAAGAGGAGATNGTGCACC 

AGAACATATTCTGACTTGTTCAACACAGCTNGCGACGCCTGCTGAATGAC 

TTGTTTTATGTAGCGCTCAATATCCTGCAACACTGCGCCAATAACACAGG 

CGATATCACCAAACACTGACAACTCTGCCTTTCCAGACGTCTGGACATAA 

ACATTGGAAACCCCCGGCAGAAGCAAATGCATTATCTACTTGGAGAAAGG 

TATGATGTTTGATTGCATGGCACGGCACATATTTTCCACTACTCCCACGA 

GGGGTCATACGAACCCGCCGAGAATCAAGGAAATAATCTTCTTACTGAAA 

AAGCTGGCTGCTGGGGCAAGATATTATTTTTAACTAGCTGCTGAACTTTT 

ATCACITGAACCTAGAATTAAATCCCTCTGCCGAGATTTATTTTTCAACA 

ACCAACATGGCAGGCAGGGAACAAAGACTATTCAAGAGAGATCACTGATA 

AGG TAAA AAAAAAAAAAAAAAAACCTTTGTTTTCCGGGGGCTAAATCCCC 

AACTTTTGGGGGCCCCCCCAAATAAAACCTGCGGGGGGGGCCGGTTAAAA 

ATATGGAAACCCCCGGGCCGCCAAAATTATATTCAGCTTTTTTTTTCCCG 

GCACCCAAAGGGGGGCCCGGGCCCACCTTTGGTCCCTTTTAAAGGGTAAT 

TGCCCCCTGGGGAAAAAAGTAGAAAAGAGTGTTTCGAANAANGCACTTAC 

CGCGTAAATTT 

>Sequence 3964 

TAAAACTTGCAGCAATGTGAATTGGGCCAGAAGATCAGAGTGTAATATGT 

GTAATACTCCAAAGTATGCTAAATTAGAAGAAAGAACAGGATATGGTGGT 

GGTTTTAATGAAAAAAAAAAAAAAAAAAAAAAAAAGCCCCCCCCCCCCCT 

TAAAAAACAAGGACCCCCCCCCCCCCCAAAAATTCAATTCCCCCTTTTTC 

CCCCCCCCCCCCCCCGGGGGGGCCCCCCCCCCCCCCTTTTTTCCCCCTTT 

AAGGGGGGTAAATCCCCCCCCGGGCCAAACCCGGGCCAACCTTTTTCCCC 

GAAAAAAAAAAATCACATCCCCGCAACTACCTATTTCTCTCCCCACCACA 

TTCCCCCATCTTCCCACATTCCCCCCCCTCCCAAATTTCCCCCCATCCCA 

ATTCTCCCCATATCTTCACACCCGCCATATATCCCACTTCATACAAATTT 

CCACCTCTCACAAATTTCCCG 

>Sequence 3965 

AGGTACACATCAAGTCAGAATGGGCTAGCCCATCAGGGAAGCAGCGGTAG 
AAGAAATCTGGGCGTGGCTTTTTAGGGCAAACAGCAAATGACACTGCAGC 
TTCAGGAGGTGCTCAAGAGGACACTGACCGACTGCTGTGGCCGTTGGTGG 
GAAATGCTGTTCAGGCAGAAAAGCGCCCAGGTGTCACCTGGAGGACTGAG 
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GTATGGGGAAGGGAGTAAGCGTTGAATGACAAAAGAAAAATCAGAGTGAA 

GATAAAGGAGAAAAGAATGAGAACCCGCGTACCTGCCCG 

>Sequence 3966 

CCGGGCAGGTACAGTGGCACAATCATAGCTTAGTGCAGCCTCATTCTCTT 

GGGCACAAGCGCTCCTCAGCCTCCCTCCTCAGCCTCCCAGTTGCTGGAAC 

TTACAGG TGCACCAC CATAACCAGCTAGTTTTATTTTTTGTAGAGACAGA 

AGTCTCACTTTTTTTCCTAGACTTGTCTGAAATAGACCATTCTATTTGCT 

AGAATGGTCTCAAACCATCCTTCTGCCTCAGCCTCCCAAATTGCTGGAAT 

TTC AGGC ATAATTC ATCATGCCTAGCCAT T TC 1 ' l ' i Tl 'l'CTGCTGC ATTGT 

AGAGTTAGAACCAATTTCATTTGTCCTGCACTGAGAATGTGCATTCCCAG, 

CAGATCATGGTTGAGCTCAGCACACCTGCAACTCAGCCAGCCTCTTTGAA 

GGGTGCACAGTTACTAACTGTCAGCGTTGCACAGCCACCTTTAGCAGGTA 

TGTTCAGAAmACATTCCCACCCTTTCTAAAACAGCTCACAATAACAAG 

AGAACGGGATTTAACTTTTGACATGGACACTCATGAAAACCAATGATTTT 

GGAA AGCCAAATGGTGGAGAAGAATAAGTGGGGGATCTGACTACTAGTAT 

TTTTACAAATCTGAATGTCGTGGAAGGTTCGGTTTAATTTGGTGGGGTAA 

TGCTGAGAATGGAAAATAAAATGGGAATATTGGCCCITGGGGTACTTTTT 

GGTTTGGTACATTGCGAGTGGGGCACATTTTTCnTTATTTTAAAATTAAA 

AGTTGTGGCCCGGGGTTTCTTGTGGTGAATAAAAANGAAACTTTTGCTTA 

AAGGTTTTTGGAAAAGCTTN 

>Sequencc 3967 

CCTGGCACGTACGCTTCCCACGCACAGCGTGAATGCAATATAAGCCGTCT 

ACTCACATCCCACCCAGAGGGGTGACCCCCTGCCCACTTCTTCGATCACT 

GAGGGGAGCTTGGTTAATATCTACCAGCAATCTTCGCCGTAGCTGCTCTG 

GATCCACTGCTTAAATACGGACGAGGACAGGGCCCTGTCTCCTCAGCTTC 

AGGCACCACCACTGACCTGGGACAGTGAATCGACAATGCCGTCTTCTGTC 

TCGTGGGGCATCCTCCTGCTGGCAGGCCTGTGCTGCCTGGTCCCTGTCTC 

CCTGGCTGAGGATCCCCAGGGAGATGCTGCCCAGAAGACAGATACATCCC 

ACCATGATCAGGATCACCCAACCTTCAACAAGATCACCCCCAACCTGGCT 

GAGTTCGCCTTCAGCCTATACCGGCAACTTGCACACCAGTTCAACAACAC 

CA 

>Sequence 3968 

AGGTACGCGGGAGAAGTAGTCCTATTTCACCCCAACTACAACATTAATCG 

AGCGGCCGCCCGGGCAGGTACTTGGTAAAGATGGTAAAGAAAAACCAAAG 

GAAGAGCGGCCAAATAAAGATGAAAAAGCAAGAGAGACCAAGGAAAGAGC 

GCCGAAGTCTGACAAAGAGAAAGAAAAATTCAAGAAGGAAGAAAAAGCTA 

AAGATGAGAAATTTAAGACCACTGTCCCCAACGCAGAATCAAAATCAACT 

CAAGAAAGGGAAAGAGAGAAGGAGCCATCCAGAGAAAGAGATATAGCAAA 

GGAAATGAAATCAAAGGAAAATGTTAAAGGAGGAGAAAAAACACCAGTTT 

CTGGGTCCTTGAAATCACCTGTTCCCAGATCAGATATTCCAGAGCCTGAA 

AGGGAAACAAAACGCCGGAAAATTGAATCTCACCCTTCTCCATCACATTC 

>Sequence 3969 

TAGTCCTCACAAACACAGAGGGCTCCGCACTCCGCATGTAGGTCCACATT 

TTATCAAACACTGCAATTTTAGATCTCCTGAAAAACTCTTTAGTGGAGCC 

AGAGTCTAATGTTCCATAAGCAATTTCTGTTTGCTTAGAAAGATCCTCAG 

CACTTTCGATGGGAGACACCATCCTCTCTACAGTCAGGAAGGCAGCTAAG 

TTAGCCGTGTAGGAGGAGATTATGATCAGGGTAAAGAACCACCACACACC 

TCCAACAATGCGCCCAGAGAGGGATCTAATAACAAGTATGAAATGGATTT 

GTAAAGTGAAATGAATGACCTAATAAAAAAACAAGTTAGCAGTATTATGC 

AAATATTGACTTATAGGGGAATATTTAATTTTATATTTTTCAATGTATCT 

ACTAGTTAATGAAACTGGAAATCATTAAACATTTTGGG 

>Sequence 3970 

CCGGGCAGGTACATCATTTCCAGAGCAGGCACTGGCAGCGAGGTAGGGTT 
GGAGGAGAAGTAGCGCCGGGACTTCCGGATGGCAAACTTCTCTGTGGGTA 
GAGATTTCCCAGCAATCTTGAGCTTCAGGCCTGGCACAGCTCGAAATAAT 
TCCACTTCGTCGTCCCCGAACGGCTTGTGGTCCTCCTTCCCAAACATGCT 



Page 663 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



GAGGTAGGCGGCCTTCATGTAAATGTAGGTGGCCTTGGACCAGCAGTTCT 

CCTTGCTGAGCAGGTCGGCGTAAAAGTAGGACATCTTCCACTGGCCCTTG 

TAGGTGAAGCAGCAGTTCCGGGCTGGAAGACAGAGACAGCTGGACAGAGC 

TCCTGAAAACATTTCAAAATACCCCCCCCCGCGTACCT 

>Sequence 3971 

CCGGGCAGGTACGCGGGGAAGAAGAAGAAGAAAGGCCAGGAGCAGTGGCT 

CATGCCTGTAATCCCAGCAGTTTGGGAGGCTGAGGCGGGTGGATCGCCTG 

AGGTCAGGAGTTCGAGACAAGTCTGACCAACATGGTGAAACCCTGTCTCT 

GCTAAAAATACACAAAAAAATTAGTCAGGCCTGGGAGCAGGCGCCTGTAG 

TCCCAACAACTTGGGAGGCTGAGACAGGAGAATAGCTTGAACCTGGGAGA 

CGGAGGTTGCAGTGAGCTTAGATTGTGCCACTGCACTCCAGCCTGGGCAA 

TAGAGTGAGGCTCTGTCTCAAAAAAAGAAAAAAGAAAGAAAATTAAAGAT 

AATTCTATGTTAACTCCTTAAATGTAATTCCTAGTTCTTCTATCACCTTT 

AGCCGACTCTTCTACCTTCAGAGTGGACACTGCTGTTATCAAGCAGAGAG 

TGCCGATCTTACTCAAGTACCT 

>Sequence 3972 

ATGTACACCTACTCGATAGGTCCACACTTGAAGTCTTGAACCTGCGACAC 

CTCGATCCCGACCACACTGAAGAGGGGGCGAGCACACCAGATCATGATAA 

CGATCATGCTGTATACATGCCCGCXTGAAGAACTGCTGCACTTACTGGGA 

GTGTGCGCGGCTTCATTCTTGAAGTCAGTGAGACGAAGAACCCACCAACT 

CCAGACACATTTTGGCGACCTAGATGGGACAATCGCCTATCACCGAGTGG 

TGAGACCATCGCCTATAGCTGAGCGGCGAGGCAATCACCTATCGCCAAGC 

AGCTCCAGAAGCAGATGAGCAGATGAGGAGACGCCTCTATTCCGTGTCGT 

TTAGAATGAGCAAACAGTTGTCTTCACCATCCCAGACAAGCAGATGAATG 

GTGAAACGATACAGCAGAGAAAGAGAGAAGAGGAACATTTGAACGCCGAG 

AGGAGTTCAGCCGAGGGTGGTCGGAGAGGTTTGGCCACCCAGCAGGAAGA 

TTATCTTNCCGTGCCATCCCCGCTTCCAGCTCTGCATCCATCCTTCAGAG 
AA 

>Sequence 3973 

TGTCCCCCCTGGTGGGGGATTGGGGATCTGTGTTTAGCCATTTATATCTA 

CTTTAGCTGTTAAAGAGGTCCAAATGAAAATCAGGTGATTGTGGAACCAT 

GGGGACTTGGGGGTGGGGCAGAGGTGGGAACATTTGTATCAGTTGAGTCA 

GCTTGGTGGCTCCCTGTGGAGCCAGGGCTGAGCCTTGTCACGCGCACTCG 

CCAATTAAGAGATGGACCAGCCAGCAGTCAAGTGCATTCTCCAGTCCTTG 

CAAGAAGGATCAGCCCTTTCTGTGCCAGCCTCGATCGCCTTGTGCTTTGG 

TCTCTTTTTCTCCCCCCCGCCTGGATCCTGCCTCGCGCGGGCCGTCCTGT 

TGCTGAGACTCGGGGTACCT 

> Sequence 3974 

CCGCCCGGGCAGGTACCTCTGGCCACCCTCCCGAAGGACCTTTGTAA&GC 

CAGGCAAAAATGGCTTGCTAGGGGACCCAGTGATCTCCCAGGGCTTTTTC 

CAACTGCTTCCTCTTCCCCTATATTTTGCTTGGCTCTCTAAATCGACTCA 

GCTCCAGGTAAGATCAAAATCTTCTCTTTTAATCTAAGCCTTCAGCTTCC 

CCAGTGGGGGTGTGTGTTCAGGGGCAGATAATCTCCCTTTCrCACTTCCA 

CAGTTTGGGCACTCACAGTATTTGGGGTGTCTCCTGGGTCCTGCAGGAGC 

AATC TGCTTCCTTCAGGGGTCTATGGATCTTTTCAGGTTTGCTGCAGTCA 

TnTCTGCAGGATTTATTCCAGTCATTCTGGAGCAAAAATGCACGATGCA 

AGCCTCCACACGTTGCTCTGTCCATCTGAGTCGGAGCTGCAATCTTGTCT 

TACTTCTAGTTCGCCATAATCCACTGCCCTCGAGGTTTTCTTTTTTTTTT 

CATTTAAATTTGGGTGGGGACCTA 

>Sequence 3975 

AGGTACCTTGGTTCAGTCCAGTAAGGTGGGACAACCCTTAAGTGGGGGCT 

TCCTGGTTGTAGTAGATAAGAGACAAAAGGTTGCATTCTTTTGAGTTCTT 

GATCAGCCTTCCACTGAACACACAATTTATCTGGCTCAGTGAGTCTGCAT 

TTTTACAGAAGCGATAGGGGAAAGGAAGCAATCAGCTATGCAGGTGAGCC 

TCAGGGGGATGACTGTGAATAGAATGGGAGGCAGCTTTGCCCTAAGCAGT 

TCCCAGCTTGACnTTTTCCTTTAGCTTGGTGATTGTGGAGTCTCAAGATT 
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TGTTTTCTTTCCACAATGTGAAATTCAAAGTTCCCTGGGTATGCTGTATT 

TTCATTTGTACACTTTGGCGCCCTAGTCCCAGAGTGCTGGAGCGGCATAC 

TGGGGGTGGCTGTGCAGTCCCAGCATCCCCAACCCAGCATGTGTAGAGAG 

CATCCATCCTTACATCCAGCTGACCCATGCCCATGCTCCTCCCTGTGGCT 

GGAGGTTCAACAATAACATAAGTCTCTTCTTTGCCCTCCAAATATAACTC 

CCTCCAGTGACTGGGAAACTTGGAAAGAGACCATATGACCCAAATGGCGA 

CCCTTGCAGTGAGGGCAAGGAATGGCTGGCCCCTATCTCTGAGAGAAAGG 

TCAGTAATTTCCTTGACAGTCAAGGAAAGATGATGATTCTTTGGATGGGA 

AATAATGTACCTGGCCCGGCCGGCGGTCTAAAATTATAGGATCCCCCGGC 

TGGCCGAATTGGGTTTAGCCTATGATGCCGGCAACCTGGGGGGGG 

>Sequence 3976 

AGGTACTGGCTTrGGTGCCTTGTCTACCAGGCAGTTGAGTTGGTTACTGC 

TGGTGCCTTTGTGGGCAAAACTAGGTTGTAAAAGCAGCCAAAAAATTTCC 

AGATGGGAGAGTTTCATAGCGGGCATATTTTGGCTTGTGAATTGACTGTT 

ATGTCTCAAGGTAGTCTCTTGGTGGGAGAGAGTTCTGCTCTGTAGCGTCT 

AACTAAGAGCACATAGTTAGATGAACTTGCCCTGTTGGGAGTGTCTGGTG 

AAGGGGAGATAAAAGATTATAATTGCATTTCTAAAGAGCTAAGTAGGAAG 

CAGAGAAAAGGAGAGAGAAGTGAAGACAGAATAATTTTAAATAATGAAGA 

GAGAAATGAAGAAGGAATAATTTTCCTGCTTTTCCATTGGTTCTTTGGAC 

ATAACAGGCAAAAGTGTCAATCAAGGTGAGACTGTTCCTTCAGGGCAGAA 

ATCAGACAAGTGTCCTGAAACTCTGCC7TCATTTGGGGGGCAACCATTTG 

GCCATGTTCCCCACTGTCAGTGAGAATGAATAACTCTGCTGGTGGCTGCA 

AAAGCCTTTGAAA CCTGT CAGGAAAGGACATTAATTAAAGGCCCATAATG 

CTAGGATGAAGCTXrTTTTCCTATTTGCTACTTTTGATTAATGGCCTGAAT 

GGTGGGCATCTTCCCTAACATGAGAAGATTAGTCAATGGGCACCTTTTAT 

GGGGTTGCCCCAGCCTGATAATCCCXCCnTrrACCTTACTTTTGACGGTT 

GAACTTTCTTGGTTAATAGATACTTAGGGAAATGT 

>Sequence 3977 

AGGTACAGTCGGCCCTCATTATTCATGGATTCTGTATTTGCAAATTCGCT 

GACTTACTGACGTTTATTTGTAACCTTCGAGTCAACACTCACGGTGCTTT 

CTCAGTCCTTTGCAGACGTGTGGAATGCAAAAAAATTTGAGTTATATGAC 

GTATATGTTCCCAGCTGAGGCTGAGCAAGGCTCACTTCTCCTTGCAGCCC 

TCAG ACTAT AAACAAGTGTCCCTCTTGCTATCTACTTCGTGTTATGATTT 

TTGCATTTTCATAATCCCTGTTGATGATTTTGCTGTTTAAAATGGCCCCT 

AAGCACGGTCCTGAAGTACCTGCCCG 

>Sequence 3978 

AAAAANAAAAAAAAAAATACANAANAAAAATTA 

ACAAAAAAGGNACCCCACAGCGAACATCAAAAGAATATTAATTATTACAC 

CCGCCGGCTGTATGCACAATATGACACAAAAGACAGATTATGCGTCCGCC 

GGGGGTGCGA CCTAC CTCCGGTCTGATAAATGTGAGACOGCTGGGGCAAC 

AGATCAGGGATTTTTAAAGGAAGATATCATAGGGGGTGAAAAAAAGCGTT 

TCGAATTATAAAGAGAGTTATGATCTCACGGCCGGCTTGAAAATGAGAAA 

CACGCTGACGCGAGTGAAGTGTTATGAAGATGATCTATGACGTGTCATTA 

AAGGGGGGAGC 

>Sequence 3979 

AGGTACGC GGGG AGTGGCAACCTGCTTGGGTCCCTTTCCACACCGCGGAA 

GCTTTGTTCTTTTGCTCnTGCAATAAATCTTGCTGCTGCTCACTCTTTG 

GGTCCACACTGCCTTTATGAGCTGTACACCGCGAAGGTCCACAGCTTCAC 

TCCTGAGCCAGCGAGACCACGAACCCCACCAGAAGGAAGAATCTGTGAAC 

ACATCCGAACATCAGAAGGAACAAACTCTAGACATGCCGCCTTTAAGAAC 

TGCAACACTCACTGCGAGTGTCCGCGGCTTCATTCTTGAAGTCAGTGAGA 

CGAAGAACCCACCAATTCCAGACACATTTTGGCGACCTAGATGGGACAAT 

CGCCTATCACCGAGTGGTGAGACCATCGCCTATAGCTGAGCGGCGAGACA 

ATCACCTATCGCCAAGCAACAAGCAGATGAATGGTGAAACGATACAGCNG 

AGAAAGAGAGAAGAGGAACATTTGAACGCCGAGAGGAGTTCANCCGANGG 

TGGTCGGAGAGGTTTGGCCACCCAGCAGGAAGATTATCTTCCCGTGCCAT 
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CCCCGCTTNCAGCTCTGCATCCATCCTTCAGAGGACCACCTNCACCACTC 
AATAAAACCCTTGCATCAACTNCANNNNN^ 

tcttcccggggck:gttttaaaaaatggggatcccccggggcgcgggaatt 

ta attt aaccttttttcaccccgcccacccggggggggggcccggaccca 

aattttgttgcctcttaagaaggggaaatcccccccgggggaaaaaggag 

AAC 

>Sequence 3980 

CCGGCCAGGTACACCACACAATGGTGACACAGCCTAATGTGTGGTCAGCG 

TGTGCCACGTTTTCTGCACTATACCCATGTCTGATGGCTAGATGTGCACT 

TCTGAAACTGTTTCTACAGGGTTCTTCGTTATCCACAGAAACATAAAAGA 

ATTACTCCTACTAATTCCTGTCTCAGACTGAATCTTTATGACTATAAATA 

TATAAACGATCAGACGGCGAGCATGCATATTTTGCCTAAGCTGCCTATTG 

CTAAATGCGTCATCACTACTGACCTTTTCTTTCTATGCCCTGCTCCCAGA 

TTTCAAACTTAGCACTTACATGCTCACCACTAGCAGAAAGGGATTTCCAG 

GGACCAGAATCTCAGAGAAAAGGAAGGTTCATTCAAACATAACTGGTGCT 

GAATCCTTGCAGCTGAAAATTATC1TGCCAGTATATATGCTGGCCCTTCA 

TTTAAAATGAACTTGCAGTTTATTAAAAGCCATCAAAAAGCTCTGGATCT 

TATITrCAAAACCATAATATTCTCCCATTTTTAATTTGACAGACTTTAGC 

GGACAGTTACTTCTAAAGATTTTTCTTTCAAAAGCTGTGCCAAGCCTATA 

TTTATTCCCCTGAACACCTGGGTCATCATACCCCTTGCGTTCGTATAATC 

CAACCCTCAATGTCTATACCGGATTTGCTCATCTACCAGGTCTGGCATTT 

TTACTAGACACACTGCACACTGGGTCGATATCTATTAAAATACACACAAT 

CTCAGCCATATCCATGCTTGACTACCGGAGATGCAATCCT 

>Sequence 3981 

AGGTACCATCGGACCCCTTTCGCTTGCTATTCTGTCCTGTCTTTGCTTAG 

AGTTCGGGGGCTAAATACTGGGCACCTGTCGGCCAGTTAAAAGTGACTAG 

CGCGGCTGCCGGACTAAAGACAAGGGTGTCAGGCTTTCTGGGAAAGGGCT 

TTCTAACAACTCCCGACTCTTCGGTGTTGAGGCCATTGGTTTGCCTAGAA 

CCAGCTTTTGCTTTTCCTGTACCTGCCCG 

>Sequence 3982 

CCGGGCAGGTACAAGCCTTGAACATCGTCCTGCTTCCCAGTGGGTTCAGA 

CCTCACCTTTCAGGGAGCGACCTGTGCAAAGACAGAGAAGCTCCCAGAAG 

GAGAGATTGATCCGTGTCTGTTTGTAGGACGGAGAAACCGCTTGGGTAAC 

TTGTTCAAGATATGATGCATGTTGCTTTCTAAGAAAGCCCTGTATTTTGT 

GATTGCCl i lTn rilU rii rAAGATGCmCATTTTGCCAAAATAAAAC 

AGATAATGTGGATGGTTTAAGGGTTATAGTATTATAGTTTAAATAATAAC 

AACA AAATTCTTCCCAGGAACTCTGCTGGAAGGTAAATTAAAATACTTGT 

TTTTCCATTGGTAAAATATTGTTGCACTCTGTGAACCAAAAGACAGTCTA 

AGTTGGAGGACATAGAACGGAACTCATCTTAAACATACTCCCCACCCCGT 

TTTGGCCTTCTCAGACCACTTTGGCC 

>Sequence 3983 

AGGTACGCGGGGTCTGATGCCAAGAAAGAATTCAGGACACAGACACACAT 

GAGGAGTGGGTTTAGGAGTGGAAAGTTTAATAGATAAAGAAGAGAGTGAG 

AAAACTTCCTCATGTTGAGAAAGACAGTTGCTCAAGAGAGGGTTTTCTGG 

GTTTGGGGCAAGATTTGATTGATTTCATACAGAGGCTTGAGGAGGCGGTG 

ATTGATATACATAGGGCCCGGGGATTGGTTTAACCAGGTATACTACTTAC 

ATAGCCGGTGAAAAGACTGGCCCTCCCACCCTAACCTTTTATTATGCAAA 

TGCATCTTCTACCTGGCTGTCACCATGACATTTGCACACGTGGCTTCACT 

TCACCAGTGCCATGTCACCCACACACCTGGTGACAAGGAAAAGGGAGCAG 

GAATCACCATATTGAATGTGCCTGGCTTCCAGGTACCTGCCCGTGAATAT 

ACTCAATATAGGAATTTTCCAGGAGTTAATATGTTACG 

>Sequence 3984 

CTGGCAGGTACTTT1 TTT1 TIM I 1 ITIGTI iTlTITGAAAAAATGAGAT 
TTATTGCCTTGTGGGGGGAAGGGATGTGGTCACCTGTCTACTCCATTCAC 
ACCTACCTGTGGCGTCGCCAGTGATGGACCATATACTCAAGGAGGCACTG 
GGCTCAGCCTGGGCATTAAAGGGACAGAGTCAGCTCACACGCTGTCTGTG 
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ACTAAAGATGGCACATCAGGGCCAGTGTGAGCTTACAGCGACTTAAGCCC 

AGGGGCAATGGATTAGGTGACTCACATTATCCCTTTAGGTGGAGCCATGG 

GCATAAAGCTCTCTAAACACAGATTCTTCTTGCTCCAATATTCAACCTAT 

CCAACCACTATTAATGTTATACACCTTACATTTATAAATCAAAGTGTGAT 

TTACAATATACTATTAATCATAACACCTACGTCGATAATAACACTCTAAT 

ACCTCACGAATAATTATAAACATAGTATAATACCACCCTCATTATTAATT 

CTACCTAATATTTCTATCACTTACTAAGATATATAAATGAGATATATGCA 

GCATCCATTAACATTATCTTAAAAAATATCTAATACGTTATTATATAAAT 

CCCAATAACGTATTATATAAAACAAAATATAACTACACTTTACAACATCT 

CAAT ATAA TAGTACGTTTGCCTCAAATTAAAGACTAAAAAATAGTCAATC 

AATATTTTCTAATTCAATTACCTAAAAAATATTCTATCAACATGGATATG 

TTTATACTTATCCTCACACATTATCCAATCCAATACTAATATTGATTTTA 

GCTATGTCTACTTCATTTTACATCTAGTTTTTAC 

>Sequence 3985 

AGGTACGCGGGGGTTGTGACTAGGAAAGGCATGGGACGACATGTGTCCCA 

GGTGAGGTATGTGCCACAGGCAGTTACGGATGTGTTGGAGGAGGAAATTC 

CAGGAAGGGGCAAGATCTGGAACGAAGGCCTGGAGGGAGGTTCCCCTGAA 

GGATGCTAAGGAATACGCTOAATCCATAGGTGCCATCGTGGTTGAGACAA 

GTGCAAAAAATGCTATTAATATCGAAGAGCTTTTTCAAGGAATCAGCCGC 

CAGATCCCACCCTTGGACCCCCATGAAAATGGAAACAATGGAACAATCAA 

AGTTGAGAAGCCAACCATGCAAGCCAGCCGCCGGTGCTGTTGACCCAAGG 

GCCGTGGTCCACGGTACCTGCCCG 

>Sequencc 3986 

CCGGGCAGGTACAGGTTTGGGCCCAGAGGCCTGACAGGAAGGGCAGTAGG 

AGAGGTGGTCGTAGATGATGGGCCAGAGGGCGCAGGGCCTAGCAGGCCAT 

GGAAAGGACTCTAGGTTTTACGCTAGGTAAAATGAGGAGGCACTGCAGGG 

CTTTGAGCAGCAGAGTAACACAGTCTAACTTACTTTTTTTTTTTAATGGA 

TCCTACCAGCTCK3TAAGTTAAGAATAATTTCCAGTGAGGGCTTTTGTAGT 

AAATTAGAGATGATGCTGGTTTGTCAATCTCCCCTTCCAGCAGAGGAATG 

TGTGGGTAAGAGAGTCACAATTGTTTCTGAACAAAGCCATAGCTCCTAAA 

TGGTGAACCTGGGCCTATAGCCTCTGTTTCCTGACAGCTGGCCTTGGTCG 

TGCGACTTAATTACCTTAGTATATTTATATACAAAGTAATCCGTGCGGTT 

TGTTTAATATTAATATTATGACTATATTATTACACTATATATTTTATAGA 

TGGATCCGTCGACACCCTAAGTATTGAGTTACTTTAGTGAAGTGGGATAT 

AGGTATAAAGTTGACGAAATAAAATGATGATATGAGTTAAGAGACTATGT 

GAAATTTGTGTCACAAAATCAAGAAGTGTTTTCCTATTATCTACTATAAT 

TTTGGTGGTAATTTATGTACGTATTGTAATGTTTTATTTATGTAAAATTA 

TTATATAATATATTATATGATGGAGAATGTGTGTGATAAATAGTAATTAA 

ATTGGGATAAATTTAAGGATTGGGTATTAAGCGAGCATATTGTTGAGAGC 

TTGATATGAATATGTAGTATTACG 

>Sequence 3987 

AGGTACTGCATGTTGCCGTGTGAGCCCTGTGAAAGGGGAGCATATAAGGA 

GGTTATCCACATACTGTAGAAGTTATGCCCACCTCAAGAGATTGCTCAGT 

TAGATTTTTGCTAGAGCTTGTCTGAATAAATGTGGGCAATTTCTAAACCC 

CTGAGTTAGGACTGACCAGGATGAAGTTAATAGATAAAGATTTAGGTAGC 

TTTCCCAGGAGAAACAGGGCTATTAAAGGGAAAGATGAATTCAGAGATCA 

TGTGAATATTAAGCAGACACCCATCTTGGAAAGTATATTTTTGCACCAAA 

GAGGTGTGGGATATTTAGACATTCATTACCCAGGGACTGATGGGAGAATG 

GTAATTGGTCCCTTAAATAATATAAAGGAGTGTGAATCTTTTCTTTTGGA 

GGGAAGTGGTGCCATTTGCCCCCATTACCTGGCAGGATTCGGAGGAGAGT 

TGTTTAGAAAAGATTAGCACAGAGTACGCAGCTCTTAAACCCAGAGGGAA 

ATTTATAATTTTACTTGCCACCTCCAGAAGTGCCCTTGGCTTTGTTCTGT 

NGATGGTGAGGTCTGATTTGGAAACTGGCCAGAGCGTAGAGCTCCTTCAG 

CTTCAAGCCATCGGGGGTGGGGATTCTGTCCTAAGCACCCTTCAGCCCTT 

CAGGCAGCCCCGTTCCAGTACCTGCCG 

>Sequence 3988 
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ATCAAATAACTAATAAGCTCCCTCCCATACAAGAAGGAGAGTCTCCGGTG 

TCCCCTAATATAAATACCACGTTGGGGGCTGATGTGCACTAAACCCACCC 

CGGCCTAATCCCATCTAGTTTAAACACTTATCCCCKjTGACCTATCTTTAA 

TAGAACCCACCCCAGTGCTCGACCATCATAATTATCGGCCATGTGTGCTT 

TCTTCCTACTGATAACAAGGATTTAGTAGGAGTCGAGGGTATCATACGCA 

A GTTCCT GCGCGTGTGTCTTTGAAATAGAGAAGACCTTACTCGCGTGCTA 

CCTTTTTATAAAACATATATATTGGGAGTCTTGTCCCTTAAACTCAAAAC 

CAATTACTCGTTGGGAGATCTAATAAGATATGCCTCTTGACTCCGTGCAA 

GAAAACAAATACAAAGAACAGCGGGGGGTTTTTAATGTTTATCCTAACCA 

TAATAATTACAGCGCTGCAGCGATGGTGGTTCTTATTATAAT 

>Sequence 3989 

AGGTACATGCCACTTATGGCATGCTCGATAAGGTTCTGGAGAGCTGAGCA 
GTCAAGATGTGTGACTTGACCGAAGACCAGACCGCAGAGTTCAAGGAGGC 
CTTTCAGCTGTTTGACCGACGGTGATGGCAAGATCCTGTACCT 
>Sequence 3990 

ATGTACGCGGGGGGAGAGTAGTGGTTCTCGCAGCACCCAGCACGCAGCTG 

GAGATCTGAGAACGGACAGACTGCCTGCTGAAGTGGGTCCCAGACCCTCG 

AGTAGCCTAACTGGTAGGCACCCTCAGGTGGGGCAGACTGACACCTCACA 

CGCCCGGGTACCTGCCCGGGCGGCCGCTCGA 

>Sequence 3991 

CATGTACGCGGGGGCCCTTGCTCACTAGAAGGAGCCCCCTGACCCCTTCT 

TCCAAAAATACTTTTTGTCITrGTCITCGGTTCTGCATTCATCCCCCTTC 

GTTCACTCTCATAACAACCAACAGCGACAACTGGGCACTTCTAGGACAAG 

GGACCGTGAAGTGAAAGGGTCTGCTGGAGCTAGAGAAAACTGACACTTGA 

CTAAGAAGAAACGAGAATTGAGAAAACCCTGCGACCGAGGTCTGCTTGAC 

AGGCTAAATATTAAGTCTGGCAAAAATCAGCTTGGAACCAACCCAAACCG 

GCCATTTGAGAAGCTGGACAAACCTGGCATTTACCTTTAATTCAATTAAT 

GGCAAAAACCAAAAATGGGGAAGATGTTACCATGCCCGAAAAGAATGAAA 

GGTCGTGACCCAACTTAGTATACCCACTTGAAGGTATTTTTGAGCCAAAC 

CAGAAAACTGGTTCTTCATGAAAAGCAAGGATGTTGGGGAAAAACTAAAC 

AAACTGGGGTCTTGCCCGCCCAGAAAGGGTTTGCTTGAAGGGCAGGTCAA 

TGTCCTCCAAGCCGCAGGGGGTCCCTTTTGTGAATTAATCTAATAGTAAA 

CATTCTGAAAGCCTTGTTGTAACCTGGCCCGGGCCG 

>Sequence 3992 

ATGTACCTGAGCTCCCAGTCTAGGGATTACCACATGGAAGAGTGACCGAT 

CATGAGTGGAAGGGAGATGAGTTAATACAAATGGAAAACATGTTTCATTG 

TAAGAAAAAGGAAAGTGAATTAATGCTTTCGAAAGAGACATTAAAGTAGA 

TCTGTGGGCAATATGAAACTGATAGTCAATCTCGTCAGATTCTGAACGCA 

TCTGTAGATAAGCTATCCAATGAAAAACAAGGCAGTGACAATACGACAAC 

TAGAAGTAAGCTATAATTATAGCAAAGAAGGCAAGAGCTAGCATAAACTT 

GCCTATTGTCATTGTTGAAGTCATAGAACTACTCCTTTCAACTACTCTTG 

TCATCAGATGCTTCCTGATGCGATCATCTGTGGTGAGGATAGCTTTTCGA 

GCCCCATCCCACTTTCCAGGGCCCTGTACCTGCCCG 

>Sequence 3993 

AGGTACTCGGTTGTGCANCCACAGTGAGCTTCTGAACATTTCTTCTCAGA 

CTAAGCTCTTACACACAGTTGCAGATGAAAGAGGGAATTGCTTGACATGG 

CCACAGGAGCATGCAGCTTCCTGCAGACATGACAGTCAACGCAAACTCAT 

GTCACTGTGGGCAGACACATGTTTGCAAAGAGACTCAGAGCCAGACAAGC 

ACACTCAATGTGCTTTGCCCAAATTTACCCATTAGGTAAATCTTCCCTTC 

TCCCAAGAAGAGAGTGGAGAGAGCATGAGTCCTCACATGGAAACTTGAAG 

TCAGGGAAATGGATGCTCACCAATTATTTGTGCATGGGTTGAAGTATTCC 

TTGAAATTAAGATCAGGTGTGTCTTTGTGTTTACCAATTAATGACCAGAG 

GGTAGATAGAAGTATGCTGGATGGCGCAGGCGTGTATGAGAATGTAAAAA 

CAGGTTTCTTGTCCCGGGCGGCCCGGTTATAGA 

>Sequence 3994 

AGGTACTTTNTTTTTl 11 Ti 1 TTTTI TM 11 1 CCATAACAAAGCTCAAGT 
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GTTTATTAAGAATTAAA AATAC TGTAAATAAGCCATACAGTTCATTTCAC 

AGTAAAC TAAACAAAACr i 1 111111 1 11 Tl ACTTTTCGGG 1 1 I ' l ' lTm * 

TTTTTTTCCAATTTTTTTGGGAAGGGCAAGACAGCCTTTAAAGAACAATC 

CAGCTCAGAGGGAAGGGAGATACAGCAAACAATTACACAAACGCAGTTTG 

CACGCTCCTTGCCGACAGGGCTGCCCAAACGGCAAACCTTTTCATGGACA 

TCATGTTAAAATAAAAGGACTGGGCCTGCATTCCCCAGGGAGACCCCCTA 

TTCCACTGTAGACAGCTTTCCTAACGAATTTTTTGAAAGAACCCAAGGAC 

TCCCCTTTCTGGTAGTCGAAACCTGTGCATTCCTTGGGGACCTCCGGAGA 

GAGAACATGGGCCGGCAGTGGGGACAGAGGGCACCGGGACTCTGCTGGGT 

GTAGGGCTTCACATTCAGAACCGCCTGGATGCnTGCAATAGTACCTTTG 

ATATCACAAGATGCGTCAGGAAGAAAAACTACCCCCACACCATGAGGGAG 

GCAGCCCCTAAGCAGGGGTTTCCTTTTAAAGAAAGACCCAGGGGCTTTCC 

CCTTCTTATTCAGAGCTGAAGCTATGAACTTTACCGGGTCAAAATGAAGA 

ACCCGGTACCTGCCGGGGGGCGGTTTAAACTAGGOAATCCCCGGCTGAGG 

AATTGATATAAGTTATTATACCGCACCTCGGGGGGGGCCGGCCCCATTTG 

TTCCTTAAGGGGTAATGCCCCCGGGAAAAAGGGAT 

>Sequence 3995 

CCGGGCAGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAG 

TGGGAGGTCCCCCTGGCTAAAGCAGAGGGTGTATTGAGAGAAGGAAACCT 

TTGCCTCAATGGATCGTANGCAACTGAGAAAGACCATAACACCTTGCTGA 

GAAGTTTGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCTGAAGTCC 

CTGTCCTTCAGATGCAAACAAGGAAGCTGTCCCATACAGACTATCAGGGA 

AAAAATGCACTGTTTATCAAAAGATATGAATGTTCTTGACAAGCAAAGCC 

CTGCTCAAAJX3AAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAG 

CTGTGAATACCTT 

>Sequcnce 3996 

AGGTACTTTAl i rnTlT I l l 11 U 1 1 1 nTn i C Cl 11 1 TllTlTlTn ' 

iii'i-iTiTini-rriuTiTniiiiiu'iuT ii iii-ri ^ ' i ' i - rrr r rnT ATA 

CAGGCCCAAAAAACTGTCCTTGGGGGGACCTTGGGACCTTAAAGAAAAAA 

AAAAAAAGCCCCC CGGG GGGGGCTTGGGGCCCTTT r rrrn' l 'CAAAACAA 

AGGGGCCCAAAAATTTTATTTTAAACATCCXCTTCTCCAAACAAAGAGGG 

CAAAAAAATCTCAAAAACTCAGTCCCCCGGCAAAAAAAAAACGGGGGGGG 

GGGCCCCCCCCCCGAAATTCCCCCGCCCCTTTAAAAAAACGGGGCCCCCC 

GGGGGGGGGGGGAGAACCAAAAATTTTTTCCTTCCCCCGGAGCTAGGGGG 

GGGGCCCCCCCCCCCCCTGTTTTTCTCCTTTAGGGGGAAAAAAAGCCCCC 

CCGCCCAAAATACCACAAAAAATTTTTTCCGGGGAAAAAAAGTTTACCTC 

CAAGGGGTCCCAAAAAGAAGAGCCACGCCGAAAAAAAAGGGTGCGCCGCC 

CGGGGCCCCTTATGAGGGGCGAAAACCCTTTTTGGGGGGGGGCTTAAAAA 

AACGGCCCAAAAAGGGGGAAAAGCGGGCTCCCCATTTGGTATAAAAAACC 

CCACCCCCCCGGAAAAGGGGGGTTCTTTTATTGTCCCCTCTCACACATTC 

TAAAAAAAAAAAAAGGGTAAAAACGTGTTCCCGGAACGGGGTTAACCCCT 

A AAAA AGGCTTGTCCCCTTTCCCCCAAAGGGGGCGTACCCCCAAAAAAAT 

CTTTTTTAGAAGGCTCCAAAGACCGCCCCCCCAGAAAAG 

>Sequence 3997 

AGGTACCCAGCGTCTCITGATTTCATCTTTATGTTGATGTGTATTGGGTG 

TTGCGCTTCCACTTATAAATGAGAACCTGCAGTGTTTGGTCTTCTGTTCT 

TGCCTCAGTT GCTTA GCAGAGTGGCCTCCAGTTCCACCCATGTTCCTACC 

GAGGGCATGATTTTGTTTCTGTGTTTGATTTTCCTTAGTGGCTrTT^ 

ATTCTGTGATGTATAGGAACCACATTTTTAAAAATCCAGTTTTCTGTTCG 

TGGGCATCTAGATCAGTTCCACATCTTTATTCCTGTCAGTAACACTCCCG 

TGGACGTGTGAGTGTCACGTGTCTTTTTGATAGACGCATGTGTTTTTCCC 

TGGGGT AAATGCAT GGGGTACGATTGCTGGGTCAAAGCATAGCTCTGCCT 

TCCATCCTTTTTTTTTCCAGAAATCTTCAGACTGGTTTCCACAGTTTAGG 

ATCTAGTTTGCATTACCTCCAAGAGAATAGCCATGTTTGCTTTTCTCTGC 

TGCCACACTGTAGCATGTTATGTTTTGACTTGNGACAAATGGCCACTCTG 

ACCAGCATGTGATGGTACCTGCCCG 
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>Sequence 3998 

AGGTAC1 rTTTTTTTTTTn IT1T1 1T1 GGGCACAGAAAACTGTTTTAAT 

TAGGGTAACAGAAAGCAGCTGCAATACAGAGTGATGAATGTGAACTTTGA 

AAGTAAATTTGGTGGGTTTCAGGATTTCTGAGGAGGGAAGTCAAACAGTT 

CTAAAGAGTTGGCAAGGCCAATTGAGAGGGTGGTAAGCTATCCTAAGCCC 

TTTCTTCTAC ATTAAC TCTGCTTTCCAGTTAGTCTTCAGGTGCTTTAGAA 

TTTGAGATCCTTTTTTCTCATTGTGTGGTCCATGGACTAGAAGTATTAGC 

ACTACCTGGAAACTTGTTCAAAATGCAGAATTCTGGGCCCCAAAACAGAC 

CTACT^T^ 

TCAAACCCAGCTGAAAGTGGGTTTGTATTTCCCTTTACTTTCGACCTTTA 

GGAAAGTCCCTCCCGG>n^NNTNNNNNTNNNTT^ 

TNTN1 I 1 1 ri'iNl 1111111 I IT J AATAAATATATGAGCAAGTATTTTTG 

AATTAGTAAGTTGTATTGTTTATTTAAAGGGGTTAATAGGTTTTGTTTAA 

AATAGGGGATATTTTTTGGGAAAAACATAGTATCAAAATCCTTCTGATTC 

CTCGAGTCTrCAATAGGCTTCTTTATATCAGATTTCCATTTGGCACCGCC 

C(XGTGTA TACAG GATAATATTATAGTTTCTCTCTATAGGGGCGGTATTC 

TTTGAATTATTTTATACT(XTATTCACCTATTATATACTTTGACT 

>Sequence 3999 

AGGACTTT 1 1 1 1 1 ' n ' I "1 ' I" rTTTTTTTTTGCTAAATTTTTAGTATC AGGAT 

GATACAGGTTTTATAGAATGAGTTAAGGAGGAGTCCCTCTTTCTCATTTC 

AGGGCnTATTTGACTGGTAGGTTTTTAATACTGCTTCAATTTCATT 

GCTTCTGTTCTATTCAATATTTCTGTTCCTTCCTTGTTCAACTTTGTTCA 

GTCTTCCTTGTTCAATTCCTTGTGTTTCCATTAATTTATTCATTTCCTCT 

AGTTTGTGTAAATAGATATGCTTATAGTAGCTTCTGAGGATCTTTTGTAT 

TTCTGTGGGATCTATTGTGATGTCACCTTTATTAATTTCTAATTGTGCTT 

GGTTGG ATCTTCT Tl C "lU'ICTTTGTTAATCTAGCTAGGGGTCTATCA 

ATCTTGGTTATCCTTTCAAAAAACC 

TATGTTGGTTTTTTAAAGAACAAACAATTTTTTTAAAAGATCAATTTGGA 

TGAAACAATCTTGGAGAGAAGAAAACTTTTTAAAAAACTTGTATCAATAT 

TCTTAAAAGGGTAAAAAATGATTATCTTTTCAAGAAGCAATATGAGAATG 

CTATTAATAAAAACCCATTCACCGAGTAACCCCAAAATTATTCTTGAAAT 

TAAAAATAAGATGCTTAAATGAAAACTCATCCAAAATTTGGAAATGAAAC 

CAAGGAATCCTCAAAACCTAGCCAAAAGATTAGAGGTTTTTTAATGGAAA 

AAAACTTAAAAATTAAACCCCCCAGCTTTTTGCCCCACCCAGGACAGAAT 

CTTGAAAAAAACCTTGGTTGAAGGCCCATTCT 

>Sequence 4000 

TACGTATCGACTACTCTACGGCGAATTGGAGCTCCAGCAGCTCCACCGCG 

GTGGCGGCCGCCCGGGCAGGTACTTTCCATTTGCCTTCCTGGTTAAAGAT 

TGGTGCCTGGCCAGAAATGCCTGTGAAACAGCTGTGGTTTAAGCTTCAAC 

TGTAAAAGACAGACGGAATCCTGCTGCATCACAGAAGCCGTGAGTTCTGA 

CGTTCCACTGAAATCACAATGGAAAGTCTTGACTTGACTGGTCACAGTAA 

TGAAAGGCAGTAATAGAAATAAGGATCATTCAGCATAAGGAGAAGGGGTT 

GGAAAACGACCAAAACGAAAGTGTCTTCAGTGGCATCCATTGCTAGCAAA 

GAAACITATTGATTTTTCAGAAGAGGAATAAGAGGAAGACTAAGAGGAGG 

ATATTGATAAGGTTCAACTTCTTGGGGCCGATGGCCTAGAGCAAGATGTT 

GGTGAAACT GAAGAT GATGAATCACCAGATCAGCGAGCCCGGAGACCAAT 

GAATGCCTTATTTTTATTTTGCAAACGCCATTGGTCTTTTGGACCTTGGC 

CCG 

>Sequence 4001 

AGGTACTACTTGCTAAAACGAAAACAGGTAAAAACAATGAACAGACGGTT 

CACGTTAAGAGGAATACGAAAAGCCAATAACAATACTGACATAACAATCT 

TATTTGTAATGAAAGAAATACAAATTTAAAAATGACATACCATTTTTTAA 

TTACATTGGCAAAAATTAAACCAAAAAGAATACCTACAATTGACCAAGGA 

GTATTCTGGCAGGGGGAGGGAAGTCACATACATATAGTACCTGCTTTTGC 

CGCTTCTGGTTTTTGCAGACATCCACTACTCCCCAGCTGATTACACCAAC 
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TTGAATGAAACGACTTCTCTTGTGAACTATCAAGGGGCCGCCAGAATCAC 
CTCTGCAAGTATTGGGGTCAGCATAGGGACTCACTCCTCCAGTACCTGCC 
CG 

>Sequence 4002 

aggtacacatcaaacacttcattgcctaaatgcagggacatgcttccatc 

tgaccacttgactatccgagcattgctttctttaatttcatttccttctt 

catctcggcgtatcctccatcttatnagtattttctacccctttaattnt 

aaccctggttctanccttcttcatccagcatttcttcatcttcaaattca 

tcttcataatactgaagatcaaaaggtctgggctctacactgagaaagtt 

gggcagtttaacaaaatataagtcgtttcctaaatcagtgtttactttgg 

gtatntctacttctattctggtctcaggaattggctcctcttcctgttga 

tcctgaggcaatccattttcatcaacaggctrgcctggagtaggtggttt 

gtcttctccatcactccctgaagagatatcatctgcacctccaaataaat 

ccatggttccactattatcttttggcacctcaatgtcactatccgcttct 

gaatcagatgcaatcgcattcitgcgtttcatttcgaaaaacrtcatctt 

cactatcactgcctcttgcagattctgatttatgatcctggtccctctta 

ttatctgaagcctgtgttcttcatctgaggcctgggck:tttcatcatcag 

aaatttgcattttctcttcatcagaacagctggggtggttcttcatcaac 

agaattcttgttctcatcatcaatatcagaaagctac 

>Sequence 4003 

ACGTACTTTATTCIU"lU"riM-I"IU"lUU"IU4ATTCCGCTGAAAGTGGTTACT 

TTATTGGTTGGGAAAGGGAGAAGCTGTGGTCAGCCCAAGAGGGAATACAG 

AGTCCCTAAAAAGGGGAGGGCAGGTGGGCTGAACCAGATGCAGGGCCAGG 

CAGAAA<nTTCTTTCCTCACTGCTCAGCCTGGTGGTGGCTGGAGCTCAAA 

AATTGGGAGTGACACAGGACACCTTCCCACAGCCATTGCGGCAGCATTTC 

ATTTGGCCAGGACACTGGCTGTCCCCCGCGTACCTTGACAAAAAAATTCT 

AAGTTGTACTTTCATACGTAATTTTCTACATTAAAACTTATCAGTCGTGA 

ATTTTAACTCGCGCTTTATTTTTTTAATTTCTAAAA 

TTrATAATCTTATTT<nXjGTATGCGGATAATTGTAATTA'I"l"ri''rrATCAC 

TATTGTATATTCAATCGTTAGTATTTTCATAATTACTTTCTAGCGAATGT 

TTACCTTTCTATCTTCTCTAATCTCGTATAAATTCTCATTATTAAATAGC 

TATATTGTCAAAACCGAAATTCATATTTGGAGGAATCGCGTATTCCTTCT 

TATGGAATTTCTGTAAATAGACGTTTCGTGATACCCGAATTTGATTATTT 

CTATATACTGCAGAACTTTAATTCGTCTATAAGTGCAGAACTCTACAATT 

AATATATCTGGAAATATCTATATTTGCGCAATATTCTAATTACGTATGAA 

TTCGGGTACCCTGCTAATCGGGGAATTCCGCAAATTTACTTTTCCTGAAT 

TCACAATTTCCTTAAATCGACTTAATCAAAAATATTCTATAATTCACATA 

TCTTCGAAATCTCACTATTCTGTAAATCGCCCAT 

>Sequence 4004 

AGGTACIllll 11 riUl^rriU-rilUTriMGTTTGAGACAGAGTTTCACT 

CATTGCCCAGGCTGGAGTGCAATGGCGCAACTGTGGCTCACTGCAACCTC 

CACCTACTGGGTTCAAGCAATTCTCCTGCCTAGCCTCTGGAGGAGCTGGC 

ATTACAGGTGCCGCCACCATGCCCAGCTAATTTTTGTATTTTTAGTAAAG 

ACAGGGTTCCACTATGTCGGTCAGGCTGATCTTGAACTTCTGACCCCAAG 

GGAACCAACCGGCTTGGGCTTCCAAAGAGCTTGGAATACCGGTGGGAGCC 

AACATGCCCAGACAGCAAACAAGTTTAATTTCACTGTGAACTTGGGGCTC 

TTTGAAAGCGAGCTCTTTCTTTTmGGGGGGGGGACCAGTCTCTCTCTG 

TTGGCCAGCCTGGAAGGCAAGGGCTTGATCTTGACTCATTGCAACCTGTG 

TTTCCGGGGCTAAAGCAATTTTCCTTCTTCAGCCTCCCGAATAGCTGGGA 

TTACAGGGGTGGCCCACTTGCGCCGGGATAATTTAAGTT 111 1 AGAGGAA 

AGAGGGGTTTAACTATCCTGGCCAGGCTGGGCTTGAACTTCCTGACCTTA 

GGGAAACCACCCGCCCTGGCCCTCCAAAAGGGCTGGGATTATTGGGGTAA 

ACCCACCGGGCCGGGCCGGTTTAAAAACAAGGGAACCCCCGGGCTTGAGG 

AATTAAATTAAACTTTATTAATCCCCGCACCTTAGGGGGGGCCCGGACCC 

AGTTTTGTTCCTTTAAAGGGGTAAAAGCCCCTTGGGGAAATAGGGCAAAG 

TGT 
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>Sequence 4005 

CCGGGCAGGTACTTTN ITTTI I TTTTTTTTTTTTTTGAGACGOAGTCTCG 

CTCTGTCGCCCAGGCTAGAGTGCAGTGGCACAATCTTGGCTCACTGCAAG 

CTCTGCCTCGCGGGTTCACGCCATCCTCCTGCCTCAGCCTCCTGAGTAGC 

TGAGACTACAGGTGCCCGCCACCACGCCCGGCTAATTTTTTATATTTTTA 

GTAGAGACGGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGAC 

CTTGTGATCCGCCCGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGCGTG 

AGCCACCGCACCCGGCTGGAGGAGTATCTTAGAAAGGCCTGGACTGGGTC 

CTCCCCAATCCCTCAAGGGAAAAGCAGAGACTAAATCAGCATCACCCCAC 

TTACGTGGGTGAGAGATAGGGGCGGGGCACCCCACCCTCTCCACCTATAA 

CCTCCGCGTACCT 

>Sequence 4006 

AGGTACTCTCTTTCTCTTTTTCTTGGTTGCTGTGAAGGAAGTCAGCTGCC 

ATGCTGAGAGCTTCCATTGAAGACAGAAGTCTTCCTTCTAAATGCCACGT 

GAGTGAGCATGGAAGTCAAGCCATGCAATGACTGTCACTCTGGCTAGCAC 

CTTGATTGCAATCTTCTGAGAGGCCCTGGTCCAAAGTCACCCTGCAAAAC 

CAATGCCCAGAATTACTGACATATTTATTTCAAGCTAATAAATTATAGGC 

GTA ATTT GTAATATGCAGAAATAGATCACTATTACGTAGATCAAATGAAA 

AGATTTTCCAATGTGCAGAAACTACATAAATTCTNTTCTTACAGGACAAT 

CTTATTCTAATCAATAACATTTGCTTTTAAGGCAGATAATCCTCCAAGTT 

TTCTAATGATATCTGAAACTATTAACTGATTCTGTGAATTATGAAATCTG 

ANAAGGAATTGGAAGTTGCTAAAAATCTATCATTTGCATTGACCAGTGTG 

AAGCACAGTGGAATGAGAATGCGTGCCCTGACACCAAAGAAAAATAAGTG 

ACT GAAA AGCTGAACAATCACCGGCTTCAGTGACATGGAACCCAGTGATT 

GGATTTTGACGAGTATCGGGTGACTTTGAAGTGGTCAAGAAACCACCTTT 

TAAGAACAATGTCCAAAAAGGTGAAAACAAAGAGCAACCAAAGAAAAAAG 

ATTCATATAATTGCACAAAAAGGATGAGGAAATTGTGATAGGTTCCTTGC 

CC 

>Sequence 4007 

AGGTACTGGGAGTGATCACTAACACCATAGTAATGTCTAATATTCACAGG 

CAGATCTGCTTGGGGAAGCTAGTTATGTGAAAGGCAAATAGAGTCATACA 

GTAGCTCAAAAGGCAACCATAATTCTCTTGGTGCAGGTCTTGGGAGCGTG 

ATCTAGATTACACTGCACCATTCCCAAGTTAATCCCCTGAAAACTTACTC 

TCAACTGGAGCAAATGAACTTTGGTCCCAAATATCCATCTTTTCAGTAGC 

GTTAATTATGCTCTGTTTCCAACTGCATTTCCTTTCCAATTGAATTAAAG 

TGTGGCCTCGT7TTTAGTCATTTAAAATTGTTTTCTAAGTAATTGCTGCC 

TCTATTATGGCACTTCAATTTTGCACTGTCTTTTGAGATTCAAGAAAAAT 

TTCTATTCTTTTTTTTGCATCCAATTGTGCCTGAACTTTTAAAATATGTA 

AATGCTGCCATGTTCCAAACCCATCGTCAGTGTGTGTGTTTAGAGCTGTG 

CA CCCT AGAAACAACATATTGTCCCATGAGCAGGTGCCTGAGACACAGAC 

CCCTTTGCATTCACAGAGAGGTCATTGGTTATAGAGACTTGAATTAATAA 

GTGACATTATGCCAGTTTCTGTTCTCTTACAGTGAATAACAATGCCTTTT 

GTGCACTACATACTCTTCAGTGTAGAGCCTTTGTTTATGGGAAAAAGCTC 

AAATGCCAAAATGTGTTGATGGATTAATATGCCTTTTGCCGAGCATACTA 

TACTGATGGGACTGGTTTGTCGAGCTTGGTTTGTTAAAGAAACACACTGN 

>Sequence 4008 

CTTGACGCTCAATGAACACTACANGGCGAATNGGATGGCCACCGCGGTCG 

CGGCCGCCCGGGCAGGAACTrrri-ll^lNTATACATCCCTTrTTGGCAGA 

GATTTGGTCTCACTATGCTGCCCAGGCTGGTTTCAAACTCCTGGGCTCAA 

GTGATCCTCCCACCTTGACCTTCCAAAGTGCTGGGATTACAAGTGTGAAC 

CACTGCTCCCAGCCTGGGGAAGATTTCTTAAAGTGTGGTAAATGAAGTTA 

AATTGGGCCAGTCCAGAGCCTCCACTCTTCCCTGCCCCAGCTCACAGATA 

TAGGCAGGAAGTCTCACACCTTCAGAGGGGACACTTCCTCCAGGGAGGCC 

TCCTGGTTGAATCTAGGCCACAAGGAACATTTCTATCTTCCCCATGCCTA 

GCACCAACTGTTCATAGAGTCCAGACCCTGTGGCCTAAGGAGGCCCAAAG 

AGTTGTGGGAATCTGACACACACTGCCTGGCAGGCGGCCTGCTGCCCTTT 
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CCCCGCGTACCT 
>Sequence 4009 

CCGGGCAGGTACGCGGGTGTTATTGAAAATTCAGCAAAACATAGGTGTGA 

TTGCAGCATTTACAGTTGCAGTCCTTGCTGCGGGTATCTCCTTTCATTAC 

TTCAGTGATTAGGGTGAGGCACAAAGAGTTTCTTGATCATCCAGAGAACA 

TTGACAGACAATTATGAATAATAAAGATGTTAACAATCCATCTGTATTTA 

AAACACTAGCAGCCAGATCTGCTGCCATGATGCCTATTTGGTGTGTTTCT 

GATTAAAATGAAATCACAAGCTGCCTTGTTTAGCCTGCTTTACATTGTAG. 

GTGGCCCGCATTTCCAGAAATAAACGTTATGCATCTAGATGGAAGCTGCA 

TGTAACAAATCATTAATATCTATTTTTAAAAGCTTCAAAATGATGGGATA 

TGATCATAGATTTTAGTCTTACTAATCTGAATCACATATTAATCAGGACA 

TTATAAAACTTTAACAGAGGCATGATGGCTCACACGTATAATCCCTAATG 

CTTTGAGAGGCTTGAGTAGGAACATCACCCGNGGCTGGGAAGGGAGTTGG 

AGACCACCCTGGATGACATAATGAGATTCTGTCTCTACTGGAAAAAAAAA 

AAATTAGCTGGACATGGTGGCAATCAGCTTTAGTCCCAACTACTTGGAGG 

GCTGGAACCGGAAGATCACGTGAACCCCAGAATTTTGAGGCTCGCACGAG 

CCATAAACCCATACTTGGCCTTGGGCCGGTTTAAAACCAGTGGATCCCTC 

CGCTTGCAGAATTCAATATCAACTTATTCATACCCGCCAACCTGAGAGGG 

GGCCCGGACCCAACTTTTG 

>Sequencc4010 

CCGGGCAGGTACGCGGGAGTCCAAAGGCATCCCGCCTTCTGTGCAGACTC 

ACAAGTCCCTGTGGACGGAATTCTTGAAGTGTAGCGCCGCTCAGTCCTTC 

CACCGGAAGTGTCCGATCGGAATCAGCCCTGTCCGAGAGATGGCTACAGA 

ACCAAAGAAAGCTGCAGCCCAGAACTCTCCAGAGGATGAAGGACTTCTGA 

TAGTGAAGATAGAAGAGGAAGAATTTATCCATGGGCAGGACACTTGCTTA 

CAGAGAAGTGAACTCCTTAAGCAGGAGCTCTGCAGGCAGCTTTTTAGGCA 

GTTCTGCTACCAGGATTCTCCTGGACCTCGCGAGGCACTGAGCCGCCTCC 

GGGAGCTCTGCTGTCAGTGGCTGAAGCCAGAGATCCATACCAAGGAACAG 

ATTCTGGAACTGCTGGTGCTAGAGCAAGTCCTGACCATCCTGCCCGGAGA 

TTTGCAGGCCTGGGTACCT 

>Sequence4011 

AGGTACGCAGGGAGGAAAAGGTCCCGGAGAGCTGAGCAGTCAAGATGTGT 

GACTTCACCGAAGACCAGACCGCAGAGTTCAAGGAGGCCTTCCAGCTGTT 

TGACCGAACAGGTGATGGCAAGATCCTGTACATCTGGAACGGCCACGCCG 

TGATTGGGAAGCAGCCGAAACTCACGGATGGGATACTTGAGATTATCACT 

AAGGCTGAAGAGATGCTGGAGAAAGGCCCAGAGAACGAGTACCTGCCCG 

>Sequence4012 

CCGGGCAGGTACTTTN , l"IUU"riUl"Jl w l*ri"rrrri'GTTGGGTACCCACTCT 

GGAATCATTGGTGGGACAGAGTTAGGAGAGAACCAAAACAATTTATCTTC 

TGGGATATTGTAGGATGGCTGAATGGTGGTTAGGTGAAAGTTATTTCCAG 

AATCCTGAACTGGAACCAAGTTTTATTTTCCCTCAAAAAAGGGTGAGAGA 

CCATATTATATATTAGCTAAGTTGTGAGATTCATAGATGCTTATTTTAGG 

TCAACTAAAATCCTAATCACCATTTACAACATCTCTCTATGAAGAAACAT 

CCTCCAAATTTGAAACAAATAACTTATAAACATTTTGTGATCTAATCTGT 

TCATAAATTAGTTATTGCTCTGCTCTGGCATAATAGTTAATAAAAATTCA 

AAGCTGACAGCAATTTTTGGCATAAGGGGTATCTATAAGTTTCTGCCCCT 

AAGTTTTTCTATTAATAAAAATCGTTGAGTTAGCTAGCCCAACTAACCTG 

GGAGGCTGANGGCTCACTGAGCCGAAAATGCACCACTTGACCTCACCCTG 

TGCAACAAAAGCAGACCCTGTCTTAAAAAAAAAAAAAAATTCTATAAAAA 

CGGGTACTTT 

> Sequence 4013 

ACTACAGAGCCCCGAATTAATACCAATAGAAGGGCAATGCTTTTAGATTA 
AAATGAAGGTGACTTAAACAGCTTAAAGTTTAGTTTAAAAGTTGTAGGCG 
ATTAAAATAATTTGAAGGCGATCTTTTAAAAAGAGATTAAACCGAAGGTG 
ATTAAAAGACCTTGAAATCCATGACGCAGGGAGAATTGCGTCATTTAAAG 
CCTAGTTAACGCATTTACTAAACGCAGACGAAAATGGAAAGATTAATTGG 
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GAGTGGTAGGATGAAACAATTTGGAGAAGA 
>Sequence 4014 

AGGTACT7"ri"rri"rrril'ri"l"l"l"l"rrCTCTAAAGAAAAAACTTAATGACC 

TTTCAAAATGAATAGGCCCGATTTATGATAAATGATTAGTTAACAATTGA 

AG I n i 1 TAG 1 Tl CIH'I^TTTCnTGGGAAACAAAAAATACTCACTTTTAT 

TATTAAGCCCATAATATTTGGTAGTAATACAAATATTTCCTAGTGGCTCC 

CATTCTCTAGCAGCAAGTCAAACAGCCTCAAGAGAAAAGTATTAAAATTG 

TGCTATTATGACATAGCAGATAATCTGGAATAAAACAAATCCCTCTAGGA 

TCATTATATCCTAAAAGTTCTTTGCCCCAGTCTTAGAACATGGCACTTTT 

GAGCATGCTAAAATCATGATAAGGACATATTTCTCTTCTCATTTCACACC 

AATAAAGGAGGAAAAAAGCCTTGTCCTATAGGCACCATCAAAATAATCTA 

CCCACCCCCAACTATGCCAGGCTCCTGTCTCTTGGGAGTTCGGGGGCTTC 

TCACTAGCAGGAAAGTATAAGCAGAGAGACCATTAGTTATGACATGGAGA 

CTCTAACTGATCATGCTGACTCACTTCAGGAGCTATTATACTATTAAACA 

GTGTGCTGAAAGCCAATTATCTGCATTGTAAGAATAAACAGCAAAAAACC 

CTTAATTAAAAGGATTGCAAGAATTAACCTGCGGATGTCAAACCCAGTGA 

AGCTACTTTTGCAAAGAAAAACCTGTGAAGGAATAAATCAATTGGGCCAT 

TCCGGAGGGTAAACCGAAAATTCACTT 

>Sequence4015 

AGGTACGATCTTTGCTCACCACTACCTCCGCCTCCTGGGTTCAAGCAATT 

CTCCTGCCTCAGCCTCCCGAGTAGCTAGGATTACAGGTGTGCGCCACCAT 

GCCCGGCTAGTTTTTGCATTTTTAGTAGAGACAGGGTTTCACCAGGTTGG 

CCAGGCTGGTCCTGAACTCCTGACCTCAAGTGATCTGCCTGCCTGGGCTT 

TCCAAAGTGCTGGGATTACAAAATATATGTTCGCTATGCTAGGCAAAGCT 

GTAAAACTTGCATAGCGTCAAACATCATTTTCGGCTCAATAAATATTTGC 

TGAATCAATGGTTGGAACCCATTAAACCATATCTGCTTGCTAAGTTCCCT 

GGCCCGGGTCGGTTCGTTTTTAAAACTATGTGGAATCCCCTCCGGGTCTG 

AT 

>Sequencc4016 

CCGGGCAGGTACGCGGGTATTTTGAGGAATTACGAAAGGTGCTAGTTAAG 

GTGGATGAATATCATTCAGTGCATCAGAAGCTCAGTGCTGATATGGCTGA 

TCATTCTAATTTGATCCGAAGTTTGCTGGTCGGAGCTGAGGATGCTCGTC 

TGATGAGGGACATGAAAACAATGAAGAGTCGTTTTATGGAACTCTATGAC 

CTTAATAGAGACTTGCTAAATGGATATAAAATTCGCTGTAACAATCACAC 

AGAGCTGTTGGGAAACCTCAAATCAGTTAAATCAAGCAATTCAAAAGAGC 

AGGGTCGCTCTGCCGGGTTGGGAAAACCCAAAGAACCCAGGTGGATTCAC 

TGCmGTTCGGGATGGCAATTTCGAAGCAATTACCATTAACCACCACTG 

GTTCAAAAA 

>Sequence 4017 

AGGTACAAGAGGACCATCCTACCAGTGGGGCCACGTCTCAACGGTTTATC 
CTTCA CTCA TTTTTCTGCACGTCATCCTGAGGTAAACCAATTTTAAATGT 
GTTTGTTTTCAGTAAACCAGCTATGACAATTTATACTAAACAAATTGAAC 
TAGAACCCATTTGAATAGGTTTTGAATTTGTTTTT^ 

AATACAAAAGGCCTGAACTGTGCTCAATTCGTCAAAGCTGCAATGCATTG 

AAAAAACTGTGCCAGCCCCACCCCGCGGTACCTTGCCCCGGGGCGGGTCG 

TTTCTAAGAAACTAAGTGGGATTCCCTCCGGGGCTTGCCAGGGAAATTTC 

GATTATTCAAAGCCTTTATTCGGATTACCGGTCCGAACCCTTCGAAGGGG 

GGGGGGCCCCCGGGTTACCCCAAGACTTTTTGGTTTCCCCT1TTTAATTG 

GAAGGGGTTG 

>Sequence 4018 

AGAACACGAATTTTATCGCCCACTGGGCAGGCAGCCC 
>Sequence 4019 

' CCGGGCAGGTACl 1 fll Mill 11 1 HT HT l Tn 1T TTGGTTTGTTTTG 
TTTTTGTTTTTGTTTTGCAGCCCCAGGAGTTTTAGCCAATTCAGATGCCT 
TGCTCCCCACAATTTGGAACATTCCTTTGGATTTGACCAAGTCAGGAAGA 
GATGGGAGAAAAGTGAATCAACCATAATACCCCAAACATAAACCAAAAGA 
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GTTTAGCAAAAACAAAACAAATGGCACAAATTTCAATATTGATTTAACTG 

GAGTGTTTCTTAATGGGTAAGGGAGGGGAATTAAAAAGCCAGCTTGGGTG 

GGGTAATTXHTTAAAATTTTTAGGGCATTTAAAACAAAAAATTTTTTAAA 

GACCAAAAACCTTTTAATTTTAAGGCTTACTTTAACCTGGGAAATTAAAG 

GGGCTTAAAACCTGGGGGGGAATCATTTTTTCTGGGCCATTTTTTAAAAG 

GGTGGGGT 

>Sequence 4020 

AGGTACACTTTCACTGAGTCCAAAATTAGGAGCAAAAATACAAAGGTTCA 

CATTGGTCTTAGGTAGATACAGGCGAAAAAGGATTGAGCTGTTTAGCTCA 

GAAACAACAAAAACAAAGTTTCTAAAGCACCACTAAATTATATAAAAATC 

AGACCATGG ACGG ATTGAAACTGGTATTCTGGTGAAATACTTTACTATTT 

TGTAAAAAGTTT TACA AAAAATTACAAATTAAAAGTATCAACCCTCTGAG 

TTCAAAGCAGCATTTTGAAAATGAACTGGTAGTTAATCCTGTAACCACCC 

TTAGAGTTGTAAGTGGACCTTGAGAATAGGGATGGATGGGTTCCCCCTGT 

CTGACATNCTCGAAAACCCTTCTAAACTCCTTGCTGTCCCCTTCCCCGTA 

ACACTGTNCTTTGGGAATAAACTGTNCTTTTGTAAGAGTGGTGACCGGTA 

AAATGAAATTGAGAACCCGCGTACCTGCCCG 

>Sequence 4021 

CCGGCCAGGTACTTCCTGTAATTGACAGCCTTGCCTTGTTCCTCATGGCA 

TCATTCAAGGTCATCTTAAATGAGAGAGGAGGGAAAGAAAGAAAAAGAAA 

TCATACGTTATGGTTTTCAAATGCATCCAGAGGAAAGGCAGGGTTGTTTT 

TGAAAAGTTTACTTCTATCTGAAAGCTTCTAGCAAATGAAAGCAAACAGT 

GCAAAGCTGAACTACAAATAATAAAGCACAATTATGGCAGGAATCTGTCC 

ACATTCACCCAAGCTACTGTGCCATTAAAGAGGGAAATAGACAGTTGAGC 

TGCAGGTTAGTCACCAACTGGGAACATGGAAGAAACGTCACAATACATAC 

ANGGATGATTCATTTGCCCACCTTTCTTTATTAAAAAGAGCTTTAAGGAC 

CGCAACAAGAAAGCTTAAACGTGCACTTAAAAAGTTTGTATTAAGAGCCT 

CGTGTCCTACCCCCTAAAATTTTAACACCTTCCGATGCCATATTACGTGG 

TAACCTTTCTTATAAGTTGCAAAAATTCTGTGAAATTCTTGCAAGGAAAG 

ATGGGTTTAATATTCTGGGGCATTCTTTTGCCAACTTTCATTTCGTTTCG 

GCCTTCGCCCTTGACCTTGTAACCAAACTCATTCAAAGCCACCAAGCATT 

GCCAAACCAAAGGCCCCCGACAAGGATGTANAAATCTTCCAACACCGTTG 

GCTCAAACTGAAGGCACTTGTCITrrCCCTAAAGATGTTTTTGAAAGAAG 

TTATTAGGAAAGCAACTTGGTGATTAAAGAAGACAGGCATGTCCCATACC 

TTTATCCCGGACCAACTATCCCACCGAATGCTTTGTATTTGA 

>Sequence 4022 

AGGTACCTACGAGGGTGAGAACACAGTGCTCTACCTGCAGGTGGCCAGGT 

TCCTGGTGAAGAGCTACCTGCAGACTCAGATGTCCCCTGGCTCCACGCCA 

CAGAGATCTCTCTCTCCATCTGCGCATATCTCACCGCACCTGACCTGGCC 

AGGTGTCCAGCCCAGAGGGCAGCCGACTTCCTCTGCCCGGAGCTCTACAC 

CACGGCCTGGGCACATGTGGCAGTAAGGCTCATAAAGGACTCAGTGCAGC 

ATTTACAGACGCTGACGCAATCCGGAGCTGACCAGCACGAGGCTTGGAAC 

CAGGCCACTGTCATACACCTCCAGGCTGCTAAGGTGCACTGCTACTATGT 

CACTGTGAAGGGTTTTACAGAAGCTCTGGAGAAACTAGAAAATGAACCAG 

CGATTCAGCAGGTGCTCAAGCGCCTCTGTGACCTCCATGCCATACATGGA 

ATCTTGACTAACTCGGGTGACTTTCTCCATGACGCCTTCCTGTCTGGTGC 

CCAAGTGGACATGGCAAGAACAGCCTACCTGGACCTGCTCCGCCTGATCC 

GGNAAGATGCCATCCTGTTAACTGATGCTTTTGACTTCACCGATCAGTGT 

TTAAATTCAGCACTTGGGCTGTATGATGGAAACGTCTACGAACGCCTGTT 

CCAGTGGGCTCAGAAGTCACCAACCAATACTCAGGAGAACCCTGCCTATG 

AG G A ATT ATA AG ACCACTTTAC AAAGTTGG AG ATC A AGCTATG A A ATACC 

AACAGTATTCAAGAAACAACCGCAACATTCTGTGAAATGGTACTTGCCGG 

GCGGCCGNTCTAGAATN 

>Sequence 4023 

AGGTACGCGGNGATCCAGAATACATTTCCAACAAGAGCACTGGCCAAGTC 
AGCTTCTTCTGAGAGAGTCTCTAGAAGACATGATGCTACACTCAGCTTTG 
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GGTCTCTGCCTCTTACTCGTCACAGTTTCTTCAACCTTGCCATTGCAATA 
AAAAAGGAAAAGAGGCCTCCTCAGACACTCTCAAGAGGATGGGGAGATGA 
CATCACTTGGGTACCTGCCCG 
>Sequence 4024 

AGGTACTTTNTTCTTT C ri TTTl rTA TTATATATTAATAAAT T T TTTT TT 

tn t i r i'i'i 1 1 1 rrrnci r in 1 rn i 1 1 nri i tigcttcctcttttt 

TTCTTT1 1 1 n l i ri l lTnCTTCGGCGGGGAAAAGGACCCCrrrrrrCG 

GAAAACCCCCCCCCCAAAAAATAAAATCTAAACAAAAAACCTCCCCGGGG 

GACAAAGGACCAAAAAATTGTAAAAAAAACTGCCGCTTAAAAAAACACCC 

CGGGAAAGGGGGGCCCCAACCCTTTACTCCCCGGGATTTTAAAAAAATAA 

GAACCCCCCCCGCCGGGGGAAACCCAAACCAAACCTTTTAAACCCCCCCA 

CCCCGAGGGGGGGCCCCCACCCCCATTTTTTGCCCCTTTATGGCKjGGGTA 

AATTCCCCCCTGGGAAAAATAAAGGCCAAATGCTTTCCCGGGAAAAAAAT 

ATTTACGCTTAAAAATCCCACACAAAATAAGCGCGCTGACAAAAAATAAA 

ACACCGGCGCGCCCTCCACGGTGGCCCCCCCCCAAATAAATGGGTCCCCC 

CCCTCCCCCCCCTTTCCACAAGAAAACACTTAGGCCCCCTTTATTATTAG 

AA ACACAC CCCCCCGCCCGGGGAAAGCATTTTTCTATTTAGCCCTCTTTC 

CCCT 1 'I' l'I'AGC TG AAAAAAATCATAG ACACGCGGG ATTGTGGGGAGCGCG 

AGGATTTTTTCTCCCCACAAGGGGGAATTGTGTCTCTCACCCATTTGGGT 

GACCCCGCGAAAAAAATGTTGGCTACAGGCCCCCAAAAGGCCCCAACCCC 

AAAAAACCCGGTTTC 

>Sequence 4025 

AGGTACT1 1 1 1 1 1 1 III ri-l-l l Tl'lTrrnGGGCAGCTAAAATCTAGGAT 

GGTGTTAAGTTTCrrcATTTTGTCAATTATATATAAAAAATTAGAAACAA 

CATGAATCTGCATTTCTTGGATGAGATAGTAATAACAAACTATTTCTCAA 

TATTTGTATACTAAAAACTAGTGAAGGTGTTATGTGTTTCAGTATCTTAT 

CTCTTATTTGAACATGGGTTTCTGAAAGGAGCCTATATAATAATATAAAT 

GGTATGTAGTAAATGAGGCACTGTCTTGGCTGGGACTGCTATAAAAAAAT 

TACCATAGACCATTGACTAAACCACAAACATATACTTCTCACAGTTCTGG 

AAGTTGGAAAGCCAAGATGAGGATGCCAGTATGGCTAGCTTCTAGTGAGG 

GTCCTCTTGCAGGTTGCAGACAGCCGGCTTCTTGGCTCCTCACATGGCAG 

GAAAAAAGGTGCGCAAGCTCTCTGGCCTCTTCTTACAAGGGCATTAATTA 

CCTTCTGAAGG CTCCAC CCCCAAACACCATCACATTGCTGACTTCCATTA 

ACTTCCTTGTCATTTTTAATGCCCGCGTACCTGCCCCGGCGGGCGCTTGA 

AATGGGCGCTCTTNCGCTTCCTCGCTTACTGACTTGCTGGGCTTGGGCCG 

TCGGCTGCGGCAAGCGTATTAGCTCACTTAAAGGGCGGAATACGGTATTC 

CACGAAATAAGGGATAACCCCGGAAAAAACTTGTAACAAAAGGCCACCAA 

AGGGCAGAACCGAAAAAGGCCGGTTGTGGGGTTTTCCATGGG 

>Sequence 4026 

AGGTACGCGGGCAAGTGAACATGCCTGCAGATTCATTTGAATCTCCATTG 

ACGCTAGCTGCCTGTGGAGGACATGTTGAATTGGCAGCTCTACTTATTGA 

AAGGGGAGCAAATCTTGAAGAAGTTAATGATGAAGGATACACTCCCTTGA 

TGGAAGCTGCCCGGGAAGGACATGAAGAAATGGTGGCACTACTCTTAGCA 

CAAGGAGCAAATATAAATGCCCAGACAGAAGAAACTCAAGAAACTGCTCT 

TACTTTGGCTTGCTGTGGAGGATTTTCTGAAGTTGCAGACTTTCTTATTA 

AGGCAGGGGCTGATATAGAACTTGGCTGCTCCACACCTCTGATGGAGGCA 

TCTCAGGAGGGACACCTGGAATTGGTTAAATATTTGCTGGCTTCTGGCGC 

TAATGTGCATGCTACAACAGCAACAGGAGACACAGCCTTAACCTATGCTT 

GTGAAAATGGACATACGGATGTTGCAGATGTTTTACTTCAAGCAGGGGCT 

GATTTAGAACATGAATCTGAAGGTGGAAGAACACCTTTGATGAAAGCTGC 

AAGAGCTGGTCATTTGTGCACTGTGGAGTTTCTTATTAGCAAAGGTGCCA 

ATGTTAACAGGGCTACAGCCCATAATGATCATACAGTAGTGTCCCTTGCA 

TGTGCAAGAGGCCACCTGGCAGTTGTTGAGCTTCTCTTGGTTATGGGGCT 

GACCCTACTTATCGACTCAGGGATGTTTCAACAATGCTTAATGAAGCTTG 

AAAGGGGGGCCCTAACTAAGGAGTTCTTAATTTGTGGATATCCCAAAATG 

>Sequence 4027 
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AGGTACATTGTAGGATGCTTACCAGATCCTGCCCACTAGAGGCCAATAGC 

ACCTCATCATCATAGCACXrCTTCCCTCAGTGATAATAAAAAATGTCTCC 

AGACATTGTTTAAGTTAATAAATGTGCCCAGAGCCCAGGCACAGTGGCTC 

AGGCCTGTGATTTTAGCTCTTTGGGAGACCGAGGTGGGTGGATCACTTGA 

GGCCAGGAGTTCCTAGAACGTTCCTCTGTCAAAAGACAAAATTACAACAA 

TTTAAAATCTAATTGGCTGTTATTGGCCATTCTAGAATTGGTTGACATCT 

CATTCTATGAAATACAATGAGTGCTCTTCAATAAGCTGAGCAGAGGGGGG 

TTAGCTTTATTGGCAGAAAAGGGCTAAAGAAAACAGAAAAAGAACAAAAA 

GTGATTGGTTGTTTCAAAGTTACTTTCCTTAAAGAGGTAAAGCACAGAGG 

ACCC CCCTA TCATCCTGGCTCAGGTAACGGTGGTGGCACTCCACATCAGC 

CCTCATTTTACACGGGAAGGTAGTTGCTATTTTAACAGGATTCATGGCCC 

ATAAAATATTAATGATGCCTTTAGGGGTCAATGCATTAATTTAATAGGGA 

TTATTATAAAAATGG A ATTTAATTTC 1 11111 1 GGAGGGTGTCTGGGGCA 

TTGTAAATAAGGAAACTCAATGGTTGGCCCTGCCCGGGCCGGCGTTTTGA 

ACTGTGGATCCCCCGGCTGGAGGAATTAATTTAACTTATGTTCCGGCCCC 

CTCGAGGGGGCCCGGAACCAACTTTGTTCCCT 

>Sequence4028' 

CCGGGCAGGTACCAACTAACCTCCCGCTCTTTATCTCCCCAACCTTCCCA 

CTCCCCAGCCTCTAGTAACCATTATTCTCCTCTACCTGTGAGTTGATTTT 

GACCTCrCACATAAGAGAATGTGGCAGTATTNTGr i 1 1 f CTGGTGCCTGG 

G>nTATTTCATTTAACCATACTGTCCTCTGGTTCCTATCCTTGTTGTTGC 

AAACGACAGGATTTTGTTCTTTTTTATGACTGAATAATATTCCATAGCCA 

TATACATACCATGTTTTCTGTATCCATTCATTCGTTGATTGGCAGTAAGG 

TTGATTCCATATCTTGGCTGTTGTGAATATTACTGCAGTAAACATAGGAA 

TACAGATATCTTTTCCATATACTGATTTCCTTTGTTTTGGATATATACCC 

AGCAGTGGGCTTGCTGGATCATATGGCAGCTCTGATTTTAGGTTTTTAAG 

GATGGGTTTTTTTTTGCAATCAGAATAAAAATTTTCCATGTATAAGATCA 

GTGTC TTTG AA CTTTGTTTATATCCTTTGCCC A 1 ' I" 1' 1'1'CTATTGAGTTCT 

TTTTTCTTTTTGAGACAGGGTTTATTGCCCAGGCTAGAATGCAAGGGCAT 

GAACACAGCTCACTGCGGCTTTGATCTCCCGGGCTCAAGTGGTCCTNCCA 

TGTCAGCCTTCTCATAACTGGGACTAGAGGCACATGACATCATGCCTGGG 

CTAATTCTTGATATTTTGGGGAGATGGAGTTTTCCTTTTTGCCCAGGCGG 

TCTCCAGGGCCTGGCCTAAAATGGCTCTTTGCTTGACTTCCCAAGGG 

>Sequence 4029 

CCGGGCAGGTACGCGGGTCTATATAAATCCAAGACAAGCAACAAACCCTT 

GATGATTATTCATCACTTGGATGAGTGCCCACACAGTCAAGCTTTAAAGA 

AAGTGTTTGCTGAAAATAAAGAAATCCAGAAATTGGCAGAGCAGTTTGTC 

CTCCTCAATCTGGTTTATGAAACAACTGACAAACACCTTTCTCCTGATGG 

CCAGTATGTCCCCAGGATTATGTTTGTTGACCCATCTCTGACAGTTAGAG 

CCGATATCACTGGAAGATATTCAAATCGTCTCTATGCTTACGAACCTGCA 

GATACAGCTCTGGTGCTTGACAACATGAAGAAAGCTCTTAAGTTGCTGAA 

GACTGAAATGGAAAGAAAAAAAATCTTCAAGCCCTTCTGTCTGGCAGGCC 

TTGAGACTTGGAAACCAGAAGAAGTGTGAAGAAGACTGGCTAGGGGGGGA 

AACATTGTGAACACACTGATTAGGTTATGGTTTAATGGTTCAACAACTAT 

TTTTTAAGAAAAACAAGTTTAGAAAATTGGTTTTAAGGGGACCTTGGGTG 

AAAACAAAATTGTGTACTACCCTAGTGGGGCCTGAATTTTCTAAAACAAA 

AAAATAATGGTTTGGGGGGGTTCTGATTTTTCCAAAAAGTCAATACCGCA 

AAGCTCATTTAGGGGATCAAGGCATATAAAAAGTGTCCCTGGGCCCTTTA 

AAAAAATGAGACCCCCGGGTTTTGGAAACCCATTAACCGGGGGGGCCCCC 

GACCCAAGGTGGCCCCTACACCGCCTTTTCTCCTCTGGAGCACCCCC 

>Sequence 4030 

AGGTACTGGAAAGATGAACTGATCATATGGAGATGTCAGCCTTGTAAATC 

GAAAATAAAATTCTAAGCCCCCCAGTCAACTGAACAGACTTTCCTTTTGG 

CCAAAGAGATCCCCCAAAACCTGAAAATAAACTAGTTCAGGAAGGCAGGG 

GGCAGGGGCGGTTGGACATGTCTCATTACACCCTCTTCCCTCTGGAGGTT 

AGACAAAATTGACTAGTGTTAACATTAAAATAGAGATCTTAAGGACTGAC 



Page 677 
of 685 of Table 3 



WO 01/51628 



PCT/US01/00798 



Table 3 



AAAACAGACTCTGTAGCAATAAGACACCAAATTCCAACCTGATTCTAGTG 

TAACATCACATGACAGATAGTGGGTCCTAAAGGAAATCAAAGTATTTTGC 

TCCAAAATATACTTCCCTGACATATTTTGAAATGGGCCTGAAAAGCTATC 

T CTTG CGGNGGAAGTTATATTCTATAGAGACTCTCCTTCCCCTACGAGGT 

CTTTTCAGGAGATTNTGACATCTTTTAGCTCTAATAAGAAACATGCACAT 

CTATTCTCTCTGAACTCTGCTACTTGGAGGCTTCATCTACATGACAGGAA 

CCTTGG TTTCC ACAACTCGACCTCTCTTACCTTACCTTAACTCAAGCTGA 

CTCAACTTTTTCAAGAAGAGCTTAATTCTTTCAACCCATTGCCAATCAGG 

GAAATCTTTGACTCCACCTATGACCCTGGAGGCCCCACACTCTACCCGGC 

TTTGAGATGTCCCACCITTCCAGGCCCGACCAACATATACCTTACATATA 

TGGAATTAAGTCTTTGCCTGAACTTCTGTCTTCCTAAAAGTATACAAA 

>Sequence 4031 

AGGTACTTAACTAGGGTTAGCCGAGGTCAGGAGGGTGGATGCCTTATTAT 

GGGATTAGTGCCCTTCTAAGAGGGACAGTAGAGGGCTTGTTCATGCTCTC 

TCTCTCCATGCACAAGAAAGAGCACACAGTGAGAAGGGAAAGAGGCTCCT 

CACCTAGAACTCTGACTCATGCTGGCACTCGTGATTGGCAGACTTCCAGC 

TCTCCAAGA ATTGT GAGAAGATAAATATCTGTGGTTTAAAGTCACCAAGT 

CTGTGGTGTGTTTTATGGCAGCACAAGGTAACCCAGAATGATGCTTTTCA 

CCACTGGGTGGGCCAGCCTTTCATGGAAGCTGTCAGCTCCTCAGCCCTGC 

AAAAAATGCTTGCTGGTCACTCTCTTTTC 

GGGGTGCCTCTACCAGGCCCTTGACrTCATCCTTTTCTGTCCGAGGGAAG 

GTGAGTAAAGTACCTGCCCG 

>Sequcnce 4032 

AGGTACTGCCAGAAAAACACTGAGAGAAAAACACTGAAATTGAAAAACAC 

TTTCAAT TTATT TGAAAGATAACTTTCAAAGAAATTTTCATAACTCAAAT 

GTGTTTCTTTTTTCCAGAGAAGTATATCAGAGAATTCCCTGGTAGCAATG 

GACTTCTCAGGCCAGAAAAGCAGAGTTATAGAAAATCCCACTGAAGCCCT 

TTCAGTTGCGGTTGAAGAAGGACTCGCTTGGAGGAAAAAAGGATGTTTAC 

GCCTGGGCACTCACGGTAGCCCCACTGCCTCTTCACAGAGCTCTGCCACA 

AACATGGCTATCCACCGGTCCCAGCCATGGTTTCACCACAAAATTTCTAG 

AGATGAGGCTCAGCGATTGATTATTCAGCAAGGACTTGTGGATGGAGTTT 

TCTTGGTACCTGCCCGGGCGGCCGCTCGACCTGCCATAACCCAATACCAA 

ACGCCCCTCTTCGTCTGATCCGTCCTAATCACAGCCAGCCTACTTCTCCT 

ATCTCTCCCAGTCCTAGCTGCTGGCCTTACTATACTACTAAACAGACCGG 

AACCTTAACACCACCTTTTTCGACCCCGCCGGAGGAAGAGACCCCATTCT 

ATACCCAACACCTATTCTGATTTTTCCGGCACCCTGAAAGTTATATTCTT 

ATCCTACCACGCTTTGGAAATAATCTCCATATTGTAACTTACTACTTCCG 

GAAAAAAAGACCCTTTGGATACATAAGTATTGTCTGAGCTTTGATATCCA 

TGGGCTTCCTGGGTTATCGTGGAGCC(XCCITTTTTTCCGTCGGAATTGA 

CTTAACCACAAGCATTTTTACT 

>Sequence 4033 

CCGGGCAGGTACGCGGGTGGATTTGAAGGAGTTCGACTTGGATGCCCTGT . 

TGGGTATAGATGACCTGGAAACCATGCCAGATGACCTTCTGACCACGTTG 

GATGACACTTGTGATCTCTTTGCCCCCCTAGTCCAGGAGACTAATAAGCA 

GCCCCCCAGACGGTGAACCCAATTGGCCATCTCCCAGAAAGTTTAACAAA 

ACCCGACCAGGTTGCCCCCTTCACCTTCTTACAACCTCTTCCCCTTTCCC 

CAGGGGTCCTGTCCTCCACTCCAGATCATTCCTTTAGTTTAGAGCTGGGC 

AGTGAAGTGGATATCACTGAAGGAGATAGGAAGCCAGACTACACTGCTTA 

CGTTGCCATGATCCCTCAGTGCATAAAGGAAGAAGACACCCCTTCAGATA 

ATGATAGTGGCATCTGTATGAGCCCAGAATCCTATCTGGGGTCTTCTCAG 

CACAGCCCCTCTACCAGGGGCTCTTCAAATAGGAGCCCTCCATCTCCAGG 

TGTTCTCTTGGGGTCTGCCCGTCCCAAACCTTACGATCCTTCTGGAAAGA 

AGAAGGTAGCCACCAAAAGAAAGGGGTGAGAAACTGGATAAGAAAGCTGA 

AAAAAATGGAGCAAAAACAAGACCGCAGCCACTTGGTACCTC 

>Sequence 4034 
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TTTTTGACAGGGAAAACAGCTATCAGGTTTCTGGAACATTCTTGAATAGC 

TAATTCCTGGAGTCCTTGTCCTCACTTCTTCTCCTCTGTACCTCACTGGC 

ATTTGCTCCAAGATCTCCTTTTCAAACAACGTCCTGGCACTGAGCTGAGA 

TTTCCAAATGTTAACTCCCTGGCATCCATCCTGTAGGTGCAGAAAGGATT 

CHTCCCTGATTTGCACACAAACCTTTTCATTTCGATGCATATCAGGGTCA 

TCTCGGCTTTGTGCCnTGCCTACAAGGTGGTTTGGAGGCCATG 

>Sequence 4035 

AGGTACITT1 1 1 ITlTiTnTITnTmCTTGGCTGGAGGCGGCTG^ 

CTGCGTAGGCACTATGATAGGTGCTGACTGATACACCGGCTGACTTGGGT 

AAAAAGGCGTrCCTTGCTTCTGGTCGCTAGCTGCAGTGACAGGGGTGCTG 

GCAGCAAGATGAGCGCTCTCCACAGTCCCATAAACCACAGGGCTGTGCTX: 

GGGGACCTGGCTGGGCAGCTGAGGAGGAGTAGGTGTGGACGTGGGTCTTC 

CTATGGGTGGAGTAGGATTTCTGCTGCCACCTCCAGACATAATCTCCTCT 

GTTATGTCTTTACCTCCCTGGTTTGGATCCCGAATTCTT 

>Sequence 4036 

ACGTACGCGGGGGAGGTGAGTCCGGTCCCTTTTGCATCCCTACCCCGACA 

CTGCGGGTTGTCACAACGGCACCCTCCCGCTTTCTCTCTGCCTCGGATTT 

AGTCGTGACTGTGTGTCTCCGCCGTGGTGCAGCTTCAGGCCTGTCCCGCA 

TCTACTCTCTCACGCTTCCGCTGCGGCCTGAGGGAGGGCGGCGGGCGGAC 

CACGGACCGGGGTTGGCATACGTATCAAGGACAGTAACTACCATGGCTCC 

CGAAGTTTTGCCAAAACCTCGGATGCGTGGCCTTCTGGCCAGGCGTCTOC 

GAAATCATATGGGCTGTAGCATTCGTGCTATCCTTGGGGGTTGCAGCTTT 

GTATAAGT 

> Sequence 4037 

AGGTACTTTGTTCL 11111 ITlTl ' lTlTiTr GGTAACAGATCTAATCTTC 

CACGTAAGCCTCTTTACTGGAGAAGAGTAGATGGGAGGGCAGGTGGGATC 

TATTTAGACAAATCCGATATATTCAGAATGATTCAGTAGGCAAAGAATTC 

CTCCTGGTAACGAATCTGTGTGTCAAGGTCCTTACCTTGGCTCTCACTGT 

CCTCAGGATTATGGAGGGGAAGATGATGCAGAATTCGCACATGTCTTCTG 

GATCATGGGGGACTTTGCTGAGTGTGCCTGCCATGGTCCGATCTCTGATT 

GATAGGAGTGACTGCTGATATCCTGGATCTGACCACTGAGATATCCCGCG 

TACCTGCC 

>Sequence4038 

CCGGGCAGGTACGCGGGGGGTGGAGGGAACGTCTGACAAAATTCAATGTT 

TGGAGAAAGCGACATCTGGAAAGTTCGAACAGTCAGCAGAAGAAACACCT 

AGGGAAATTACGAGTCCTGCAAAAGAAACATCTGAGAAATTTACGTGGCC 

AGCAAAAGGAAGACCTAGGAAGATCGCATGGGAGAAAAAAGAAGACACAC 

CTAGGGAAATTATGAGTCCCGCANAAGAAACATCTGAGAAATTTACGTGG 

GCAGCANAAGGAAGACCTAGGAAGATCGCATGGGAGAAAAAAGAAACACC 

TGTAAAGACTGGATGCGTGGCAAGAGTAACATCTAATAAAACTAAAGTTT 

TGGAAAAAG 

>Sequence 4039 

CCGGGCAGGTACCTGTTGGCTTTCTGCAGAGATGCTTACTTTTCCTCTCC 

TATCAGAGTTTAATGTCCTGGGACTCTGACATTTTGGTAAGTGTTTTCTT 

AACCCGCAGGGCTGTCAGCCTTGATGCAGGATTGTGAGCCCAGCATTCTG 

TCATGAGTTTTCCCATCTGCCTTAGACACTCATCACTGCTCCACCGGTTT 

GGGAATGAGGGGCGTAACTTCTTGATGCACACAATCTCCCTCATGTCCTC 

ATAAGAGGGGTCACTGGGCACTAGGTCATGATAAGGAAGCTGGTATTCTT 

CCACTATACCTCCTGATACACATCTCCTAGCAACCTCCCAAAGGATGAGG 

cc 

>Sequence 4040 

CCGGGCAGGTACGCGGGGTGGTGGCTGTGCTGGTGGCGTTCAAGATGTCG 

ACCAAGAATTTCCGAGTCAGTGACGGGGACTGGATTTGCCCTGACAAAAA 

ATGTGGAAATGTAAACTTTGCTAGAAGAACCAGCTGTAATCGATGTGGTC 

GGGAGAAAACAACTGAGGCCAAGATGATGAAAGCTGGGGGCACTGAAATA 

GGAAAGACACTTGCAGAAAAGAGCCGAGGCCTATTTAGTGCTAATGACTG 
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GCAATGTAAAACTTGCAGCAATGTGAATTGGGCCAGAAGATCAGAGTGTA 

ATATGTGTAATACTCCAAAGTATGCTAAATTAGAAGAAAGAACAGGATAT 

GGTGGTG 

>Sequence404l 

CCGGCCAGGTACTTAACTAGGGTTAGCCCGAGGTCAGGAGGGTGGATGCC 
TTATTATGGGATTAGTGCCCTTCTAAGAGGGACAGTAAAGGGCTTGTTCA 

GCCCTCACCAAAACCTGACCATGCTGGCACCGTGATTGCAGACTTCCAGC 

CTCCAGGATTGTGAGAAGATAAATATCTGGTGGTTTAAAGTCACCAAGTC 

TGTGGTGTGTTTAATGGCAACACAAGGTAACCCAGATGATGCTTTTCACC 

ACTGGGTGGTCCAGCCTTCATGGAAGCTGTCAACTCCTCAACCTTGCAAA 

AATGCTTGCT 

>Sequence 4042 

AGGGTCi m m r m i i i n i m rri cTTTTrrrncTTrrTn T rf 

TTTTTTTTTTI I I rnTTTT I 11 11 1 1 HlTm rTTTTTTTTTTTTTTT 

TTTTTTTTTTAATTTTTTTT 1 1 11 1 11 1 1 1 1 1 Tl nT NTNNNNNAACCGGG 

GCCAAAAAACCTCCCCGGGGGGGGGGGGGGGGCCTTTTTTTGGGGAAAAC 

CCGGGGGCC CAAATT TGTTTTTTCAAAAAAACCCCTTGGGGGGGGGAGGG 

GGGCAAAAATTTTTTTTAAAACGGGGGGGGGGAAAAAATAGGGGGGGGGG 

GGGGGGGCCCAACCCrTTTTTC(XCGGGGGGTTTTAAAAAGGGGGGCCCC 

CGGGGGGGGG 

>Sequence 4043 

GAGCGCGCGTATACGACTCCTATAGGGCCGATTGGAGCTCCCCGCGGTGG 
CGGCCGCCCG GGCAGGTAC 1 rTTTTTTTTTTI rTTTTTTTTATTTTTTTT 

1 1 m i m m 1 n iT m n i i rn rn 1 1 1 1 nrm i t n rn riT 

1 1 1 1 1 1 l l l ATATATTTATT ri" rrri ATTTTAAA AA AAAAA AGG AAAGGG 

GTTAAAAAAAAAAAGAAAATTTTTCTCCCCCCCCATTTTTTTGGCTAACA 

TACCAACCCCCCCAAAACGCCCCCCCCCCTTTGGGTTTCACCCCCCCAAA 

AAAATTCTTTTCCCCACAAACCCCCCCCCCCCCAAAAAAACCCCCCCCCC 

CCCCTCCAAAAAAATTTTTCCCCCCCCCC 

>Sequcnce 4044 

CCGGGCAGGTACAACCAGCAACAAAAAAACTCACAAATTCTAATGTCTGG 

CCCTCAGAACATCCTTCAGACTAATTTTAGAGATTCTTAAAAATTCAAAA 

AAGTAATGCAATGCCCAAAACAAAACAAATATATATGGAAGGAAAAGGAG 

GGGGGAAGCAACACTGTATCATGTACCAGCATCCCCAGCGTCTGGCATTC 

CATGTTTCTGCTCCTGTGGTCTCCACGGTGCAACAAGCTAGCGGTTTACT 

TGGACCTCTGCCTCATCTTTCnTCTTTTGCGCTTCAGCCTGCGCATTCGC 

TTCTTCCTCCACTTGGCTCTCATGGCGCAGAGGTTTCCAAAAAC 

>Sequence 4045 

CCGGGCAGGTACAATTCAGGACACAGGCATGGGCAAATACTTCATGACTA 

AAATACCAAAAAGCAATGGCAACAAAAGTCAAAATTGACAAATGGGATCT 

AATTAAACTAAAGAGCTTTTGCACAGCAAAAGAAACCATCATCAGGGTGA 

ACAGGCAACCTACAGAATGGGAGAAAATTTTTGCAATCTATCCGTCTGAC 

AAATGGCTAATATCCAAAATGATCTCTATTTTATTTTTTATGACATATTA 

ATCATGTTTGTTCTCTTGTGTCCTCTCTTTCTTrCTCTCGATTT^ 

GGTCCACGGTGGTCTATTTGTAGGGTTCATATTTACAAATGGGAGTCAAG 

GTGACTC 

>Sequence 4046 

AGGT Acrri-rriTrj-n-rn mm n rn atgaaggttgaatgcaggg 

TTTTATTGAGTGGTGGAGGTGGTTCTCTGAAGGATGGATGCAGAGCTGGA 

AGCGGGGATGGCACGGGAAGATAATCTTCCTGCTGGGTGGCCAAACCTCT 

CCGACCACCCTCGGCTGAACTCCTCTCGGCGTTCAAATGTTCCTCTTCTC 

TCTTTCTCTGCTGTATCGTTTCACCATTCATCTGCTTGTTGCTTGGCGAT 

AGGTGATTGTCTCGCCGCTCAGCTATAGGCGATGGTCTCACCACTCGGTG 

ATAGGCGATTGTCCCATCTAGGTCGCCAAAATGTGTCTGGAAT 

>Sequence 4047 
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CCGGGCAGGTACTCAAGOCAAACCAGCAATTGCCCATCGAGATCTGAAAA 

GTAAAAACATTCTGGTGAAGAAAAATGGAACTTGCTGTATTGCTGACCTG 

GGCCTGGCTGTTAAATTTATTAGTGATACAAATGAAGTTGACATACCACC 

TAACACTCGAGTTGGCACCAAACGCTATATGCCTCCAGAAGTGTTGGACG 

AG AGCT TGAACAGAAATCACTTCCAGTCTTACATCATGGCTGACATGTAT 

AGTTTTGGCCTCATCCTTTGGGAGGTTGCTAGGAGATGTGTATCAGGAGG 

TATAGTGGAAGAATACCAGCTTCCTTATCATGACCTAGTGCCC 

>Sequence 4048 

AGGTAC1 TTTTTTTTTT1 TTTTTTI inTGCGATTAAACTACTGTTGTAT 

CATTGGCCTGCGACGGTTACAGGTCCACAAACTGTTTAACTGGACTTATG 

TGAGGTGGTAAACCCCCCCATTTTACAGGTCTTTGGGAAGTTCTGGGGCC 

AGGAAATCCAAATTTGATAATAGGATTTTCTCAACTGAACTCAGGGCAAA 

CCACAAATGGTCTGAGTGAACGCCCTGCGTGACAGGTGCCTTCCTGCAGG 

TAGGAACACTTCCTCTGCAGTCAGAGGGAGAAGAAAACATCAGGAGCTGG 

ATGTGATTTCAGATCTGCACCGAGAAACATGCTGATTTCACTGGGGATGT 

GGCAGTCCC 

>Sequence 4049 

GCCGCCCGGGCAGGTACTTTN 1 7T T rilU >, rrrr ri < ri 'l' l ' rr t'' l 'GGAAGGT 

TGAATGCAGGGTTTTATTGAGTGGTGGAGGTGGTTCTCTGAAGGATGGAT 

GCAGAGCTGGAAGCGGGGATGGCACGGGAAGATAATCTTCCTGCTGGGTG 

GCCAAACCTCTCCGACCACCCTCGGCTGAACTCCTCTCGGCGTTCAAAAT 

GGTCCTCTTCTCTCTTTCTCTGCTGAATCGTTTCACCATTCATCTGCTTG 

GTCTGGGATGGTGAAGACAACTTGTTTCCTCATTTGGCTTGGCAATAGGG 

TGATTGTCTTGCCCGCTCACCTATAGGCCGATTGGTCTTCCCCACTCGGT 

GGATAGGCAATTGGTCCCATCTAGGGC 

>Sequencc 4050 

AGGTACTTTTTCT I I TITITlTnTIGAGACAGAGTCTCGCTCTGTTGCC 

CAGGCTGGAGTGCAGTGGCACAATCTCAGCTCACTGCAACTTCCACCTCC 

CGGGTTCAAGTGATTCTCCTGCCTCAGCCTCCTGAATAGCTGGGACTGCA 

GGCACCCACTGCCACACCCCGCTAATTTTTGTATTTTTAATGGAGACAGG 

GTTTCACCATGTTGGCCAGGCTGGTCTCGAACTTCTGACCTGAGGCAATC 

CATCCACCTCGGCCTCCCAAAGTGCTAGGATTACAGAGGTAAGCCACCAT 

GCCTGGCCCCAGTCTCTACTAATTTTCTGTTGATGCTGTAACAAATTACT 

ACAAACGTTGTGGCTTAAAACAATATACATTTATTATCTTAACAGTTCTG 

TAGGGTAGGAATCTGACACAGGTCTTGTTGGCTAAAATCAAGGGACTGGC 

AAGGCTGCATTCTTTCTGGAGGCTCTAGGAGGGAATCCAGGTACCTGCCC 

G 

>Sequence 405 1 

ATGTACTrTTTTTil'lHUl'CTTTTTATAAAGCCTrrCCTACATCAGGTTT 

ATTTAAAACACAAACAAGTATTTCTCTTTCTGTAAGGGCAAATGGTTCAA 

ATAATGCGGTACACGAAACATTGACTAATCAAGTGCTTTAAATATGAAAC 

ATAATTATTGTTTAAAAAAGCAAAAGAATAAAGAATTTATACAAAAGGGA 

CCTGGAATTTGTAAGCTGATTCCAAAATCGAAATAAGTAGAAAATCCATG 

GTGAAACCTGAACATTCTACCTTTGCTTTGGAGAAGGGCTATCATACAAC 

ATGGAGTCATTTGATAATGGAGTTGGTGAGGTGATTTTATACATAAACTT 

CAGTCATTATTGCTGGCGCAAAATAATCCCAATCTTGCCATGACTGAATG 

GGCGG GCCTG AGGCTAAATTCCTTTTCCATACCATACGTCGTGCCGGGTG 

AGGTCGTTTTAAGAGCTTGTTGATACACCGGGCTTGCAGGAGTTGGGATA 

TCAATCCTTATAGTTTACCTGTTATCCTATGAAGGGGGTGCTGGGTACCC 

TAGCTTATGTTTCCTTTAAAAGAGGGTTTAATGGGGTCTCTTGTTATTAA 

TCATAGGTGCTAGTTTATAATACTGAGTGAGAAGGGTGTATCGTAATACA 

TATGGCGGCAGATATTATATTCTGGGTAGCCTAAAGTTGAAATATCTGGG 

GGTGGCTGATGGTGTTTAGTATATGCTTAAATTAGTTGCGTTGTTCTATC 

ATGCAGGTTTGTCTTAGCTGGATAACAGATTTGGCCGAGGTGTGTTAATA 

TAATAAGCCAACGTGCGTAGGAAAG 

>Sequence 4052 
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AGGTACATTATTTCCAGAGCAGGCACTGGCAQCGAGATAGGGTTGGAGGA 

GAAGTAGCGCCGGGACTTCCGGATGGCAAACTTCTCTGTGGGTAGAGATT 

TCCCAGCAATCTTGAGCTGTCAGGCCTGGCACAGCTCGAAATAATTCCAC 

TTCGTCGACCCCGAACGGCTTGTGGTCCTCCTTCCCAAACATGCTGAGGT 

AGGCGGCCTTCATGTAAATGTACGTGGCCTTTTTAAGTCAAATCATGTCA 

GTTCCITCTGGAAATCTGGCTATATTCCATCACACTCAGGAGACATCTCC 

TACAATTTCCTTGACACCTGCAGCACTACAGTCACACGACGGCCCCACGC 

GTACCTGCCCGGGCGGTCGCTCGA 

>Sequence 4053 

CCGGGCAGGTACTTTjmCTTm 

GTTITTTTGGGGGTTTTTTTTGGCAGCCACAGGAGTTTTAGCCAATTCAG 

ATGCCTTGCTCCCCACAATTTCGAACATTCCTTTGGATTTGACCAAGTCA 

GGAAGAGATGGGAGAGAAGTGAAACAGCAACAATAAACCCCAAACATAAA 

CAAAAAGAGTTAAGCAAAACAAACAAATGCACAATTCATATGATTAACTG 

A GTGT TCTAATGGTAAGGAGGAATTAAAAGCAGCTGGTGGGTAATCTTAA 

ATTTTAGTCATTAAGGAAAAATTTTAAGACAAAACTCTAACCCGCGTACC 
T 

>Sequence4054 

CCGGGCAGGTACCnTCAATTTTTCCCACGGTAATGGAATATAACTATTTA 

TCAATTTATCACTGCAACTGACATAGCCAGGGAAATGTTTAAGAAATGAA 

TAAATAGAAGTTTATTCCCTGCAGGTAGTCGATTGAGTCCACCAAAATCT 

TAAGCTAAATTTTATGTTGTTTCATGGTAGCTGTTATGAAAATGGACCAT 

CTAAGAGAAAATCCATTGTTTCTCAAATTCAAATGCATTCTGTGTGACTA 

GGTTGTTCCCGTGATAATGCTATGCGACATTGCTGTTCTCTTCTATTCAC 

CAGTTTGCCTTCCTAATAACCTCTTCTCATATACATTCTTTAGGAAAAGA 

CCAGTGCCCTCAGTCTGAGCAACGTTGCTGGAGTATTCTACATCCTTGTC 

GGNGGCCTTGGTTTGGCAATGCTGGTGGCTTTGATTGAGTTCTGTTACAA 

GTCAAGGGCCGAGGCGAAACGAATGAAGGTGGCAAAGAATGCACAGAATA 

TTAACCCATCTTCCTCGCAGAAATTACAGAATTTTGCAACTTATAAGGAA 

AGTTACAACGTATATGGCATCGAAAGTGTTAAAATTTAGGGGGTAGGAAC 

GAGGC TCTAA TACAAACTTTrAATGCACGTTAGCTTTCTTGTGGCGACTT 

AAGCTCTTTTAATTAAGGAAGTGGGCAATGGATCATTCTGTATGGATGTT 

GACCGTCTTCCATGTCCCAGTGGTGACTAACTTGAGCTAACGGCTATTTT 

CTTTTAATGCACAGGACTTGGTG 

>Sequence 4055 

CCGGGCAGGTACGCGGGCAGTGGGAACATACCAGCCTGAATTTGGAAAAA 
ATAATTGTGTTTCTTGCCCAGGAAATACTACGACTGACTTTGA 
>Sequence 4056 

AGGTACCACACCAGCCTCAGAACCCGCTCCACTGGCCCCCCATGAGGACC 

ACCAGCAAAGGGAGACCAAAGAGAATGACCCCATGGACAGCCATCAGTCC 

CAGGAATCCCCAAACCTGGAAAACATAGCAAACCCCCTAGAAGAAAATGT 

AACGAAAGAATCAATCAGTAGTAAAAAAAAGGAAAAAAGGAAACATGTGG 

ACCACGTAGAAAGTTCACTATTTGTAGCACCAGGAAGTGTTCAATCCTCA 

GATGACCTAGAAGAAGACAGTAGCGACTACAGCATTCCTTCCAGGACTAG 

TCACAGTGACTCCAGCATTTACCTTCGACGACATACTCATAGGTCTTCGG 

AATCGCCCAGAGCTTTGAAATTACTGGCATGCAACAGCTATACTTTTGGA 

TAGAAGACAAGCAGATTGGAACCTTATCATTAAGCACAGTCCGATCGGAT 

AtCCGGTTTGGGCAATAAGAGATGTAAATAAAGTGAGGATTTTAAAGCCC 

AAAGGCCTCCTTGCTATAAAAACGCACCCAAAACGCCTTACCTGGACCCC 

GCGCGCACCCAGAAGGATCACGTTCAGAGACAGAGGTGCAACATGAGTCA 

AGGATCATTTTAGC TATTG TCAGGTGAAGAACCGCACAGAATCTGGATGA 

CAGAAGAAACCGAATTTTAACCAGGAAGGCCAACAGCTTAGGAGAAGCCA 

TGTCACTGGGGAGCCACAGCCTGCAAGTGACTTCCTGACACAGTTTGTCA 

AGAAGCCGGATATGAGGATTTAATTCCCTTCCGG 

>Scquence 4057 

AGGTACTTTCTTTTTTT1 1 IN 1 1 1 ITrnTGCATTTGAGCTAAGATTTT 
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AACAATCCTGTGAAAATAGGTAATATAQTCACGTATTTGTTGAATACATT 

ATTTCAAAGAACCACAAACACACAGAAAAAATATTTAAAAAGTCCATGGT 

GGGGGAAATGATCCAGAAACAACAGCTCTTTTACTTCCAGCCCTAACCGT 

CTGGG ATGC TAGAT GGTTGTGGGCAAACCGTGGAAAAAGATAAGCTTCTG 

1 1 1 1 lCAAGATTTT ATTTTGTTAGAGAGTGCAGAAAATCTAAGTGATGTC 

TCTG \m ' 1 GCTTTCTAGCA ATTAATATATG ACAGCAGTCTTTGTG ATTT 

ATTTTAACTTTCTGAAAGAACTTTGGCTCACAGAACTGGATGGTATGGTG 

AGAAACCAACTACGGATTGCTGCAAACCACACCCTTCGTTTTTTATGGCT 

TTTT ACTACAAACTACAAGACAATTGTTGAAACCTGCTATACATGGTTAA 

TTTTAATAAATTGATGGCCCGGAGATAAAAATCTAAAAATAAATTGGCCC 

TGCCCGGCCGGCCGGTTTTAA 

>Sequence 4058 

CCGGGCAGGTACGCCGTGGGAGCATGAACCCTGTTGTGAACTGCTCATCT 

GAGGGATCTAGGTTGTGTGCTTCATATGAGAATCTAATGCCTGATGATAT 

GTCACTGTCTCACTTTGCCCCCAGATGAGACCATCTAGTTGCAGAAAAAT 

AAGCTCAGAGTTTCCACGGATTCTACATTATGATTTGATCTTCAACAAAG 

CTGACACTGGGGAAAGGACACACTCTTCAATAAATGGTGCTGGGAAAATT 

GGATAGCCACATCCAGAAAAATGAAACTGGACCACTATCTCACTATATAC 

AAGAATCAACTCAAAGTAGATTAAAAACTTAAACAGAAGACCTGAAACTA 

TAAAAATACITGAAGAAAACCTAGGGAAAAATTTCCTGGCCTTTGGTCTA 

GGCGAAGAATTTATGACTAACACCTCATAAGCCACAAGCAACACAGATAA 

AAATTGACAAATGGGACTTAATTAACTTAGAAAGCTTCTGAGCAGCAGAG 

GAAATAATCAGCAGAGTGAAGAGACAACCTTCTGAATGGAAGAAAATATT 

TGCAAACTGGTCATCTAATAGTGGACTAATACCTAGAATTTACCAAAAAC 

CCCAACAACTCACCAGAAGAAGAAAACGATATAGAAAAGTACCTTGGGCG 

CTTTAGAACTAGGGAAACCCCGGGCTGGAGGAAATCAATTTAAAGCTTAT 

TGAACCGGCGACCTCAAGGGGGGCCCCGGACCCAACTTTGGTCCCTTAAA 

GAGGGTTAATGCCCCTTGGGCTATATAGGCATAAGTGTTCCTGGGGAATT 

G 

>Sequence 4059 

CCGGGCAGGTACTTGTTTTTCAAACAATAAAACAGGCCGGGCACCGTGGC 

TGGCTCACGCCCATAATCCCAACACTTTGGGAGGCCGAGGCGGGCGGATT 

ACCTGAGGCCAATATGGTGAATCTCCTCTCGACTCAAAATACAAAATGAT 

TAGCTGGCCGTGGTGGTGTGTGCCTGTAATCCCAGTTACTTGAGAGACTG 

AGAGGAGAGAATCGCTTGAACCCGGGGGGCAGAGGTTGCAGTGAGCCAAG 

ATTGCACCACTGCACTCCAGCCTGGGCAACAAGAGCGAAAACTCCATCTT 

AAAAATAAAATAAATAATAAAACAATGATGAAAACACAACTAACTACAGC 

ACTTCAGAGTTAGTTGACAAATCCACCTTTTCAATCTACAT 

>Sequence 4060 

CCGGGCAGGTACGCGGGGCCATTTAGCCTGCCATTGAAATGCAAAAGTCT 

GTTCCAAATAAAGCCTTGGAATTGAAGAATGAACAAACATTGAGAGCAGA 

TGAGATACTCCCATCAGAATCCAAACAAAAGGACTATGAAGAAAGTTCTT 

GGGATTCTGAGAGTCTCTGTGAGACTGTTTCACAGAAGGATGTGTGTTTA 

CCCAAGGCTACACATCAAAAAGAAATAGATAAAATAAATGGAAAATTAGA 

AGGTAGATATGCTGCTGAATTTAGAACATTCTCTGCAATGATAAGGTCTC 

CTGTTAAAGATGGTCTTCTGAAGGCTAACTGCGGAATGAAAGTTTCTATT 

CCAACTAAAGCCTTAGAATTGATGGACATGCAAACTTTCAAAGCAGAGCC 

TCCCGAGAAGCCATCTGCCTTCGAGCCTGCCATTGAAATGCAAAAAGTCT 

GTTTCAAATAAAGCCTTGGAATTGAAGAATGAACAAACATTGAGAGCAGA 

TGAGATACCTCCATCAGAATTCCAACCAAAAGGACTATGAAGAAAGTTTT 

TGTGATTTTTGAGAGTTCTTGGGAGACTTGTTTACAGAAGGATGTGGGGT 

TAACCCAGGGCGGGCCTTAAAAAGAAAATGTTAAATAAAGGGAAAATTTG 

AGGGTTTCTGGTAAAAAAGGTCTTCTGAAGGTTACTGGCCGAAGAAGGTT 

TTTATCCAACTAAAGCCTAAAATTGGGGGCATGCCACTTTTAAGAGCTTT 

CTTCCAAAAGCCTTTTGCTT 

>Sequence 406 1 
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AGGTACACACTGGCAGAGCACCGACGGACGGTGGCAGAGGCAAAGAAGAA 

GATTGA ACAAC AGGGAGGCTTCACCTTTGAAAACAAAGGAGTCCTCTCCG 

CATTTAATTTTGGGACTGTGCCCAGCAACAACTGAAGGAAAGAACATCAG 

CTGACCAAATGTCATCGCTGCATTTTATTTCACAAGAGGAGTGTGAGGGT 

CAAGGGGATGAAATGAGGGGCTGCTTTTAGGGCCCTCCTGCTGTGCCAGT 

TACCATCTGGCATTAGGCAGCACTTTTATCTACTCTTTCCCCTTTGACCT 

TTGTCACCCTGAAATATATATTTTAAACAGCTACTGTAAGTATGAAATGA 

AAGAAAAACAATCATTGGACGGAAAAGGACAACCCATATGTTCCAAAGGC 

TGAATGCCCAAGGTTGTTTTAGAGGATTGGATAGACTTGCACG 

>Sequence 4062 

AG CTCT GAGGAGCGGCCAAGCAGCAGGACAGGCAGCTTGCCCTGGTGGTC 
AATTTTGATGAGTGCGATGTCTGCTTTCTCATCCCCCGCGTACCTGCCCG 
>Sequence 4063 

AGGTACAGCK3TCCCAAAATGCGCTGACTCAGCTTCACCAGCCCATCTCGG 

ATCTCATTGCCAAAAATGTCTCTTCGGTCATGAATGAGGATCCAGCCCAA 

CCTCCAGTCAGGAACCAGCCAGCGCTTGGCCAGCCTCTTCCACAGGAACA 

GGATGGGGACATCGGTGCTGAGGGTGGCCAGTGGTTCATATTTGCAATCC 

GAAAACACCATGTCTCCATAGATCTCATCAGCTAAGATGGGGACACACTG 

CCGTGCAGGCACTGCCAGAATCTTCTGAAGATGAACGTTGCTGAACACTG 

ACCCACAGGGGTTTGATGGATTATTGACAATGAGACAAGCTGTCTTTTCA 

TCAATTAGATATTCCAGTTGTTTCAGGTCAATTTTCCCAAGATTTCTCTG 

GCAACAAATTGTAGAGTTTGACCTCAATTCCCATAGACTTAGCCAGAGTC 

TTGTAGAGAGAGAAACCACGGTCTTGGAACCAGGATGCTTTGCCCTGGGT 

TGGCCAACACAGCTAAACTAAGGTCCAATAGCTTGGCTGGAGCCACTTGG 

TAGAATGGACGTCCTTAGCTTTTGGGGCTGCCTTAAGGACTGGTGTTAAT 

ATGAAGCAATCTCCTTCX:GTACTGTATAGGAAGCCCCTTGGTAAGGGCCA 

TACCCCTTATTATTGCCCGGATACAGTGGATTCTTTAATTGCCTGGGTAA 

ACITAAGGGCTGGTGAGCGGTTTTCAAACACAGATGGGTCCCAAATGGAG 

AGGAAAAATATGATCTGTATGAATATGCTCACCATAATGTGGCAACATCG 

CCTAATAAGGGCAAAACT 

>Sequence 4064 

TCGATGCTCTTCGTACCTTTCGTTTGGTGCCAAGCGGTATCACTTTACTT 

TAAAG GGGGT TAAACCGCTCATCCTCTAAATTCCGGGGTATTCCCTAGGA 

AATA CCTTTT ATGCCAAGGTCCCCATAAAGGTTAGGAACCCGTAATAAGG 

TCCCATTTTTGACTCTTTTATTAAGGTTCTCCCCCCTGGCCAGCGTGAAA 

AATATGATTCT 

>Sequence 4065 

AGGTACGACCGCAAAGCCTGACTCTTAACCATTGTGTTCTGTTGCCTTCT 

CCAAGGGAAAGGAGTGCTTCCAGAAAGGCCATTGGAAGTGAGGAGCGTCA 

CCTGATAATAGCTGGCTCCTCATCCCACTAGGTTAACAGGCAACAGATGG 

GGGCCACAGAGTTGGCTGGAGTTAGTCCTGGTTGCCAAGGGTAAATGGGG 

CTGTTACCATGCAATGGATAGAAACTAGGATGCTCCTGTGTGTCTCCTTA 

TATCCTACCAGGTGTAGCATGAAGGTTAAGGACAATTCCGTCCTCTTATT 

TGGAGAGGAGACCAAGGCCCTGTAGGACTAAAGGTTTGGGTGAGCTGAAA 

GCCAAGGGCAATTGGCCCAGCTTGGGGAGGAGAGTTACAAATACATTTGT 

GACTATCAGACCAGAAACAGACTGCGGTGTTCACCTGCGGTTTGGGTACC 

TGCCCG 

>Sequence 4066 

AGGTACGCGGGGACTGCACACATGCTAGGGTCCAGGACAGCAGGACCAAG 
CCAGCAGAAACAGCCTGAGCCCACCGCAGACTGGCCTGGCTATACTGGAC 
AATGCCACTCCTCCTGTACCTGCCG 
>Sequence 4067 

CCGGGCAGGTACACTTGAAACCAAATTTCTAAAACTTGTTTTTCTTAAAA 
AATAGTTGTTGTAACATTAAACCATAACCTAATCAGTGTGTTCACTATGC 
TTCCACACTAGCCAGTCTTCTCACACTTTTCTGGTTTCAAGTCTCAAGGC 
CTGACAGACAGAAGGGCrrGGAGATTTTTTTTCTTTACAATTCAGTCTTC 
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AGCAACrrGAGAGCTTTCTTCATGTTGTCAAGCAACAGAGCTGTATCTGC 

AGGTTCGTAAGCATAGAGACGATTTGAATATCTTCCAGTGATATCGGCTC 

TAACTGTCAGAGATGGGTCAACAAACATAATCCTGGGGACCCCGCGTACA 

CCTGGGCACCAGTGACATTCCAGATGTCCTTGGGGGGCGTCACTATGGAA 

GGACCTTGCTCGCAGGTGCCCTTGCTGACCTGGGTGCCCGCGTACCT 

>Sequence 4068 

AGGTACTTCATTTAATTTTTGCCTCTTACAGTCTGATATCCTGTTGGGCA 

TTCTGGACAACTTGGACCCAGTCATGTTCTTCAAATGCCCTTCCCCAGAG 

CCTGCCAGCCTGGAGGAGCTCCCAGAGGTCTACCCAGAAGGACCCAGTTC 

CTTACCAGCCTCCCTTTCTCTGTCAGTGGGGACGTCATCAGCCAAGCTGG 

AAGCCATTAATGAACTAATTCGTTTTGACCACATATATACCAAGCCCCTA 

GTCTTAGAGATACCCTCTGAGACAGAGAGCCAAGCTAATGTGGTAGTGAA 

AATCGAGGAAGCACCTCTCAGCCCCTCAGAGAATGATCACCCTGAATTCA 

TTGTCTCAGTGAAGGAAGAACCTGTAGAAGATGACCTCGTTCCGGAGCTG 

GGTATCTCAAATCTGCTTTCATCCAGCCACTGCCCAAAGCCATCTTCCTG 

CCTACTGGATGCTTACAGTGACTGTGGATACGGGGGTTCCCTTTCCCCAT 

TCAGTGACATGTCCTCTCTGCTTGGTGGTAACCATTCTTGGGAGGACACT 

TTTGCCAATGAACTCTTNTCCCCAACTGATTAGTGTCTAAGGAATGATCC 

AATACTGTTGCCCTTTTCCTTGACTATTACACTGCCTGGAGGATAGCAAA 

GAAAGCCTGCTGGACCTGCCCG 
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>Sequence 1 

AGGTACAGGAACTTGATAATCATTGTTGTTGTCTTTATCATTACCATCAT 

CTCCATTAGCATCATCAGCATCACAGTTGCAGTATGGGGATCACATTAAG 

TGATGCGGCAAGATCAGGAAAACCATTATCAAGACAATGTCCAGTTTGGA 

TGTGTAAATATTATCCTGTGCTTCTTGGCCCATrTAGCAAACACTNTCTT 

TTCAGTGATAAACCTATGACCCCCATATGGNGCATGTTCATGAAGAAAAT 

ATTCATCACACTCATCTCTTCCTTGTTCATAATAATGGTAGGGGACTTTT 

CTATACCCTTCTGTCTTGCAGTAGGTGTCATTTATCATCCCGTAGACGTG 

AATGCCATAACAGGCGTCCATGGCCAGAATGAAGGTAAACCACCCTGTGC 

TGAGATATGAGCCAGACTGGACTCTGTCCTTCCCAGTTTCCTTCTTAAAA 

ACTCCATCACAGTAACTCATGCGCTTCTCTGTGGTCACGTATATTTGGGG 

ATTCGGATAGATACCAACTGTCTTTTTCAACATGTTGTAAACGATGCCAT 

TGCCATCTTTCCTCATATTGCGGAAAGGTCCCCAAATAACATAAATAGTA 

GTATTCGCTTCCTTGAAAAAATAATCAAGGTTTTTTAGCAAAAGAGGAAC 

GCTGGTATGGGACACAACTCGAATCATGGTCAT 

>Sequence 2 

GGAGCCGCGGAAAGAGTAGGGCCCCCCAGACAACGGGGTCCGACGAGCAG 

TTGGGCACGGGCTGAGTCCGCCTGCCGGCAGAATGTCCCTGGCTGCTTAT 

TGCGTCATCTGTTGCAGAAGAATAGGAACCTTACTTCCCCACCAAAAAGT 

GGCACACACTGGAGAGATATCAGAAATATAATAAAGTTTACTGGATCACT 

TATTTTAGGAGGTTCTTTATTTCTrACATATGAAGTTCTGGCCCTGAAGA 

AGGCTGTGACATTAGATACTCAAGTGGTAGAACGAGAAAAAATGAAGTCA 

TATATATATGTGCACACAGTTTCTTTAGATAAAGGAGAAAATCATGGTAT 

TGCCTGGCAGGCAAGAAAAGAACTTCACAAAGCAGTAAGAAAAGTATTGG 

CAACATCAGCCAAGATACTGCGGAATCCATTTGCTGATCCTTTTAGTACC 

T 

>Sequence 3 

CCGGGCAGGTACCCGGCTGGCCAAGGAGAAGGAGCAGAGCCTCACGGCAG 

AAAAGGATGAGGACGAAGAGAACGATGCCTCTCTGGCCAACTCCTCCACC 

ACCACTTTGGAGGACAAAGGCCCTGGCCATGCCACTTTTGGCCGCGAGGC 

CACCAAATTTGAAGAGGAGGAGAAACCTGACAAGGCCTGNGAAGCCAGAC 

CCCCACGAGAGTCCAGCGATGTTCCCCCCACGAAGAGAAATAACTGGATC 

TTTATTGATGAGGAGCAAGCCTTTGCGGTCAGAGGACAAGCCCGGGGCCG 

GGGCCGAGGTTTCAGAGAGTTCACTATTCGTGGTCGGCCTGCTGGCGGAA 

ATGGGAGCGGCCTCTGTGGTGGGGGGGTCCTGGGGGCCCCGCACATCTAC 

TGCAGCAGTCAACGCA 

> Sequence 4 

TTACCCTTTAATTCATAANTTTCAAAACCCCCCCTTACTATTAAAATTCC 

A CNCCTTTCCCCCTTAA AACTCCCTTTTCTCTCTTCTTTTTCC AAACTTC 

CCATTACCCAATACCTTTCCNCrTTTTCTCTTTCAAAAAACTTACCCTTT 

TTTA TAAT TCACCCTTTAATTATTTAAATTCTCTATAAATGCCTTCTCTC 

CAACTTTTCTTTATTTCACAAACCCTCCTTTAAATCCCACCCCTTTTCCT 

TTATCCTAAACTATTTTCTTAAATCAACCCCTTAAACACAACT 

>Sequence 5 

ACATTCAGCAAGCTCCGGTCGATGGCCTGCACCTCTGGCTC 
>Sequence 6 

CCGGGCAGGTACCCTTTTCTTCCAGCCCAGAGCTAGACTTCTGGATGCTG 

AGCCTGGGAAAATACTGAATTTCTCTCATTTTTCACTTTTAGGAGGGAAC 

G GTTAT GGCATATACTTGCAGTGCCATTAGAAGCATTGGCAATCCCTGAT 

CTlTrTGATAGTTTAAGGCTTAGAATCATCAAAAGTTCCAGGTTCATATC 

CTTCTAAAATGGAAGAAATGGAGGAAGTTCCAAGTGTGGTACCT 

>Sequence 7 

GGAGCCGCGGAAAGAGTAGGGCTCCCCAGACAACGGGGTCCGACGAGCAG 
TTGGGCACGGGCTGAGTCCGCCTGCCGGCAGAATGTCCCTGGCTGCTTAT 
TGCGTCATCTGTTGCAGAAGAATAGGAACCTCTACTTCCCCACCAAAAAG 
TGGCACACACTGGAGAGATATCAGAAATATAATAAAGTTTACTGGATCAC 
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TTATTTTAGGAGGTTCTTTATTTCTTACATATGAAGTTCTGGCCCTGAAG 

AAGGCTGTGACATTAGATACTCAAGTGGTAGAACGAGAAAAAATGAAGTC 

ATATATATATGTGCACACAGTTTCTTTAGATAAAGGAGAAAATCATGGTA 

TTGCCTGGCAGGCAGGG 

>Sequence 8 

AGGTACTAAAAGGATCAGCAAATGGATTCCGCAGTATCTTGGCTGATGTT 

GCCAATACTT TTCTT ACTGCTTTGTGAAGTTCTTTTCTTGCCTGCCAGGC 

AATACCAT GATTTTC TCCTTTATCTAAAGAAACTGTGTGCACATATATAT 

ATGACTTCATTTTTTCTCGTTCTACCACTTGAGTATCTAATGTCACAGCC 

TTCTTCAGGGCCAGAACTTCATATGTAAGAAATAAAGAACCTCCTAAAAT 

AA GTGATC CAGTAAACTTTATTATATTTCTGATATCTCTCCAGTGTGTGC 

CACTTTITGGTGGGGAAGTAGAGGTTCCTATTCTTCTGCAACAGATGACG 

CAATAAGCAGCCAGGGACATTCTGCC 

>Sequence 9 

AGGTACAGGCTGACAGAGAAGATTCCCGAGAGTAAATCATCTTTCCAATC 

CAGAGGAACAAGCATGTCTCTCTGCCAAGATCCATCTAAACTGGAGTGAT 

GTTAGCAGACCCAGCTTAGAGTTCTTCTTTCITrCTTAAGCCCTTTGCTC 

TGGAGGAAGTTCTCCAGCTTCAGCTCAACTCACAGCTTCTCCAAGCATCA 

CCCTGGGAGTTTCCTGAGGGTTTTCTCATAAATGAGGGCTGCACATTGCC 

TGTTCTGCTTCGAAGTATTCAATACCGCTCAGTATTTTAAATGAAGTGAT 

TCTAAGAT TTGG TTTGGGATCAATAGGAAAGCATATGCAGCCAACCAAGA 

TGCAAATGTTTTGAAATGATATGACCAAAATTTTAAGTAGGAAAGTCACC 

CAAACACTTCTGCTTTCACTTAAGTGTCTGGCCCGCAATACTGTAGGAAC 

AAGCATGATCTTGTTACTGTGATATTTTAAATATCCACAGTACCT 

>Sequence 10 

AGGTACAGGCTGACAGAGAAGATTCCCGAGAGTAAATCATCTTTCCAATC 

CAGAGGAACAAGCATGTCTCTCTGCCAAGATCCATCTAAACTGGAGTGAT 

GTTAGCAGACCCAGCTrAGAGTrCTrCTTTCTTTCTTAAGCCCTTTGCTC ' 

TGGAGGAAGTTCTCCAGCTTCAGCTCAACTCACAGCTTCTCCAAGCATCA 

CCCTGGGAGTTTCCTGAGGGTTTTCTCATAAATGAGGGCTGCACATTGCC 

TGTTCTGCTTCGAAGTATTCAATACCGCTCAGTCTTTTAAATGAAGTGAT 

TCTAAGATTTGGTTTGGGATCAATAGGAAAGCATATGCAGCCAACCAAGA 

TGCATATGGTTTGAAATGATATGACCAAAATTCTAAGTAGGAAAGTCACC 

CAAACACTTCTGCTTTCACTTAAGTGTCTGGCCCGCAATACTGTAGGAAC 

AAGCGTGATCTTGACACCGGGAGATTTTAAATATGCACAGTACCT 

>Sequence 1 1 

AGGTACGATATACGAAGACTCTGAGCTGTTTGCCTCCGATGGTTTCCAGT 

ATTTGCCCGTTGTAAAGCTCATTAAGGCCAACTTTTACTTTCAATATGTG 

ATTCTGCAGAATTAATTTAAGGAGGCGCTGATCCATGCTGAGAGTATCAT 

CAGAAAATGCATTATTCACAGGTGCCAGCAAAGTGTATTCTCCATCTGGC 

CTCAGAGCAGATGCCAAGCCTAATTGGGCCACAAGATCCGTGAAGGTGGT 

TTGCTGTTTTCCAGCCAGCTCAATAACTTGTTTGGCAGAATCAGGAATTA 

GGACCTGATCAATCAAATGGATCACACCATTATTTGTCACAATATCCTTT 

TTGTTCACCATTTTGATTCCATTTACTGTTATACTGTCACCGTCACATCC 

TATCTCAATTGTATTTCCTTCCAGCGTCTCAAAGACTGCTCCTCCCATAA 

TAGACTCAGAACACTGGAGAGTATTTAAGATGTGGTACCT 

>Sequence 12 

AGGTACTGTGGATATTTAAAATATCACAGTAACAAGATCATGCTTGTTCC 

TACAGTATTGCGGGCCAGACACTTAAGTGAAAGCAGAAGTGTTTGGGTGA 

CTTTCCTACTTAAAATTTTGGTCATATCATTTCAAAACATTTGCATCTTG 

GTTGGCTGCATATGCTTTCCTATTGATCCCAAACCAAATCTTAGAATCAC 

TTCATTTAAAATACTGAGCGGTATTGAATACTTCGAAGCAGAACAGGCAA 

TGTGCAGCCCTCATTTATGAGAAAACCCTCAGGAAACTCCCAGGGTGATG 

CTTGGAGAAGCTGTGAGTTGAGCTGAAGCTGGAGAACTTCCTCCAGAGCA 

AAGGGCTTAAGAAAGAAAGAAGAACTCTAAGCTGGGTCTGCTAACATCAC 

TCCAGTTTAGATGGATCTTGGCAGAGAGACATGCTTGTTCCTCTGGATTG 
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GAAAGATGATTTACTCTCGGGAATCTTCTCTGTCAGCCTGTACCTGCCCG 

GGCGGGCGCCCGGGCAGGTACACCTTGAATGACAATGCTCGGAGCTCCCC 

TGTGGTCATCGACGCCTTCACTGCCATTGATGCACCATCCAACCTGCGTT 

TTCTGGGCACCACACCCAATTTCTTGCTGGTATCATGGCAGCCGCCACCT 

GCCAGGATTACCCGGCTACATCATCAAGTTTGAGAAGGCTGGGTCTTCTT 

CCCAAAAAGGGGCCCTTCGCCCCGCCCTGGTGGTCCCAGAGCTTCTAN 

>Sequence 13 

AGGTACCACATCTTAAATACTCTCCAGTGTTCTGAGTCTATTATGGGAGG 

AGCAGTCTTTGAGACGCTGGAAGGAAATACAATTGAGATAGGATGTGACG 

GTGACAGTATAACAGTAAATGGAATCAAAATGGTGAACAAAAAGGATATT 

GTGACAAATAATGGTGTGATCCATTTGATTGATCAGGTCCTAATTCCTGA 

TTCTGCCAAACAAGTTATTGAGCTGGCTGGAAAACAGCAAACCACCTTCA 

CGGATCTTGTGGCCCAATTAGGCTTGGCATCTGCTCTGAGGCCAGATGGA 

GAATACACTTTGCTGGCACCTGTGAATAATGCATTTTCTGATGATACTCT 

CAGCATGGATCAGCGCCTCCTTAAATTAATTCTGCAGAATCACATATTGA 

AAGTAAAAGTTGGCC 

>Sequence 14 

CCGGGCAGGTACCTTTCCAATTTGGAGCTAGAAATGGACGAGGAGAGTCT 

TCAGACATTATCTCTGCAGTGTGAGCCAGCAACCAACACATTGCCTAAGA 

ATCCTGGTGACAAAAAGCCTGTCAAATCCGAGACCTCTCCAGTAGCTCCA 

AGGGCAGGGTCACAACAGAAAGCTCAGTCCCTGCCACAGCCCCAGCAGCA 

GCCACCACCAGCACATAAAATCAACCAGGGACTACAGGTTCCCGCCGTGT 

CCCTTTATCCTTCACGGAAGAAAGTGCCCGTAAAGGATCTCCCACCTTTT 

GGCATAAACTCTCCACAAGCTTTAAAAAAAATTCTTTCTTTGTCTGAAGA 

AGGAAGTTTGGAACGTCACAAGAAACAGGCTGAAGATACAATATCAAATG 

CATCTTCGCAGCmCTTCTCCTCCTACTTCTCCACAGAGTTCTCCAAGG 

AAAGGCTATACTTTGGCTCCCAGTGGTACCT 

>Sequence 15 

CCGGGCAGGTACTGAGGAATGAATAGAAAGGCTTCCAGATGTCTAAAAGA 

TTCTTTAAACTACTGAACTGTTACCTAGGTTAACAACCCTGTTGAGTATT 

TG CTGT TTGTCCAGTTCAGGAATTTTTGTTTTGTTTTGTCTATATGTGCG 

GCTTTTCAGAAGAAATTTAATCAGTGTGACAGAAAAAAAATGTTTTATGG 

TAGCTTTTACTTTTTATGAAAAAAAAATTATTTGCCT 

CCCCCATCCCCCTCCAAAGTCTTGATAGCAAGCGTTATTTTGGGGGTAGA 

A ACGG TCAAATCTCTAGCCTCTTTGTGTTTTTGTTGTTGTTGCTGTTGTT 

GTTTTATATAATGTATGTATTCACTAAAATAAAA 

>Sequence 16 

AGGTACATGGATGAAAACTAAAGGCTCGAGTTAATCACATTGTAGTTTTT 

AAATTTCTACAGCCTAGAGCTCACTAGTCACAGGTCTTTTAGGTCCTTCT 

GGATGTCCCACAGGGTATCTGCACTTTTCTTGAGCTGAGCAACCTCATCA 

TCCTTTAGCTTCTGGTTGATAACGCTGGTTAATCCCCGGGCATTGAGGAT 

ACATGGAAGGCTCAGGAAGACTTCATTCTCAATGCCATACATCCCCTTTA 

CCATTGTTGACACGGGATGAATCCTGGATAGATTTTTCAACATGGATTCA 

ATAAGATCAGCCACACTTAATCCAATAGCCCAGTTGGTATATCCTTTTAG 

CT TGGT GACTTCATAGGCACTTTCAACCACCATCTTATGCACTTCCTTCC 

AATTTTCACTATCATTGTCAGTTCCCATTTCTGGATTCAATTCCTGGAGA 

GAAACACCTGCCACATTCACACCACTCCACACAGNCACACTTGAGTCGCC 

ATGTTCCCCCAAAATCCATCCATGGCAGCTGCTGGGATGAATGCCAAAGT 

TTTCAGCCATAAGGTAGCGAAATCTAGCAAAATCCAGATTACATCCACTT 

CCAATCACGCGGTGTTTGGGTAATCCACTTAGTTTCCGGGTAGCATACGT 

AAGAATGTCCACTGGGTTGGGAACCCACATTATGATGCAATCAGGACTGG 

ACCTG 

>Sequence 17 

TTGGAGCTCGCACCGTGGTGGCGGCCGAGGTACACAGCCAGTGTGGTTGC 
CTTGCACGATGATATGGAGAGCCAGCCCCTGATTGGAACCCAGTCCACAG 
CTATTCCTGCACCAACTGACCTGAAGTTCACTCAGGTCACACCCACAAGC 
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CTGAGCGCCCAGTGGACACCACCCAATGTTCAGCTCACTGGATATCGAGT 

GCGGGTGACCCCCAAGGAGAAGACCGGACCAATGAAAGAAATCAACCTTG 

CTCCTGACAGCTCATCCGTGGTTGTATCAGGACTTATGGTGGCCACCAAA 

TATGAAGTGAGTGTCTATGCTCTTAAGGACACTTTGACAAGCAGACCAGC 

TCAGGGAGTTGTCACCACTCTGGAGAATGTCAGCCCACCAAGAAGGGCTC 

GTGTGACAGATGCTACTGAGACCACCATCACCATTAGCTGGAGAACCAAG 

ACTGAGACGATCACTGGCTTTCAAGTTGATGCCGTTCCAACCAATGGCCA 

GACTCCAATCCAGAGAACCATCAAGCCAGAAGTCAGAAGCTACACCATCA 

CAGGGTTTACAACCCGGCACTGACTACAAGATCTACCTGGACCTTGGGCG 

GTGTAGAACAAAGGGATGCCCCGGGCTGGAAGAATTGGAAATCAGGCTTA 

TTAATACCGCGGGCTTCCAGGGGGGCCCGTACCCAGGTTTGGTTCCTTTA 

TGAGGGTAAAGGGCCCCTGGGGTAACATGGTCTAGTTGGTCCTGTGGAAA 

AGGTATCCCCTACGAATCCCCCAA 

>Sequence 18 

AGGTACAGTCCTGATTGCATCATAATTGTGGTTTCCAACCCAGTGGACAT 

TCTTACGTATGTTACCTGGAAACTAAGTGGATTACCCAAACACCGCGTGA 

TTGGAAGTGGATGTAATCTGGATTCTGCTAGATTTCGCTACCTTATGGCT 

GAAAAACTTGGCATTCATCCCAGCAGCTGCCATGGATGGATTTTGGGGGA 

ACATGGCGACTGAAGTGTGGCTGTGTGGAGTGGTGTGAATGTGGCAGGTG 

TTTCTCTCCAGGAATTGAATCCAGAAATGGGAACTGACAATGATAGTGAA 

AATTGGAAGGAAGTGCATAAGATGGTGGTTGAAAGTGCCTATGAAGTCAT 

CAAGCTAAAAGGATATACCAACTGGGCTATTGGATTAAGTGTGGCTGATC 

TTATTGAATCCATGTTGAAAAATCTATCCAGGATTCATCCCGTGTCAACA 

ATGGTAAAGGGGATGTATGGCATTGAGAATGAAGTCTTTCTGAGCCTTCC 

ATGTATCCTCAATGCCCGGGGATTAACCCGCGTTATCAACCAAAAACTAA 

AGGATGATGAGGTTGCTCAGCTTAAGAAAGTGCAGAATCCCTGTGGGACA 

TCCAGAAAGACCTAAAAGACCTGGACTAGTGAGCTCTAGGCTGGAGAAAT 

TTAAAACCTCCATGTGAATAACTCGAGCCTTTAGTTTTCATTCATGGACC 

TCGGCCGTTTAAAACTAAGGGATCCCCCGGCTGGGGGATTCAATTC 

>Sequence 19 

AGGTACTGAGGAATGAATAGAAAGGCTTCCAGATGTCTAAAAGATTCTTT 

AAACTACTGAACTGTTACCTAGGTTAACAACCCTGTTGAGTATTTGCTGT 

TTGTCCAGTTCAGGAATTTTTGTTTTGTTTTGTCT^ 

CAGA AGAAA TTTAATCAGTGTGACAGAAAAAAAAATGTTTTATGGTAGCT 

TTTACl III 1 ATGAAAAAAAAATTATTTGCCTTTTAAATTCTTTTCCCCC 

ATCCCCCTCCAAAGTCTTGATAGCAAGCGTTATTTTGGGGGTAGAAACGG 

TGAAATCTCTAGCCTCTTTGTGTTTTTGTTGTTGTTGTTGTTGTTGTTTT 

ATATAATGCATGTATTCACTAAAATAAAATTTAAAAAACTCCTGTCTTGC 

TAGACAAGGTTGCTGTTGTGCAGTGTGCCTGTCACTACTGGTCTGTACCT 

>Sequence 20 

CCGGACAGGTACATGAAGCACAAAAAGACTGTCGCTCAGGCTGCTGACAG 

AGATTCCGGTCAGGTTGGCGTAATCAATCCTCTGCTTGACTTTGGCGTCC 

TCCACGATGACGACGGCGTTGGGCGTGAGCAGCAGCTGCCGGGAGCGAGG 

CTTGTAGCCCTTGCGGTCGTATTTCACAACAGGCACCGCATACTGAATGG 

GCTCAGAGCCCAAGGCCTGCAGCACTCGGGGGCTGATCTCATCTGTACCT 

>Sequence 2 1 

AGGTACTTGTCCCGGCCTTGCCTCATGTTCTCGTTGTGGATGATGTCATT 

GTGGGTCCTCTTATTCTCATCTCGGGCCTGGGACAGCTCGCTGCTCAGCG 

TCAGCAGCTGCCGCTGCACACGCTCGTTCTTCTCTGCCTCAGTGATGCGC 

TTCTCCTCATTGCGGTCATCCCGGATGCCCTCACTAGACAGCTCCGCGCT 

GTAGCCCGTGGGCTCTGCGCCCTCATCCTGCAAGCTCTCCTGGACATGGT 

AGCTCACCGGCTCGTACCTGCCCG 

>Sequence 22 

AGGTACGATATACGAAGACTCTGAGCTGTTTGCCTCCGATGGTTTCCAGT 

ATTTGCCCGTTGTAAAGCTCATTAAGGCCAACTTTTACTTTCAATATGTG 

ATTCTGCAGAATTAATTTAAGGAGGCGCTGATCCATGCTGAGAGTATCAT 
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CAGAAAATGCATTATTCACAGGTGCCAGCAAAGTGTATTCTCCATCTGGC 

CTCAG AGCAG ATGCCAAGCCTAATTGGGCCACAAGATCCGTGAAGGTGGT 

TTGCTGTTTTCCAGCCAGCTCAATAACTTGTTTGGCAGAATCAGGAATTA 

GGACCTGATCAATCAAATGGATCACACCATTATTTGTCACAATATCCTTT 

TTGTTCACCATTTTGATTCCATTTACTGTTATACTGTCACCGTCACATCC 

TATCTCAATTGTATTTCCTTCCAGCGTCTCAAAGACTGCTCCTCCCATAA 

TAGACTCAGAACACTGGAGAGTATTTAAGATGTGGGACCT 

>Sequence 23 

AGGACTTTTTAAATCATGTTCCCCCTAAACATGGCTGTTAACCCACTGCA 

TGCAGAAACTTGGATGTCACTGCCTGACATTCACTTCCAGAGAGGACCTA 

TCCCAAATGTGGAATTGACTGCCTATGCCAAGTCCCTGGAAAAGGAGCTT 

CAGTATTGTGGGGCTCATAAAACATGAATCAAGCAATCCAGCCTCATGGG 

AAGTCCTGGCACAGTTTTTGTAAAGCCCTTGCACAGCTGGAGAAATGGCA 

TCATTATAAGCTATGAGTTGAAATGTTCTGTCAAATGTGTCTCACATCTA 

CACGTGGCTTGGAGGCTTTTATGGGGCCCTGTCCAGGTAGAAAAGAAATG 

GTATGTAGAGCTTATATTTCCCTATTGTGACAGAGCCATGGTGTGTTTGT 

AATAATAAAACCTCATAGGAAAAACCCAATTAAGGGGCTTGTACCTTGGC 

CCG 

>Sequence 24 

AGGTACCGGAGACAGGTGCAGTCCCTCACCTGTGAAGTGGATGCCCTTAA 

AGGAACCAATGAGTCCCTGGAACGCCAGATGCGTGAAATGGAAGAGAACT 

TTGCCGTTGAAGCTGCTAACTACCAAGACACTATTGGCCGCCTGCAGGAT 

GAGATTCAGAATATGAAGGAGGAAATGGCTCGTCACCTTCGTGAATACCA 

AGACCTGCTCAATGTTAAGATGGCCCTTGACATTGAGATTGCCACCTACA 

GGAA GCTGCTGGAAGGCGAGGAGAGCAGGATTTCTCTGCCTCTTCCAAAC 

TTTTCCTCCCTGAACCTGAGGGAAACTAATCTGGATTCACTCCCTCTGGT 

TGATACCCACTCAAAAAGGACACTTCTGATTAAGACGGTTGAAACTAGAG 

ATGGACAGGTTATCAACGAAACTTCTCAGCATCACGATGACCTTGAATAA 

AAATTGCACACACTCAGGGCAGCAATATTTTACCCGCCAGAATAAAAAAG 

AAATCCATATCTTAAAGAAACCGCTTTAAGGGCCTTTCTGCAGTTTTTAA 

GGAACGCAGAAAAATTTGGAAAACGAATAACTCTTGATCTTACAACCCCC 

CCTCTTCAGGATTTGAAAAAAGTTTCACCATAACGTGTCTCCGAGGGGGG 

CGGGGTACACACTTTTTTAACGGTTTTTGGGGTCATTCACCCTTGGTTTT 

TTTGGCAGAGTTCACCCAGGGGGAAGGTTT 

>Sequence 25 

AGGTACTACTTCTTGGTTAAAAGGCCACTGGTAGAGTCATCTGAGTGTAG 

AGAATGTCCCTTCACTGCTGGAAAAATCCACTGGCTCCCAAGAAAAGAAA 

ATGGTrTGAAGCCTCTGTTGTGGCTCTCACAACTCATCTTTCCCTAAGTC 

ATCAAGCTCCACATCGCTGAGGTCAATGTCATCCTCCACGGGAAGCTCGC 

CATCCCTGCCGTCCCAAGGCTCTCTCTCAACGATGGTAGGGAAAGCCCCG 

CCTCCTACAGGTGCCGTGGAGCCACGCCCAAAAGAGAGCTCCCTGAGAAA 

CTCGTTGATGCCTTGCTCACTGAAGGAGCCTTTTAGCAGAGCAAATTTCA 

TCTTGCGTGCATTGATGGCGGCCATGGCGGGGTACCT 

>Sequence 26 

GCGGGTCGAGAGTTTTGTTCGTGAGCTGTATAGCGACTGCCGGGGAATCG 

TATTTCGTTGATATGTATGCTATACTTGCCCGTCTGAGTTTCNNNCTGCA 

GAGGAGGGCGTGTACGTACTCACTATTCACTATATGGCGAACTGCACCGT 

GGTGGCGGCCGAGGTACTGTGGATATTTAAAATATCACAGTAACAAGATC 

ATGCTTGTTCCTACAGTATTGCGGGCCAGACACTTAAGTGAAAGCAGAAG 

TGTTTGGGTGACTTTCCTACTTAAAATTTTGGTCATATCATTTCAAAACA 

TTTGCATCTTGGTTGGCTGCATATGCTTTCCTATTGATCCCAAACCAAAT 

CTTAGAATCACTTCATTTAAAATACTGAGCGGTATTGAATACTTCGAAGC 

AGAACAGGCAATGTGCAGCCCTCATTTATGAGAAAACCCTCAGGAAACTC 

CCAGGGTGATGCTTGGAGAAGCTGTGAGTTGAGCTGAAGCTGGAGAACTT 

TCTCCAGAGCAGAAGGGCTTAAGAAAGAAAGAAGAACTCTAAGCTGGGTC 

TGCTAACATCACTCCAGTTTAGATGGATCTTGGCAGAGAGACATGCTTGT 
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TCCTCTGGATTGGAAAGATGATTTACTCTCGGGAATCTTCTCTGTCAGCC 

TGTGCCTCGGCCGCTCTAAAACTGGAGGATTCCTCCGGCTGGAAAGAATT 

GGTGTCAAGATTATTTGGCGCCATTTGCTCCAGGGATGCTTTGGAAGCCA 

AATGGGGTTGCCTAGGAAAACTTGCTGAACCCTGGGGGGAACCCGGTCCC 

AAGGGGCTT CTGG GGCAGACTACAACCCGrri'rCl'IAGGGATCCCTCTTC 

GAACCCGGCTTTTGTTATTGCCCCTGGGGGCCTATGGGCTTAAAACTCCA 

TGACGGC 

>Sequence 27 

AGGTACAGGAACTGTCACCGTGTCAACCTGATGGGGAGATATGGGGACAA 

TAACCACAGTCAGGGCGTTAACTGGTTCCACTGGAAGGGCCACGAACACT 

CAATCCAGTTTGCTGAGATGAAGCTGAGACCAAGCAACTTCAGAAATCTT 

GAAGGCAGGCGCAAACGGGCATAAATTCCAGGGACCACTGGGTGAGAGAG 

GAATAAGGCCCAGAGCGAGGAAAGGATTTTACCAAAGCATCAATACAACC 

AGCCCAACCATCGGTCCACACCTGGGCATTTGGTGAGAGTCAAAGCTGAC 

CATGGATCCCTGGGGCCAACGGCAACAGCATGGGCCTCACCTCCTCTGTG 

ATTTCTTTCTTTGCACCAAAGACATCAGTCTCCAACATGTTTCTGTTTTG 

TTGTTTGATTCAGCAAAAATCTCCCAGTGACAACATCGCAATAGTTTTTT 

ACTTCTCTTAGGTGGCTCTGGGAATGGGAGAGGGGTAGGATGTACCT 

>Sequence 28 

AGGTACTCAGGGGAGGCCAGGAAGGCCTTGAGCTTGGGCCGGGCACTGAG 

GCGCCCCACATATGCTGAGAGCAGGGGGAACGCATCCAGGCAGCCAGGGG 

CTAGGACCTCATGGATCAGCAGCAAGTCCAGCAGGTTGTAGTCAGCGAAG 

GAGATCTGGTCTCCCACAATGAAGGTCTTGCCTCCCTGGTTCTGGGACAG 

CAGGGTCTCAAAAGGCTTCAGTTGCCCGGGCAGTGCCTTCACATAGTCAT 

CCTTGCCCGCCTCATAGTTGGTGTAGATGAGGGAGATGTATTTGCAGCGG 

AGGTCCTCCACGCCGTCATTCACCATGTCCACCAGGGCTGCCTCCTGCTG 

GTCCTTCCCATAGAGCCCAAGGGTGCGGCCCAGGTGACGCAGGATGGTAT 

TGGACTGGTACCT 

>Sequence 29 

AGGTACTTGAGCTGTGAGGTCATCGGAATCCCGACACCTGTCCTCATCTG 

GAACAAGGTAAAAAGGGGTCACTATGGAGTTCAAAGGACAGAACTCCTGC 

CTGGTGACCGGGACAACCTGGCCATTCAGACCCGGGGTGGCCCAGAAAAG 

CATGAAGTAACTGGCTGGGTGCTGGTATCTCCTCTAAGTAAGGAAGATGC 

TGGAGAATATGAGTGCCATGCATCCAATTCCCAAGGACAGGCTTCAGCAT 

CAGCAAAAATTACAGTGGTTGATGCCTTACATGAAATACCAGTGAAAAAA 

GGTGAAGGTGCCGAGCTATAAACCTCCAGAATATTATTAGTCTGCATGGT 

TAAAAGTAGTCATGGATAACTACATTACCTGTTCTTGCCTAATAAGTTTC 

TTTTAATCCAATCCACTAACACTTTAGTTATATTCACTGGTTTTACACAG 

AGAAATACAAAATAAAGATCACACATCAAGACTATCTACAAAAATTTATT 

ATATATTTACAGAAGAAAAGCATGCATATCATTAAACAAATAAAATACTT 

TTTATCATAAAAAAAAAAAAAAAAAAAACCT 

>Sequence 30 

AGGTACATGGATGAAAACTAAAGGCTCGAGTTAATCACATTGTAGTTTTT 

AAATTTCTACAGCCTAGAGCTCACTAGTCACAGGTCTTTTAGGTCCTTCT 

GGATGTCCCACAGGGTATCTGCACTTTTCTTGAGCTGAGCAACCTCATCA 

TCCTTTAGCTTCTGGTTGATAACGCTGGTTAATCCCCGGGCATTGAGGAT 

ACATGGAAGGCTCAGGAAGACTTCATTCTCAATGCCATACATCCCCTTTA 

CCATTGTTGACACGGGATGAATCCTGGATAGATTTTTCAACATGGATTCA 

ATAAGATCAGCCACACTTAATCCAATAGCCCAGTTGGTATATCCTTTTAG 

CT TGAT GACTTCATAGGCACTTTCAACCACCATCTTATGCACTTCCTTCC 

AATTTTCACTACCATTGTCAGTTCCCATTTCTGGATTCAATTCCTGGAGA 

GAAACACCTGCCACATTCACACCACTCCACACAGCCACACTTGAGTCGCC 

ATGTTCCCCCAAAATCCATCCATGGCAGCTGCTGGGATGAATGCCAAGTT 

TTTCAACCATAAGGTAGCGAAATCTAGCAGAATCCAAAATACATCCACTT 

CCAATCACGCGGGGGTTGGGAATCCACTTAGTTTCCAGGTAACATACCTA 

AGAAGTCCACTGGGTGGAAACCCCCATATGATGCCATCAGGACTGTCCCT 
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CGGGCGTTTAGAACTAGGGACCCCCGGGCTTGAGAATTCATATT 
>Sequence 3 1 

AGGTACTGCAGGGCCCCTCAAGGAGGATACTACAAAACAGCCCTGGGAAC 

CAGGTGCGACATTCACTGCCAGAAGGGCTACGAGCTGCATGGCTCTTCCC 

TACTGATCTGCCAGTCAAACAAACGATGGTCTGACAAGGTCATCTGCAAA 

CAAAAGCGATGTCCTACCCTTGCCATGCCAGCAAATGGAGGGTTTAAGTG 

TGTAGATOGTGCCTACTTTAACTCCCGGTGTGAGTATTATTGTTCACCAG 

GATACACGTTGAAAGGGGAGCGGACCGTCACATGTATGGACAACAAGGCC 

TGGA 

>Sequence 32 

AGGTACACCTTGAATGACAATGCTCGGAGCTGCCCTGTGGTCATCGACGC 

CTCCACTGCCATTGATGCACCATCCAACCTGCGTTTCCTGGCCACCACAC 

CCAATTCCTTGCTGGTATCATGGCAGCCGCCACGTGCCAAGATTACCGGC 

TACATCATCAAGTATGAGAAGCCTGGGTCTCCTCCCAGAGAAGTGGTCCC 

TCGGCCCCGCCCTGGTGTCACAGAGGCTACTATTACTGGCCTGGAACCGG 

GAACCGAATATACAATTTATGTCATTGCCCTGAAGAATAATCAGAAGAGC 

GAGCCCCTGATTGGAAGGAAAAAGACAGGACAAGAAGCTCTCTCTCAGAC 

AACCATCTCATGGGCCCCATTCCAGGACACTTCTGAGTACCT 

>Scquence 33 

AGGTACAGGCTGACAGAGAAGATTCCCGAGAGTAAATCATCTTTCCAATC 

CAGAGGAACAAGCATGTCTCTCTGCCAAGATCCATCTAAACTGGAGTGAT 

GTTAGCAGACCCAGCTTAGAGTTCTTCTTTCTTTCTTAAGCCCTTTGCTC 

TGGAGGAAGTTCTCCAGCTTCAGCTCAACTCACAGCTTCTCCAAGCATCA 

CCCTGCK3AGTTTCCTGAGGGTTTTCTCATAAATGAGGGCTGCACATTGCC 

TGTTCTGCTTCGAAGTATTCAATACCGCTCAGTATTTTAAATGAAGTGAT 

TCTAAGAT TTGG TTTGGGATCAATAGGAAAGCATATGCAGCCAACCAAGA 

TGCAAATGTTTTGAAATGATATGACCAAAATTTTAAGTAGGGAAAGTCAC 

CCAAACACTTCTGCTTTCACTTAAGTGTCTGGCCCGCAATACTGGAGGAA 

CAAGCCTGATCTTGTTACTGTGATATTTTAAATTTCCCCAGTACCT 

>Scquence 34 

AGGTACAGTCCTGATTGCATCATAATTGTGGTTTCCAACCCAGTGGACAT 

TCTTACGTATGTTACCTGGAAACTAAGTGGATTACCCAAACACCGCGTGA 

TTGGAAGTGGATGTAATCTGGATTCTGCTAGATTTCGCTACCTTATGGCT 

GAAAAACTTGGCATTCATCCCAGCAGCTGCCATGGATGGATTTTGGGGGA 

ACATGGCGACTCAAGTGTGGCTGTGTGGAGTGGTGTGAATGTGGCAGGTG 

TTTCTCTCCAGGAATTGAATCCAGAAATGGGAACTGACAATGATAGTGAA 

AATTGGAAGGAAGTGCATAAGATGGTGGTTGAAAGTGCCTATGAAGTCAT 

CAAGCTAAAAGGATATACCAACTGGGCTATTGGATTAAGGGTGGCTGACC 

TTATTGAATTCATGTCGAAAAATCTATCCAGGATTCATCCCGTGTCAACA 

ATGGTAAAGGGGATGTATGGCATTGATAATGAAGTCTTCCTGAGCCTTCC 

ATGTATTCTCAATGCCCCGGGATTTACCAGCGTTTTCAACCTAAGCCTAA 

GGATGATGAGGTTGTTCAGTTAAGAAAAGGGCTAAACCCTGGGGGGCCCT 

CCCGAAGGACCTTTAAGACCTGTGACTAGGAACTTTTTGGTGGCAAAATT 

AAAATAACTCCATGTGCTAACTCCACCCTTAATGATACCCCCGAACCTGG 

GCCGTCTAAAATAGGGGATCTCCCGCCTGGAAAATTTCT 

>Sequence 35 

CCGGGCAGGTACATGACCCCTTCATTGGTTGTGCAGATTTCCTCGTGGGC 

AGCCATGGGGCAGAACCCAAACTTCTGGTCGGCATCATAGTTCTGTGTGG 

TCCCACACCACTTCATGTTGTCTCTTCTGCCCTCAGAAGTGCAATCAGTG 

TAATTGTGGTTGTTGTATAGGAAGGGGAAGTGGCACAAGGCACCATTGGA 

ATTTCCTCCTCGAGTCTGAACCAAAACAGTGTGGTCTGTGCAGAAAGAGT 

ATTTCTGGTCCTGCTCATAATTCGAAGTTGTGCTGCACCAAAGATGTTCG 

TCCTGTCGCCCTTCTGTGGTGCAGGAGTAGAACGTCCTGCCATTGTAAGT 

GAATGGTAAGACACATGGCTCTCCATTTGAGTTGCCACCGTAAGTCTGGG 

TTACAGCTGTCTCTTGGCAGCTGACTCCGTTGCCCAGGCACGTGCCAAGC 

ATTTGCTTATTTCCTTGGGGCTTCAACCACTGGATCCCCACAGAGTATAC 
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CACACCCCTGTCTGGGACACAGTGCCCTTAGGGAGGAGGCTTGGGGTGAA 

GCCTCTGTTTGAAAACGGGTGCCCAACATCGGTGAAGGGGCCCAAACCCT 

TCGATGTGGCCCGACCGAGGGTAGCCTTTTAAAATTTCCGTTTTCTTGGG 

CCGATTTAAAACTAGGGAATCCCCCGCCTAAGGGAACCGTGCCCATCTTT 

TTTAAACCCTCGCCTCCTAGGGGCKjCCCCCTCCCCCTTTTT 

>Sequcnce 36 

AGGTCTAACATCCCTAGCAGCCTTCCTCAGGCACACTGTGACAGTGGAGT 

GGGCACACGTATCGTTTCAGGCACCTTGGCTGACAGCCCAACGCGGCCAC 

CTGGGTGCATGGACATTTGCAGCTGCCACCATGCCAGCACCCTGGCCACA 

GATTAGCTCAACTGGCCACAGTCTGTGATGACAATCTTCTTGGATGTCCT 

CCCACTCTTAGAGCCGAAAGATTCTATTTTCTTCACGACGTCCATGCCCT 

C7TTGACGTGACCGAACACAACATGCTTGCCATCCAACCAGTCTGTCTTT 

ATGGTGCAGATGAAGAACTGGGAGCCGTTGGTGTTAGGACCAGCATTAGC 

CATGGACAGGACACCTGGCCCCACGTGCTTCAGTGCAAAGTTCTCGTCAG 

GAAAAGCGGCTTCCGTAGATGGACTTCCCGCCTGTGCCATTGTGGTTGGT 

GAAGTCGCCCGCCTGGCACATGAAGGAAGGGATCACCCTGTGGAAGGTGG 

AGCCTTTGTAGCCGAAGCCCTTCTCACCAGTGCACAGGGCTCTGAAGTTC 

TCAGCTGTCTTTGGGACGACATCTGCCTTCAGCTCCAGCACCAC 

>Sequence37 

AGGTACAAGCTTTTTTn 1 1 1 1 1 rTTTTTTTTGCTGGTAATATATTGCTG 

CACTGAGTGTGTGCAATTTTTATTCAAGGTCATCGTGATGCTGAGAAGTT 

TCGTTGATAACCTGTCCATCTCTAGTTTCAACCGTCTTAATCAGAAGTGT 

CCITITrGAGTGGGTATCAACCAGAGGGAGTGAATCCAGATTAGTTTCCC 

TCAGGTTCAGGGAGGAAAAGTTTGGAAGAGGCAGAGAAATCCTGCTCTCC 

TCGCCTTCCAGCAGCTTCCTGTAGGTGGCAATCTCAATGTCAAGGGCCAT 

CTTAACATTGAGCAAGTCTTGGTATTCACGAAGGTGACGAGCCATTTCCT 

CCTTCATATTCTGAATCTCATCCTGCAGGCGGCCAATAGTGTCTTGGTAG 

TTAGCAGCTTCAACGGCAAAGTTCTCTTCCATTTCACGCATCTGGCGTTC 

CAGGGACTCATTGGTTCCTTTAAGGGCATCCACTTCACAGGTGAGGGACT 

GCACCTGTCTCCGGTACCT 

>Sequence38 

AGGTACCTTACAAAAGTTAATGCATTAGACACTTCAGATGTTAACTGCTC 

TAA ACAAAA CTCCTAAGTCTGTCCTATGCAATATATATTTTATATACATA 

TATATTTTTACATAGAATACCCACAAAGTGCAAGCCAATAATAACATTGC 

AGAAAAGTAATACATATCTGCTAGGTGACAATATCAAACAATTCAGGGAA 

TAATTTTACTTTAATTAACATTAACAGAATTTCTTTTTCCACTTCAAATC 

AATCATATTTCTGTCATCTGCAACCTAAGATATTTTTTAGATTGTCTCCC 

TATTCTTTGATTCAAAAGCCAATTACAGAAACTATGAACTTGACCTAATT 

CTGGTTTTTGACAATTATGAGACAGAAATAAAGAAATGCAAGCAGTTCTT 

TTCTTTGCACACTGACCATTTTTTAATTACATCATCCTCTATGATGATGG 

TGCTTTCACAACTGCAGCTCTCCTGTATGTCAAAATCATTCTGGTTTCCA 

GGTAAATGGACAAAGGAGATTTGCCTTCAGTGTCTAGAAGGCAATTTACT 

TTTCAGCTGCCTTAATTACCTATAGGTTAAAGAAAGGAATGCCACATATA 

GGGTCCCTTAAACATCTAAAATGGGAGGTTGCCTTCAAGGGCACCATTCC 

CAAAATTTGAATCAAGGTCCAAGAAGCTTTCATATATGTTACAGTATGTT 

CACTGGGAATATGTCTCTGGCCAAGGTTAAAGGTGTGACAAATTTAAG 

>Sequence 39 

AGGTACTCCAGGCCGGGACTCAGGTTATCAAAAGTGCAGGAGCTCTGATC 

AGCATGGACCACTTCTTCCAAAGAATTTCCCTGCTGGCCGTTTGTAGGGG 

TTGTGGTAATTCTATAACCAGTAATGTCTGGGGTGGTGCTCCTCTCCCAG 

GAGACTGTGAGCACTCCAGTGTCAGGGTTTGCCTCCAGATGCAAGTTTGT 

TGGTGGAGACAATGGTGTCACCACTTTGTTTACAATTGGCGCATCTCTTT 

CCTGTCCATCTCTCAGGACTTGGATGGTGTAGACGTATTCTACTCCTGGA 

GTCAAGCCGGACACAACGATGCTTCCTGAGTCTGAAGTCACTTCTCGTGG 

TGCCTCTCCTCCCTGGCTTGGTCGTACCT 

>Sequence 40 
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AGGTACCGGAGACAGGTGCAGTCCCTCACCTGTGAAGTGGATGCCCTTAA 

AGGAACCAATGAGTCCCTGGAACGCCAGATGCGTGAAATGGAAGAGAACT 

TTGCCGTTGAAGCTGCTAACTACCAAGACACTATTGGCCGCCTGCAGGAT 

GAGATTCAGAATATGAAGGAGGAAATGGCTCGTCACCTTCGTGAATACCA 

AGACCTGCTCAATGTTAAGATGGCCCTTGACATTGAOATTGCCACCTACA 

GGAA GCTGCTGGAAGGCGAGGAGAGCAGGATTTCTCTGCCTCTTCCAAAC 

TTTTCCTCCCTGAACCTGAGGGAAACTAATCTGGATTCACTCCCTCTGGT 

TGATACCCACTCAAAAAGGACACTTCTGATTAAGACGGTTGAAACTAGAG 

ATGGACAGGTTATCAACGAAACTTCTCAGCATCACGATGACCTTGAATAA 

AAATTGCACACACTCAGTGCAGCAATATATTACCAGCAAGAATAAAAAAG 

AAATCCATATCTTAAAGAAACAGCTTTCAAGTGCCTTTCTGCAGTTTTTT 

AAGAGCGCAAGATAGATTTGGAATAGGAATAAGCTCTAGTTTTTAACAAC 

CGACACTCCTTCAAGATTTAGAAAAAAGTTTACAACATAATCTAAGATCC 

AGAAA AAACTTGG GCTAGAATATTTTTTAAAAGGATTTGGATACTATTAA 

AACGGCTTT 1 1 ' I ' I" I'CAGCAGG ATTCCACCACTTTGGTCTGGTTAATG 

> Sequence 41 

AGGTACG A TATACG AAGACTCTGAGCTGTTTGCCTCCG ATGGTTTCCAG T 

ATTTGCCCGTTGTAAAGCTCATTAAGGCCAACTTTTACTTTCAATATGTG 

ATTCTGCAGAATTAATTTTAGGAGGCGCTGATCCATACTGAGAGTATCAT 

CAGAAAATGCATTATTCACAGGTGCCAGCAAAGTGTATTCTCCATCTGGC 

CTCAGAGCAGATGCCAAGCCTAATTGGGCCACAAGATCCGTGAAGGTGGT 

TTGCTGTTTTCCAGCCAGCTCAATAACrTGTTTGGCAGAATCAGGAATTA 

GGAGCTGAT CAATC AAATGGATCACACCATTATTTGTCACAATATCCTTT 

TTGTTCACCATTTTGATTCCATTTACTGTTATACTGTCACCGTCACATCC 

TATCTCAATTGTATTTCC 

>Sequence 42 

AGGTACTTCTGTTTAAGCCGGTCCATGAGCAGGCCATTCCAGGGGGCACA 

CAGCACTCCGAACTGAGTGAAGGCAAAGGCATTTGTGTAGGTGCTGACTC 

GTGCCATGTCCCCACCGGCCATGTTGGTCAGCAAGGAGTTGAGAGTGCCA 

ATGAAGAGGTAGTGCCACAACTGTATCACAGACAGCCACACCAGGTGCCA 

GGCAAAGCGCCGAGAGAAAGCGTAGCTCCAGAAGGAGCGGAGTTCCTGCT 

TCTGCCCTGCCCCTGGGGTCTCTTCCTTCGCTGAAAGGAACTCCTTTGAC 

TGTAGCTCCCTGTTTTCATGCTCAGCTGCTTCCTTCTCTTCCTTTGTGGT 

GCCATTCCCAGGGCACAGGCCATAGCTGTAGTTGGGGGGCAGTGGGTATG 

GGATGTGCCCCCGGGGCATCAGGAGGAAAGTGCGTGCTACATGCCAGGTA 
CCTT 

>Sequence 43 

AGGTACAGCTGTCTGCATTGAAAATTCATGCATGGAGAAAGGGAGTAAGC 

AAGGGAGAAACGGTGCGATTCACATATTCCGCGAGATCATCAAGCCAGCA 

GAGAAATCCCTCCATGAAAAGTTAAAACAAGATAAGCGCTTTAGCACCTT 

CCTCAGCCTACTTGAAGCTGCAGACTTGAAAGAGCTCCTGACACAACCTG 

GAGACTGGACATTATTTGTGCCAACCAATGATGCTTTTAAGGGAATGACT 

AGTGAAGAAAAAGAAATTCTGAtACGGGACAAAAATGCTCTTCAAAACAT 

CATTCTTTATCACCTGACACCAGGAGTTTTCATTGGAAAAGGATTTGAAC 

CTGGTGTTACTAACATTTTAAAGACCACACAAGGAAGCAAAATCTTTCTG 

AAAGAAGTAAATGATACACTTCTGGTGAATGAATTGAAATCAAAAGAATC 

TGACATCATGACAACAAATGGGGTAATTCATGTTGTAGATAAACTCCTCT 

ATCCAGCAGACACACCTGTTGAAAATGATCAACTGCTGGAAATACTTAAT 

AAATTAATCAAATACATCCAAATTAAGTTTGGTCGTGTAGCACCTTCAAA 

GAAATCCCCGTGACTGCTTATAGGCCAATTATTAAAAAATACCCCAAAAT 

CTTTGATGGAGTGCCTGTGGAATAACTGAAAAGGAGACCCAGAAGAACGA 

TTCATTCAGGTCCTGGAATAAAAAACACTAGGATTTCTACCGGAGG 

>Sequence 44 

AGGTACTTGAGCTGTGAGGTCATCGGAATCCCGACACCTGTCCTCATCTG 

GAACAAGGTAAAAAGGGGTCACTATGGAGTTCAAAGGACAGAACTCCTGC 

CTGGTGACCGGGACAACCTGGCCATTCAGACCCGGGGTGGCCCAGAAAAG 
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CATGAAGTAACTGGCTGGGTGCTGGTATCTCCTCTAAGTAAGGAAGATGC 

TGGAGAATATGAGTGCCATGCATCCAATTCCCAAGGACAGGCTTCAGCAT 

CAGCAAAAATTACAGTGGTTGATGCCTTACATGAAATACCAGTGAAAAAA 

GGTGAAGGTGCCGAGCTATAAACCTCCAGAATATTATTAGTCTGCATGGT 

TAAA AGTAGTCATGGATAACTACATTACCTGTTCTTGCCTAATAAGTTTC 

TTTTAATCCAATCCACTAACACTTTAGATATATTCACTGGTTTTACACAG 

AGAAA TACAAAATTAAGATCACACATCAAGACTATCTACTGTAAAAAAAG 

TTTTTATAAAAGAAAAAGGCTTGGTCCT 

>Sequence 45 

AGGTACGATATACGAAGACTCTGAGCTGTTTGCCTCCGATGGTTTCCAGT 

ATTTGCCCGTTGTAAAGCTCATTAAGGCCAACTTTTACTTTCGATATGTG 

ATTCTGCAGAATTAATTTAAGGAGGCGCTGATCCATGCTGAGAGTATCAT 

CAGAAAATGCATTATTCACAGGTGCCAGCAAAGTGTATTCTCCATCTGGC 

CTCAG AGCAG ATGCCAAGCCTAATTGGGCCACAAGATCCGTGAAGGTGGT 

TTGCTGTTTTCCAGCCAGCTCAATAACTTGTTTGGCAGAATCAGGAATTA 

GGACCTGATCAATCAAATGGATCACACCATTATTTGTCACAATATCCTTT 

TTGTTCACCATTTTGATTCCATTTACTGTTATACTGTCACCGTCACATCC 

TATCTCAATTGTATTTCCTTCCAGCGTCTCAAAGACTGCTCCTCCCATAA 

TAGACTCAGAACACTGGAGAGTATTTAAGATGTGGTACCT 

>Sequence 46 

AGGTACTCAGAAGTGTCCTGGAATGGGGCCCATGAGATGGTTGTCTGAGA 

GAGAGCTTCTTGTCCTACATTCGGCGGGTATGGTCrTGGCCTATGCCTTA 

TGGGGGTGGCCGTTGTGGGCGGTGTGGTCCGCCTAAAACCATGTTCCTCA 

AAGATCATTTGTTGCCCAACACTGGGTTGCTGACCAGAAGTGCCAGGAAG 

CTGAATACCATTTCCAGTGTCATACCCAGGGTGGGTGACGAAAGGGGTCT 

TTTGAACTGTGGAAGGAACATCCAAGATCTCTGGTCCATGAAGATTGGGG 

TGTGGAAGGGTTACCAGTTGGGGAAGCTCGACTGTCTTTTTCCTTCCAAT 

CAGGGGCTCGCTCTTCTGATTATTCTTCAGGGCAATGACCTAAATTGTAT 

ATTCAGTTGCCCGTTCCAGGCCAACAAGTTTGGGCCTTTGGAACGCCAAG 

GAGATGCCCTGTGACCAATTTTTTGTGACGAGCTGCACCT 

>Sequence 47 

AGGTACGATATACGAAGACTCTGAGCTGTTTGCCTCCGATGGTTTCCAGT 

ATTTGCCCGTTGTAAAGCTCATTAAGGCCAACTTTTACTTTCAATATGTG 

ATTCTGCAGAATTAATTTAAGGAGGCGCTGATCCATGCTGAGAGTATCAT 

CAGAAAATGCATTATTCACAGGTGCCAGCAAAGTGTATTCTCCATCTGGC 

CTCAGAGCAGATGCCAAGCCTAATTGGGCCACAAGATCCGTGAAGGTGGT 

TTGCTGTTTTCCAGCCAGCTCAATAACTTGTTTGGCAGAATCAGGAATTA 

GGACCTGAT CAATC AAATGGATCACACCATTATTTGTCACAATATCCTTT 

TTGTTCACCATTTTGATTCCATTTACTGTTATACTGTCACCGTCACATCC 

TATCTCAATTGTATTTCC 

>Sequence 48 

CCGGGCAGGTACAAAGCAGGAGAATGATGCTCCCAGCTGAGCTGCAGGAT 

GGGCGCTGGGCTGACTGGAGGGGTAGACGGGGTGGGGTCTGACCeCATTA 

GCCTTTCCCCATCCAACCTGGGCCCCCATAAGCCATTCTCTGGCCCTCTG 

CACAAGACAGACTCAGCAAATCTGCGAGGTATGGGGATTCTGCCAACTCC 

CCACCTCGCCTCACCTTCCCTAGGTCTGCCGGGTGACCCAATCCACTGGG 

TGCAGCCCCACCCCCGCTCAACCCCACATCTGGACAGACACATGGCAAAT 

ATGGAACTGAAGCCCGGCTGGGCTGGAGCACATCTGGTTGTTGTTGGGTT 

GGAGTCGTCTTGCAGGTGTCCCAAGGTGGTCAGGCCTCACCCACAGTGGC 

CAGGTTGAGACCGTGTTTTTTAGATGATTCAGGTTACTCCAGGGCCAAAC 

ATGATCCTGATGACCCCCGGCCGAAAAACAAGCTGGAACCCTGGAAGAAA 

CCT 

>Sequence 49 

AGGTACTGAGGAATGAATAGAAAGGCTTCCAGATGTCTAAAAGATTCTTT 

AAACTACTGAACTGTTACCTAGGTTAACAACCCTGTTGAGTATTTGCTGT 

TTGTCCAGTTCAGGAATTTTTGTTTTGTTTTGTCTATATGTGCGGCTTTT 
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CAGAAGAAATTTAATCAGTGTGACAGAAAAAAAAATGTTTTATGGTAGCT 

TTTACTTTTTATGAAAAAAAAATTATTTGCCTTTTAAATTCTTTTCCCCC 

ATCCCCCTCCAAAGTCTTGATAGCAAGCGTTATTTTGGGGGTAGAAACGG 

TGAAATCTCTAGCCTCrTTGTGTTTTTGTTGTTGTTGTTGTTGTTGTTTT 

ATATAATGCATGTATTCACTAAAATAAAATTTAAAAAACTCCTGTCTTGC 

TAGACAAGGTTGCTGTTGTGCATTGTGCCTGTTACTACTGGGCTGTTCCT 

GGGACGGTTTAACACTGGCTGATACCGGGACCTTGGGGAATCTAGAACT 
>Sequence 50 

CACGCTGGTTTTGCATCTTCAGGAGACGCTCGTAGCCCTCGCGCTTCTCC 

TCGGCCAATTCGCGGAAGAAGTGGCTCACGCCTTCCAGAGCCACATCATC 

GCGGTCGAAATAGAAGCCCAGAGAGAGGTAGGTGTAGGAGGCCGTAAAAA 

CGGTGCTGGCAGGTCCCAGAAGCAGGAGATGGCCGAGAAGATGGTCCCGG 

AGGTTGCAAGCGGAGAGGAAATCGGAGGGCGGTCGGAG 

>Sequence51 

AGGTACAACTTCATTGAACTGCCCTACCACGGGGAAAGCATCAGCATGCT 

GATTGCACTGCCGACTGAGAGCTCCACTCCGCTGTCTGCCATCATCCCAC 

ACATCAGCACCAAGACCATAGACAGCTGGATGAGCATCATGGTGCCCAAG 

AGGGTGCAGGTGATCCTGCCCAAGTTCACAGCTGTAGCACAAACAGATTT 

GAAGGA GCCGC TGAAAGTTCTTGGCATTACTGACATGTTTGATTCATCAA 

AGGCAAATTTTGCAAAAATAACAAGGTCAGAAAACCTCCATGTTTCTCAT 

ATCTTGCAAAAAGCAAAAATTGAAGTCAGTGAAGATGGAACCAAAGCTTC 

ack:agcaacaactgcaattctcattgcaagatcatcgcctccctggttta 

TAGTAGACAGACCTTTTCTGTTTTTCATCCGACATAATCCTACAGGTGCT 

GTGTTATTCATGGGGCAGATAAACAAACCCTGAAGAGTATACAAAAGAAA 

CCATGCAAAGCAACGACTACTTTTGCTACGAAGAAAGACTCCTTTCCTGC 

ATCTTTCATAGTTCTGGTAAATATTTTTGTACCTTC 

>Sequence 52 

AGGTACATCATTTCATCTCATCCTGTTGGCACTGATGAAGAACCCTTACA 

GTTCAGGGTTCCTGGAACTTCTACCAGTGCCACTCTGACAGGCCTCACCA 

GAGGTGCCACCTACAACATCATAGTGGAGGCACTGAAAGACCAGCAGAGG 

CATAAGGTTCGGGAAGAGGTTGTTACCGTGGGCAACTCTGTCAACGAAGG 

CTTGAACCAACCTACGGATGACTCGTGCTTTGACCCCTACACAGTTTCCC 

ATTATGCCGTTGGAGATGAGTGGGAACGAATGTCTGAATCAGGCTTTAAA 

CTGTTGTGCCAGTGCTTAGGCTTTGGAAGTGGTCATTTCAGATGTGATTC 

ATCTAGATGGTGCCATGACAATGGTGTGAACTACAAGATTGGAGAGAAGT 

GGGACCGTCAGGGAGAAAATGGCCAGATGATGAGCTGCACATGTCTTGGG 

AACGGAAAAGGAGAATTCAAGTGTGACCCTCATGAAGCAACGTGTTACGA 

TGATGGGAAGACATATCACGTAGGAGAACAGTGGCAGAAGGAATATCTCG 

GTGCCATTTGCTCCTGCACATGCTTTGGAAGCCAGCGGGGCTGGCGCTGT 

GACAACTGCCCGAGACCTTGGGGGTGAACCCAGTCCCGAAGGCACTACTG 

GCCAGTCCTACCAACAGTATTTTTAGAGAAACCCTTCGAGAACAAACACT 

AAGGGTAATGGCCAATTGAGGCTTAATGCCTTTAAATGAACCTTGGGCGC 
T 

>Sequence 53 

AGGTACAGGCTGACAGAGAAGATTCCCGAGAGTAAATCATCTTTCCAATC 

CAGAGGAACAAGCATGTCTCTCTGCCAAGATCCATCTAAACTGGAGTGAT 

GTTAGCAGACCCAGCTTAGAGTTCTrCTTTCTTTCTTAAGCCCTTTGCTC 

TGGAGGAAGTTCTCCAGCTTCAGCTCAACTCACAGCTTCTCCAAGCATCA 

CCCTGGGAGTTTCCTGAGGGTTTTCTCATAAATGAGGGCTGCACATTGCC 

TGTTCTGCTTCGAAGTATTCAATACCGCTCAGTATTTTAAATGAAGTGAT 

TCTAAGAT TTGG TTTGGGATCAATAGGAAAGCATATGCAGCCAACCAAGA 

TGCAAATGTTTTGAAATGATATGACCAAAATTTTAAGTAGGAAAGTCACC 

CAAACACTTCTGCTTTCACTTAAG 

>Sequence 54 

AGGTACGATATACGAAGACTCTGAGCTGTTTGCCTCCGATGGTTTCCAGT 
ATTTGCCCGTTGTAAAGCTCATTAAGGCCAACTTTTACTTTCAATATGTG 
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ATTCTGCAGAATTAATTTAAGGAGGCGCTGATCCATGCTGAGAGTATCAT 

CAGAAAATGCATTATTCACAGGTGCCAGCAAAGTGTATTCTCCATCTGGC 

CTCAGAGCAGATGCCAAGCCTAATTGGGCCACAAGATCCGTGAAGGTGGT 

TTGCTGTTTTCCAGCCAGCTCAATAACTTGTTTGGCAGAATCAGGAATTA 

GGACCTGATCAATCAAATGGATCACACCATTATTTGTCACAATATCCTTT 

TTGTTCACCATTTTGATTCCATTTACTGTTATACTGTCACCGTCACATCC 

TATCTCAATTGTATTTCCTTCCAGCGTCTCAAAGACTGCTCCTCCCATAA 

TAGACTCAGAACACTGGAGAGTATTTAAGATGTGGTACCT 

>Sequence 55 

CCGGGCAGGTACGAGTGGCAGTTGAGGGGATCCCCGTTGGTCAGCGCGAA 

CTGCCCGTGGGTCGGCTGGGTCGGCGGCATCCTGCCCCTCTGCACCGCAA 

AACCATATTTGCCTTGTTCAAGGTCCCAAACCGCTTGCATCTTCCTCCTA 

AACTGGAATAACTCTCCTTTAGTTTGGCGGGTGAAATAAATGCTTTGTTG 

GCCCCCTGAAAAGATGTGTCTTTGATAATTAAAGAGAATCTCCTACCT 
>Sequence 56 

AGGTACAGGCTGACAGAGAAGATTCCCGAGAGTAAATCATCTTTCCAATC 

CAGAGGAACAAGCATGTCTCTCTGCCAAGATCCATCTAAACTGGAGTGAT 

GTTAGCAGACCCAGCTTAGAGTT(nTCTTTCTlTCTTAAGCCCTTTGCTC 

TGGAGGAAGTTCTCCAGCTTCAGCTCAACTCACAGCTTCTGCAAGCATCA 

CCCTGGGAGTTTCCTGAGGGTTTTCTCATAAATGAGGGCTGCACATTGCC 

TGTTCTGCTTCGAAGTATTCAATACCGCTCAGTATTTTAAATGAAGTGAT 

TCTAAGAT TTGG TTTGGGATCAATAGGAAAGCATATGCAGCCAACCAAGA 

TGCAAATGTTTTGAAATGATATGACCAAAATTTTAAGTAGGAAAGTCACC 

CAAACACTTCTGCTTTCACTTAAGTGTCTGGCCCGCAATACTGTAGGAAC 

AAGCATGATCTTGTTACTGTGATATTTTAAATATCCACAGTACCT 

>Sequence 57 

AGGTACACCTTGAATGACAATGCTCGGAGCTCCCCTGTGGTCATCGACGC 

CTCCACTGCCATTGATGCACCATCCAACCTGCGTTTCCTGGCCACCACAC 

CCAATTCCTTGCTGGTATCATGGCAGCCGCCACGTGCCAGGATTACCGGC 

TACATCATCAAGTATGAGAAGCCTGGGTCTCCTCCCAGAGAAGTGGTCCC 

TCGGCCCCGCCCTGGTGTCACAGAGGCTACTATTACTGGCCTGGAACCGG 

GAACCGAATATACAATTTATGTCATTGCCCTGAAGAATAATCAGAAGAGC 

GAGCCCCTGATTGGAAGGAAAAAGACAGTTCAAAAGACCCCTTTCGTCAC 

CCACCCTGGGTATGACACTGGAAATGGTATTCAGCTTCCTGGCACTTCTG 

GTCAGCAACCCAGTGTTGGGCAACAAATGATCTTTGAGGAACATGGTTTT 

AGGCGGACCACACCGCCCACAACGGCCACCCCCATAAGGCATAGGCCAAG 

ACCATACCCGCCGAATGTAAGTGAGGAAATCCAAATTGGTCACATCCCCA 

GGG AAGATGTAA ACTATCACCTGG ACCT 

>Sequence 58 

AGGTACTCAGAAGTGTCCTGGAATGGGGCCCATGAGATGGTTGTCTGAGA 

GAGAGCTTCTTGTCCTACATTCGGCGGGTATGGTCTTGGCCTATGCCTTA 

TGGGGGTGGCCGTTGTGGGCGGTGTGGTCCGCCTAAAACCATGTTCCTCA 

AAGATCATTTGTTGCCCAACACTGGGTTGCTGACCAGAAGTGCCAGGAAG 

CTGAATACCATTTCCAGTGTCATACCCAGGGTGGGTGACGAAAGGGGTCT 

TTTGAACTGTGGAAGGAACATCGAAGATCTCTGGTCCATGAAGATTGGGG 

TGTGGAAGGGTTACCAGTTGGGGAAGCTCGACTGTCTTTTTCCTTCCAAT 

CAGGGGCTTGCTCTTCTGATTATTCTTCAGGGCAATGACATAAATTGTGT 

ATTCGGTTCCCGGTTCCAGGCCAGTAATAGTAGCCTGTGTGACACCAGGG 

CGGGGCCGAAGGACCACTTTTCTGGGAGGAGGACCCAGGCTTATCATACT 

TGATGATGAAGCCGGTAATCCCTGGCACTTGGCGGCTGGCATGATACCAG 

CAAGGATTGGGTGTGGAGCCCAGAAACCCAGTTGGATGGTGCATAAAGGC 

AGGGGAGGCCTTAATACCCCAGGGGAGCTCTTACCCTTGGATTCAAGGGG 

ACCCTTGCCCGTTTATAAATAGTAGATCCCCCGGGCTGTGGGATTCCTTT 

CAATTTATTCTACCATATACCTGGGGGCGGCCCCC 

>Sequence 59 

AGGTACACAGTCAGTGTGGTTGCCTTGCACGATGATATGGAGAGCCAGCC 
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CCTGATTGGAACCCAGTCCACAGCTATTCCTGCACCAACTGACCTGAAGT 

TCACTCAGGTCACACCCACAAGCCTGAGCGCCCAGTGGACACCACCCAAT 

GTTCAGCTCACTGGATATCGAGTGCGGGTGACCCCCAAGGAGAAGACCGG 

ACCAATGAAAGAAATCAACCTTGCTCCTGACAGCTCATCCGTGGTTGTAT 

CAGGACTTATGGTGGCCACCAAATATGAAGTGAGTGTCTATGCTCTTAAG 

GACACTTTGACAAGCAGACCAGCTCAGGGTGTTGTCACCACTCTGGAGAA 

TGTCAGCCCACCAAGAAGGGCTCGTGTGACAGACGCTACTGAGACCACCA 

TCACCATTAGCTGGAGAACCAAGACTGAGACGATCACTGGCTTCCAAGTT 

GATGCCGTTCCAGCCAATGGCCAGACTCCAATCCAGAGAACCATCAAGCC 

AGATGTCAGAAGCTACACCATCACAGGTTTACAACCAGGCACTGACTACA 

AGATCTAACCGGACCT 

>Sequence 60 

AGGTCAAAGATTTATTGAAGCAGAACCAAGTTGGTTGGATACTTGCTGGA 

AAAAAAAAAA GCAGT TTTAATAGTATTCAAAATACCTTTTAAAAAGTATT 

CTAGCACAAGATTTTTCTGTAAACTAGATTATGTTGTAAACTTTTTTCT 

AATCTTGTAGGAGTGTCGGTTGTTAAGAACTAGAGCTTATTCCTATTCCA 

AATCTATCTTGCGCTCCTGAAAAACTGCAGAAAGGCACTTGAAAGCTGTT 

TCTTTAAGATATGGATTTCTTTTTTATTCTTGCrGGTAATATATTGCTGC 

ACTGAGTGTGTGCAATTTTTATTCAAGGTCATCGTGATGCTGAGAAGTTT 

CGTTGATAACCTGTCCATCTCTAGTTTCAACCGTCTTAATCAGAAGTGTC 

CTTTTTGAGTGGGTATCAACCAGAGGGAGTGAATCCAGATTAGTTTCCCT 

CAGGTTCAGGGAGGAAAAGTTTGGAAGAGGCAGAGAAATCCTGTTCTCCT 

TGCCTTCCAGCAGCTTCCTGGAGGTGGCAATCTTAATGTCAAGGGCCATC 

TTAACATTGAACAGGTTTTGGTATTCACCAAAGTGACGAGCCATTTCCTC 

TTCATAATCTGAATTTATTCTGCAGGCGGGCAAAAGGTCTGGGTAGTAGC 

ACTTAAAGGGAAAGGTTCTTCATTTAAGCCTTGGCGTTCAGGACTAATGG 

TTCTTTAAGGGATCCCATTAAGGGGGGGACGCACTT 

>Sequence61 

aggtacaagagtgtttcatgaaatccgtttttaaaatgaacatctctgtg 

tck:cacagttcctaggactggggcaaggacacagtgtcaagtcttgtttt 

gaggatgagtctctgaagagacagaattcctgccagaatgcgcacagaac 

ataagtcagccaagtgtgtcgtgccagggatactttgactttggtttgct 

gctgctgctagggatattgggagggttatcctttccaggttgtaggagag 

ggttgtgggtaaaggtctgtcgtaaaggacccctggctgctagctccaac 

tgattccgcat gcgttgt tcacgctctcgcagctgacgcgtcatttcagc 

a 1 1 1 1 rccagccttrtttgaagctctctagg aagccttcccgtggaggta 

atttgtccaggtcatgtacctgcccgggcggccgctcga 

>Sequence 62 

AGGTACTCAGAAGTGTCCTGGAATGGGGCCCATGAGATGGTTGTCTGAGA 

GAGAGCTTCTTGTCCTACATTCGGCGGGTATGGTCTTGGCCTATGCCTTA 

TGGGGGTGGCCGTTGTGGGCGGTGTGGTCCGCCTAAAACCATGTTCCTCA 

AAGATCATTTGTTGCCCAACACTGGGTTGCTGACCAGAAGTGCCAGGAAG 

CTGAATACCATTTCCAGTGTCATACCCAGGGTGGGTGACGAAAGGGGTCT 

TTTGAACTGTGGAAGGAACATCCAAGATCTCTGGTCCATGAAGATTGGGG 

TGTGGAAGGGTTACCAGTTGGGGAAGCTCGTCTGTCTTTTTCCTTCCAAT 

CAGGGGCTCGCTCTTCTGATTATTCTTCAGGGCAATGACATAAATTGTAT 

ATTCGGTTCCCGGTTCCAGGCCAGTAATAGTAGCCTTTGTGACACCAGGG 

CGGGGCCGAGGGACCACTTGTCTGGGAGGAGACCCAAGCTTTTCATACTT 

GATGATGTAGCCCGTAATTCTGGCACGTGGCGGCTGCCATGATACCCAGC 

AGGGAATTGGTGTGGTGGCCCAGAAACCCAGGTTGGATGTGCCTTAATGG 

CAGTGGAGGCGTCCATAACCCCAGGGAGCCTCAACATTGGCATTCAAGGT 

GGCCTTGCCCGGCGGCCCTTCTAAAACTATGGACCCCCGGGCCTCAGAAT 

TTATATAAGCTTATGATACCGTAACCTTAGGGGGGCCCCGTT 

>Sequence 63 

AGGTACTGAGGAATGAATAGAAAGGCTTCCAGATGTCTAAAAGATTCTTT 
AAACTACTGAACTGTTACCTAGGTTAACAACCCTGTTGAGTATTTGCTGT 
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TTGTCCAGTTCAGGAATTTTTGTTTTGTTTTGTCTATATGTGCGGCTTTT 

CAG AAGAAA TTTAATCAGTGTGACAGAAAAAAAAATGTTTTATGGTAGCT 

TTTACT 1*1 'ri'ATG AAAAAAAAATTATTTGCCTTTTAA ATTCTTTTCCCCC 

ATCCCCCTCCAAAGTCTTGATAGCAAGCGTTATTTTGGGGGTAGAAACGG 

TGAAATCTCTAGCCTCTTTGTGTTTTTGTTGTTGTTGTTGTTGTTG 

ATATAATGCATGTATTCACTAAAATAAAATTTAAAAAACTCCTGTCTTGC 

TAGACAAGGTTGCTGTTGTGCAGTGTGCCTGTCACTACTGGTCTGTACCT 
>Sequence 64 

AGGTACATTTGCCATCTCTGGTTAGTTGATTTCTGTCATGTTCCCTTCAC 

TGATAATCTTGGCATTTCATTCTTGAAGAACAAGTGGGGCTCTTTCTCTG 

CCATGGCCATGCTGCCTTGGGCTGTGGTGACTCATGTATGTGTCTGTCCT 

CTGCACTTGAATGTGAGCTCTGTGTGGGTTTTTCTGTTCCTCTCATTAGC 

AGGTTCTGCTCCCTGGGCACAGAGGAGGTCATGAGTTGAGAGTGGGCTGT 

GCGTGCATCCTAGAATCTCAGCCTTCTTGGAGCAGCGACTATTATATGCT 

CTGGTGGGCTCTCATCTCCATCCGATTAAGTGTTTCTCTTTGGCTGCCAC 

GCCAGC 

>Sequence 65 

AGGTACTGTGATATCCACATATTTTTGAGAAAAATTCCCAAGCCAGGCGA 

ATGTGGATTGGAATAAAGACATAGGCAGTGTATACCACCATAGCAATAAT 

GGTTAGTAAGATGGTGTTAAACATAGATCGCTCCCAGGGCTCTAAAACAG 

CACAGCAGCTAATGATTTGGTATTGATAGTAGAGCCAGGAGAAATATTCC 

TTCACACGCCTCAAATCCATGGTTGGCTCCTTCAAGCTGCAGTAAGTTTG 

TCCTAAGAAAGTCCAGGTCTGGTTCTTCAGCCTTGCTCCTTCGCGAAATG 

ATCCTGTGTGGGTTAGTTCTCCTCTCTGGGTTGCTGTTTCCTCATCTCCC 

AGTTGGGTGTATCTCCCTGCGGCTTAGGTGAGCGCCGAGGCTTTGGCTCC 

TCCCCAGCTGACCT 

>Sequence 66 

TAATTTGCTGTTGCGGCTACACATGCTCCAGCTTTTTCCAGTTCGGGAAA 

AACCTGTTCGCTGCACAGCCTTGCATTAAATTGAATTCGTGGCCAATCGC 

CGCGGTGGATAGAGTGCCGGCTTATGrTTTATTTGGGGTCGCTTTTTTCC 

GCCTTTACTGCCGATTAATATGAAACTTAAGGTTGGATTCTCCACCTGGG 

CCTTGGCAATGAAAATTTCTAATTTTTAAAAGCCTTTTATTTGAATTACC 

CGTTCGGACCCTTTCGAGGGGGGGGGGCCCCCGGGGTACCCCAAGCTTTT 

TTGTTTCCCCTTTTTAGTGGAGGGGTG 

>Sequence 67 

AGGTACAGAATCATATTCTAAGATTATGTGCAAATATATGTGTAGAAAGA 

GGCATTTAAAAAAAGAGGCAGGAGATTGAGAAGAGACATATTGAATGAGG 

CACTAATCTTTAGAAAAATGATCTTTTACTGAATCAAGCCATGCTCATTC 

CTTGCTG AATCCAACAGCCCCAAATCTCTTTTCTTATATTTGGCTGTTAA 

TTTTTTTCCTTGCACCATCCTAGATTGTTAACAACCATTGCACAGTTGGC 

TCATGTATCCTTACACTCTGAGTTATAATAAGTTGTATTTTTATAAACAA 

ATACCTAAATATTCAAGTTTTAAGGCGCATGGAAACTGAATCTAGGCAAC 
GGGT 

>Sequence 68 

AGGTACAAAAAGAAAACCATTTCTTTTCTCTTTTTCCCCCAGCATCATGC 

AAGGCAAGGCAACACCACAAATACAATAACTGAATTTACTTTGATTATAC 

TTTAGTTTCTTACACTTAAAATTATTTTGTATTATAATACTTACTTGGTT 

ATCTAAAATCAACATTGTCGATTTTAAACGGTTATAAAGCCAGACTTTAA 

GAAGCATTTA AAACA ATTCATGAACTCTGTATGAAAGGAAATAATTGCCT 

CCAGCTTATTCTTTTGCATTTGAAGTAAAAGAATTTCCAGTATCATCAGT 

TTACTAGAAAATAAGACTTAGGGGGTCCATATAATTTATTCACATTTTTT 

TATACATCGTAAACAAGGATAGGATACTTCTGACAGTAGCCTATAAAGAT 

TTTTTAAAATTTATCCTTCAGTAT 

>Sequence 69 

AGGTACAAACTGTTTTGAAGCCAGTTCATCATAAGGAAGGACAAGAACTA 
ACTGCTTTGCTGAATACTCCACATATTCAGGCACTTTTACTGGCCCACGA 
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TAAGGTTGCTGAGCAGGAAATGCAGCTAGAGCCCATTACAGATGAGAGAG 

TTTATGAAAGTATTGGCCAGTATGGAGGAGAAACTGTAAAAATAGTTCGT 

ATAGAAAAGGCTCGTGATATTCCGTTGGGTGCTACAGTTCGTAATGAAAT 

GGACTCTGTCATCATTAGCCGGATAGTAAAAGGGGGTGCTGCAGAGAAAA 

GTGGTCTGTTGCATGAAGGAGATGAAGTTCTAGAGATTAATGGCATTGAA 

ATTCGGGGGAAAGATGTCAATGAGGTTTTTGGCTTGTTG 

> Sequence 70 

GTCCTCTGTTTTTAAACTGTAAAGGACTCCAGCGGATTGTTCGAAGTCTC 

CGATATCCCGCGATCTGGTGGCCGCAGAAGAAAGAGGCCGAGTCGGCGGG 

GACTGGGAACCACCAGTTAGCGGCCTACGGGCAACCTCCCGGACGCGCGC 

GCCGGGCCGACGTTAAACGTACCT 

>Sequence71 

AGGTACCCGGCAACAGACCCTTTTTGCTGATATTAGCACCAGAGAAAGCT 

TACAGCAATCTAAGGTCCCAGGCTCTGGGTTCTCAGATGCCAGTCATTAG 

ATTCTCGTGGGTTAACAGAGATGGGAAAAGTCAATGGGGAAAATGTGCGA 

ATGATCGATTTCTTCGATTGTCGGATTGAGGGTGGCACAATGTCTTAGGC 

GGCGGCGGGTAAGTGACTCAAGCGAACCTGTTCGTTCCCTAGGCGCCCCT 

GTCTCCAAGAGGCGGCCCCGAAGGTGATCCGCCCCCCAGAGCAGGAAACC 

AGCCCACCAGTCCCAGCAAACTCTCCTCCGAGCCTGGGATGAGGAAA 

>Sequence 72 

AGGTACAGAATCATATTCTAAGATTATGTGCAAATATATGTGTAGAAAGA 

GGCATTTAAAAAAAGAGGCAGGAGATTGAGAAGAGACATATTGAATGAGG 

CACTAATCHTTAGAAAAATGATCnTTTACTGAATCAAGCCATGCTCATTC 

CTTGCTG AATCCAACAGCCCCAAATCTCTTTTCTTATATTTGGCTGTTAA 

HI 1 1 1 1 CCTTGCACC ATCCTAG ATTGTTAAC AACCATTGCACAGTTGGC 

TCATGTATCCTTACACTCTGAGTTATAATAAGTTGTATTTTTATAAACAA 

ATACCTAAATATTCAAGTTTTAAGGCGCATGGAAACTGAATCTAGGCAAC 

GGGT 

>Sequence 73 

TGGNNNTNNCCGCGTATACGGCTAATAGGAGCTCAATCGGAGCTCCACCG 

CGGTGGCCGCACGCCCTGGCAGGTACTTTCCTTAGCATATGTTTTCCTCA 

TATGTTCTGGGGTTTTAGACTGTAGACTAATCTGGAGTTGGAGTCTGTGC 

CTCTCCACTCTCCACCAACCAGGCGGGCCCATCACATACGTGATANGGAA 

AATACCTGAAACCCAGGCCAGCAGGCAGCTCGGCCATGGCTGAGAGGCTG 

TGTTTTAGAAACGAGGCTCTTGGGAATGGGGCAGAACTTTTTTCAGGCCT 

TTTCAAGAGCAATGGAGCTCCATTGCAATCAATACCCCAGTCTGCTTGTA 

GACGCGCTATTTCTTTCTTCAGTGCTCCTTATGGCTCTGTGTTGCCGTTT 

CATTTCTAGTACCT 

>Sequence 74 

GTTCCTTGTGTCTTAAAGCAAACACAGGCACAGTATTCTGGGCAAACCAG 

ATGTTAATAGCTTGACCTCTCTGTCAAAGGACM3ACTTGGTTGCTTAAGAC 

CCTTAAAGCTGTCAAAATATAGCTTCTCCAGGATACTATCATCCTCACCC 

ATTTCTTATTCTCTTTGCAGGGAGAGATCATCTCTCAAAAAGCTCCCATC 

AGAGCAACCATTCTGGGACTTTGAGCAGAATGCTTAAGGCAGTGGATCTA 

ACATTGCACACCACCTGTTCTTGCAGTTGTGTGCTGTCTGAACTGCCTCT 

GACGGTCACATTCCATGGCCATGTGCCACAGCAAACCTGGGATACTGAAT 

TTAAGGGTTGCCTTGGCCATTGGGGGAAGGGAGGAAGGAGAGACAACACA 

ACGGGAGAGAACAACAAAAATGCGAGTGGGGTGCATTCATCCATCTCTCT 

TGTCATTAAGGGCCCACCGGGTGCCACTATGGTACCT 

>Sequence 75 

AGGTACTTTAGTGTTTAGCAAAAAAGGGACTATGGAATGTCAAACAGGAA 

CATATATGTTAAACATAAACATGAAGCAGTGCCAGCTGCTGTCTGCCATA 

TAGTCATGCTTTGTTAATGTGGCACATCTTGCCATGATGGTGCCCTCATG 

AAACGAAGGATGCTGAAGCAGATGCCATTCTGTTTGCTTTGATCAGAAGC 

CACTCTCTGGTCAAGGAAGTATTGGTTTCATGCTTAATTATAACAAGTTC 

TCATCACAAAGATTATTTTCTTTCTCCAGATCTGGATTGTCTGCACTCAC 
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TTTATATTATTAGACAATCACTCAGATTGTTrATGTTTTTATGTTTAGAA 

ATAAGACAGTGATTCAGAGAGTCCCTGTATTTAGATGAAAGAACATTTTT 

TAAACATATTGACTGTAAACACTGAAAATCATTAATTCTCAACAGTTGAA 

GGTTTCTGACAGGAACGGCCCTTGGAAATTGTAAATGGGCACATTGTCAG 

GTATGCCCATTGTTGTCACATTGGAGAAGATGGATTCTGTTCTCTCTGGA 

GTCCTTTGTAATGCCAAGCITCCTCTCXAGGGAACTGGCTTATTGTCATT 

ATTTTGAAATAAATGGCACTTCATAGTATTAAGTGGTTCATTGACTCTTC 

TCTGGCTGACTGTATTCTGGAAGCAAGCCACTCAACTTTGGAACCCTTCT 

•(nTGTACCAAOTriTGTGGTTGCCTTAAACCAACOT 

TAGTTTCTGACAACATGGTATAGCATGGACTTTGTCATCAGATAAGCACG 
>Sequence 76 

CCGGGCAGGTACGCGGGGACACATTCAGAGGTGAGCCCAGAGCGGGTAAA 

GTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCAC 

GCCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAG 

CTCTCAGAA GAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTG 

CCTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAA 

TCCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAG 

ACCACAGACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTGGA 
AAGAAAGGTACCTCT 
>Sequence 77 
>Sequence 78 

CCGGGCAGGTACGCGGGGAGAGCGGGTAAAGTGGACTGGGGAGAACTTCG 

GAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTATGGTCGGTGTCT 

AGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGAATGTC 

AAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTTCACA 

ATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGTATTAATCTTCAGC 

TCACAAAGGAAATACTACATAAGAAGCAAGACCACAGACTCAAGGCGGAC 

ATAATTGGATTTTTTCGCCATGGCCTGGAAAGAAAGGTACCT 

>Sequence 79 

>Seqiience 80 

>Sequence 8 1 

AGGTACCTTTCTTTCCAGGCCATGGCAAAAAAAAATCCAATTATGTCCGT 

CTTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAA 

GATTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAA 

GAAAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATT 

TCTTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTCTAGACAC 

CGACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATCCTCCGAAGT 

TCTCCCCAGTCCACTTTACCCGCTCTGGGCTCACCTCTGAATGTCCCCGC 

GTACCTGCCCG 

>Sequence 82 

AGGTACGGGGACTGGTAGGTGGTTTGGATTCTGATAGGAGAAAACACTGC 

ACACAGCAGGCCAGAGTGGGAATACCTGTATTCTCTATGGTAACAGTCAG 

GTGAATGGAGAAACTGGAGAGATATTTTGACGGTTGTCTTTAAACTCAAT 

GGAGGGCTTGTGTAGCAAAGATTGTAAACTGGCAGCTGCTGGTGGTGTAA 

TGGATTAAATCAGCAGTGCTTATAGAAAAGAATTTGAGTGTTTTTAGATA 

GGCAGATAGTCTCCTGTCTTCCCTGTTATCTTGGCTTCCCTTGTTTACGT 

AGCTTATCTACCTCTCATGGAGATATGAGTTTGAGATACTTGTAAGGTCT 

GCCCAGGAGCAGATGTGTACCTGCCCG 

>Sequence 83 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGTAAATACGACTTCATCATGCTGAGTTGTGTGCAACTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTACGATCTACTGGGGG 

AGTCCGGAGGAGCACTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 
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AGTTCCTTATGCTACTTTGACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTCGCAAGTTGTCTGGGTTCATGTCTAAGCTTGTTCCA 

GCTATGCACAATGCCCACAAGAATTCAACTGGATCTGGAAGACGAAAGAG 

ACTGATGGTGTGGAACTGAACCCATTTTGATTGAGACCTACACAGGGCTG 

ATGTCATTCATTGGAAACCGCAACAAACTTGGCTATTCCCTAGCCCGTGG 

GAGTATTGGTTTTTGAGAGTCCTTTTGGTACCTA 

>Sequence 84 

CCGGGCAG GTACCC AGTGATTAC TATAT CGGATGGTGCAGGTCTCAGTTC 

TTTCCACCATTTTTTCCCCACCATATTTTATATGTTTACATAGGTGAGAC 

AAATGGACTTAGGCCAAAAGGTTTACAACTGGAGAACCAAGTTGGAAGCA 

AAGAGGTTITTTTGCAAAGAGGAATCTCTTGCAAACAAACCTGGAACTTG 

GCTTAGTGAGTCAGTTTTTCTCACATGTAAGTATGGCTCTTTCAGAGCAC 

TAACACTGGGGCTGTGCTCCCCTGGAGAGGAAGAGCCTTAAGGAAGGAAG 

GAAGGAACTCTTGAGTCTGTTAAGTGAACTGAGTGTGTTGACAGTTTGAA 

CACACTCCTTCTGGCAGCAAAACAAACTGCTTGGCTTATTTCGTATGTTG 

AATCAGAGTAATTCCTTTAAACTGGCTTTTAATTTTCAAAGGTGGAAGCC 

TGCTCCATATACTCTGCTGGCGCTGTGCACCTTTTTAGTTTCAGAAAAGG 

ATGCTGGGCACCGATCTCTTTGGAAGCCTTACCTGGAGATTTTACCCAAT 

GCGTATACCTGCCCTGTTTGTTAGGAGCTCGAAGTGGTGAACACTCTTAC 

CAAATCTGTAATACCAAGGCTGATTACAGAGAGCACACGTGCATGAGTCT 

TTGTTTCTCCAGAGACTTTTATATATCTGCAGCTCTGTTGCCGAGCTGTT 

ACAAGATGTTCAGCTTCAGTCCCTGTTGTGGCTGGTGCACCGCAACCCCA 

AACCGGTTCCTGGGCGTTGTAGACTATGGGTTCNCAGCTTCC 

>Sequence 85 

CCGGGCAGGTACCAGACCCGGTGAGAGCCCCCATTCCAATGCACCCCCAT 

CTCAGCTTCTGGCCAGAAGACCTGAGCAAGTCCCTCCTTCTTCCTGGCCT 

TGGCCTTCCCATGGGTGGAACCAGGAGGGCTGGCTTTAATCTCCACCAGA 

CTC TTGC CCCGGGACTGTGATGGGCGATCGGCCACTTCTCAATAATCTTC 

CTGTTTTCCTTCCGCCTTCTGTTTGGCTGTAGACAGGACCAGTGCATCTA 

TAACACCACCTACCTGAATGTCCAGCGGGAAAATGGAACCATCTCCAGAT 

ACGTGGGAGGCCAAGAGCATTTCG<nrACTTGCTGATCCTCAGGGACACC 

AAGACCTACATGCTTGCTTTTGACGTGAACGATGAGAAGAACTGGGGGCT 

GTCTGTCTATGCTGACAAGCCAGAGACGACCAAGGAGCAACTGGGAGAGT 

TCTACGAAGCTCTCGACTGCTTGCGCATGCCCAAGTCAGATGTCGTGTAC 

CT 

>Sequence 86 
>Sequence 87 

CCGGGCAGGTACGCGGGGCAGAGCGGGTAAAGTGGACTGGGGAGAACTTC 

GGAGGATGTTCATGTCCAGGAGCAGTCCCACGCCCTGTATGGTCGGTGTC 

TAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGAATGT 

CAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTTCAC 

AATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAG 

CTCACAAAGGAAATACTACATAAGAAGCAAGACCACAGACTCAAGACGGA 

CATAATTGGATTTTTTTGCCATGGCCTGGAAAGAAAGGTACCT 

>Sequence 88 

AGGTACCTGTTGGGAATCTGAATCTCAGGGTTTCTGGCCATTrCCTGTTT 

TAAAAAATCCTCCAGTAAGAAATATTGTAGCTGTTTCCTTTCTCTTTCTA 

AGTGTTGATTCAACTTGAGTGTATGAGTTATTGCGCTGATAAATGATTGT 

CCTTTGAGGGGAATCGGATCAAACCCAAACAACAAAGGTAGGTATGACTT 

GTGTTTAGTTAAACTTAGAAACCAACCCCATCCCTTAGGAAACCCCCCCC 

TTTGGAAATGGTTTGGATTCTTAATTTTACCAAAAAAAAAACCCCTCCCA 

GTTTTTCATTGGAACCCAGTGGGTTTCCATTTAAAAGAAGGCCCTCTTTT 

TTGAAAAGGGCCCCCAAACTGGGATTTTCTCGGCCGGATGTTGACCTGCC 

CCGGGGGGCGTTTTTAAACTGGGGGATCCCCCGGGCCGGGGAAATTCCAT 

ACAC CCTTATTTGAACCCGCCACCCTGAGGGGGGGCCCCGTCCCCACATT 

TTTTCCCCTTTTAGGAAGGGTAAAAAGCCCCCCGGGCCTACATTGGGCCA 
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GAACTTTGGCACTGGGNhR^ACTGAAATCTACCCTCAGACCTTATCCTA 

CATGTCTGTTAATTCCCCCTTAACTGTTTATAGGTTCATTTGGAACCTGG 

CTAGTTGAAATTCCAGTAAAGTGCATTTATGTGGCCCAATGTTGCTTATA 

GTAAAAGATGGGCTCCAAAGCCATGAAAGTGCTTTAGGGCAAAACAGAAT 

CCTTCTGATACCTGCCCGGC 

>Sequence 89 

AGGTACTCATCCTTCCACACCATTGCCAACATTTAATATTACCATTTTTA 

AACTT TAATCAA TCTGACAGGTGAAAAAAAAGACTTCACTTTCTATGTAG 

C ATTT C1 li ll i AGTG AAG ATG A AC ATTTTTTTCGT A AGTTC ATTAACTT 

TTAAAT TTTCT AAACAGCAGTGGATCCAATCAATACTCCTCAAGTTGCAT 

TTAAAATTTTAAAAAAACACAGCTATAATCCTACCACTTTGGGAGGCCAA 

AATGGGAGGACTGCTTGAGGCCAGGAGTTCAAGACCAGCCTGGGCAACAT 

AGCAAGGTCCTGTCTCTTAAAAATAAAAAAATGTGTCAGATATGGCGGCG 

TGTGCCTGTATTCCCAGATACTCAGAAGGCTGAGGCAGGAGCATCAACTT 

GAGCCCAGGAACTTGAAGCTGCAGTGAGCCAGGGTCACTCCACTACATTC 

CAGCCTGGGTGACAGATCAAGACCCATTTGCAGATTGTATCATGTCTCCA 

GATTTCTGGACTTTATCAAATATTGTAAAAATTACATTANACCGGGACTG 

TGGCAATCCTTTATTACTGAGATCTGCCCTCACACGTTCTCCTACATGTC 

TGTAAGTCTCCACTAAGCTGTTTATTGCTGCATCTCGAACCTTGCTGTTT 

GGATCTGCAAGTAAGTGGCATTATGTGGCACACTCTTGCTTATAGTAAAG 

ACTGGCCTCAAAGCACTGAGTGTTGCTTTAGGCAGAAAAGATGCCTTCTC 

AAGTCTTGCCAGGG 

>Sequence 90 

CCGGGCAGGTACAATCCTGCCCTCAAGAAGGTTAAGGTCCAGTTGGAGGA 
GACTTAGGAGTTCAACTGACCCAGTTCTGCAACCTTAGGTGGCTGTCCTC 
ATCCTGACAGGAGACAGGGGACACACAAAAAACAGTGATTTAGGCGTTAA 
CAAAGTGGCTTTACAAAGGTGTAGACAGAATATAGGAAATCCAACAAGGC 

CTGGTGGAGCACCATGAAGCTGGTGACAGCAGGGAACACCCGCGTACCT 
>Sequence91 

AGGTACCTTCCTGCTCTTGCTGAAGTGCCCTGCAGTCTGTCTGCCAGGAC 

AAAAGTTTGGGGCTACACAGGCTGGCCTAACAATGCCACAGGTGCTGATT 

TGGAGGGCCGAGAGGAGTGATGCGGCACTTATAAAGAGGAGAGAAAGGAG 

GAGAGGCTCACCCTCACGAGGCTTCTGAGAAGGGGGTGAACTGCAAAAGT 

GCAGAGGGCAGGAGAGACCTCAACATCTACCCAGTATGAGGAGTGTATCA 

CAGCTGGGAAGGTGATTCCAGAGCAGGGGAAAATGCAAGCTCCACTAATA 

CAAATGAGGTGAGGCAACCAGTGCACAGCGAGGGGTTCCACAAGACCCAA 

CAACCTCACAAATCCAACAGACGACCAACAATAGCTGGGGACATGCTCAA 

GACCCACAGAGCAAGTGCATGAAGCCAGGGCAAGGGGCAGCAGTGAGGAC 

AAATCTCTCCATGAGTACCTGCCCG 

>Sequence 92 

TTTATTTCTGAAANTTGGGATTCCCACGTAGGGTGTTTTTTCTTTATGAT 

TTATTAAAACTCTNTCCCCCCGGGTTGGGGGCGCCCCCCCCCCGTGGTAT 

TTCTTTCT AGAGAGGAGAAAGAAAGCCCGTCTGAAATACAAAGGGAGGAG 

TTTTTTTTATTAAAAGNNGAGAAAATACNGTNTAGAATAGGAGTGAGAAT 

AAAGGGGAGAATGATGAGTGATTATAGCGATATAGTACTA 

>Sequence 93 

AGGTACTCAAGCCACCTGCCTGTCATGGCCCCCCAAAATGCTGGGATTGC 

AGGCCACCATAACCGGTCATCGGGGCAACTATCCTTCAGGGCTTCCTCCA 

GTAGGGCTCCCCAGGTTGGCCTTGAGGCCACAATAAAAAATCTGACTTAG 

CTATACTCCTTCCCTGTCCCCAACCACAGTTATTCTTGTGGATGAGGCAA 

ATGGCAGCAGGACAGCTGGAGTATACCAGAGTTGACTCATTTATTTTATG 

CATGCTTAGTGTGGCATCCCTGGGGACATGAAATTCCAGTGAAATCCAGT 

CTTTGTGCTGGAGAAGCTCATAGATCTGTGGAGGAGGCAGATGCCCACCC 

ACTCACTGTACCTGCCCG 

>Sequence 94 

AGGTACAGACAACGGATTGAGCTACTTCCTAACACAGTGACTGGGATTCA 
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GGACATATCCAGTAAACGTCTGTTAAGGAACTAAACAAAATAAATAAATA 

AAACAGGATAGTGGCTGGCTGCTCTCTCTGTGTAGACTGGATTAAAGTAG 

AGCAGGAAAACATGTGGGAGGTTACTGAAGTGGTGGTATTGGGAGTGAGG 

ACAGGCGAGTGATGTCACTTGGACCATTGGAAGGAAGGAGGTTCATGCAG 

TCAGGAGCTTAGCGATAACTCACATGGAAAGAAGGCAAGAGTCTCGAGAT 

GCACAGTGCGAAGAGTAGCTGAGGTCCAGAGGAGGTGATACCGACCTATA 

CGTAAGCGAGCTAATAGGTGTTGTGCTATGGCCCAATGAGTAAAAGTCAC 

CTGCCCAACTCCCTCGAATAGATTCACGTTCTGCTTTCTGAAATACTCGC 

TCAGAGGCAGTAGGGAATATCCCATACCTGGCAAGCATATTCAACCCATA 

TTCTAAACTAGAAAGGTTTACTTTTCTTCATGCGAAACAGAAAGCCATTT 

CATCACTTTGGAAATGAGTCGCATACTGTATTTTCTCCAATTTTTACCCA 

CATGAAAATTAACACCTTATAATAAAACTGATAACACCTTTACCTGCX^CC 

> Sequence 95 

ACGTACAAAATGCATATTATTATTCTTTTCATATACATATAATGAATGCA 

AAATAAAATATTAACATATAATAAATGCTCTGCACAGAACATGCTGCAGA 

ATAAATAATAAATGGACAATAAATTATCCTGGTCCTGTATTGATAGAAAA 

GGAAAATAAAGACTAGAGGTTAAGGCTTGCCAAATGTCATGTATTTAGTT 

TGAGAACTTGTTGGTAGAGCAAAGGGAATTTCTTCCATAAACTTGAAAGT 

GCATTACACAAATATTTTTCTACTTAGTTCCTATAGCATTTCTTTGAGAA 

AAGTAGATATTACCCCTTAATAGTGAGGGAACAAAGGAAGGACAGAGAGG 

GAAGTGGGTTGTATAAGCATATGAGACAAATTTCAACAGACAGTGGAAAC 

AAACAAAATTAGATTAATCCACTCTCCCCTACCTTAACTTTCCACACTAG 

TCTAAATTTTTGTTCCCTGGATGTATATTACAGATACATGTGGTTAATGT 

GTTCGAGGAGGATCCGCAAAAGTTGGTGAAACTGTGAATGTGAAAGCAAA 

ACCCATATTAACTGTCCCACTTTATTTGAGTGGGGAAAAAAGACCACCCA 

CTGACAGAGACCCAGGATATGATCAAATCCTAAGAAGGAGGATATGCCAC 

AAAATGCTCCGGCTTATTTTTCTAATGGCCTTCGATGCCGGGAACGAAAA 

CATTTGGAAGTTAGGGACTTAAAGAACTTGCTCCATCCAAAGATGAAAGA 

TTGCTTCCTTCTCAACAGTTAAT 

>Sequence 96 

>Sequence 97 

ACGTACACAGTACATCATCTATGGTCTATGCTTGAGAGTCAATATGGTGT 

CACCTACCTGGAACCCTACGC^CAGTATTTTTGAGAAACCCACTCACATG 

TGTCAGGCAGTATGTTTGCCAAGGTGCCAACATGCAAGAATTTCAAAGCT 

GGATGATACAAAGTATAAAACCTATAATTTTGGCCAGGCGCAATGGCTCA 

CGCCTGTAATCCCAGCACTTTGGGAGGCCGAGGCGGGCAGATCACCTGAG 

GTCAAGAGGTCGATATCAGTCTGCCAACATGGCAAAACCCCGTCTCTACT 

AAAAATATAAAAATTAGCCAGGCATGGTGGTACCTGCCCG 

>Sequence 98 

AGGTACATCATTACCAGTGACCAGTCATTGTGTCATTTCTTTCGAAGTCT 

GTCAGTGATTGGTCAATGAAGATCTGTTACTCAGTTTACCCTTAAATACC 

AAGGCATGTAGTTGTGTCCCTCCTTATTTCCCAGTGATGGAAGTTGGTGA 

CAGCTTACAACAAAAGTATGAGCAAAAAAAAATGAGTTGGTCAGCAAAGG 

TAAATGTGCAAGAAAAAAAAAAAAAAATTCCTTGCCGGGGGGGCCCTTTT 

AAAATTAGGGATCCCCCGGGGCGGAAGGATTTCAATTTAAACCTTATGGA 

TCCCGCCACCCTAAGGGGGGGCCCCGGCCCCCACCTTTGGTCCCTTTTAG 

GGGGGGTAAATGGGCCCCTGGGGGTACTGAGGGCAATAGCGGTTCCTGGA 

>Sequence 99 

AGGTAC AAGTT GTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGC 

TCCCACCTTTTCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAA 

GGACATCCTTT"CTGGTGAGTATTCTTTTGGTTAATTTTTGGTTTGGTTAT 

TTGTGCATGAATTTAATCTCATTAGGAAACAAGTTAAGTTGAATAGACCA 

ACTAGTGAATTAATCCGTCACCAAAATATATGTTTTTGGCATTTACCTGT 

TTATTTTGAAACTCTTTGTAAGAAATGAAAACTTGTAATGATAATCTCTG 

CTTTGTAAGGTTATTTCCTTCTTTACCCCTTAAACCCCTTGATCCTTTCC 

AAAGCCAAAGGGAGAAACCTAAATTTTTTTATTTTGGGTAACCTACCCTT 
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GACCATTTCATTTTGAAGGGTTCCTATATATGCTTTTTTTCATTCTAACC 
AATAATGGTGTTTAAGTTCTGTACCCT 
>Sequence J 00 
>Sequence 101 

TTAAGGACAGTTGCCGCTNANGAGAAATGCTCCACNCAATGATGGTCCCC 

TACATTCCGCAAACCAGCCTGCACATTACCTCTCCATACTGCAGCCCTAT 

ATATGGAAACTTCTTACATCACTTTGCTGTGTGTAGTCAACACAGGTGGG 

TTTTTGCTTGTAACCTCGGCACGACTGCTAGAACTAAGTGGGAGTCCCCA 

CGGGCCTGCGAGGAAATATCAAATATCCAAGCTTTATCCAATTCGCGTCC 

GACCCCAACCGGGGAGGGGCGCGGCCCCCGAACCCTAGGTTTCTGTTTCC 

CTTAAAGGTGAGGGTGTAATTCGCTGGCTTGGACGTAATGCATTGTCATA 

GTTCCTTGGCCCGGGGNAAAGGGTTATACATAAAAATATGGCGCGAAGAA 

ATTACTGACGGAACAACAGTGGCAGTGGGAATAATTCAGGGGTGAAGTAT 

ATGGTAGGAGGAGGAAATATGGGGGGAGGAAATATTGCGGGAGGGATATA 

TTGCGGGCGGTTAATATATTGGGAGGGAGAATTTAGTGGGGGGTGAAAGT 

TAGCGGGGGGAAAAATCGCTGGTAGAAAATATATTTGCGGGCGGAGAATA 

TTGTCGGCGTAGGTAAAATTATGCGGCGGGTCATATTATGGGGGGGAAGA 

AAACAGGCGGCAGGGGAAGATTATGCGGGCGTGGAAATTTAGTGGGGGGG 

TGAAATATTTTGGGAGGGAAGAATATGTGTGGCGTGGAGATAATTTCGGG 

GCGGGGCGAAAAGTTGGCCGGGGGAGAAATATTATGGGGGTGAGATATAG 

ATATCGGTGGGAAAATATAATGGGGGGGAGAGAACACATATGGCGGACGA 

GCGCAAGAAGATCGGCGGCGTATGGTAATAATAATGGTGCGGAGAGAATA 

TCATGGTGAGGGGGGAGAAATATACGGGGGGCGGGGCAATTTTGATGGGG 

CG 

>Sequence 102 

AGGTACATACTTTCCTGTGTCTTGCTGTTTTCACTTACTATATCTTGGAG 

CTATTTCTATATTGCCACATTCAAAGCTTTTTAAAGCATTTTCAGGATAG 

CTATTTATAGTCAAGATGTATCACAGTTTGTCTTATTTACCTGTCCCCCC 

ACTGATGAACAGTCTGGTTGCTTCTGTTTGTTTTTTTCTGTTATTGTAAT 

AAA CATCC TTATAGTTGCACTTTTTTATTGTTAAATCTTGATGTATTCTT 

AATCTTTTGTTTTAATAAACACAAGGTCTCACTGTGTGGCCCAGGCTGGT 

CTTGAACTCCTGAGCTCAAGTGATCCTCCTGCCTCAGCCTCCCAAAGTGC 

TAGGATTACGGACGTGAGCAACCACCACTGGTCAATAGTTGCACTTTCTA 

ATGTGGGTTTGTAGGACAGTrCTTCAGTANTGTACGGCATGAAGGTTTAT 

AGTTAGGTAAAATGGCGCTAGATTGAACCTGCCCGGGCGCGCCGTT 

>Sequence 103 

CCGGGCAGGTACACCTCTAGCCTTCACTCACACTCCTTTCTATGTTGGTC 

AAAAGGCAAAAACCTCCTGAGTGACAATTACCCCTTCTCAGGTAGCAGCC 

AAAAAGAGTTAATTGTTTCTCATCAGAATCTGCATGTGGCCCCAGAGCAT 

CATGTATAGAACTATTCTGGAGTCCTTATCATCATCATATAACTACGTGT 

CCACTGTGCATCTCCAGAAAAGAGATCCTATTATAGTCATCTTTGCTTCT 

CAGTTTGCACCACGATACTAACAATAGCAGCCATTCAACAGATGGTTGTG 

GAATGACTAAAATTCTGTGTTCCTTATTGCATGCCTTGCCTTCCCAACTA 

AGCT1TTCAAGAGTATGGATACAGTATTATAAGTATTTATATAACACCCA 

CACACAGAGACACATAAAGCACCTGGAATCGCACTTTTCAGACAGAAAAT 

ACCCAATAAATACTTACCGAATAAATTAATCAATAGAGAATTAAGAACAA 

TNTTGCCAGAGGCATAGCTGAGTCTGTTGCTCTGACAGAAGAATGTATTC 

AGGTAATGAGAAGCCAGTTATCAATGCTTGTATGTGTGGCAACATCCCAG 

TCCATCTAAATGGGTTTACCTGTGTACCT 

>Sequence 104 

CCGGCCAGGTACCTTGGAATAGATATTACTCTTTACTTTTGCTAGTGGGG 

TACATTGTATTTACCAAACAGAGCTGCATATGTATGTGTGTGCATACTCC 

CCCCATCTCACCCAATATGCTATTTTTGAGCCTCCATCAAGCAGTGGGGT 

CTTTGTTTCCTCCTCTTGAACCCGTACAGACAGGAATTCTGCCCCGAACG 

TTTTGGATCTTGAGCATTGTGTTTTAAGAGCACAGCTGCAAGATCAAGAA 

CATGCACCTGGCACTGCTAGGTGCCCAGCGCCATCACGCCAGCATCTCCC 
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TTCCCATTTTCCTTGTGACCACTGTTTAGGCATTGAGATTAAGCACTGTA 

TATGTATATGTGTTCATTGAGAGAGGGGATTAAGTTTTTTTACTTTTAAA 

TGAAATCAACAATGAAAATATCAATTGACATCAGAGAGAGTTTCTTTTAA 

GCAGTGAAATGAACCAACATGACGGCTGTCGGGTGCATTTTTTAAAAATG 

CACCTTNNNGAAAAAATAGGGGGAANANNNNNCCCCCCCTGGCCCGCTCT 

AAAAATAGGGAAACCCCCGCGCTCGGAAAA 1 111 1 11T AAAAA 1 1 i l l IT 

TTCCCCGAACCCCTGGGGGGGGGGCGGGCCCCCATTTTGTGCCCCCTTTT 

AAGGAGATAAAGGCCCCTCTGGGCCATTCTGTGATATTNNNNNTTTT^ 

GCGGNNNNNNNAAANhnslNNNh^ 

GNANGAAAAAATAAGAGAGATGAAGAATCAAGAAATAAGGT 
>Sequence 105 

CCGGGCAGGTACGCGGGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAG 

TGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACG 

CCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGC 

TCTCAGAAGAAGGAATGTCAAAATGTCATGTACAATTGTACATTCAGTGC 

CTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAAT 

CCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGA 

GCACAGACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTGGAA 

AGAAAGGTACCT 

>Sequence 106 

>Sequence 107 

>Sequence 108 

CCGGGCAGGTACGCGGGGACACATTCAGAGGTGAGCCCAGAGGGGGTAAA 

GTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCAC 

GCCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAG 

CTCTCAGAA GAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTG 

CCTAGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAA 

TCCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGGAGCAAG 

GAACACGCAAGAGATCTACAGCTCTGATCTCCAGGATAGTGAAATGAGGT 

GGTGAATGATAAGGGTATAATTTAGCCAGCTCAGTGAATAAATAATCATT 

G CAAATGG AACAGTAGCACCAGACCACAGACTCAAGACGGACATAATTGG 

ATTTTTTTTGCCATGGGCTGGAAAGAAAGGGACCT 

>Sequence 109 

AGGTACATTTTACTTGCTTGATCTCTGATTCCCCTCACTGGGTCACCCGC 

ACCTCTGAGTGCCCTCCTCACCCTGCATGAGTCTTGACACCAGGCCCTGA 

GCCTTTCCTCTGTGTGGTTGCCTC AC AG TCCTCTG TG TGG G ATCC AG A A C 

TAGGCACCAAGCTCCCCACGTAGGAGGGTGCCCTCCCCATTCCCTCTGCT 

GAGGCTCGAACCAGCATG 

>Sequence 110 

AG GTACT IlTIJMTrriTn'llUlTinni'14'lTl'rAAAAGGGCCTGCTTA 

TTGTTTTGTGCTACCTAGCATCCAGCCGCCCCTTTAATTTTCAGGTTAGC 

ATGTGTTGTGTGGGTCCCAGTGGACTGGCCTTGTCGTTTCTGCTCACCTC 

AGGATAGTTATGGAATGTTCATGACATAGACTTAGCCAATTCAATGTCCT 

TGTCCTAGATTTTGAATACTGAAGGAGGAACAAAGTGTAGGGACAGTTGA 

AGTGTTTACAGTGGTAAGGGCAATGATGTGGAGAGTCCAAAGGTGAGGGC 

TGCAGCAAGACTACAGTAGTGGCAAGTGTCTAATAATAGCAATGCACAAT 

GTGACACACGAACTAGACCTTGATCATCTTTCCTGATGTCTGATCTGGAC 

TCTGTTGCATCTGGCCTGGTTCTCCAGCCTATAGTTGATTCTGCAAGCTC 

CCTGCTATCCTTCCAATACACTTCTCTACTGCTTAAAAGAGTCATAGTAA 

GTTCTGTTGCTTGCAATCAAGAAGTTTTTATTCGGGATTTATAATTTCCT 

TGTTT ATAGCTA ATTGTTGTCCTATAAAATTCTTCTTTTTGGAAATTTAT 

GGGGATTrTTTTTCTTTGGGGCCTAACATAGGCAAATTT 

>Sequence 111 

AGGTACACAGACAGCAGGTAGGTAAGCTGATCTGGAAGGTAGGGATAACT 

TGTATAATGAATGGAATGTTAGGAGTCTGTGATCCTAGCTCTTCAACTTA 

AGAGTTCTGCAAACCTGGCCGGGCGCAGTGGTTCACGCCTGTAATCCCAG 
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CACTTTGGGAGGCCAAGGTGGGGGCGG 
>Sequence 112 

GTTCCTTGTGTCTTAAAGCAAACACAGGCACAGTATTCTGGGCAAACCAG 

ATGTTAATAGCTTGACCTCTCTGTCAAAGGAGGACTTGCjTTGCTTAAGAC 

CCTTAAAGCTGTCAAAGTTATAGCTTCTCAGGATACTATCATCCTCACCC 

ATTTCTTATTCTCTTTGCAGGGAGAGATCATCTCTCAAAAAGCTCCCATC 

AGAGCAACCATTCTGGGACTTTGAGCAGAATGCTTAAGGCAGTGGTTCTA 

AAATTCCACACCACCTGTTCTTCCAGTTGTGTCCTCTCTGAGCTGCCTCT 

GACGGTCACATTCCATGGCCATGTGCCACAGCAGACTTGTGATACTGATT 

TTAGTGTTGTCCTTGGCCATTGGGGGAAGGGAGGAAGGAGAGAGAAGAGA 

AGGGGAGAGAAGAAGAGAAATGGGAGTGGGGGTCATTCATNCCTCTCTCT 

TGTCATTTAGGGCCCACCAGTATCCACTATGGGACCCTCCCGGGCGGGCG 

ATCTAGAACTGTGGAACCCCCGGCATCCTGGAATTTCATTTCAAACTATT 

AATGCCGCCACTCTCCAAGGGGGGGCCCGGACTCCAGCTTTTGTATCCTT 

TTAATCGAGGATAAATAGCCCGCCTCTCCGAAATCCAGGCCATTACCATT 

CTCCTCGGTAAAATTGGTTATCCGGTACAGAATCTCCAACACCTTTAAGC 

GCGAGCGTGTAAATGAGTAAGACCTGAGGTGCCTTATTCAATAGGCGAAC 

TCGCATTAATGTCATGTGGCAAACGTGATAATITATCCTCTCGAACT 

>Sequence 113 

GATGATCGACTCCTATACGGCGAACTGTGCGCCTGATATAGGCACGCTAC 

CGCGGTGGCGGCCGAGGTACTTGGTGAAGTGAGATTCAGACTGAGTGGGG 

TCACAGCACAGGGCACTGTCTTGCCTGGCTTTATCTGAGCCAGTCACACC 

TCTCCTGGCCACTATCTGTGGTCTAGCCCCCTTTGTGCAGAAAGAGAAAG 

AAGAGCCTTGAGGACCAGCCTAGTCAGCCGGGGGCCATTGAGACTGCCAT 

GGAAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAG 

GCTTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGA 

ATTCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCAT 

CATGCTGAGTTGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATC 

GCATCTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGA 

CAAGGAGAAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCT 

TCTGTCCCGCTGGAACCCATGGTCCACTTGAAGTCCTTATGCTACTTTCA 

CTGAGCATCCTATGAAATACACCCATGAGAAAATCCTTGGAAATTGCAAG 

TGGGCTGGGGTCATGTCTTAACTTGTCCCACCTATCCAGATTGCCCACAA 

GAATTCAATGGGTCCGGAAAAGAAAGAAACTGATGGTGTTAACTGAACCC 

ATTTTG ATTG AACCTACCAGGGCCTGATGTATTCATTGGAAACCGAACAA 

ATTGGCTTTTCCCTTGCCGGGGAATATTGGTTTTGAAAGGCTTTTGGTAC 

CTGCCGGGCCGCCGTTTTAAAACTG 

>Sequence 1 14 

CCGGGCAGGTACAGAAAAGCAGAACATGACAAAGCCATTAGAAATACCAA 

GCATGTCTCCTGGAGGGTAAGAGGACAGTGAGCCCTTGAAGCAAGTTGGG 

GGGATTGGGAATGATTTTACAGGATGGTCAGAGTTCGAAAGATGGGTAGG 

AATTCAACAGGAGTGAGAGGTAGAACACAAGCTTAGCTGAAAGAACAGCA 

TAGAGAAAAGACAAGTTATTGGTTACTTGAAGAAGAGTTAGTGAAGAGCC 

TCAATGCCTAGCTAGGCAGCTTTATACCTAATTTCAGTGGGTGATGAGGA 

CTACTAAAGGTAACTGAGTAGGGAAGTGACATCATGATAGCTATAATGAC 

TAGGCTGGGGCAGTGGGATATCAGTCCAGTTAGCAGATCAATAATCTGGA 

CCACTTT GAGGA AAAGCAAAGGCATCGTAGAGAAAAGAACCTTAATTTCA 

GGCCTTA I I 1 1 L AGTTG AAAATGGTCTGAGTTTGGTGGTGTGTGTGTGTG 

TGTGTGTGTGNGTATNTNTANGAGAGAAAAATGAGAGAGAGTGAGTGAGA 

GAGAAGAGGGAGAGAACGATTTGGGTTGGACCATAAGCTAATAATTTGCT 

GGAATGATAGCAATGCTCTAATTTTCATTATTA 

>Sequence 1 1 5 

CCGCGATTGCGCGCGAAATGAATACTCTAGGGCGAATGATGTCACCGGTT 
GGCGGCCGACKjTACTTCCATGATTATTCAAAGAAAAACAATTTTTTCCAT 
TTGTCTAATGAGATGACCACCAGTGGTGTGAACTACCTTCTGCCCCCATC 
CGCAGTCCCAGGATCCTGGGACAGGGCTTATGAACACAACCACTGTAGTC 
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AGCTCACTTGATCCACAGCCTGGCACCCCCACTGTCTGGCTAGGGAGCCT 

CGAATGGGTCCCAAGGCCACCCTGCTCCTCAGTTACATCATCTGCATAGT 

AGTGGTGGTTGTGAGGAATTCAGGAGCTGCAGCATAAGGGCTCGGCAGGT 

CCTAAGTGCACAGTAAATGCCAGTGATTCTTAAGAGTCTGAGCTCCCATT 

GTAGAGGCAAGTAAGCTGAGGTTCAGAGACAGAAAATGACTTGCCCAAGA 

TCACCCAGCTGGGAAGTGACAGTGCCAGGGTTGGAGCCCTGGTTGAGCTG 

GTTCCACAGGCCAGAGCTCAATCTGCCCTTTCTCTGGAAGAACCTCCCAC 

CTGTCCCCATGCCTTTGGTTCTTCCTTAACCCAAATTCCCGGCTGCCTTC 

TAGGGATAAGTGGGAGCCCACTGGAGAAGCCAGCCCCTAGAAGGAGAGAA 

AACAGGAGGAGGGGGAAATTCTAACAGGACACAAGCTTGGAATCGGACAA 

AAAACTTGGGGGCCATACTGGTCCCCCCAACCCCACCTGGTTGACCTTGA 

CTGGGCGGTCGGTTATAAAGA 

>Sequcnce 116 

GGTACTACAAAGCATATCTGAAAGGAAAGATTGAGCGCACCAACTATTTG 

CAGAAACGAGCTGCAGCCATTCAACTACAAGCTGCTTTTAGGAGACTGAA 

AGCTCATAATTTATGTAGACAAATTAGAGCTGCTTGTGTTATTCAGTCAT 

ACTGGAGAATGAGACAAGACAGAGTTCGATTTTTAAACCTTAAGAAGACT 

ATTATCAAATTTCAGGCACATGTAAGAAAACATCAACAACGACAGAAATA 

TAA GAAGA TGAAGAAAGCAGCTGTTATAATTCAGACTCATTTCCGAGCTT 

ATATTTTTGCCATGAAAGTTCTAGCATCTTACCAGAAAACACGCTCTGCT 

GTCATTGTGCTGCAGTCTGCATATAGAGGGATGCAAGCCAGGAAAATGTA 

TATTCACATCCTCACATCTGTTATAAAGATTCAATCATATTATCGTGCTT 

ATGTTTCTAAAAAGGGAATTNTTGAGCCTAAAAAATGCTACAATTAAATG 

GCAGTCAACTGTTAAGATGAAACAAACACGTAAAACATATTTGGATTTAA 

GAACCGCTGCACTATTATCCAGCAATTGTACCGGTCCAAAAAATAGCTGG 

CCAAAAGAGAGAGAGTATATTCCGATGCGGAAATTTGGTTTAACCTGGAA 

CAATTGGGTTAAGGATACCCTGGCCAAAGCAAATAGGTTCCAAGAAAAGC 

TGTATTTCACTCCAAGCTTATTTAAATGAGAAGGTTCGGCGGATTATTGA 

AATGTN 

>Sequence 117 

CCGGGCAGGTACTTTGCTACACGGTCGGGGGCCATTGAGACTGCCATGGA 

AGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCT 

TCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATT 

CTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCAT 

GCTGAGTTGTGTGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCA 

TCTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACAA 

GGAGAAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCT 

GTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTTATGCTACTTTCACTG 

AGCATCCTATGAAATACACCAGTGAGAAATTCCTTGAAATTTGCAAGGTA 

GGAGGCATCTTGGGTATTACTCTCAGATTAGCTTTGTTGCTGGAGCTATG 

TGCTTCTAAGGACGTGTACCT 

>Sequence 1 1 8 

CCGGGCAGGTACGCGGGGAGAGCGGGTAAAGTGGACTGGGGAGAACTTCG 
GAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTATGGTCGGTGTCT 
AGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGAATGTC 
AAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTTCACA 
ATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGC 
TCACAAAGGAAATACTACATAAGAAGCAAGACCACAGACTCAAGACGGAC 
ATAATTGG A T TTTTV H GCC ATGGCCTGG AA AG A AAGGTACCT 
>Sequence 1 1 9 

CCGGGCAGGTACTTTTAGAAGAGACAGGGTTTCACCATGGTGGCCAGGCT 

GGTCTCGATGTCTTGACCTCGTGATCTGCCTGCCTCGGCCTCCCAAAGTG 

CTGGGATTACAGGTGTGAGCCACCACACCCGGCCTGAATTGCACTTTTGA 

TGGCTGAGCCAAATGCTCATTCTATTTAATATTGCACAGCCTGAACCAAA 

ACCCGTAACATTATAAAGGAAGAGATGAGAGCCATTTCAAACTGTGAGAG 

AAGGGAAGACATCAAGCAAAATCTGGGGGTTTTAGCCAACAGACTTCAGT 
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CCTGGGGCCTCGCGGCAAAAAAACACCTTCAGTTGCCCCAGGGCTTTACA 

GGGTGTGGCTCGCCTGTTCTGTTGCTACACGCTCAAACCCCTGAGGGGAG 

GGGAGCATGCAGATGGACAGGTGCAGGAGCCTAAGTGGGGGTGTGTTACA 

GTGTGCCCTTTTAGCCCTGCTGTCCATGGATGGGCTTGAATGTTAATCAG 

CTCAATGGACACTCTGCCTTTTCACAAGGGCAGATGGCCAATGTGACCAC 

TTTTTGTATTCCAAGCTCTTGCCCAGCAATCTGGAAGAATCATGCCACAC 

ATGGGCTTGAAGGCTGAATGCAGGGTTTAATGAATTGGGGGAGTGGTTCT 

CTTAAGATGGATGCAAACTGGAACCGGGACGGCCGGGAAGATAATTTTCT 

GGGGGGGGGCAAAACTTTCGACACCCTTGGTG 

>Sequerice 120 

CCGGGCAGGTACACACTAGCTGATAAGACACTGTTGCCCATAATGTCTAT 

TTATTGGATCAGCAATTTATAAGTCCCACATTCTCATGCCACATAGCTCT 

ACACAGCTGCAAAAATATACCATAGCTTGCAGGTGATCATTGGTTTGATA 

AAAGATATTGAGTCGCTCATCTTGTGAAAGTGATCTTTGATATAAGAGGA 

GCATCAGCGGGGAAGCTCACATGTCCCGTGGCTCACACACCAGAAGGTAT 

TTGTGTCTTGTCATTGTCTGTCTGGCAGTCCATGGCAATGGCTTTTTCAG 

AGAGGCCTGTTTTGTGGTTAACTGTGTGTACCT 

>Sequence 121 

CCGGGCAGGTAC 1 1 111111111 1 1111 1T1TI GTG ACAATGCCAATATT 

CCAAGAGCCTGTAATAAAGGCTCTCAGCATAAATGGTCTACTATCTAACA 

CCACCAGAACCCTTTTGGCATCTTTTGCATCTGGATACTTTTGCTCTATG 

CATGAGTGGGATGTATGGTCATTCCTTTTATGCAATCATGTAGTAGGCAA 

AACAATGGCTCCCTCAAAGATGTCCACATCTTAATCCCAAGAATCTGTGA 

TTATGTTAGTTTATATTGCAAAGGAGAATTAAGGCTGCAGATTGAATTAA 

GGTTGCTAATCAGCTTGCTTTTAAATATGGAGAGCATCCTGGATTATCTG 

TGGGAGCCCAGTGTAATCATGAGGCTACTTAAAAGTGAAAGCGGAAGACA 

GAAGAAGAGTCAAGAGTGAAATGTGACCCCGGAAGAACTTTCAAAGGCGC 

AATGTTGCTGGCCCTGAAGATGGAGGAAGGGCTGCTGTACCAAATAAGGT 

AGGTGGCCCTCGGAAGAAGGAAAGAGGATTCACCCCAAGAACTTTCTAGA 

AGGGAAAGCAACCCTGGCCACACTTTTGATTTTAACCCAGTGGGACCCTA 

ATAGGAC TGGTA CAGAAATCTAAGAATAGTAATTGTGTATGTGAAATGTT 

TGTGTGTGTTT TCCCCCCC CCCCCCCCTTTCTATGTGTTTAAACCACTAT 

AAGCCAT GTTA' P 1 "1 ' ITlTrGGCGCGG ATTTAAAAACCGGTTCCAATAAAC 

ATCCCCTGTTTTCCAATAAAAAATAATAACTGGGGGCCAAGGCCCGTAAA 
AAG 

>Sequence 122 

AGGTACATGTCATTTTTTGGTGGNTGCCAGTAGGATGGTATTACAGTAGG 

GAAAAATCCAACATTTGTAAGTTAACCAATNCNCCCTTTCATGGGTTGCC 

ATCTTGCAGACTACTGCCTGCATGTGTCAAAGCAACCTTAGCCCCTTTTA 

AAATCATACAGTATGTCAAGAATATACTTACATAAAATTATCTCATCGCC 

ACATTTAGAGGGAAGTTTTTGGGGCTTTTT^CAAAAAAAATTTCCCCAC 

CCCCAAATGGTGAAAAAGCTTGGAACCTGGCCTTCACCGGGGGTTAGAAA 

ACCCAAAAATGTGTCAATTTTTTTCAAAGGGACCCCCCCAATAACTTTCC 

CCTTTTCCTTAAAAAAAGGGGAAAAACCCCCCCAGAAAATTTAAAACCCC 

GAAAAGCCCCCGGAAAAAAAAATTTTTTCCCCCCCCCCCTTTTTTTTTCT 

CCCCGAAAAAAACCCCCCTTTTTTTCCCAANTAAAGAGGGGGGGGGCGGC 

CCAAAAAAAAAAACCCCCCCTTTTTTTTTTTTAT 

>Sequence 123 

AGGTACAGTATTGTTGACTGGCTAACAGAGGACCAATTAATAAGCCAAAG 

AAACGGCTCTTTAACAATGAACATTTCTGCCATCAACTGACAGATCCCAG 

GAATAAATGTTTTCCAGTGAGGAGACTTCTCTGGTTTTCAGAACACCTCT 

GGCTGCCCCTGCCCACCCCATAGAAGGGCTATCCCTCCAGGTCAGGTTAG 

CATCATCACCTAGAGCCAACAAGTCAAGGAGGTGATGGTTTGCCTTTGAC 

ATCTCTACCCAGACCAGACTCCACTGAGAAGACTCTCCCTTTTTCATCAC 

TGCCCTACCTAGTTAGTTGGTCCTGCCCTGGGGCCAGAGTTTCACTAGGG 

GCTGAATAGTATACTGTTAGCTCAGGCAACAGATGAACTCTGCCTCCATG 
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CGCAAATACAAAAAGCTATCTCTGCTTCTTTTTCACTCACTTAAGATTTT 

GGAAGAATGGCTCCTAAAGCGGGTGATCATCTGCCCTCACGACTTACAGT 

GCCTCAGCATCACATGCTATTCATTNTGCACAGCANAACCAGGAAGTGAA 

TATGACTGTTATCCCTACTTCACAAGTAGAGGACACTGAGGCCCTGAGAG 

GTTAAAAGTGCAGGTAAGATTTGACCTACGGGCTGTGTGCGGGG 

>Sequence 124 

AGGTACTTGGTGAAGTGAGATTCAGACTGAGTGGGGTCACAGCACAGGGC 

ACTGTCTTGCCTGGCTTTATCTGAGCCAGTCACACCTCTCCTGGCCACTA 

TCTGTGGTCTAGCCCCCTTTGTGCAGAAAGAGAAAGAAGAGCCTTGAGGA 

CCAGCCTAGTCAGCCGGGGGCCATTGAGACTGCCATGGAAGACTTGAAAG 

GTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTG 

ACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCAC 

AGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTG 

TGCAGCTGCAGCGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGC 

AAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCT 

TAAGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGA 

ACCCATGGTCCACTGAAGGTTCCTATGCTACTTTCACTGAGCATTCTATG 

AAATACACCAGTGAGAAATTTCTTGAAAATTGGCAGTTGTCTGGGGTCAT 

GTCTAAACTTGGTCCAACTTTTCAGAATGGCCACAAAAATTCAACTGGAT 

CTGGAAGAGGAAAGAAACCGGTGGTGGTAACTGAAACCCCTTTTGATTGA 

GACCCTCCCCAGGGCTGATGTGATTCATTGGGAAACGCAACAAAACTTGG 

TTATTCCCTGGCCGTGGGAAGATTGGGTTTTTAGAGATCTATTGGTCCG 

>Sequence 125 

CGGGCAGGTACCTCTGTGTGGCAGGCGATCAATGGTGTTTCTATCTCAGC 

CAGGGACTCAGGTGCGAGACTGAGAAGCCCAGGAGGCAAGAGGCACCTGC 

AGCTCTAGAGCCCACTGCAGATTTTCTTGAGGGCCGTATATCCAGAACCA 

TCCCAGGGCTTGGCTTTTGAGAGAAAATGTAGTCTTAAAGAATGAACAAG 

TGGGCCGGGCGCCGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAGGTC 

ACGAGGTCAGAAGATGGAGACCATCCTGGCCAACACAGTGAAGCCCCGTC 

TCTACTAAAAAAAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 126 

AGGTACTCACTGAGATTCTAGTGAGCATATCTACATTAAGCTGGGGTGCA 

CATTCTTTAGATATATCCTGGTATGCCATATACCTGTATACAAGCTGCCA 

GCAGACACCGATGGCGAAGAGCCTCATAGCAGATGTGGCAGTGGCCGTCA 

CTTCCCATGACCCGCGTACCTGCCCG 

>Sequence 127 

AGGTACAGTGAGGGTGTTCAGAGGGAGGCACAAAGAATAGCTCTGAGATT 

AGGCAATGGAAATGACAAAAAAGAGATGAATAAATCCGATTTGAATACCA 

ACAATTTGCTCTTCAAACCTCCTGTAGAGAGCCATATACAAAAGAATAAG 

AAAATTCTTAAATCTGCAAAAGATTTGCCTCCTGATGCACTTATCATTGA 

ATACAGAGGGAAGTTTATGCTGAGAGAACAGTTTGAAGCAAATGGGTATT 

TCTTTAAAAGACCATACCCTTTTGTGTTATTCTACTCTAAATTTCATGG 

>Sequence 128 

CCGGGCAGGTACAACTGACCTTCTGGGCTGGATAATTCTTGGTTGGGGGG 

ACTACTCTGCACATGATAGGGTGTTCATCTCTGGTCTTCACCTATCAGGT 

GCTGACAGCACCACAGCACCCCAACACCGCATTGTCAACAGACACTACCA 

AATGTTATCAGGGGAGGAGAGTGATTCACCCCTCTTAAGGAACCACTGAA 

AATGATTTTAAAAATACCTATTATTTTCATCTTTAAGGAATAATTATTGG 

CCAGGCTCAATGGCACATGCCTGTAATCCCAGCACTTTGGGAGGCTGAGG 

CAAGCAAATAGCTTAAGGCCAGGAGCTCAAAACCAGCCAGGACAACATAA 

TGAAACCTCGTATGTACCT 

>Sequence 129 

CCGGGCAGGTACAGCAAAACCCACCTGTGTAAACACACACAGCAAAGTGA 
TGTAAGAAGTTTCCATATAAAGGGCTGTAGTATGGGGAGGTAATGTGCAG 
GCTGGTTTGCGGCTGTAGGGGCCACCTTGCTGCAGCTCTCCACTGATATG 
GTACCT 
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>Sequence 130 

AGGTACACAGAGTTCCCACATAACCCCCTCCAACAGCCTCTATCAACAfC 

CTGCACCACTGTGGTAAACCGTTACAACAGATGAACCTACATGGACAGTC 

CACAGTTTACCTTAGGGTrCACTTTGTGGTGTTATACAGTCTATGGGTTT 

GTATAAACAGATAATGACAGGTTTCCATGATTACAGTATCATACAGAATA 

GATTCACTGCCCTAAAAAATCTGTATGCTTCAAGAGGCCGAGACGGGAGA 

ATCGCTTGAGCCCAGGAGTTCAAGACCGGCCTGGGCAACATAACGAGACC 

CC 

>Sequence 131 

AGGTACATGGGTAAGTAAAACTCGTGTAAGTTTCCGCATAGTTCACACTC 

ATGGGAAACAAAAACTGCGCCTTGTATATCATCATCCCCCGACTGTCTGT 

CACTCACAGAATTCAAGGCACATATGAAGTGCTCAATAAACAAGAGCTTA 

GAGGAAATCAATGAGGCTTAGTGCATAGCCTTATTGCAAACTGTGGTCTC 

CAATGCAAAAACAAAATAAAACAAAAACCCCACAACTAAAAACAAAGTAG 

GGGATGTTAACAAGAGAACAAGGATATGAAACCTATCTCATGAAAGAATA 

AACATTTCACACAGAAATCATGAATGTTGGTATTAATTTTAAATGACATT 

TGTCAGCCATAGAAAGTGATCTCTAATAACTCACGATAGAGCAGTTTAAT 

GCCCAAATAATTGAAAAAAGAATTGGAGAGGTAACCTAACGGCAGATAAG 

ATTAAGTAAGGAAAATTTCAATCTGTGTGAAGAAGAGAAGGCTNTAATTN 

TTCAACCCTTTGGGACAATTTGGAACATCAGGGCTCTACACCAAAACTCG 

ACTTTATTTATCCTATATATATCCCTTATTTAGGATCCCTAAATTTATT^ 

TTTACTTTCTTCATGAACTCGTAAGTCAGTCTTCTAGGGCAGGGGTCCCC 

AAGGCTGCGGACTGGTACCTGGCCG 

>Sequence 132 

CCGGGCAGGTACGTTTAAATGGGATTGTTTGTTTTTCACTTGTTGATTTT 

TTTAAGTTCACCAGATGCACTGTGCTGGGGTTCTGTGATAGTCCCTAATT 

GCTGTGCACCCTCCCAAGCCTGAGAGCAGCAGGAGGGAGGGTTGCGAGAC 

AGCAAAAAGGTGGACTGCCTCTCTCTTTGGAAGCTGCATGCCGGAGAAGT. 

GTAGAGCTGCTCCCAGCTGGAGAACTCAGGAGGACTAGGGTGGCCTCACT 

AGCATCCCAGGCTAGTGGGCCTTATCCTACAAGGTTCAGTGGTGGTGAGG 

TCTGCAGTCTATCACTGCTCAGCCCCATGGACTTGGCCC 

>Sequence 133 

AGGTACAGAACTTAAACACCACTATTTGTTGAGATGAAAAAAAGCATATA 
TAGGAAGCCTTCAAAATGAAATGGTCAAGGGTGAGTTTACACAGATAGAT 
AGATTTAGGTCTCTTCCTTTTGCTTTGTC 

GTCAGAGAGGGAGATATCCTTACAAAGCAGAGATTATCATTACAGGTTTA 

C ATTT CTTACAAAGAGTTTCAAAATAAACAGGTAAATGCCAAAAACATAT 

ATTTTGGTGACGGATTAATTCACTAGTTGGTCTATTCAACTTAACTTGTT 

TCCTAATGAGATTAAATTCATGCACAAATAACCAAACCAAAAATTAAACC 

AAAAGAATACTCACCAGAAAGGATGTCCTTTACAAGAGCAGATCCCCCAA 

AATGTAAGAGTTCACTGAAAAGGTGGGAGCTCAAACCAAGAGAGGACTTA 

TCTCGCAGCATAAAGACAACTTGTACCT 

>Sequence 134 

AGGTACTAACAGTCAGGAACAAATAGAACACATAGAGAGGACAGTGGGAG 

GTCCCCCTGGCTAAAGCAGAGGGTGTGTTGAGAGAAGGAAACCTTTGCCT 

CAATGGATCGTAGGCAAACTGAGAAGGACCATAACACCTTGCTGAGAAGT 

TTGAATGTGATTCCTTGGTGACCACAGCAGGAGGTCCTGAAGTCCCTGTC 

CTTCAGATGCAAACAAGGAGGCTGTCCCATACAGACTATCAGGGAAAAAA 

TGCACTGTTTATCAAAAGATATGAATGTTCTTGACAGGCAAAGCCCTGCT 

CAAATGAAATGGCAGTGCAGGGAGATGATATTCAGTGTGATGCAGCTGTG 

AGTACCTGCCCG 

>Sequence 135 

CCGGGCAGGTACTCGGGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAG 
TGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACG 
CCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGC 
TCTCAGAAGAAGGAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGC 
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CTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGACjGTGAAT 

CCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGA 

CCACAGACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTGGAA 

AGAAAGGTACCT 

>Sequence 136 

CCGGGCAGGTACGCCTGTAGTCCCAGCTACTCTGGAGGCTAAGGCAGGAG 

AATCGCTTGAATCCGGGAGGTGGAGGTCGCAGTGAGCCGAGATCGGGCCA 

CTGCACTCCAGCCTGGGAGACAGAGCGAGACTCTGTCTCANGAAAAAAAA 

AAGGAAAAAGAAAAAAAATTGGGGGGGAATTTTTTTTTACCAAAACAATT 

AAGGGCATATCCAACTTTAAAGTTTTTATAGGGTATCACTTTTATAGAAA 

TTTTTTTGAAAAGCCCCACATGTTAAACCTAATGATCTAAAATCTTATTC 

TGATCAAACCACTTTTTAATAAGTGAGGAAACTTAAACCCCCATTGGATT 

AGACTAAAAAATTACCAAATTAATTGAGGAACCTAGGGCTTATAAAGAGG 

GTTATTTGTAGATCACAAAGTGGCAAACCCAAAACTGAAGTTCAGGCCTC 

CTGAC TTTAA TCTAGGGCTCTTTCTTGCATCATTAAGCCTCTGCTATGAG 

GAACATTTTTAACATGTCCTTTAATACCATGTGGCTATAAAACATAATTT 

TATTTGGAATTTGCCGGACCTAAAACCThfrnTNCCT^ 

AAAACCTGGGCAACCGCAAAAATTTGTCCGGGAAAAAAAAGGNNAAAAAA 

AGCC CCC CGCGCCTT TAAAAAAATGGGGAACCCCCGGGCCGGGGGATTTT 

TTTTCAAATTTTTTTCCCCCCCCCCCCCCGGGGGGGGGCCGGGCCCCACC 

TTTGGTCCCTTAAAGAGGGTAAAACGCCCCCCG 

>Sequence 137 

ACGTACTCAAGCCACCTGCCTGTCATGGCCCCCCAAAATGCTGGGATTGC 

ACKjCCACCATAACCCKJTCATCGGGGCAACTATCCTTCAGGGCTTCCTCCA 

GTAGGGCTCCCCAGGTTGGCCTTGAGGGCCACAATAAAAAATCTGACTTA 

GCTATACTCCTTCCCTGTCCCCAACCACAGTTATTCTTGTGGATGAGGCA 

AATGGCAGCAGGACAGCTGGAGTATACCAGAGTTGACTCATTTATTTTAT 

GCATGCTTAGTGTGGCATCCCTGGGGACATGAAATTCCAGTGAAATCCAG 

TCTTTGTGCTGGAGAAGCTCATAGATCTGTGGAGGAGGCAGATGCCCACC 

CACTCACTGTACCTGCCCG 

>Sequence 138 

AGGTACT Tl'l'lU U rri'IUTTrTTTCCCAGAAAAGGTTTCCAATAGAGATT 

GGAATGGTTTTCCAATAGAGATCTTCTTGGGTCCAATGATGATGTAATAC 

TAATGCTTGTTAATATACnrrACAAAATTGCTCTCTAAAGCTCTTGTTTC 

TATCTGAAATACCCAATTAATGACAGTTTGAACTGTAAATAACCTCTACA 

AGGTATACAAACTATTGACTGTTAATATACTTTATAAAATTGCTCTCTAA 

AACTCGTTTCTATCTGAAACATCCACCAATTAATGATAGTTTGATCTACA 

ATAA CCTCT ATAACATATACAAACTATTGGTTITTTTGTTGTTGTTTTTT 

GTTTGTTTTGGAGATGGAGTCTTGCTCTGTTGTCCAGGCTAGAGTGCAGT 

GGCATGATCATGGCTCACTGCAACCTCTGCACTCCAGCCTGGGTGACAGA 

GTGAGACCCTGTCTCAAGAAAAACAAAACCCAAAAATCTAGACAGCAAAA 

CTCATAAACAAAAAAGTCCAAGTATTATTGTTGACTCAATGGAACAGCCT 

TAAGGCTATAACTTTCTATTGGCTAAACACTGTTTACACACCGCTTAATT 

CAATTTTAAAACT GTTT ATCAGAAGCCTCnTAGAATGCAATGGTTTTTTC 

CTAACCCATTCACTTTTTCTGGTTTACTTCTTTGGATGAGGTATCCTTTG 

AGGGTTAGGTACCTGCCCGGGCGGCCGTTTTAAACTAATGGATCCCCCGG 

CCTGTAGGAATCCATATTAACCTATGAATCCC 

>Sequence 139 

CCGGGCAGGTACCTGAAGTCCCAGCTACTCAGGAGGTTGAGGCAGGGGGA 

TCCCTTGGGACCAGGAGTTTGAGGTTACAGTGAGCTACAATAGCACCACT 

GCACTCCAGCCTGGGCAACACACAAGATCCTGTCTCCTTTTAATGAAAAA 

AAAAGAGGGGAGGGGGGCAGAGGAGACAATAGGTATTTGCCAGAAGAATT 

ACTAAACCACCAGTAAATATGAAATTATGCACAACCTCAGTGGCAATTAA 

AATG CAAAATTAGAAAGACAACTTTAGGCCTATAAGATTCATAATGATGT 

TTTTAAAAAAACTTATTGAAAAAGGTATAGGAAAACATGTTCTGTATTTT 

CATCTCTTACTATGTTTTCTTACATATTAATAATAATCCCCCACTTCCTA 
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TCCTTAGGAAATATCAACTCTTCCACCTTTATTGGGAACTCTAGCATCTC 
TACTGTAGTCTTTTCTACTCCCCAACTCATACCATAATCAGGGGCATCCT 
CGACGTACCT 
>Sequence 140 

AGGTACTGTAACTGAAGAATTAAAGGCAAAAATTTAAGACTGGAATCAAT 

GGAGAATAGAAAAAGTTTTAGCTGGCAAGTGAATATGCTTCAGATAAATC 

AACTAAGATAGACTGAAATAAGCCAGGGGTAAGAGTAGTTCTTACTAGAA 

TAGAAATGCCAGCCGGGCGCCGCGGCTCACGCCTGTAATCCCAGCACrTT 

GGGAAGCCAAGGCGGGTGGATCACGAGGTCAGGAGATTGAGACCACGGTG 

AAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCATTGGTGGTG 

GGCGCCTGTAGTCCCAGCTACTCGGGAGGCGGAGGCAGGAGAATGGTGTG 

AACCTGGGAGGCGGAGCTTGCAGTGAGCCGAGATTGTGCCACTGCACTCC 

AGCCTGGGTAACAGAGCGAGACTCCGTCTCAAANAAAAAAAAAAAAAAAT 

TTTAAAAAAAATTTTITTGCCGGGGGGGGCTTTTAAAAAATAGGGGTCCC 

CCGGGGGGGGAGGAATTTAATTAAAGTTTTTTGCCCCCCGCCCCTCCGGG 

GGGGGGCCCGGGCCCCACATTTGGGCCCCTTTTGGGGGGGGAATTTGGGC 

CGTTGGGGTAAACTGGGGGAAAANNGGTTTTTCCNNAAAAAAAAAANAAA 

ANAANANAAATGGTGNATGTAATNNGTGTAAGATGTGTGATGTAGGTTTG 

CGTGGTTATATGTGAGATGTGTGATATGAGAGAGGACGGCTGTGGTGTGA 

GTCGCGTGTTGTTGGGGGAGTTGAGCGTGTTATGAGAGGAGATGCC 

>Sequence 141 

AGGTAC AAGTT GTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGC 

TCCCACCTTTTCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAA 

GGACATCCTTTCTGGTGAGTATTCTTTTGGTTTAATACTTGGTTTGGTTA 

TTTGTGCATGACTCTAATCTCATTCCGAAACAAGTTAAGTTGAATAGACC 

AA CTAGTG AATTAATCCGTCTCCAAAATATATGTTTTTGGCATTAACCTG 

TTTATTTTGAAACTCTTTGTAAGAAATGTAAACCTGTAATGATGATCTCT 

GCTTTGTAAGGATATCTGCCTCTCTGACACCTAAAACACTAGATGCTTTC 

ACAAAGCAAAAGGGAGAGACCTAAATCTATCTATCTGTGTAAACTCACCC 

TTGACCATTTCATrCTGAAGGCTTCCTATATATGCTTTTTTTCATCTCAA 

CGAATACTGGTGTATAAGTTATGTACCTAC 

>Sequence 142 

AGGTACAGAACTTAAACACCACTATTTGTTGAGATGAAAAAAAGCATATA 

TAGGAAGCCTTCAAAATGAAATGGTCAAGGGTGAGTTTACACAGATAGAT 

AGATTTAGGTCTCTTCCTTTTGCTTTGTGAAAGCATCTAGTGTTTAGGTG 

TCAGAGAGGGAGATATCCTTACAAAGCAGAGATTATCATTACAGGTTTAC 

ATTT CTTACAAAGAGTTTCAAAATAAACAGGTAAATGCCAAAAACATATA 

TTTTGGAGACGGATTAATTCACTAGTTGGTCTATTCAACTTAACTTGTTT 

CCTAATGAGATTAAATTCATGCACAAATAACCAAACCAAAAATTAAACCA 

AAAGAATACTCACCAGAAAGGATGTCCTTTACAAGAGCAGATCCGCCAAA 

ATGTAAGAGTTCACTGAAAAGGTGGGAGCTCAAACCAAGAGAGGACTTAT 

CTCGCAGCATAAAGACAACTTGTACCT 

>Sequence 143 

AGGTACCTCAATGGTTTGGAATGCAAAAAGTGTAATTAAATTTGAAGCTG 

AAAAGGAAGGCACCTTGGAGAGTCCTGGCTCTTATTAGCTTTCAAGCTAG 

GGACAAACAGATGCCACAGACCATTGAGGGCTGTTTGTTGGATGATGCTA 

ATTGTTTACTGTGCTTATTATTCTGTGACATCCTTAGAATCACCCAGGTG 

GGGAGATGTCAGACTAAAGTTACCAATATCTGTGCTAAGAAAAACTCAAC 

ACTTCTATAGTTTAAGTCCATTTTGGTCAAAGCAGAAGGATTCAAAGCCA 

TTCTGAGGTTTATGAACAAGATTAAGAAAGCACCTGGCACTGATTTTAGC 

TTGTAAAAGTGGAACCCTCAGAAATTATTTCAGATTATTTCATACACCTA 

GAAAAAATATATAGAGAAAGGTGTTTACAAGAAGAAATATGATCAAAAAC 

AAGTACATAATTCAGAGGTCTATTTCAAATTAATAATCATTTGAGCATAA 

TTTCTCCACTGTCAGAGACGACTGTTATTTTATTTTCAATCAAATTAAAA 

GTTGTTTTTATGCGAANG 

>Sequence t44 
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ACGTACTATGTCCCTCTCAAGTCCTGAATCTAACTTAGGGAGTAGCCAGG ■ 

AGACTATGAGAAGGAACTACTCCAGGGAAAGAACATCCCATGCCCTTTCT 

GAAACACAAGTGGCAACCATAAGACACCACTCTTTATCCTACCTTTTAGC 

AGACTATGCACAGTCCCAGGAACGAGGCCAGAACTGATAAGCAAGTGTGG 

CATTGGCTCCAGCCAAGGTTATGGGATTCGGGAACCTCCCCATCCTGGAA 

TTGGGCTGGGAGGGGTTTCACCTGGGAGCCACAGTTTTATGGCCTGGGGT 

TATATTGCAGTCCAAAGACAAACTGCTTGTGATTTGGCTGGCTGCCTCAG 

CTCGATGCCAGTGGCAGGCCGTAGGATGGTATCCCGCTAGGTTGAGAGCA 

TGAGAGCAAGGCAGGTCTCACTACCACCTGCTAGGCTATGGAACCCGAGC 

CACCCCACTTTCCCCATGCTGGTTAAGTGGAACAGAAAAGAGTGCTCCAC 

TTCNTCCTGAACTATTGCTCCAGTGGCCCGAGAACTGGCCTNCAACCCCC 

ATCAAGGCTGGCACTTTGTACCTGCCCC 

>Scquence 145 

AGGTACTTTG I TTTTTTTTT ITI I I J J J CTAGGTAGTTTGTTTTTTTGAG 

ACAGAGTCTCGTTCTGTCACCCAGACTGGAGTGCAGTGGTGCGATCTCGG 

CTCACTGCACTCCAGGCTGGGCAACGGTGTGAGACCTGGACTCAAAACAC 

ACACACACACACACACACACACACACACACACGAAGCGGGAAAAATTCTG 

GTGCTTCGCAAAGTCATCACAATACAAATCAAAATAAATTTGTCTTAAGC 

CACTTAGACAATACTAACCAACTTTCACCAGGTGTAATCCATGCACAACC 

AAAACCTTTTACTGTGAGAGCGAAGCTCTTATGGAGTTCTACCTCATCAG 

TG ATCTA CCATTATAAGATATAAAAGACTAGTAGATTCTATTCATGAAAC 

CATTTTTCTTGGCTTGAGATTAATTTTGGTAAGAGAAGAGTrACCAAGTT 

AGAAATTAGTGTGGGCCCAAATTAAAACCTTAAAAAGAACCACCTAAGGT 

AAATATAAATATGTGATATAAAATTGGCAAAATGAATCCTTTCAGACCTT 

ACATCAATTTCAATGGGAAGTATATATCAATCATTGCTAAACACCGGTTA 

ATATTATGTGAAATACCACAGAGTACCTGCGCC 

^Sequence 146 

CCGGGCAGGTACTAAATTTCTAGGAGCAAAGTTCTAGGGGCTGTGTCAGG 

CCAGCTGAGTGAGAGGGTGGTGTGAGGAGGCACAGGCAGGTCCTTACTAA 

TCACACAGCATCAGAGCTGCCAACTCGAGTGTCGACAGCCTTTCCTGGGC 

ACACCTTCCTGAACTCACTCTGAAGGGAGGGAGGCTATTAGGAAAGAAAT 

ATAAGCTGAAAATGCCCCCGAAAGGTCCACTCACAGAAAACCAAGAGCTG 

GCCGCCACCCTGCCAGCAGTGGTGACGGGAATCATGCCAGTGACTCATGC 

AGCAGCCACAGCTCCAAAGTCCTGGAGCCGGCCCCGCCCAACACACCGGA 

TGCCAC A A AGCACCA CCTACCTGAGCATACTGTTCCTTGA GTGGACCAG A 

GAGCCGGAGGACAGCACAGACATCAGCTCCAAGTCTGCTCTGCAGCGCCT 

CGGTCACGAAGTCCTTTCCGGATTTCCTCTTGCCGCTGAACAGCAAGTAC 

CT 

>Sequence 147 

AGGTACACGCCTGTAGTCCTAGCTACTCAGGAGGCTGAGGCAGGAGGATG 

GCTTGAGCTGAGGAGGCAGAGGCTGCAGTGAGCCAACATTGCAACACTGC 

ACCCCAGCCTGAGCATTAGAGCCAGACCTAGTCTCAAAAAATAAATAAAA 

TAAAATAAAATAAAATAAAATGTTTAATAATGCCTACTCAGACAAAGAAA 

GGCTCAGGCAAAAGACTGAGTCTGATCTTCTACATTGAGGAGACCATGTT 

GATTAGTGTTATATTCAAAAAAACCAATTCCCAAGTAATGCATACACAGC 

TGAAAGAAGGAAGTATTCCAGCTACACCCTCCAAGTTTTCTACATCTCAG 

TAAA CGGCATCGCCACC CACCTAGAAACTGGGCATCATTTGGTTCCTCGT 

TCTCCTT rTTTTTT 1TITGAG ATGGAGTCTCTGTTG ACTCCGGGTTC AAG 

CCCCGCGTACCTGCCCG 

>Sequence 148 

AGGTACTTTACTCACCCTTCCTCTGACAGAAAAGGATGAAGTCAAGGGCC 

TGGTAGAGGCACCACTAAGAAAGGCATCTGAAAGGACCAAAGAGAGTGAC 

CAGCAAGCATTTTTTACAAGGCTGAGGAGCTGAGAGCTTCCATGAAAGGC 

TGGACCACCCAGTGGTGAAAAGCATCATCTGGGTTACCTTGTGCTGCCAT 

AAAACACACCACAGACTTGGTGACTTAAACCACAGATATTTATCTTCTCA 

CAATCCTGGAGGCTGGAAGTCTGCAATCACGGTGCCAGCATGGTCAGGTT 
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CTGGTGAGGGCCTCTNTCCnTCTCACTGTGTGCTCTTTCTTGTGCATGGA " 

GAGAGAGAGCATGAACAAGCCCTCTACTGTCCCTCTTAGAAGGGCACTAA 

TCCCATAATAAGGCATCCACCCTCCTGACCTCGGCTAACCCTAGTTAATA 

CCTGCCCGGGCGGCCGAGGTACATGATCTTTCATACACCCTTTTGCAAGA 

TGGTTCAGAAAGCTTTGGCTCGCCTGATGTTCAATGACTTCCTGTCAGCC 

AGCATTGACACACAAACCAACCTTATTTAGGGGCTGGAGGCTTTCGGGGG 

GCTAAAGCTGGAAGACACCTACCCCAACAAGGGACCTGGTTAAACACTTC 

TAAAGGGCCTTTCAGGACATTGTCCGAAAAGAAAACCAAAGGTTTTCCTT 

TACCTTTCAATTCAAAATGGGAACATGTAACTTGCCCGGGA 

>Sequence 149 

CCGGGCAGGTACGCGGAGAGACTGATTGGCGTCACAGCACAGGGCACTGT 

CTTGCCTGGCTTTATCTGAGCCAATCACACCTGTCCTGGCCACTATCTGT x 

GGTCTAGCCCCCTTTGTGCATAAAGAGAAAGAAGAGCCTAGAGGACCAGC 

CTAGTCAGGCTGAAGAAATGTCAACAATTGGGAGTCTTGAAGGATTCCAG 

GCTGTGTCTCTGAAGCAAGAGGGAGATGACCAACCCTCTGAGACTGACCA 

CCTATCGATGGAGGAAGAGGACCCGATGCCAAGACAGATTTCAAGGCAGT 

CAAGTGTGACCGAATCAACTCTTTACCCCAATCCTTATCATCAGCCTTAT 

ATCTCACGGAAGTACTTTGCTACA 

>Sequence 150 

AGGTAClTririri-l-rrn-n-l-lGTGATGGGGTCTTGCTCTGTCGCCCAG 

GCTGGAGTGCAGTGGTGCGATCTCGGCTCACTGCAAGCTCTGCCTCCTGG 

GTTCACACCATTCTCCTGCCTCAGCCTCCTGAGTAGCTGGGACTACAGGT 

GCCCACCACCATACCAGGCrATTTTTTTTTTTTGTATTTTTAGTAGAGAC 

GGAGTTTCACCGTGTTGGCCAGGATGGTCTTGATCTCCTGACCTCGTGAT 

CCGCCCACCTCGTCCTCCCAAAGTGCTGGAATTGTAGGCGTAAGCCACCG 

TGCCCGGCCAGAAAGCACCATTTCTTATATACCTTTAAAAAAGAAAAATA 

TTGCTAACTAAATTAAGACATGTCTTCTGTTGTAAGACATATTCTGGTTT 

AAGATATGTTAAATGGAAAAAAAACAAACAAACTCAAAACCCATGTACCT 

QCCCG 

>Sequence 151 

GTGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTfCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGGCTGTTCCA 

GCTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAGAGGAAAAGA 

GCTGATGGTGTTAACTGAAACCCATTTGATTGAGACCTACACAGGGCTGA 

TGTCATTCATTGGAAACCGGAACAAAACTTGCTAATTCCCTGCCCCGGGG 

AGTATTGGGTTTTG AG AGTC 1 " f TTT 1 GTACCTGCCCG 

>Sequence 152 

AGGTACCACCACCTATCCACACTCTCACACAATCACCCCTTTTGAAGTAA 
AGCCTATATTTTAAAAATAACCATTACAGATTGTGAGTGCAGTCTAGGAT 
CACATAGCAGAACTAAAAGCTAACTGGCCCACCCACAAAGTAAATGTGAG 
ACAGAGGGCTCGGGGTAGCCATACTCTAGCCAAGTAGTACCTGCCCG 
>Scquence 153 

AGGTACTTTTGGAGTATAAGAGAGTCAGTGTTTTCTAAAACAGTTGTTCT 

TAGAGAATAATAATGATATCTACCATTACTGAAAGATATTTTATTTCACC 

CTAACCATAACTATATGAGGTAGGTGTTGGGTTCTCTAGAGGACCAAATA 

AGTG AC A ACCTC ATTTTCTACCTG AG ATCTG AATCCATGG AA ATC11 ' 111 

TAAAAGATTAAAAGATTGAGAGATTAAAAGACTGCTTTATAAATGATGTT 

AAAAGAATGTAGCTTTTTATTTGTTGGCAAATGCACTTCCTAACCCTGAA 

CTTCCCCTCCCAGTCACAGACAATGTTGGGCCAAGGTAGACCTCCTTCAC 
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AGAAAATCCTGCTCTTGCCAAACAAGAGTATTGGAATAACAGAGTGAACT 

GTGCTTCCTATGAGCAGTTTGCTCCAAGTGTAATTTGGAAGGGCAGAGCT 

ACACATCCCTAGTTCCTTATTCTCATCAAAAGAATCACTATGCATGAGAG 

GATAGAGAGTTGCTACAAGTATTTTGCTGCTGGAAGTCCCTTTCCACGGA 

AAATATCGGTAAAAGCAAGCACTTTTATTATATTTTGGGAGAAAGCCACC 

TATGTATATGATCACTTTCCTCAGAGAATGACATTTCTGATATTAATGCT 

TTTCTTGAAAAGTTATGTGGCAGAGGTGACAGCCCCATTGAGCAGGTCTT 

ACTTAAATACCTTTCTTTCCAATCCAACATATTCACAACTTTTAAATTTC 

ATCACCTATTAGGCCTTGATTTGCACTTTGAAGGGGGGCAGCTTTGCTTA 

ATGCCTGGGTGTGGCTTTGCTTTT 

>Sequence 154 

GNGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGCCTAAGCTTGTTCCA 

ACTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAGAAGAAAGAA 

ACTGATGGTGTTAAACTTGAACCCAATTTGATTGAGACCTACACAGGGGC 

TGATGGCATTCATTGGAAACCCGCAACAAACTTTGGCTATTCCCCTTGGC 

CCGGGGGAGTATTGGTTTrrGAGAGTCTTTTTTGGTACCTCG 

> Sequence 155 

AGGTACCTGGAATTCAGGTTACAGGTTTTCCTTTTCAGGGCAGGGTGCCC 

TCCCATCTAACCTCTCTACCCAGTCTCCCCCAAACAAGCTGAAGGCACTT 

ACATTGGCATGTTGCTAGGCATAAGGTTACTGCAAGCAGCAACAAAGTCC 

GCGTATCCACAAAGCTGAGCATGTCTAGCACTTAGACATGCAGACTCCTT 

GTGTCGCAGAGCCTCTGGGTCACCGGCGGAGGTATCACCTGGCGGGCGCG 

GGCATGCAGTCGTGGCCAGTACCTGCCCG 

>Sequencc 156 

ATGTACCAGGCTAGCCTTCCTGATGACTGCAGCAGCAAGGCTGCCCATGG 

GCCACCCCAGACAGCCTGCTTAGAATCTCTAGAAGAGCTGCTTGATGTAA 

GACATTAAGACATTCTTAAACGAAGCCAGTCTTCAAGGACTAGAATAAAT 

CCTTAATTCTTCCAATACATAGACATTAACGTAAAGCAACAAGAAACAAG 

GAAAGTCAAATAGACATAGCACTCCCCAAAGCATATAATAATCTCTAAGT 

TGATCCAAAGATACAAACTGCCTGACAAATAATTCAAAATAGCTCATTAA 

AAAATGCTCACTAAACTTCCATAGGATACAGGGAAACAATTCAATGGAAT 

CAGGAAAACAATAAATTACCAAAAAGAGATATTTACCAAATTACCAAAAT 

TACCAAATTACAAAATTACCAAAAGAGATATTTAACAGACAGATTGGAAA 

TTTAAAACAAACAAACAACAACAACAACAACAAAAATCAAACAGAATTTC 

TGGGGCAGAAAAATAGAGGGAACGAAATAAAAACCACCAGAGAAAATATC 

AAGTACAGAATTGATCAAGTAGAAAAAAGATTTATACATGAATTTGAAAG 

ACAAGTTATTTGGAAATATACCGGCAGAAGAGAAAAAAAATTTAACCAAT 

TAAAAGGGATAAAGAAAATTTATTTTTAGAAATTTTTAGGACTTTTGGAA 

AAATTTTCAAAGGACAATTTTAAGTNGTAAGAATTCAAGAAGGAGAGAAG 

AAACAAAGGGTTGAAAGCTTTCCAACCTTATTTAAAGAAGCATTGCCATC 

CTTCTTTCA 

>Sequence 157 

AGGTACAGAAGGGCTGAGGCTTCTGTCTGAGTTGACCGTGACCTGTGGTT 

ACAGCATTTTAGGACTTCGTAACAGAATGATCCACAGAGGTCAGCAGGCC 

CTTGAAAGAACGCTGAAGGAAACTTGCATACAAACAGTCTCAAGGAGGCA 

AACACATGCTTCAGCGCTGCCCGCGTACCTGCCCG 

>Sequence 158 

AGGTACACCTGTAATGGCTACCCCGCTGGCTCAGAGCTCTGCCTCACCGC 
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CCTG CCCCGGCACCTGCAAGCCAGTGTGCCACTTTTTTGATGTTGTATGT 

TTTTAATATTCCCTGAGACAGACTCCAGAGTTCTGAGTTTTCTTACTTGG 

GGTGTCAAATTATATT CCAGG AACCAATTTGGGTTTTCCTGGCTTCTGGT 

TAAAAA GCTGGA CAGATTITGAGTTGTTTGCTCTTAGTTCTCTCATAAAC 

TGCACTATTTTTAGGGCACTATTTTGTAGAACACAAGATTTTTCAGGAAG 

TATATTGAAAGGCCTGTACCTGCCCG 

>Sequence 159 

CCGGGCAGGTACTTGGTGAAGTGAGATTCAGACTGAGTGGGGTCACAGCA 

CAGGGCACTGTCTTGCCTGGCTTTATCTGAGCCAGTCACACCTCTCCTGG 

CCACTATCTGTGGTCTAGCX)CCCTTTGTGCGAAAGAGAAAGAAGAGCCTT 

GAGGACCAGCCTAGTCACKjCTGAAGAAATGTCAACAATTGGGAGTTTTGA 

AGGATTCCAGGCTGTGTCTCTGAAGCAAGAGGGAGATGACCAACCCTCTG 

AGACTGACCACCTATCGATGGAGGAAGAAGACCTGATGCCAAGACAGATT 

TCAAGGCAGTCAGGTGTGACCGAATCAACTCTTTACCCCAATCCTTATCA 

TCGGCCTTATATCTCACGGAAGTACCTCGGCCGCCCGGGCAGGTACCAGC 

GCCATGCTGTTTAAGTATCAGAGGCTTCATAGTATGTTTTAATATTGGCT 

AAGACTAGGCCCTGCTTAGAACTCTTCTTTCGCTGTGTTTTCCTAACTAT 

TGCGTGTGGTATTTTCCATAAGAACTrrAACGl'CAACTTTATCTGGTCCA 

TCCAAAAGCATATGTGGGTGGTTTTTAGGTGACCAATTAAGCCTATCAAT 

CACACTCAGGAGAACTGACCTCrrTATGCAGTGAAGCTTTTTCCTTCGAG 

GGTGTGGCTAGACCGGGAAGCCCCCAAAAGTACCGTGGGGGCCATATGCC 

AACCCAGGGTGGCATTGGCCAAGAACGAGGGCCGGGAAGAAATAAACCCT 

GGTTATAATAGCAAGCCCTCTCTTTGTCCTCCCAAAAAGCAACTGTCCTT 

GATTATGCACCGGGTGGTATGGTTCAACAAC 

>Sequence 160 

CCGGGCAGGTACGGAAGAACATGGGAGTCTGTATGCAGCACGACGTCTTG 

TTCAGTTACCTCACTACTAAGGAGCACCTTCTCCTATATGGTTCCATCAA 

AGTTCCTCACTGGACTAAAAAGCAGCTCCACGAGGAAGTAAAAAGGACTT 

TAAAAGATACTGGACTATATAGCCATCGTCATAAGAGAGTTGGAACACTG 

TCAGGAGGCATGAAGAGGAAGTTATCTATATCCATAGCTCTCATTGGTGG 

ATCAAGGGTAGTAATTTTGGATGAACCATCTACTGGAGTTGACCCATGTT 

CTCGCCGAAGTATATGGGATGTTATATCCAAGAACAAAACTGCCAGAACA 

ATCATTCTGTCAACGCACCACTTGGACGAGGCTGAAGTGCTGAGTGACCG 

CATCGCCTTCCTGGAGCAAGGTGGGCTTAGGTGCTGTGGGTCCCCATTTT 

ACCTCAAGGAAGCCTTTGGCGATGGGTATCACCTCACGCTTACCAAGAAG 

AAGAGTCCAAATTAAATGCAAATGCAGTATGTGACACCATGGCCCGTGAA 

CAGCATTGATCCAATCACAATCTTCCCGAAAGCTAACCTAAGGAAGGATA 

ATGGGGGAGAGCTGGTTTATGTCCCCTT 

>Sequence 161 

AGGTACATTTGGCTGATACTGCAAAAATGACGGTCCCTGGGTTAACGGGA 

GGCATGTCTGGCTGCTAGGTCATCCGAGAGGCAGATTGGGGCAGGTTTCT 

AGGAAGTATAGGCTCGCCTTGCGGAGGACCAGGTTGGCACAGTTTGACTG 

CTGTGCACTAAGGCAGGGCACAGAGCTGATGCCCTCAAGGTCAATTCCAG 

CCACATTTCTCTGTGATTCTATGACTCAAAAGCTTGGAAACAACCTCAAA 

GGATTAAATAAATGGGGGAACAAAGTATTTGCTCTCCTCTATTAAGCCTT 

GGCTGGGAGTCTTTCTTCCACACTCCTCACATGCAAAATGCTGTTTGTGG 

G AGCA GATTAACATTTCAAACCACTTCCTGCAATTAGACGGGAACACCTG 

GTTTTGCAATAACTCTCATTTTCTGTGTGTGCTGAAAGGTTTTTGAAATT 

CCCATGCTCAGTGGATTACCCTTATGGCTTGTCACCAGCTGATACGTTGG 

CATTGTGCACAACAATTTATTGCAGCTTCCCACGAGCCTTTGGCAGAAGG 

CCCCACAAAAATAAGTAGCAGGTTAATGCTGACACCTTCACTTTCTTCCG 

TCACATGGGGCCCGGAATCCTTTTAGTGAAAAGTGGTTCAAGCTTAGGGG 

GAGAGTTGTAGGAGCTTGAGACCATGTAGGGCAGCAAAAAGAAACCTTTT 

TGGCCTCAAAATCTGGGTGATTAAATAAAACCCAAGTTCTGCCAAGGGGC 

ATTTGAGGTATGGAGTTGAGAGATATTTCTTGGTAACC 

>Sequence 162 
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AGGTACAGAACTTAAACACCACTATTTGTTGAGATGAAAAAAAGCATATA 

TAGGAAGCCTTCAAAATGAAATGGTCAAGGGTGAGTTTACACAGATAGAT 

AGATTTAGGTCTCrrCCTTTTGCTTTGTGAAAGCATCTAGTGTTTAGGTG 

TCAGAGAGGGAGATATCCTTACAAAGCAGAGATTATCATTACAGGTTTAC 

ATTT CTTACAAAGAGTTTCAAAATAAACAGGTCAATGCCAAAAACATATA 

TTTTGGAGACGGATTAATTCACTAGTTGGTCTATTCAACTTAACTCGCTT 

CCTAATGAGATTGAATTCATGCACAAATAACCAAGGCCGAGATTAAACCA 

AAAGAATACTCACCAGAAAGGATGTCCTTTACAAGAGCAGATCCCCCAAA 

ATGTAAGATGTCACTGAAAAGGTGGGAGCTCAAACCAAGAGAGGACTTAT 

GTGGCAGCATAAAAACAACTTGTACCT 

> Sequence 163 

AGGTACATACTTTCCTGTGTCTTGCTGTTTTCACnTACTATATCTTGGAG 

CTATTTCTATATTGCCACATTCAAAGCTTTTTAAAGCATTTTCAGGATAG 

CTATTTATAGTCAAGAVGTATCACAGTTTTGTCITATTTACCTGTCCCCC 

CACTGATGAACAGTCTGGTTGCTTCTGTTTGTTTTTTTCTGTTATTGTAA 

TAA ACATCCTTA TAGTTGC AC 11 II I" I ATTTTTA A AT WW I" I' H ATTTT 

TAAT rTTTTTTTTI AATAG AG ACAAGGTCTC ACTGTGTTGCCCAGGCTGG 

TCTTGAACTCCTGAGCTCAAGTGATCCTCCTGCCTCAGCCTGCCAAAGTG 

CTAGGATTACAGACGTGAGCAACCACGACTGGTCAATAGTTGCACTTTCT 

AATGTGTGTTTGTAGGACAGTTTTTCAGTAGTGTAGGGCATGAAGGTTTA 

TAGTTAGGTAAAATGTTGCTAGATTGTACCTGCCCG 

>Scqucncc 164 

AGGTACGCGGGTATGTCTCGAGAAAAAAGCCAATACAGTCTCTTTTGAGG 

ACCTTGAAAACTAACCTGCTAGGGATATCATACTAGGCCTCTGGGTGCCG 

CTGTCCGCCAATCCGTGGCTGGAGGGAAACAAAGCAATCCACTGACGCAG 

CAGTCCCCGCAGGCTTTTGAGACACACATTAGGAGAGGACTCTGCCCGCT 

GTCTGTCTCACAATCTGCTCGAAATATCTTGGTCAGGAATCTCAGGATGT 

CTAGTGACCCCGAGTGAGGTGCTGCCTTTTATTCCTGAGCATCTTTGGAA 

GCAGGAAGCAGGGAGCAACGGTAGCGAGAGGTATTCGGATCTGAGTATCA 

GCAGGAAGAAGAAACAGAGGAAGAAGTCCCCCATAAGGAAGGCGTGAAGA 

GCGCANGAAGCGCTGTTTCCCTGCCTGAGATCTTTATTCTACTAGGTCTT 

TATTCTACGTAGCCGATACGCTGTAAAATTCTGGAAGAGAAAGCTAGGGG 

TTTAAGGTTGGTAATCTCTCAAAAGATCTGCGTCTTGGTGACGGAAAGAA 

CTAANGGTAAATGCTGAGAAGCCTTTCVn ACAGCCAGAGAACGAACCAA 

AACCCAGCTTGAGAATGAACGGATAGATCTAGCAATTATTCCCCAAGGAA 

GACCCTTCGCCCITT AAATT GAAGGCACTGAAAAACGTATAAATGTTTTC 

ATATAAACGTATGCATTITGATATAAATAACAAAATGGCTTTTAACACCA 

AATTTGGTTTGGGAAATTTTTGAAAAACGTTTTATATAAAGGAAGG 

>Sequence 165 

AGGTACACACAGTTAACCACAAAACAGGCCTCTCTGAAAAAGCCATTGCC 

ATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTG 

AGCCACGGGACATGTGAGCTTCCCCGCTGATGCCCTCTTATATCAAAGAT 

CACTTTCACAAGATGAGCGACTCAATATCTTTTATCAAACCAATGATCAC 

CTGCAAGCTATGGTATATTTTTGCAGCTGTGTAGAGCTATGTGGCATGAG 

AATGTGGGA 

>Sequence 166 

AGGTACTCAAGCCACCTGCCTGTCATGGCCCCCCAAAATGCTGGGATTGC 

AGGCCACCATAACCGGTCATCGGGGCAACTATCCTTCAGGGCTTCCTCCA 

GTAGGGCTCCCCAGGTTGGCCTTGAGGGCCACAATAAAAAATCTGACTTA 

GCTATACTCCTTCCCTGTCCCCAACCACAGTTATTCTTGTGGATGAGGCA 

AATGGCAGCAGGACAGCTGGAGTATACCAGAGTTGACTCATTTATTTTAT 

GCATGCTTAGTGTGGCATCCCTGGGGACATGAAATTCCAGTGAAATCCAG 

TCTTTGTGCTGGAGAAGCTCATAGATCTGTGGAGGAGGCAGATGCCCACC 

CACTCACTGTACCTGCCCG 

>Sequence 167 

CCGGGCAGGTACTCTTAAAATACCCCCTTAAAAAAGCTAAAACACCACTT 
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TGGCAAAAATTAAGGCATTTAACAATTCATOTCTTAGTGTATTTCCTGTT 

ATCATTTGCTCAGATATCATAAGCTGTGGGCATTCATCAATTTCCTACAG 

CTTTGA ATCTAAGGCTACAAAAGTCCCACTGCTGTTAAATCCTGGAGCAG 

CT1 i 1 1 ACACAATTCTACA ATCCTCTTGTCTTCAGGTTACCGAGAGCCTA 

TGAAAGCCTGGAAAAGCCCCCAAGGGAGTGCCACTGAACAACTCTTCGCC 

AGAGTGGANTTTGCTGAATATATACAGCCAATCGATAGCATCCACAGAGC 

AGTCAAGGAAGTCTTTGAAACTTGTCTGAATTTACACACAAGATCAGACA 

CACAGGCTGTTTGGGCTTAATGAGACCTTAGAGATCACCTAGTCTGGGGT 

TTTCATTCTTCATATGAAAAAAATGAGGCTCAAGGCTGGGACATGACTTG 

TCTGATGTCACCCATTAATGACAGAGCTGTTACCCATAATTCATATTCCC 

CATACTACCAGGCCAGGGCTTTAAACCAGACCACTTTACCTGCCATGCCA 

GAATACCTCGGCCCGGCT 

>Sequence 168 

GCCTGGAGAAGCCGGCTTAGCATATATGGGAGGCTCTTCCGCATTCCTAT 

GTTCAATTTGCCTAGATGTGGCTAGGTAGTTTCGGCATGCTGGCATGACG 

GTATTAGTCTTATTCAAAAGGCGTGAGGACGGTGTTTCCAACAAATATCG 

GGGATTAACCCATGAAAGGAACAATTTTGCCAAAAGGCCGGTGAAAATGG 

CTGGAAACCGGTATAAAAGCCCCGTAATTGGCGGTTTTTTCTGTGGGTCA 

CGCCCCCTGTGCGTGCATATCAAATAACGATACTTCTAGTGTAAAAGTGG 

TGAATACCCTCCCGAACCTTTAAAGAGACCCGTCGTGTTCACCTTATGAG 

AAATGCTGTGGGACGCATTTCT 

>Sequence 169 

CCGGGCAGGTACTTAGGACTATGGAGAAACAATGGAAGACATTAATTCTG 

CTTGTCTTGATGGTAAGGGTGCKjGATGAAAATACAGATCGAATTTGGGGG 

AGCATGTTAAGGTTAGGGGAATAGAGATAGCTTATATTTAGAACAAGTTA 

GTAGAGACTGTATGATTTTCCAAATAGAGAAGGGTAAAAAGACATTCCAT 

AGAGGAAGAAAATTACATGCAAAACCACAGAGACCTTAGTTTATAAAGAG 

TAACTGGGTATGGCCGGGTGCGGTGGCTTACGCCTGTAATCCCGGCACTT 

TGAGAGGCTGAGGAGGGTTGATCATGAGGTCAGGAGATCGAGACTATCCT 

GGCTTACACGGTGAAACCCGTTTTTACTAAAAATTACAAAAATTACCTGG 

GTGTGGTGGTGGAATCCTGCAATCCCAACTACTTGGGAAGCTTGAGCATG 

AAGATTGGTGTGAACCCTGGAGGAGGATCTTTGAATTGAGCCCAAATCAT 

GCCATTGTATTCCAATCCTAATGACAGGAGCTATACTTCATTTTTTGAAA 

AATAGAGAGGATAAGGGCCCTCTGTCGTTTATAACTAAAGGATTCCCAGG 

CCTGAGGAATTCGAAATCAGGCGTATTTTACCGTTGATCTGGAAGGGGGG 

GGCTGTTCCCAACTATTGTACTATTTATGGAGGGATAAATGAACCGCTGG 

GTTATAATTGGGCTATATTTGAGGCCAGGGTGAAATTGTAATGGGCATAA 

AATCGCCCCTAATTTATGAATCGGGTGGCAAAAAGTGAAAATAGGTGTGG 

CTAATGTGGGGACTTGTAGTAATTAATTGGTTG 

>Sequence 170 

CCGGGCAGGTACGCGGGGGGACTTACAAGATGGATAGGACCTGGTGGCAG 
CTGTCCTTGAGGAAGCCAGAGCCTGGAGAGACAGATCTCATGTTATAGCA 
GAGTACCT 
>Sequence 171 

CCGGGCAGGTACTTTCTTGGCATCACATGGTTTGGTTCTGGCACAGCCAA 

GCCTAGAACCCAACCnTCCTACTGCCTGCTGTGTTTCTTCACCACCCAGT 

TGCTCCTTGGCAAGTGAACCAATTACAAAGGCTGTCTTACTTGTCCAAGG 

ACAGAGAGAAAGGTGCATCCTGNGTGACTGGAAATGGGAGTGGGAGGGAG 

AGGATGGAGGCAGCAGACATTGAAAGTAAGTATTGACTAGACTTGGTGAC 

AGAATGGCTCAGCTCGGCTCAGTGAAGAAAGGAGTCCAGAGGCCAAACTT 

TCAACCCTGGTGGGATGGCTATACAGTTAAGTAAAGTAAAATCAGTAGAA 

TGGTGTTGGTTTTTTTGCTTCATGATGAATTTAAAGGGACTGCCTTATCC 

AGATAGAAATATGTTAAAGATATAGGTAGGAGAGGTAGCTACCATTAAAG 

ATACAGATTTGAGATTAATGCCACAGAAGGAAAGCTGAAACCACTGTACC 

TT 

>Sequence 172 
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AGGTACGCGGTGACATTGTAGTGGGTGTGATGGAACAGGCTCTCAGCTGT 

GCATTGGGGTGCTTTAAATTCTCATCAAGGAACTGATCTTTTGGAGTAAG 

ATACTGTGTCTCCGGGAGGCCTTTGCTGGAAGAAAATACATTCGCTGTGA 

AAGTGCATAAAGACAATGAATCCTTAACTAACGTTAATAACAGAGTGGGA 

GCACGTTCTGGCCATGTGTCAGGCGATCATAAGCAGCAATTCTGAACGGC 

TTCCCGATATCAACATCTACCAGCTGAAGGT 

>Sequence 173 

CCGGGCAGGTACTTACTTTGATTCCTCTAGTGCAAGATTATAGTGGGGTT 

ATACCTGAGACTTCAATAAATGTTTGACTAACTAAACTAAAATAGCTTAG 

GGTAAGGACTACTTCCCCAAACGCCCTTTTAAACATGTGAGAAAGGGAAT 

CTGCCTGACATACTGGTATGGCCATTTGTAGCAATATACTGAGAGTGACT 

TGGGTGATTTTCTGGGGTGATCAACCACATTCCATGAGCAGGTTAACTGT 

GGAAGACACCTGCCCTTGAGCATCGCGTATGGGCCGCATGCGTCAATGGG 

GAAATCTGTGTTTCCATTCTGOTCTTGTTTTGCCTTCACAACTTCAGGG 

ATAGAAGCGTATTCCATTTTTAGTTAATAATCAGCTCTCTGGGGCTTCCA 

TGTAATGAGTCAGACACTGATGACTGACTCCACTCTGCTCATTATCATGT 

CTCCCAAAAACAACCCGAGAACCCACTGTGTCAAGTGAAGCTTTAATTTT 

TCAGGGGAGGTTTTCTGCATTGAGACCAATACATCTTTTCTTGTGACAGA 

TCCAGTTACCATATGTCCTTATTTTTAACTGTCGAAAAGACAGTTAAGCT 

GCAACAGAGTATGGTGAGTTTACCAATTGTAATACTCGAAGCACCAAACA 

AAGGATCAGTGTTGCAGGCTGTCTTTTATTGACTTTGTCCAACTCTTCTT 

AGCAGATAACCAGGATGATATTGTTTCTGTTTTACAACATGATGATTGCT 

ATATCTCTATATTAACTTTTGAAATTGATTTGCAACCCAATATTCCTCTC 

AGCTGCATTAGAATTTTCTAAAAGAACATGAGACAC 

>Sequence 174 

AGGTACACACAGTTAACCACAAAACAGGCCTCTCTGAAAAAGCCATTGCC 

ATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTG 

AGCCACGGGACATGTGAGCTTCCCCGCTGATGCTCCTCTTATATCAAAGA 

TCACTTTCACAAGATGAGCGACTCAATATCTTTTATCAAACCAATGGTCA 

CCTGCAAGCTATGGTATATTTTTGCAGCTGTGTAGAGCTATGTGGCATGA 

GAATGTGGGA 

>Sequence 175 

CCGGGCAGGTACGCGGGGGGACTGGGGAGAACTTCGGAGGATGTTCATGT 

CCAGGAGCAGCCCCACGCCCTGTATGGTCGGTGTCTAGAGCCTCACAGCA 

ACTAAGACCAACCCAGCTCTCAGAAGAAGGAATGTCAAAATGTCATGTTC 

AATTTTACATTCAGTGCCTGGAAT<nTTTCTTCACAATTGAAATGAAATG 

TGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGCTCACAAAGGAAATA 

CTACATAAGAAGCAAGACCACAGACTCAAGACGGACATAATTGGATTTTT 

TTTGCCATGGCCTGAAAAGAAAGGTACCT 

>Sequence 176 

CCGGGCAGGTACTGAGCACAGCACAGTATGGCTATCATAGAGGGAAAATT 

AAACTGAGTCACAAAATGCATTTTATAATAACACAGTAATGCATTTCATC 

GCTGGGTATAAATTGAAAATGTACCTATTACAGAGTGTTTTAAAAATTCA 

CTGGAATTATTGTTCTAGCATAGGTAAGTTTGAATAAAAAGAGTAAAATG 

AAATCAGTCTAGTCTTAAAATTGAACTTTTAAAACAAGAAAAATCATTAC 

AACTACTAAGATTATTTTTAAAGGTATCACTTAATGACTTAATTACATCT 

TGCTATCATTATCTCTATTTTGTATACAATCCATTTCTGTATTTTACCAT 

AACTGGGAAAATTAAGAATATACGTGATCTTTAACCAGATCAAAAACCTT 

CATATCCCATGCTGATTATTCAGCTGCCTCTGAATCCTGTATCTTCACGC 

TGCTCTCACGTGTGCTGCCTGATAAGTATATGTGAGGTTGTAAGTTATTC 

CTTACTCGCGGTTCCGGGTGCTCTTGTGGATTTTGACCTGGAGAGTCTTT 

TCTTAGGGCAGGGTCTTTCACATGGTCTACTTCTACTTTATTAGACCCAT 

AATTAGGTGTTTAAAGCCCAGGAATGAAATTATTACTCAGCAATTACCAT 

GCCTTCATCAATTTCATTCAACAGAAAGTTCCAGTTGTGCAGTTTCACCG 

CTCTTCATGCCAACATCATCGCTTATTGAGCGTACCT 

>Sequence 177 
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CCGGGCAGGTACATGACAGATAAATACAGTTATTTCCGGCAATCATTAGT 

CTCAATAAGAAAATGATTCTCTTTTCTAAGATAGTCTAAGAAGTGGGAGG 

CTTCCAAACTAAGTGTCAGGACCTTACCAGGTGGTAGGGTGGGCCCCATG 

ATATTATCAATCCCCTCAGCTCCCTCTGCACATACGACTGAGGGCATCCA 

GAGTNCCCTGGATGNAGTCTTGGCCCATGCCTGCCTTGTAATATANTTCC 

aaa™wttatcatttttaaaatcaaatttttccaaagaccx:aggggtct 
ctcaaag gttanc cccaggcnnaggcattgaacctcctggnngctcaaan 

ATGATTTCTTTTTACCTTTCAGCCCTC^ 
GAAGGTWGCCCATCWACCACGCNNCTC^ 

TTCACAATNNGAAAGNNCTATTGGGANNAATTATTGGGACTANAGGGANA 

OJNNCTCATANTNNGATGANANATNNTCTACNNNGTTGAAN^ 

AAGGGTANGAAAAAGGGTGGNGGCAAGAATANANNATTTTTCCCTTACCT 

NNTAAGAANATTATTAANNATCTTTATAAGAAAGATANAAAAAGTTTAAT 

TTAATGAAATGGGCTTAGGGTNGGNTCTGGAATNTTNNCTTTTGCTTGGT 

ATTAA TTCAATCTTTCTAAAGTTTCCCTGGGGTCTTAAATTAGTCACCCT 

TTTTTAAGTGAAACCCTTGTTCAAAAATAAAGGGACTTTTCAANNTGAAA 

TATTCCCTTAATTGGGGGTAAAAATCTTCTAATTTCTCTTGCTTCCAACT 

TTCCTTTTAATACTTTAAAATTTTGTGTGGATAAATTGGANAAAATTCTT 

AAAAATGAAATNAGCACCCCCGGAGAACTTTTCAATTGTTTTGGAACTGG 

TAAAAATTAAAAGCATTAATTTCAAATCAAATGGTCTGGAATAAGAATCT 

ATGGTACCCTCGGGCCGCTCXTAAGAACTAATGGAATCCT 

>Sequence 178 

ACKjTACTCATCTGTGAGAAGTGGAATAATTCAAAGATTCACAATGGCTTT 

CCTCCCCCAAGGTCATCAGTGTTAACTGCCAACTAGATCCCTAGCCCACC 

CTCTCTGCTCATCCGAGCAGCAGATGCCAGGTGGGAGTTGCTTTTATGCA 

CATG GGATGT CACTGTGACTCTGTTCCTGTCACTCTGTAACATAAGCTCA 

TTTCATTTTTCTCTAGGTATATAGGTATGGATTTAATTATTTTAGTCATT 

ACATAATAGTCCACAGTTTAGATTGGCCACAGCTAACCATTCTGTATATC 

ATGGACATTCAGGCTCTTATAGTTTTAAGCTGCTTAATTATTCAGACTAT 
GATGC 

>Sequence 179 

AGGTACAAACCATTGCAGGAGCTGAAACATCAACAGCTACCCATACTACT 
GCTAATAATTCAGGCTCTCTTGGCTCTGAGAACTTCAGCAAAAAAGCTGA 
AAAGGCTAACCTATAACATGTAAATAGGTTCTCATTTATCATCTTGATAA 
CTCC ACTTGGCTG ATTC AAATACATATGGCTACACACCATAA GCTA A AG A 
AACACCTCCTAAGAGCCTGCTAGATGTCAGGAAAGCAATAAAGGGCAAGC 
AGGGAACCCAAAGTTGGCCCCAGGGTGTCACGAGTCAGGAAAGTAATATA 
AAGAATATGGCATGTAGCTGGGTGCGGTGGCTCACGCCTATAATCCCAAA 
>Sequence 180 

AGGTACATGAAAATGCACAAGACTCTTCCCACCACTGACCTCAGTGTCTG 

CCCCAGGAAGAAGAAGAAAAGTTTTGGCTCGAAAATGCTCTTCAAGGACA 

CAAGGCGGTCACCAAATTACAGCATGCAGCTTTCAGGGGATGACTAAAAG 

GATGAGGATGATGACTCATAGCTGGGGACAGAAGCGAATCCCTCTTGCTG 

ACCTGTGCCCTCCTTTGCACCGGTGTTCTTTCTCAGCCCTCCTGGGGTGA 

GGATGTGACTGTCCCCTGGGAAAGCTTGGCAAGATAAGAGTAGGAGCACA 

AAGAAGGAGGTAGATAGAGAGTGGTTTGCAGTCGATACTCAGTGGTTTGG 

GTAGGC 

>Sequence 181 

AGGTACGCGGGGGGGTCCCCAGTGGAACATGCAGTTCTTAGGACAGAGCA 

GGGGATGGGGCCAGCTGACCTAGTGAGGAAATTTAGGCTCCTGCATCAGT 

CTTTCTGCATAAGTAAAGAAAGGACAGTTGTGCTAATTGACATTGGCTAT 

GAGGTCATAGCCACAGACAGGATTATGAAAGATGCAAATATGCGAAACAT 

GGCACATGACCTCCCTCCCTCAAGCTAGGCCCTTGCTTTGTGTGGTTGGG 

AAATGTTGGGAGTAGCAGAGAGAGGACCTAGGCAAATAGATGGGCATTTC 

CTTGAAGAAATCGGTTTTCCAGTAACATCTGGGTTGTGTTGCAGCTGGTT 

>Sequence 182 
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CCGGGCAGGTACGCGGGGTGTGTGTGTGTGTGTGTGTGTGTGTGTQTGTA 

TGTATGTGTATGTAAAACAGAGAAAGATAGTGGTCCAGAGGCCAACACAC 

CTGGAATCTATTTGTGAGGGTCCCTGCTTCAGTCCACGAATTGGGCCATT 

CATTTATTTCTCAGTAAGTGAACATCTGGGATTCAGTTTGAAAdGCCAAT 

AAGTTTGGATGGGATCGCAAAGCTGTGGTTGGGATGTGGAACTGCTCGCC 

TGAGGTGGGAGTGAGCGAGGTGAGCGGGGGCTCTTAAACTATTTCTGCAG 

ACTTCAGTTCAAATGCAATAGCCAGAGGGTTGAGAAA 

>Sequence 183 

AGGTACGCGGGATATGGTTTGAGATATTATTGCTTGTGTTTACATTTCCA 

CATTTGAGGCAAAGTTAGACTCCAAGTTGAATTCATTAAATTTTGATTCC 

AA CATTC TGTTCTTCCTTTGGGCACAGAATTCCTATGAAATGAAACACTG 

GGTTTTGTTCCAGAACAAGAACAGACTAACCCAAAATTTCTCCTGGGGGA 

AAAAAAAAGAGTAAAATTACATTTCTCATTGAAAATTGTATTTCTCATTG 

AGGAAGGGTGTGTTACTTTATTATATAAAATGCCTTATCTTCATTATAAG 

AAAAAAATGCCCTTGCATTTGTCACTGTTGCCATACATTAGGCCTGTAT 

>Sequence 184 

CCGGGCAGGTACAAGTTACCTACCCTTTGCrrGCCTCAGTTTCCTCCTTT 

GTGACAATGGGGACAATAACAGAAACTGCCACACAAGAGGGATGTTAGAG 

AACTGACCAAGCGAATGTAAGTAATGACTTGGAGCAACGTATGGCTAAGA 

GTAAGTTAGGGGTTGTTACGATGACTTTCCTGAGATAAACAGGGAGATCT 

TTTAGCTGTGGGTCAAGTGCAGGAGGACAGTGGAGCTCAAGGCCTAATGG 

AAACTAACACTAATTGTACCT 

>Sequence 185 

AGGTACAATGGAAACTCAACGGATTACACTATTTTCTAAAGGGCCACTCA 

TAAAA ATG AAGTTGGGTTATGG 1 1 1 11 Tl Tl " 1 CCCCCTTCCATTCTA ATT 

TAGGAAGTGGAAAGTCACAGCAAGGGCAGGGGCTTACCCACGGTGACACA 

GCTTAGCACAGCGTCATCATTTCATCCTGTGCTTCCCATGGATTCTATCC 

TCTCAAAGATTAACTAAGCATTTTGCTATTTGATCTGGGTAGAGGGAAAA 

GGTGCCCAAGACATGAGAAGATAAAATTCTTGACAGGAGGAACCAAGGTT 

AAAACATGTAACAAGGTTCACTCACTTAAAAATATATA 

>Sequence 186 

AGGTACAGAGCCTGGCACGTAGCAAGTGTTGAAATATCTCTTGGAGAGAG 

AGAAAAAAAATGAATCTATTAAAATGTCTCTATGATGCACTGCGGAAGCT 

AGACTTGGTAGATCGAGTTTAAGGGAATGAAGAGGGGGTGAATGTTTGCT 

ACTTCCGTATATTTGGAGTATTTGATAAAACAGAAGACCAGTTTCTCTTC 

AAACTTCATGTCGGTTTGTAGGCCAGGCTACCAGGGTTTAGGGTACCTGC 

CCG 

>Sequence 187 

AGGTACTCAAGCCACCTGCCTGTCATGGCCCCCCAAAATGCTGGGATTGC 

AGGCCACCATAACCGGTCATCGGGGCAACTATCCTTCAGGGCTTCCTCCA 

GTAGGGCTCCCCAGGTTGGCCTTGAGGGCCACAATAAAAAATCTGACTTA 

GCTATACTCCTTCCCTGTCCCCAACCACAGTTATTCTTGTGGATGAGGCA 

AATGGCAGCAGGACAGCTGGAGTATACCAGAGTTGACTCATTTATTTTAT 

GCATGCTTAGTGTGGCATCCCTGGGGACATGAAATTCCAGTGAAATCCAG 

TCTTTGTGCTGGAGAAGCTCATAGATCTGTGGAGGAGGCAGATGCCCACC 

>Sequence 188 

AGGTACGCGGGAGTAACTAATAGAAAAAACTCTAAAATGCATCGGGAGGG 
AAACACATTTAAAGCTCTGGAGGCATAAAAACCTGCATATAAATTCAGGC 
CGCACCGATTGATAAGTGTGTTACTTTCTCAATTTACTTATTCnTCTTA 
ACCTTA GTTTTCTCATC AGCAA ACTATCTTA ATTAC ATG ACTTTGTA A TC 
CATAAAGCTTGCTTCAAGCTCTTAGCATGCACACAGCACATCTGCAAAAG 
TAAGCATTTGCCACTTTCGGTTCTCAGGATAACATATTCACCCTTCCCTA 
CCTACTAGCAAGCTGTGCTCACAAGATTAATCAGGTAGTGCTAGAGAGAA 
>Sequence 189 

AGGTACACGAGCTAAAGGAATCCAATTCACTATCCCAGGGTTGCATCGCA 
GTGGATTTCATACAGGCCAAGAAAAAACAAAAACGTTTTTAAGCCTCCAT 
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CCTCAGATCAAAACAATAAACAAAAAATTATGATATCCTTAACAATGTCC 

TGG GTTAA TATTTTA TTCC ATA AA TC AAGTTTTC AG A ACTCTTTACCCTC 

TAAGAGATACAGATTGAACATGCCTTTATAGGCTCTGAATTTCATAACTT 

CTAATCTATGCTCATAACCTGGAAAATGTCATCATACTGAATGCCCACAT 

GAAAAGGTACCTGCCCG 

>Sequence 190 

AGGTACTTGGACTGTGAGACCCCTGAAGGCACAGACAATGTGGCCCTGGC 

ACTTGGCATGCTGTCTAGCACATCACAGACCCTCAATGAATACTATAGGT 

TGAATTAAATGTAGGACCTAAGGGAGTAAAAAGAACAGCGTCCTCCAGCA 

TTTATACAGCTGGAGGCCAGGAATCTTCCCTCTGGCTTTGCACTACAGTA 

AAGATATTTACTTATTTTTTTAACAAAGTTTTATTTTAGGCTCAGGAGAA 

TACATGTGCATGTTTCTTCTATAGGTAAACTCGTGTCATGGCGGTTTGTT 

GTACCTGCCCG 

>Sequence 191 

CCGGGCAGGTACGCGGGGAGGTTGTGGCGGCGGCGCCCTGCTCTTCCCCG 

CTCGTCTGGGGCTTCTGCTGGCTAGTGGGGAGAAGTGCTCTTCTAGGGGG 

GCTTTTCTGGCCCTTGGCAGGGGTTTGGAGTTGGAGTCACACGGGCCAAT 

AACTCATCACCCCAACACTTCTGAGGTGGCTCCTTGTGCCACGGACTCCG 

AGGAGTCCTTCAGCTACTGAACACTCAAAGCTGAGGAGGGCAATTTGGTT 

CTGATGCTGTGCCAGAAATCTTCTGACAATGAGTTACTGGAACTTGGAAA 

AAAGGAACTGAGTGCAGTACCT 

>Sequence 192 

AGGTACACCTGTAATGGCTACCCCGCTGGCTCAGAGCTCTGCCTCACCGC 

CCTG CCCCGGCACCTGCAAGCCAGTGTGCCACTTTTTTGATGTTGTATGT 

TTTTAATATTCCCTGAGACAGACTCCAGAGTTCTGAGTTTTCTTACTTGG 

GGTGTCAAATTATATTCCAGGAACCAATTTGGGTTTTCCTGGCTTCTGGT 

TAAAAA GCTGGA CAGATTTTGAGTTGTTTGCTCTTAGTTCTCTCATAAAC 

TGCACTATTTTTAGGGCACTATTTTGTAGAACACAAGATTTTTCAGGAAG 

TATATTGAAAGGCCTGTACCTGCCCG 

>Sequence 193 

AGGTACAAGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGC 

TCCCACCTTTTCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAA 

GG AC ATCCTTTCTGGTG AGTATTCTTTTGGTTTA AT TTTI GGTTTGGTTA 

TTTGTGCATGAATTTAATCTCATTAGGAAACAAGTTAAGTTGAATAGACC 

AAC TAGTG AATTAATCCGTCACCAAAATATATGTTTTTGGCATTTACCTG 

rTTATTTTGAAACTCTTTGTAAGAAATGTAAACCTGTAATGATAATCTCT 

GCTTTGTAAGGATATCTCCCTCTCTGACACCTAAAACACTAGATGCTTTC 

N 

>Sequence 194 

AGGTACTTTAGCTACTCGAACAGCATGCAGACAGGGTAAGAATCACAGAA 

CCTGGCCGAATACACAGCTCATTCAGCATCAACCACAAGGTGGCGCTGCT 

TCAATGCTGATTCAGATGCACAGCCCTGCTAGAGACGTTTCTCCACCATC 

AAGGCTACATTTGCTTGTGTCCTTTCCAGGCCGGCCAAAAATGCTTTCTC 

CTTAAGGTTTCAGGTAATACACATATGGCTAACAGTCTATATTGAGAAAG 

TAAACCACTGAGGCACAGCAACTCCCTACCCCCATCTTAGGACAGACTCT 

GACTGCACCTGAGAGGACTTATCTCAGCCTCCCTTAGTTAACAAGGCAAC 

AAAGT 

>Sequence 195 

TCGGCTCCCAGCTACTCACAGAGAACGTTTCTGTTTCTGACAGCAGAGTA 

AGAGAAGAGGTGAGAAGAGAGACAGCCCATTCTCTTTTGGCCTAATTCCT 

AAGGAATCATGCCTCTGCCTTCGGGCCATTCTCAAGTCTTGTTCAAGGAT 

AAAATGATTTATTGATGGCCGTAATTAAAAAGCAATGCCAACGGAAGCAG 

CGTCAGCATTTTTCATTTATACCT 

>Sequence 196 

CCGGGCAGGTACGCGGGTAGGGATGCAGAACTGGCCACAGTCAGGGCTGG 
CCAACAAGGGATGGGATGGCAAGGGAACCAGTGGGAGACTGTTTACACCT 
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TTGACTTCCTCTTCACAGGTCAAGGCAGGACTGTAGCATTAGGTCTCAGA 
GATGCAATGAACAGGACAAATACACTTCCCCTTCATCTGGACCTGAGGCT 
CTGGGCAAGTCAGTACCT 
>Sequence 197 

CCGGGCAGGTACTATGTTCACCCAGGAAACAGCCACTTAGGACACTGGTG 

AGCTACTCCTTAGGGGGTTGTGGAAATAGAGCCCAATCTGGCCTTGACTC 

CATCGTAGAGCACAATTTACTGAGCAAATTCTAATAAATGTAAATTGAAA 

7TTACATATGATGCTGTTCTTTTCAGAACCAAGATTCGTTCGCTTACTGC 

TTATCAACTCTTCCTCCTGTTTAGGTCTAGTTCTCTCCTGTGCAAGATTG 

CGACAGAAGCTGAGAGGAGCCTTCTGGTGTTTGATCGATACACTCCCTTG 

ACCACAATTTATTCACTGTAGTCACAATGGATAGTCTTATGAAATCTTAA 

ATAC 

>Sequencc 198 

CCGGGCAGGTACGCGGGCTGCACATCTGGTCTCTAACAATGAATCAAGTA 

ATTCTCTCAGCTCATGTTGCTACAGCAGCCAGCCGGGACAGCCAAGTGGT 

TCGGAGAGAAATTGCTAAAGCCCTTAGCAAAAGCTTTACGATGCACTCAC 

TCACCATTCAGATGGAATCTCCAGTTGACCAGGACCCCGACTGCCTTTTC 

TGTGAAGACCCCTGTGACTAGCTCAGTCACACCGTCAGTTTCCCAAATTT 

GACAGGCCACCTTCAAACATGCTGCTATGCAGTTTCTGCATCATAGAAAA 

TAAGGAACCAAAGGAAGAAATTCATGTCATGGCGCAATGCACATTTTATC 

T 

>Sequence 199 

AGGTACGTGACGGAAGGGAGGCTCACAGGGATGGTGTCTGCGACCCACTC 

AGCTCTGCCATTTACCATCACCTGACTTTAAGCCAGTGTCTATTTTGTAG 

GGCTGCTGTGGGGACCAATATGAGCTGAGAGCTCTGCCAGGCACCCTACA 

TGATATACCTGTAAGGGAGCGTCCTTCTGCGGCCTGAACCTGAAGCTCTT 

CAGAGGGACCCATGCTGGGCTCTGAAGAAAGTGACTCACCTTGGAGGAGC 

AAGGGCAGGTCACATTCCATGATGAGAAATTCTCACACCACCCTCCTTCA 

TATTTGACTCACATCATGCAGCATGGACTTCCACTCCAGTAAATGAGTC 

>Sequence 200 

CCGGGCAGGTACCAGGCTAGCCTTCCTGATGACTGCAGCAGCAAGGCTGC 

CCATGGGCCACCCCAGACAGCCTGCTTAGAATCTCTAGAAGAGCTGCTTG 

ATGTAAGACATTAAGACATTCTTAAACGAAGCCAGTCTTCAAGGACTAGA 

ATAAATCCTTAATTCTTCCAATACATAGACATTAACGTAAAGCAACAAGA 

AACAAGGAAAGTCAAATAGACATAGCACTCCCCAAAGCATATAATAATCT 

CTAAGTTGATCCAAAGATACAAACTGCCTGACAAATAATTCAAAATAACT 

CATTAAAAAATGCTCACTAAACTTCCATAGGATACAGGGAGACAA 

>Sequencc 201 

AGGTACAAGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGC 
TCCCACCTTTTCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAA 
GG AC ATCCTTTCTGGTGAGTATTCTTTTGGTTTAA ITl" ITGGTTTGGTTA 
TTTGTGCATGAATTTAATCTCATTAGGAAACAAGTTAAGTTGAATAGACC 
AAC TAGTG AATTAATCCGTCACCAAAATATATGTTTTTGGCATTTACCTG 
TTTATTTTGAAACTCTTTGTAAGAAATGTAAACCTGTAATGATAATCTCT 
GCTTTGTAAGGATATCTCCCTCTGTGACACCTAAAACACTAGA 
>Sequence 202 

CCGGGCAGGTACAGACATTCAGGTTAAATGCTGGCCAGTGGTGGGGGGCG 

GGGGTTGTCATTATTTCCCATTACTAAGGAACAACAAATACCACATCTAT 

TTATTTATATATTTAGTGCATTGAGTAAAGATAAGAGAGACCTGCAAAAG 

AAAAAATATCTAGTGTGTATCAATGACTGAATTTGTGTCTACATTTGGGA 

TAGGAAAAGTGATAAGACATTTTTAATATTCCCAGCACAAATTTCCTTCC 

TGTGTGGTTGTACCT 

>Sequence 203 

AGGTACAAGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGC 
TCCCACCTTTTCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAA 
GGACATCCTTTCTGGTGAGTATTCTTTTGGTTTAAT ITTTGGTTTGGTTA 



Page 39 
of 990 of Table 4 



WO 01/51628 



PCT/US01/00798 



Table 4 



TTTGTGCATGAATTTAATCTCATTAGGAAACAAGTTAAGTTGAATAGACC 
AACTAGTGAATTAATCCGTCACCAAAATATATGTTTTTGGCATTTACCTG 
TTTATTTTGAAACTCTTTGTAAGAAATGTAAACCTGTAATGATAATCTCT 
GCTTTGTAAGGATATCTCCCTCTCTGACACCTAAAACACTAGATG' 
>Sequence 204 

CCGGGCAGGTACTAGGATTGCAGGCATGAGTCACTACACTCGCCCAGAAA 

TTTGTTTTTAGAGTAACTACCATGCCATTAACAAACCTGACAAAATTAAC 

AATTTCTTATCTTCAAGAACTCAATTCATATTCAAATTTTTATCATCTCA 

AAGCTGGTTTGTTCAAACAGGAGTCCAAAGTCCCCATACTGCATGTCATT 

ACTGAGACCATACTGGGACTAAGGCAGGGAGGAATGAGCCCTAAGTGAGT 

CTGTAACAAGCGAGAAAGAAGCTCATTCAACTAAAAGAATTAAATTGGAG 

GTCTGGCCCAAGAAAGTGGAAAAATAAACAAAGAAAACTAAAACTATTCA 

>Sequence 205 

AGGTACGCGGGCGTTTTTG'lUniU4"IlUU'AACTTAGTTTCTTTGCTTATT 

CAAGGGAAGAAAATCAGGTTTAGTTGGTGTCTATATGAATGATAGACCAA 

TTAAATGCTTTTACTTTCCAGTTGCTGGAAGACCTGGGTCAAATTGGTAT 

ATAAGGACATGGATTTCTTATGTAACAATAAATAGAAAATTAGGACAGAC 

CTCAGGCTGAACAGCAGTATCATTCAGGACTTAAGTATTTTTCTCCTGTT 

ATCATTCATAGCATTAACTTCATCCCAAGGATGGTGCXJCCCTCTAGTTGT 

TATAAGATGCCTGCTGACACAGTTATGGCATATTCTTCCTGGTTCAGGT 

>Sequence 206 

AGGTACAGTTCCATCTTTGGCCATAAGGAGACAATGGTGTCAAGAGGCTA 

AGG CCATA TGATCTGTAGGTGAAAAACCTGGGATGAGAATCAAGGCCTCA 

AACTTTTTCCACTACATCACAGATTTAGGAGCAGTTAGAGGGAAGGCTTC 

AATCTGGAGAACACTAACAGGCTCTAGAGATTATTGGGTCATGGTGGCTG 

GGACAGAAATAAGGATTCACAGAAAGATGTTTGTTGTCAATGTTCTTTTA 

CAGTAAATGTTCTTTTGAGATTTTGCTTGATAAAAAGGTTGAGCAGAAGT 

GAAAAAAATTTTTTTCTTTTTTTCTTTCTITTTCTTT^ 

TT 

>Sequence 207 

CCGGGCAGGTACCATTCTCCAGGCACATACAACATGAAATATCATACAGC 

TGTGAAAGATCTGGTGGAAAGCTGGAATATTGAGGAAGAAACATTTTTTG 

AAAATTATTTCTCTCTCTAAGTC^AGTAAATGTTrGATANTAATTCTGAG 

TGCATGGCTGTAGTCTGAAAGTTTATONGTGCCCCTAAAATTAATATNNG 

TCAAAATCCTAAAACCAACCCATGGTGATGATTCAAGAAGGTTANGGCCC 

CTTTTGGGG GGG AA A A AA 

>Sequence 208 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTAGTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACTACTTCATCATGCTGTGNNGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAACAGTCTCTTCTGTCCCGCTGGAACCCAT 

>Sequence 209 

CCGGGCAGGTACGCGGGGAGACACATTCAGAGGTGAGCCCAGAGGGGGTA 

AAGTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCC 

ACGCCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCC 

AGCTCTCAGAAGAAGGAATGTCAAAATGTCATGTTCAATTTTACATTCAG 

TGCCTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTG 

AATCCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCA 

AGACCACAGACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTG 

GAAAGAAA 

>Sequence210 

AGGTACGCTGGGAAGATGCTGCCAAGCAGCAGGATCACCAGCTTAGCTGT 
GTGTGGTGAAGTTATGCAAATACCTCCCCCTGTCAACTGTGGCAGCAAAG 
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TCCCCGGAAGGACTTGGACTGTCCTGGTTTGATATATGCTCATTCCCCCA 

TCAAGCACTGTGGCCGGGAATCAGGAACTGTGACTGGTCTGACCTGGGTC 

ATGTGCCCACCTCTGGCTGGTAGGAATGGTTTTGATTTTGTGATCAATCC 

TGAAGAGGAAGACAGGTGCATGGCAAAGGAAAATGGGATAGTACCTGCCC 

G 

>Sequence 211 

ncgnncggntggcggccgcccgggcaggtacgcggggaggtggtgngcga 

agcck:cttcccttnccgaaaggtttcggaagctggtggtagctctgaaga 

taacgctgcgttagggcatactggccgaaccggggaaggggaatggaact 

ccgattgaaagccagttgctggagtggacaccaatttcaacaagccgatt 

ggtttaaaaatt>nttttaaaaagggccgtgaaagggttttttgaaat^ 

ccgttaaaacgcccaccccaaaaaaataaa 

>Sequence212 

CCG GGCAG GTACATTT rTTTC AATTTAA AAAAT A AAATTTT A AG AA TAA A 

AAATTTTTAAATTTTAAACATTTTTTTAAATAAAAAAGAAAAGCAGATAA 

TTTGTCTACCAAGCCTAGATGGATGTATACTCATAAACAGGTAATACTGT 

AGTGTGCCATAGGGTGATAAGCGCCATGGAGGGGATTAATTTCATGCAGA 

GCGGGCCTGCAGGAAGTAAAGGAGCGAGCCGTGAAACTGNTCTGGATAAC 

GAGTTCTCAGGTAGAGGGAATAGCAAGTGCAAAGTCTCTGAGGCGAATTG 

CAGGGGGAGGG 

>Sequence213 

AGGTACGCGGGGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTGGAC 

TGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTG 

TATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCA 

GA AGAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGA 

ATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATG 

CATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACCACA 

GACTCAAGACGGACATAATTGGATTN 

>Sequence214 

CCGGGCAGGTACAGTGAAGCTTTGACCTGAGGAGCTCTTCTGTAGGTGAA 

GAGTGGTTAACTATGGTTCCTGTGTGCCTGGGGCCCCCCACTCCTAGGAC 

TCATCCACCCCCTACCCAGAACTTACTAGTACCT 

>Sequence215 

ACGTACTTTGTTCTC 1 " l" 1" 1 1 ITl" l"l ' 1" 1 CAAAGG AAGACCCGGTAATC ATG 

TCGAGGTTGAGGTATACAAGGACAATGGCGCGATACTTTGTTGACCATGA 

CTATAGCCTCACAGCAACTAAGACCAACCCATCTCTCAGAAGAAGGAATG 

TCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTTCA 

CAATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCA 

GCTCACAAAGGAAATACTACATAAGAAGCAAGACCACAGACTCAAGACGG 

ACATAATTGGATTTTTTTTGCCATGGCCTGGAAAGAA 

>Sequcncc2l6 

AOGTACGCGGGCGTTTTTGlTrrirrrrrAACTTAGVriCl"! 1GCTTATT 

CAAGGGAAGAAAATCAGGTTTAGTTGGTGTCTATATGAATGATAGACCAA 

TTAAATGCTTTTACTTTCCAGTTGCTGGAAGACCTGGGTCAAATTGGTAT 

ATAAGGACATGGATTTCTTATGTAACAATAAATAGAAAATTAGGACAGAC 

CTCAGGCTGAACAGCAGTATCATTCAGGACTTAAGTATTTTTCTCCTGTT 

ATCATTCATAGCATTAACTTCATCCCAAGGATGGTGCCCCCTCTAGTTGT 

TATAAGATGCCTGCTGACACAGTTATGGCATATTCTTCCTGGTTCAGGTT 

CAGTGGAAGAACACT 

>Sequence2l7 

CCGGGCAGGTACTCCCTATGTCTCTTGTCCTTCTTGGACAGGGGAGTCAT 

TTTTATCATAAGATGACAGAGGTGCAAGAAGCTAAGAAGAAAATGAAGGA 

CATTTTTAGGTTAGGCTCTGTATGGCCACACTGTTACCTCCACCCTCATG 

TGCTTGACCAGCGCAGTTCCTGTGGCTGAGCCCAAAGCCAAAGGGTGGCG 

ATTACACTGGCTTCCAGGGAAAGACTTCAAAGCCATATAACATAAGGGTG 

CAGTATTGGGCCAATAATTCAGCCTGCCATACTTCTCAACCCATATAGTT 
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TGGTATGATCTGAATCTCCCACGATCTCCATATACTTCACATTAATGA 
>Sequence2I8 

TCGGCTCCCAGCTACTCACAGAGAACGTTTCTGTTTCTGACAGCAGAGTA 

AGAGAAGAGGTGAGAAGAGAGACAGCCCATTCTCTTTTGGCCTAATTCCT 

AAGGAATCATGCCTCTGCCTTCGGGCCATTCTCAAGTCTTGTTCAAGGAT 

AAAATGATTTATTGATGGCCGTAATTAAAAAGCAATGCCAACGGAAGCAG 

CGTCAGCATTTTTCATTTATACCT 

>Sequence219 

CCGGGCAGGTACAATTATTTTGACTTTTATGTCTGAAAATGGTCATCACA 

AAATGTTAGGGAAAAAAATAAGAGATGTGGGTTAACATCTCTGGTCTCTG 

GTATCTTCATAGCCACAG ACITGGTTTATACCTCATTACATC I' ITITnT 

1 1 1 J 1 1 1 TTTT l1"I"ri']"11GGAGACAAGAGTTTTGCTCTTGTrGTCCAGG 

CTGGAGTGCAATGGCATGATCTCAGCTCACTGCAACCTCCACCTCCTGGG 

TTTAAGCGATTCTCCTGCCTCAGCCTTCCGAGTAGCTCGGATTACAGGCA 

TGCGCCACCACGCCCGGCTAATTTTTTGTATTTTTATTAGAGACAGGGTT 

TCTCCATGTTGTTCAGACTGGTCTTTAAGTCCCGACCTCAGGTGATCTGC 

CCA 

>Sequence 220 

AGGTACCCCTTCATGAGAGGCGAGCACAACTCGACCTCCTATGACTCTGC 

AGTTATTTACCGTGGTTTCTGGGCAGTCCTGATGCTCCTGGGGGTAGTTG 

CT GTAG TCATCGCAAGCTTTTTGATCATCTGTGCAGCCCCCTTCGCCAGC 

C ATTT TCTCTACAAAGCTGGGGGAGGCTCATATATTGCTGCAGGCATCCT 

ATTTTCATTGGTGGTGATGCTGTATGTCATCTGGGTCCAGGCAGTGGCTG 

ACATGGAAAGCTACCGAAACATGAAAATGAAGGACTGCCTGGATTTCACC 

CCTTCTGTTCTGTATGGCTGGTCATTTTTCCTGGCCCCAGCTGGGATG 

>Sequence 221 

C CGGG CAGGTACTGTCCATCCCTGAGCCGGCCCACAAGTGTCTTCTGTTT 

TCTTTACCCTCTCCTTAGCACCAGCTGCCTAACAAAGTCAGCGGGCAGCC 

AGGGCAAAGAACAGTTTGGGCGACTTCAATATGACTCTCTCTTCTGAGCC 

CCCGATCCAAAAGAAGGCTCACCCTTAGTGAATGTGCCTTTGCCAGAGGG 

TCTTCCCTAGGGTGAAGGGGAAAATCATGTTTCACAATTrCAGGGAAGTC 

TGAGTGGTAGGAGCCAGGTTTTCACATTCTGGTCGTTAATGCGTAGTGGC 

CATTCATTCCATTAGGCTTGAGATGTGATGACATAGTTACATGTGTGAG 

>Sequence 222 

AGGTACGGGGAGGGCGTAAGAATGACTACCAGCAATCTGGCTGAAAGAGA 

GAATGGGATAAGGAAGACTGAAGGAGAAATGATTTTAGAGTGGGGAGTCT 

CAGGAGCTCTATCTCAGATATACCAAGTTTGAGGTGTATTAAGACAACCA 

GCCAGGTGCAGTAGCTCATGCCTGTAATCCCAGCAAGTTGGGAGGCCAAG 

GCGGGCAGAACCCGAGGTCGGTAGTTCGAGACCAGCCTGGCCAATATGGT 

GAAATCCCGTCTCTAAATTTTGTATCTAAAGATACAAAAATTAGCCAGGT 

GTAGTGGCACGTGCCTGTAGTCCTAGCTACTCAGGAGACTGAGGCAGAAG 

AATCACTTGAATCCGGGGGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCA 

CT 

>Sequence 223 

AGGTACCCCAGTCCCTCCCTCTTAGCCTGGAGCAGCTCCTCAATGTGCTA 

AGCCTTCCAAGGATAAGCTGAGCCCTGGACAGAGGAGGCTCCCCTTCAGG 

CCAGCACTGCCCATTACTTGAAGACAAGGTGAGCCTCAGCCTGATGTTGA 

AGGCTAGCATTAGGAACCCCGCTCAGGATCTCCCATTCTCCAAGATCTGC 

TTTATCAATAAGAAAGGGGATGCTGCCGGGCCTGGTGGCTCATGCCTGTA 

TTCCCAGCACTTTGGGAGGCCGAGGCGGGTGGATTACCTGAGGTGGGGAG 

TTCGAGACCAGCCTGACCAACATGGAGAAACCCCGTCTCTACTGAAAATN 

> Sequence 224 

CCGGGCAGGTACTGTCCATCCCTGAGCCGGCCCACAAGTGTCTTCTGTTT 
TCTTTACCCTCTCCTTAGCACCAGCTGCCTAACAAAGTCAGCGGGCAGCC 
AGGGCAAAGAACAGTTTGGGCGACTTCAATATGACTCTCTCTTCTGAGCC 
CCCGATCCAAAAGAAGGCTCACCCTTAGTGAATGTGCCTTTGCCAGAGGG 
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TCTTCCCTAGGGTGAAGGGGAAAATCATGTTTCACAATTTCAGGGAAGTC 
TGAATGGTAGGAGCCAGGTTTTCACATTCTGGTCTTTAATGCATAGTGGC 
CATTCATTCCATTAGGCTTCTTATGTCATGACATAAT 
>Sequence 225 

CCGGGCAGGTACGCGGGGGCGGGTAAAGTGGACTGGGGAGAACTTCGGAG 

GATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTATGGTCGGTGTCTAGA 

GCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGAATGTCAAA 

ATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTTCACAATT 

GAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGCTCA 

CAAAGGAAATACTACATAAGAAGCAAGACCACAGACTCAAGACGGACATA 

ATTGGATTTTTTTTGCCATGGCCTGGAAAGAAAGGTACCT 

>Sequence 226 

CCGGGCAGGTACGCGGGGAGACTGAGTGGGGTCACAGCACAGGGCACTGT 

CTTGCCTGGCTTTATCTGAGCCAATCACACCTCTCCTGGCCACTATCTGT 

GGTCTAGCCCCCTTTGTGCAGAAAGAGAAAGAAGAGCCTTGAGGACCAGC 

CTAGTCAGGCTGAAGAAATGTCAACAATTGGGAGTTTTGAAGGATTCCAG 

GCTGTGTCTCTGAAGCAAGAGGGAGATGACCAACCXTCTGAGACTGACCA 

CCTATCGATGGAGGAAGAGGACCCGATGCCAAGACAGATTTCAAGGCAGT 

CAAGTGTGACCGAATCAACTCTNTACCCCAATCCTTATCATCAGCCT 

>Sequence 227 

AGGTACCTTTCTTTCCAGGCCATGGCAAAAAAAATCCAATTATGTCCGTC 

TTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAG 

ATTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAAG 

AAAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATTC 

CTTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTCTAGACACC 

GACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATCCTCCGAAGTT 

CTCCCCAGTCCACTTTACCCGCTCTGGGCTCACCTCTGAATGTGTCCCGC 

GTAC 

>Sequence 228 

AGGTACCCCAAAACCAGGGGCTGCAGCTCCAGCAATTGGGAAGGCCAAGT 

TTTCTTGCACGCTCCCCAGAAAAGGGGCCAAGTCCATGGGGCTGAGCAGT 

GATAGACTGCAGACCTCACCACCACTGAACCTTGTAGGATAAGGCCCACT 

AGCCTGGGATGCTAGTGAGGCCACCCTAGTCCTCCTGAGTTCTCCAGCTG 

GGAGCAGCTCTACACTTCTCCGGCATGCAGCTCCCAAAGAGAGAGGCAGT 

CCACCTTTTTGCTGTCTCGCAACCCTCCCTCCTGCTGCTCTCAGGCTTGG 

GAGGGTGCACAGCAATTAGGGACTATCACAGAACCCCAGCACAGTGCATC 

TGGTGAAC 

>Sequence 229 

CCGGGCAGGTACTTCCTGCAATGGTGGAAATGTTCTCTGTCTACACTGTC 

CTATATCGTAGCCACTCGCCACATGTGGCTATGGAGCTCTTGAAGTGCGG 

ACAGATGGACTGAGAAACTGAAATTTAAATCTTACATAATTTTAATCATG 

AGATAGTGGCTACTTGACAAGATGCTGGAGAACAGGCTTTGGAACCAACA 

TGATTCACTGACATGAAGCTCCCACATCTTGGCCTATGGACACAATGAAC 

AATGCATCTACTAGCTGTTTAGGGCAGCCTGTGAACAGAGCACACAGCTA 

TTGCAAACAAACAGACCCGGGTTCAGAGTCAGGA 

> Sequence 230 

AGGTACTTGATTCAAAGCCTGGGTCTCCCAGAAGTGAGCTGTGTGGCTTG 

GGCCACTTTATCTCCTGAGGTCTCAGAGTTTTCATGTATAAAATTGTAGA 

ACTTGTCTTGATGGTTTTGAACATTCTTTCTAATTCTGCACAACAGTCCA 

TTTGTGGGTTAGATGAGCCTTTACCAAACTGTATTTCATGGAACAATGGT 

CCCAAGAGCTGTTCTGTGAAAAGTAAGTTTCATCATCAAATAATTTTGAG 

AAATTCTGAATCCTATATGCGTGTTGATTCCTATTTCTTTCCITCCATTC 

TTTCTTGAGTCCACTCTGATTGGTCCTTAAAGTTGGAGTTTATTTTTATC 

ATTATTGTTATTGTCATGGTA 

>Sequence 23 1 

CCGGGCAGGTACTCAAACTATAGCCCCAGGGGAAGACAAACGGTCACAGA 
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TGAGGCAGGAAGAGTGCCTGGGAGAATTTCCCCATTCACCATGGAGCCAA 

GTGAAAGACCTCACCATCAGCTGCTGCACAGAAATGACACAGCCACCCAC 

ACAAGTGGGAGATCGAGGAGGAGGCACGGCCAGTTTGTTTGGAATGGACA 

GGTGTGTTAGGTAGGAGTCCAGCCTTCACACCCTGTGTTTCCTTTCTTTT 

GCTTTGGACCTTCTTTCCTAACTAAAAAGAGAGCCAGTGAAGGTTCTTGA 

GAAGGGGATGGCAAAGAGCCATGAGATTTTATCTTTGTAAACCTCGAAGT 

GTGGGTT 

>Sequence 232 

CCGGGCAGGTACGGAAGACATGGGAGTCTGTATGCAGCACGACGTCTTGT 

TCAGTTACCTCACTACTAAGGAGCACCTTCTCCTATATGGTTCCATCAAA 

GTTCCTCACTGGACTAAAAAGCAGCTCCACGAGGAAGTAAAAAGGACTTT 

AAAAGATACTGGACTATATAGCCATCGTCATAAGAGAGTTGGAACACTGT 

CAGGAGGCATGAAGAGGAAGTGATCTATATCCATAGCTCTCATTGGTGGA 

TCAAGGGTAGTAATTTTGGATGAACCATCTACTGGAGTTGACCCATGTTC 

TCGCCGAAGTATATGGGATGGTATATCCAAGAACCAAACTGCCAGAACAA 

>Sequence 233 

AGGTACTCTGCTATAACATGAGATCTGTCTCTCCAGGCTCTGGCTTCCTC 
AAGGACAGCTGCCACCAGGTCCTATCCATCTTGTAAGTCCAGTTCTTAAC 
GTCCCCGCGTACCTGCCCG 
>Sequence 234 

AGGTACTGGAGGTCCGAGCTACCACAGAAGACAACAAAAATCAATATAAG 

GTATAGGAAGATTGGAAAGAAAGAAAACAAACCACCTAGGCTGAAATCCC 

AAACAAACTGGACACGCAAATTATTAAAGGTGATTTCATAAATGTTATGT 

CATTTAAGACAGCCATATAAAAGGAATCATTATTCCCATTTTCTCTATGA 

GGAAATAGAGGCTC^GAAAGGTTTTGAGCAACTTGCCTGAAGTTGAAGTC 

CCCCCAGCATATTAAGTGCTGAAGCCAGAATTCAAACCAATTGATAATTT 

CAGTGCTCTTCACCGTAGACCACATGACCTCCCCTCAGTTAATATTCACC 

C 

>Sequence 235 

AGGTACTTCCATCAAGTCGAGGGAGTAACGCAAACTAGAATAGTAGCCAT 

CTATTAAGGATAGTTCTGAGGTTTGGAATTTGTAACTGATTTTTAGGAGC 

TACGACATGAATATCATATCAGGTAGAAATACTCAGAGTGATCACCTTTT 

ATG AAAGTT AGTT CTATC TTTCATGTCTAGGAAAATATAACAGTGAATGT 

TTGCTTTTTGTATGTTTTGTCTCCAAGCAGAGGAAACTGACAGTTTTATG 

TTTTAGGTGCCGAAAGTTGTTTTTGGCTAGGCAGTTCCAGAGTTAATCAC 

TGGGATGCTAACTTGAATNTTTGTCTTTAAAATGTTTTAGATTTTTAAAA 

CCN 

>Sequence 236 

AGGTACCTACTATGGGACCTAGACAGGCTGTTTCACTTCTCTTATATCTG 

TAATATAAGCAGAGTAACTGGAGCCCTTTTGTTCACCTGCAGTTGGATCT 

CAGTGATTTGGGGAAGGATCTTGGGCCTCCACTTGCAGTGACTATAGTCA 

CTATAGCTTCATCAGCAGGGGCGGGAAATGATGCTGCCTCCAGCTTGAGA 

GTGATGAGGCCAGCACCTCCTGGGAGCCCTCGATAATTTTATCTTCTTTT 

GCAATCCTTCCCCAAATCTCTTGGTTCCACTCAAAACTAGGAACAGTCCT 

GCCCACTGTGGCAAGCTGTGGTGCCCACCTCTCTTACAGCTGTCCCCACA 

GGACTACTATAATTATTCACTTTTATCCCATTGCCTGTAATGCA 

>Sequence 237 

CCGGGCAGGTACTTTTAGAAGAGACAGGGTTTCACCATGGTGGCCAGGCT 

GGTCTCGATGTCTTGACCTCGTGATCTGCCTGCCTCGGCCTCCCAAAGTG 

CTGGGATTACAGGTGTGAGCCACCACACCCGGCCTGAATTGCACTTTTGA 

TGGCTGAGCCAAATGCTCATTCTATTTAATATTGCACAGCCTGAACCAAA 

ACCCGTAACATTATAAAGGAAGAGATGAGAGCCATTTCAAACTGTGAGAG 

AAGAGAAGACATCAAGCAAAATCTGGGGGTTTTAGCCAACAGACTTCAGT 

CCTGGGACCTCGCAGCANAAAAACACCTTCAGTTGCCCCAGGGCTTTACA 

GGGT 

>Sequcnce 238 
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CCGGGCAGGTACGCGGGTGTCCTTGAGTTTTGAGCTCATGGtTAAAGCTG 

AGAATTAAGCACTGCCCTTACAACTGCTAGGTAAGCTCAGTAAGGTGTTG 

CAAGGTGGTGCAAAGGGCCCTGGGAGGAGGGTCCCAGTTGCCCACCGTTT 

GTCCACTGCTTTGTGATGAATTCTAGATCACCTTGTGGTTACCTGCCTAT 

TAGGAGGTGCTGTTGAAAAGCGACTTTAAAAAAATAGGACTTTGGGAGAG 

TGGGGCAGATCAAATGAAGGGACCAGCAGTGTTCATAATGGTGCTGAAAT 

TTAATTTCAGTGCTGACCTTTTATTTGACATTTTAGATAATGCTATGGAT 

GTGCTCAGCTATTTGTTCTTAACATA 

>Sequence 239 

CCGGGCAGGTACGCGGGGAGAGCGGGTAAAGTGGACTGGGGAGAACTTCG 

GAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTATGGTCGGTGTCT 

AGAGCCTCACAGCAACTAAGACCAACTCAGCTCTCAGAAGAAGGAATGTC 

AAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCrrCACA 

ATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGC 

TCACAAAGGAAATACTACATAAGAAGCAAGACCACAGACTCAAGACGGAC 

ATAATTGGATTTTTTTTGCCATGGCCTGGAAAGAAAGGTACCTCGGCCGC 

TCTAGA 

>Sequence 240 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAGCAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCACCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCC 

>Sequence 241 

AGGTACTTAACCATGGGTTGCCATGCTTTTATAGCACATGACTTCACTAC 

TCTGAGCACAGCTAAGAGAATTAAAAATCAGCAACTGATGCAAAGGTAAG 

GTAGACATTTTCAAAATAGCCAGAAGCTGATGATGTGACCTGGCAGCTCT 

GCCCAAAGGGGCATACTACATGAAGTTGTCACTAGGCAAAACCAATCAGG 

TCCTCTCTTAGGAAGGCTGAATACAGAGTCAACAGACACGTAAGTTTTGC 

ATAAGACAGGAAAAACACAAAATAAAAGCAGTAAGCTAAGAGGCTGAGAA 

GAGATGAGATAGGCAGGTCCTCCGCAGTCGAAGAGGG 

>Sequence 242 

AGGTACCTCTCATAAACTTTGTTCATTCAGCCACTTGAAATAAGCCACGT 

GGGTTATGTGCCACGCAAAATTTCAGTAATGGGTTTTGGGGGTGTTTAGA 

TAGCAACAACTTCATAGACTGAACCTTTTGGTrrTTTTTTCTTTCTCTCC 

AACTCAGAGGTTAAAAATTAACCTGAAAAATCAATGCTGCAATATGAATG 

CGCTGTATGTTTCTTGCATGGACTTGCAGACACTCTGTAACGGTGTTTCC 

AGTCTCCAGCAGTTCATATTGGAAGGTGAGCTTTCACATGGACAAGCCCT 

TTGCGTTGCCAAGTAGTAGTGATATTACAAGTTTGAAAGACATTT 

>Sequence 243 

AGGT ACCCCAAAACCAGGGGTCTGCAGCTCCAGCAATTGGGAAGGCCAAG 

TTTTCTTGCACGCTCCCCAGAAAAGGGGCCAAGTCCATGGGGCTGAGCAG 

TGATAGACTGCAGACCTCACCACCACTGAACCTTGTAGGATAAGGCCCAC 

TAGCCTGGGATGCTAGTGAGGCCACCCTAGTCCTCCTGAGTTCTCCAGCT 

GGGAGCAGCTCTACACTTCTCCGGCATGCAGCTCCCAAAGAGAGAGGCAG 

TCCACCTTTTTGCTGTCTCGCAACCCTTCCTCCTGCTGCTCTCAGGCTTG 

GGAGGGTGCACAGCAATTAGGGACTATCACAGAACCCCAGCACAGTGCAT 

CTGGT 

>Sequence 244 

AGGTACACAAGTAGAACTGTTAAAACCGTGTGGCTTCCAACTGCTCTAAT 

AACTTTAAGATTCACAGTCTTCAACTTTCTTACAGTGGAAGCCATGGGGG 

CATTGTCCTGTTGCCTTCTCTCTCATTCCTCATTAATGAGAAAGATGTTA 

AGCTCACTGACGTAAGTCCCAGTGAAGTCTTCTCCAGAACTCAGAAGGGC 

CATAAATAGAGAGACAAAGGGCAGGAGGTGGGAGTTATTCACCAGCGTGG 
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AGGAAGCAGGATAAGCCCAGAGGAATGGCCTCTGGAATTATACAAAGAAT 
TTGGAGGCGACTGGGGGTGGCCCTGGGAACAAAGTGAAACTGTCAGAACT 
>Sequence 245 

CCGGGCAGGTACGCGGGGACATTCAGAGGTGAGCCCAGATCGGGTAAAGT 

GGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGC 

CCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCT 

CTCAGAAGAAGGAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCC 

TGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATC 

CATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGAC 

CACAGACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTGGAAA 

GAAAGGTACCT 

>Sequence 246 

AGGTACAATCTGAACAACCCTrTTTATTGCTTACTTTGCGTTTTAAGGGT 

CTCAGTTAATGAAGTATCTCCTAGCACAGGGGATGAGAAGAGGGGAAAGA 

AGGCAGGGCATCACCAATCCACTATTCCCTTTTACTAATCCTCACAGGAA 

AAGACCATCCTACAACATCCTCCAAGTCCAGCTGGCTATCTGTTCTGCCT 

CATTTCTTCTATGTTTTATTCCACCAACACGAACAGGCTTAGTTTTCCCC 

AGCCCTGAACAGAGCTCTGTCCTCCTTAGGAGACACCTCATTTGCAGTTT 

GTTTCCAAGCTTCAACTCATTCCAATGTTCTTAGACACAGTTGT 

> Sequence 247 

AGGTACGCGGGTGAGAAAAGGCTCTAACATGAGTTGATCTTGAGCCCAAT 

GTTGAACAGCTCCAGACCTTACAATTTAAAAAAGTAGTTCAGACCGGGTG 

TCTTGAGTTCCGCAGTATACCTGGTCCAGTGGACACTTGCAGAATGCCGT 

TGGCACATGCCACTGGCCATTGAGGGGTCCCCAGATGCATAAACAGCCTG 

ATCCTGTAGCTCCCCTTCCCCACACGGATGCATGGAGGCAGGTGGCGAAC 

TCTAAAGCCTCACTGAAAGGCAGATTGCTGGACTGTTAGAAGGGGCTCAC 

TCACCTGCCTCCAAGCGCTTGTCTTCTGTTTACATA 

>Sequence 248 

AGGTACGTTTCCTCACAGATATATCAACTATTGTGCATATCTCTAGTTCT 

GATTCTAGTTAATCAATATCAGCAGAAAGCTTATCATTTCATGTCTAAGT 

GTCTGTGTGGGCATGAAATTGTTAGGAATTGTTTTAGTGAATAACTGATT 

CAAAAATTCATrGCTTAAAAACAAGATTTTTTTTTTACAGAAGCATTCAG 

AACTCCAAAGAGATTATAACTCACAGAGAATTATTTTAAAAAGCAGATAA 

TATCTTATTCCTTTTTTCCACACATCTCCACATACCAACTTAAATCTTCA 

CCAGTAAAGAGGAATCCAGGGGAAATCATAAGAGAAGCATCTTTAC 

>Sequencc 249 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGCTCCTTATGCTGCTTCCACTGAGCATCCTATGAAATGCCCCAATGAGA 

AATCCCAC 

>Sequence 250 

CCGGGCAGGTACTAGAAAAACTCAGAAGCTGGAACGTGGGAATACATCTT 

CATTTCACAGATGAGGAGGACCTGTCTCAGGAAAAGAGGTGACTCACCCA 

AGGTTATAGCTGGTTAGTGGCAGAACCAGGACCAGAAGCAAGGCCTGCAG 

CCTCTTGTGTAGGCTTTCCTAGTGCGTGCTGCTGACCCTCAAAGCTGTCC 

TTGGCCAACTCACCACCTGTGTGACACTTACCCCCAGGCAGCTGTAGGGA 

GGAACACAGATGTTCGGGGAAGGCACTTGTGTTACTGTATAAGCACAAAG 

GAAGCTGGGATCTGAGTATGGTGGCCCTTGTCGGTCTCT 

>Sequence 25 1 

AGGTACGCGGGGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTGGAC 
TGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGTAGCCCCACGCCCTG 
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TATGGTCGGTGTCTAGAGCCTCACAGCAATTAAGACCAACCCAGCTCTCA 

GAAGAAGGAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGA 

ATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATG 

CATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACCACA 

GACTCAAGACGGACATAATTGGATTTTTTTGCCATGGCCTGGAAAGAAAG 

GTACCTGCCCG 

>Sequence 252 

AGGTACTACAGTCACTAAAGCTCAGTTTCTTAAATCCATATTTTAATGGG 

ACTCTGCTGGACATTGAATACCACCAGTCCACTTGTCAGGATGTCTGTTC 

TCATGTGCAGTGTGATGAAGCCTCTTTCATGATGTATTGACTTTACTGGA 

CTGAAATATTTTGAAGAGTGTCAGCCCTTTGACAAGATCCATCTGACCAT 

TTCTGTTCACAAATGATTTCTCCACACGATTCCACTCAAAGCACACTCAT 

TTATATAACACAAAGTAACTTTCCCAAATAATCATCACTTTCAAAAAAAG 

ATCGTGAAAATACTGATAAAAAGAATTCTCCCGGCCAGGCACGGTGGCTC 

ACGC 

>Sequence 253 

CCGGGCAGGTACTGTCAGCCTCACTGGCATAGAAAGAAGGTGGAGGAAAT 

GGGTGCTGCnTTCATTTCTGAGGTATAAGTGGTGATGTAGATAACTGCTA 

TAGGAAATGCCCACGCATAGAACAAATGGTAAAGAAGTTCCAGGTAGTCA 

GCTGGTTTCAACAATGAATAAAGCAGGACACCCTGCTTAGAGGTTGAAAT 

CAAAATGAAGAGCTTTGGAAAGAGATACCTGCTCTACAGTGTGGTGAGTG 

CTGGAATGGAGGAGAAAGCAAGAGGAATAGCAATAGAGTCAAGTCTTGAA 

GGATGACGGCACATAAGGAGAAAGTGTTCCCCACACTAAGGAAGAGAAAG 

TGGAAGCACAGAGTTGAAAGGGTGTGGCACATCCAGGGAAGAGTGG 

^Sequence 254 

AGGTACGATCTGACTTATGTTTAGTAAGATCCTGGGCCACTGGGTGCCCT 

GTAGAGAAGAGACTGAACTGGTCTAAGAGCAGAAACTGTGAGAGCAGTTA 

GGGCACTACTAAAATATGCCAGGTGAGGCATGGTGATTGCCTAGACTGGT 

GTGCAAGCTGTGGATGCAGAAAAAAGTAGCTGGATTGTCGATGGATTCTG 

AAGGTGGAGTCAAGAATTTGGTCATGGACACGGGTGTGAAAGAAGGAACC 

CAAAGATTCTGGCCTGAGCCAACTAGAAGACTGGAGATGCCATCATTTGA 

GATACAACAAGGCTGTGGGAAGAAGAGATTTGGGGTGGGAGTGAGGTAAT 

TGGGAAAAAGGGTATAAGGGAGCTCAATTCGGGATAAATTAGGAATGGG 

>Sequence 255 

CCGGGCAGGTACTCTCAGTTCACTTCCATGTGGGAGGGTCATTTGCCATC 

CA TCCAG ATTACCTTTTTGATTAGGCTTTTCAGTGTCTATAAATATTTCG 

GTCTTTTCTGATCATTTAATTTCTAATACATGCATATGCTCCTATGTATA 

ATAAATAGACAACTTCAAATTTGCAGTTTCTAGATGGTTGGAAAAGGGAA 

ACATTGTGGTGTGTAATTTATCAGCCATCAGATCCTAGATATTTGAGATT 

TTAACTAAGCAAGGTATTAGATAGACCATGTTGTTTTGGCTTCACAGAAT 

TCATTCATATTGTGCATTACACAATCAGTGTGCATATTGCACATTGATTT 

TATCTGTAAGTTGTCTTTATCAGTGGTTCTCAAAGTGTGGTC 

>Sequence 256 

GGCAATGGAACTCACCGCGGTGGCGGCCGAGGTACCCTGGGCAGTAGAAT 

TTCATTGAAAAGCCTTTGGACTCCAACTAAAGATGCAGAGAAGCCCAAGT 

TCCTCCCTCTCTCTTGCTTCTGGAGCTCCTTGTAGTTACATCTATTATAG 

TATCATTATATCAAGTTATAACAATCTGTTTACCTTTATCTCCTCTAGTG 

GCCTGAGAACCTCTAAGAGGCAAACACAGTCCCCATACAGGAATGGGATG 

TCTGCAGAGCTGTATAACTACTCTCTTCTGTCTGAAGAATAAAAACAACA 

TTATACAAAGGAAAAGAGTGGTTCATTTTCTCTCCTCAGCAGAGATGTCC 

AATGTGGAAATGGCAGAAGAAAGATCAAAGCCTTTGCCGTAATGTGGGTA 

ACCACCTGCCTTTATCCTGCAATACC 

>Sequence 257 

TGGAAGCCTCTTCACTCATTTATGCGAATGATCTCCACCGCGGTGGGCGG 
CCGCCCGGGCAGGTACGCGGGTGTCCTTGAGTTTTGAGCTCATGGTTAAA 
GCTGAGAATTAAGCACTGCCCTTACAACTGCTAGGTAAGCTCAGTAAGGT 
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GTTGCAAGGTGGTGCAAAGGGCCCTGGGAGGAGGGTCCCAGTTGCCCACC 

CirTGTCCACTCCTTTGTGATGAATTCTAGATCACCTTGTGGTTACCTGC 

CTATTAGGAGGTGCTGTTGAAAAGCGACTTTAAAAAAATAGGACTTTGGG 

AGAGTGGGGCAGATCAAATGAAGGGACCAGCAGTGTTCATAATGGTGCTG 

AAATTTAATTTCAGTGCTGACCTTTTATTTGACATTTTAGATAATGCTAT 

GGATGTGCTCAGCTATTTGTTCTTAACATATTTTCCATCTTTTGGGGGCA 

>Sequence 258 

AGGTACACACAGTTAACCACAAAACAGGCCTCTCTGAAAAAGCCATTGCC 

ATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTG 

AGCCACGGGACATGTGAGCTTCCCCGCTGATGCTCCTCTTATATCAAAGA 

TCACTTTCACAAGATGAGCGACTCAATATCTTTTATCAAACCAATGATCA 

CCTGCAAGCTATGGTATATTTTTGCAGCTGTGTAGAGCTATGTGGCATGA 

GAATGTGGGACTTATAAATTGCTGATCCAATTAATAGACATTATGGGCAA 

CAGTGTCTTATCAGCTAGTGTGTACTAAGGTGTCAGGAACAGTTGTTCTG 

ACCITACTATCCAACGAGGAGTAACTGATTCACTTCTCAGAGGTATATTA 

A 

>Sequence 259 

AGGTACTTCCGTGAGATATAAGGCTGATGATAAGGATTGGGGTAAAGAGT 

TGATTCGGTCACACTTGACTGCCTTGAAATCTGTCTTGGCATCGGGTCCT 

CTTCCTCCATCGATAGGTGGTCAGTCTCAGAGGGTTGGTCATCTCCCTCT 

TGCTTCAGAGACACAGCCTGGAATCCTTCAAAACTCCCAATTGTTGACAT 

TTCTTCAGCCTGACTAGGCTGGTCCTCAAGGCTCnTCTTTCTCTTTCTGC 

ACAAAGGGGGCTAGACCACAGATAGTGGCCAGGAGAGGTGTGATTGGCTC 

AGATAAAGCCAGGCAAGACAGTGCCCTGTGCTGTGACCCCACTCAGTCTC 

CCCGCGTACCTGCCCG 

>Sequence 260 

AGGT ACGC GGGTAGGCACCTGCCACCACGCCCGGCTGATTTTTGTATTTT 

GTAATTTTGTATTTrTAGTAGAGACTAGGTTTCACCATGTTGGCCAGGCT 

GATCTTGAACTCCTGACATAAGGTGATCCGCCCACCTCCCAAAGTGCTAG 

GATTACAGGCGCGCCCAGCCCTGTTGTATTAGTTTTCTATTGCTTCCATG 

ACAACAAATCACCACAGGCTTGGCAGTTTAAATACCACTGATTATCTCAC 

AATTCTCTAAGTCAGATGCCTGAGTTCAGCCAGGCCCAGCTGGGTCCTCT 

GCTCAGTCTCATGGGGCCAGTGTCTGAGGTGCTGGGTTCACCCTGGAGGC 

CTTCAAGCTTATGCACAGTTGGCTCAATTATTCCTTGCAGCTGTAGGACT 

GGGTCC 

>Sequence 26 1 

AGGTACCCCCAAACAACCATCTAAAAATATACCATTCCTGCTCAGGTGCC 

AAAC TTGCTrrTTCAGTTTCTTGGACAAAAATTCTGGGACCATCCTTGAA 

TTTTCTATTTCCCAGATACACTGCAGTTAATTCACTAACAAATTGTGTTA 

TCTGTGCCTTAAAAACATGCCCAAGGCCGGGCGTGTTGGCTCACGCCTCT 

AATCCTAGCACTTTGGGAGGCAGAGGCGGGTGGATCACGAGTTCAGGAGT 

TCAAGACCAGCCTGGCTTGCACGGTGAAACCCCGTCTCTATTAAAAATAC 

AAAAATTGGCTGGGCATGGTGGCGGTCACCTGTAGTCCCCGGTACCTGCC 

CG 

>Scqucnce 262 

AGGTACGTGGGCTTTACGTAAAGAAAATGTGCCATTTTTTCAAGCCAGAT 

ATAGCTTCTGTATCAACAAATGGAACACAAATCTTTAGTCTAGGACTTAG 

AGTTGGGGAAAAAGGGAAAAAACAACTATAACACTTAAATGAAATCTTTG 

TATCTTAGGTTTGTTGACCAGAGTATTATATATATATCTAATGCTACTAA 

AATTATGATGTTATCGAATATTCAAGTTAATTCAATAAGTGGTGGTTATC 

TGTAGTAATCATAGAGAAAGGAACTATTACTATGAGGGACCTGCGGGTAC 

CTGCCCG 

>Sequence 263 

GGCAATCCCTGAACTACTATATAGGACGACTTGGAGCTCCTCCGCGGTGG 

CGGCCGAGGTACATTTCACGGAGGTGGGACCAAAAGAGTAAAGAACAAAA 

TTTTCTAAGTGCCAGCATGTTGGGAATGCATCATTGCAATAAGATTGTGA 
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AACTAATGCTGGCAGGCAAACAACAAAAAACAACAACTOCCACAAACTGC 

AATATGCTTATCAGGGTCTGACCAAGAAGAAAGGCCCCCGATCTTCCACA 

GAGGACACTGGCACCAGTCCCAGGTCCrGCAACTCTTGAATAGCTCCATG 

TGCCGTGTTCTCTTCAGGTACCTGCCCG 

>Sequence 264 

TGGCCCCAGTTCGATTTCGCTCGTCATACTGACTGAATATCGGGCTAATT 

GTAGCTCGCCCGCGGCGGCGGCCGCCCGGGCAGGTTCTCGAGGGAAGGAA 

TACACATTA AGAAAT TTATAAGTAAGAGGTTGTGTTTTTGTTAAGGGAAA 

AAGAG AGTA ITTT ITGTCTAAAAGTAG AATGTCTTACTGTTCC AAA AAG A 

AAAAGAGAAAAAATATAGACAAAAACTGAATAAGATAACTGGATGANNTT 

TTATTGTAAGGCCTTTTTTTTCCATATTTATTTm 

TG ATGT GTCGAAATGGCCCCTTGTAATATGGTCTTTITTTGGAATTTGTC 

TATTTTCAACGTCTTATCTTCCGAGTTACTTTTTATCTTACTTCTCTAGT 

AAGATTTCCAATGTGAATTAGTTCTACTCATGTATTTTATTTAGCATCAT 

TTTCCACTGAGGTATAAATACTTTTTTATTTGGTACCTGCACAGAAAACC 

CTTTTAGAAATCTTCCG 

>Sequence 265 

GGGTTAGGCCCGTATACGACTATTTAGGGCGAACTGGAGCTCCTTCGCGG 

TGAC AGGCC GCCCGGGCAGGTACCTAATTTTACTCTTAAGCAtTTGCGCC 

TTGTATTTTAGGTTGGTTTCATTTCATTTCAACGGGAGAGAGTCCTGCnT 

CACACCTGTTGCAGTGTGTCCTTCCAGTGAACACCCAAGCCTGGGCTACA 

AGAGCGAGAGTCCATCTCAAAAAAAAAAAGGAAAAAAAAATAAAGAAAAA 

AAGAGGCAAAGCATCCACTGATCCTACATTCGTGTTTTTATCACATTACC 

TTGTCTCATCTTCAACTTCGGTCTCTCCACATTGAAGGGAAGGTGACATG 

ATGTCTTCTTAGTCATTCAAATCCAATAACTTTTAATCTGAAGGTTAAGT 

AGTGAGATATAAACTAAGAGATGATAATATCAATTTTATGTTCACTGAAG 

>Sequence 266 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACGAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAAT 

>Sequence 267 

GGCAATGCCCTAGACACTCATATAGGGCGACTTGGAGCTCCTCCGCGGTG 

GCGGCCGAGGTACAAGTTGATTATGTAGGTGGCCGGGGTTCAGGCTTCAT 

CTTTCTGTGCTCTGAACACACCCCACACCTCCTCTATTTTAGCACATTTC 

CCAGTTGATTCCAAATGCGTGCTCACTCCTCTTTTCCCCCCACTAGAGAG 

TAAGCCTGATCTTGCTCACTCGCAGTTAGCTTCTGGACAACTTGTGGCGT 

ATAATAAATTT TGCTC AACAAAATTTATTAAATGAAGGAGTATCTCCAAT 

TTGAAGGCAAATTTTCmGTTATCTTGGAAACTGCCATAGGAGCTGTGT 

CTGAATGTGGTGATGGGTGAAGATCTTGTACCTGCCG 

>Sequence 268 

CCGGGCAGGTACTTAACAACCCCATGAGGAAATTAAGGCAGGGTGGTTCA 

GTAATTTGTCAAGGGAAACAAGGAAGTAGAGCAGGCAGCAGAGGCGTTCT 

GGCTCTGAACTACTCTGTTCTGTAGAAATCAGTGCAAAAGTCCAAGCTTC 

AGCATACTTGTTrCATCTTGTGATCACAGGTAGTH TTT TT 01 1 TTTTTT 

TGTTGTTGTAGTTGATGTTCATTAGTGTGTTATGAGATGGACCAATGGAC 

TGGAATGAAGTTTATCGTTGATTTGCTrTAATGCCTTTTTGTTTGTAATA 

TCTGTGTGCCTGGACCAATTAAATGAACTGGGAGAGACCCAAGGTAAAAA 

CAATATAATAAATATGTGCTCCCTTTTTGGTAATTATTTTGTATTGTATA 

ATACTATGTGTGGAAT 

>Sequcnce 269 

CCGGGCAGGTACGCTGGGGCAGCGGGAAGCTCGCAGCAGCTGGGGAGGAG 
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CCAAAGCCTCGGCGCTCACCTAAGCCGCAGGGAGATACACCCAACTGGGA 

GATGAGGAAACAGCAACCCATAGAGGAGAACTAACCCACACAGGATCATT 

GCGCGAAGGAGCAAGGCTGAAGAACCAGACCTGGACTCTCTTAGGACAAA 

CTTACTGCAGCTTGAAGGAGCCAACCATGGATTTGAGGCGTGTGAAGGAA 

TATTTCTCCTGGCTCTACTATCAATACCAAATCATTAGCTGCTGTGCTGT 

TTTAGAGCCCTGGGAGCGATCTATGTTTAACACCATCTTACTAACCATTA 

TTGCTATGGTGGTATACACTGCCTATGTCTTTATTCCAATCCACATTCGC 

CTGGCTTGGGAATTTT 

>Sequence 270 

CCGGGCAGGTACACTGTGTTCCAGACCCTGTGCCAGGCACATGGAAGACA 

CATCTTTGTTTATACCCTTCCCATGGTGTCTACATGACACTGCCTGTATT 

ATATTTATCTGTGTTCATATCTTGCACAAGAGGTTGAAACCAGTGCCCAG 

GCCTAATCTTTTCTGGGTCCCCAAGCCACCAAGCTGGGGGAAAATACCCA 

AAGGAAGGCCTCCATrAAGTTGCTTAATGAAAAAATTGGAATTTTGGACC 

GTGGTATACCCCAAAAGCCTTGGGCAGAGTGCTTGTGAGAAAGACCAGAA 

ATTCTTTGCTAAAACCTCAACAAGGAAGTTCAACCCCCCCAAGGGGTCTT 

TAAGCTGATCTTCAATTCAAAAGAGACCAATCTTGGGGGCTTGGAGGGCA 

TTCAATGGTTCAAGTTTCAAACAAAGGGCCACGAAGGGTAGGGGCTCAAC 

CCACCAAAGGTTGCCTGCTTGGGTGGCCnTrcTTTTAAGGGAACCCTTTC 

CAA 

>Sequence271 

CCGGGCAGGTACCCAGGGAACAAATGCTACTGGGACTCCACACCTACCTA 

AGAAGCAGCTCTACCCAGACTCCACATGGCTCTCTGTTTTGGTCTGGAGA 

CCCCAGCTGGGGTATCTCCTGAGCCCAGGGATTCAAAGGTTCGTGGCAGA 

AATATGCATCCCACGGGACTCTCACTCACTCACCATTTTCTTGTAGGGGG 

ATTCCCCTGGGTCTGTGCCACTCCTGGGTGAATGGCTGATCTGTCTCACT 

CTTCTCCGTGATCCGAAGGTCACACTATGTCACTGATGAATCCTTATGT 
>Sequence 272 

CCGGGCAGGTACACATTTTTCCATTCTATCTCACGAGCTCAAGAGCTTTA 

TACTAACCAGCCCAGAAGATATTTTCCTTGCTCTAAATAACTGTAATTTT 

GGGGGTCATTTATACCCCACTTTTTATTTCTTTCAAGGACCTCTTACTGC 

TCATTATAAATGCCATTATCCTTCTCTACAAGCGATCAAATATTATAAGG 

TCTGACAAGTTAGTTTTATGTTTGCATTGTAACTGAAGTCCCATCCATCT 

ATCCTTCGGGAGTTTCTGAAAACTCTATATGAACTTCACTCAAAATACAC 

AAGTAGCATGTAAGCGTGCTGATCATATTTTTAAAATTATGAAGA 

>Sequence 273 

AGGTACTTGGGAGGGAGCAGGAGGATTGCTTGGGCCCAGAAGTTTGAGGT 

TGCAGTGAGCTATGATTAAACCACTGCACTCCAGCGTGGGCTACAGAGTG 

AGAGCCTATCTCAAAAAAAAAAAACCAAACCCAAAACAATAAAAAAAATA 

CTTATGTCGCCTATCACATTTGACCTTTTCACTGCAAATTACTCTATATT 

TGAAATAATTTTATCTTTCTAGTAAAAAAGGGAGATTTCACCATATCTAA 

TGTTACTTAATATAATACTTAATGTTACTTAATGTTAATATAATACTTAA 

TGTTACTGGCTCAGAGACTTTGCCAAAGGATAGAAATAATTCATAAAACA 

G 

^Sequence 274 

AGGTACAGTGTGGTTGGGAGCAGCTGTGATCCCGCCAAAGACGTGCAGCA 

GAGACTGGAGAGAGCTCGAGCCGCCACCCACTTGTGACCAGCCCTGAGGA 

TGCAGCTGCGTGAAAGAACCTGGCAGAAAATAGAAGCCGCCACAGATGCG 

AATGACGCCTGAACGCTCAGTGTGCTCCCTGTCCACACACAGCCGTGGGC 

CAAGGAAGCCTTACTGTGCTCGAGGTATTTGAGCCCAGCGTTTTTCCAGT 

GCTGGCTAATTGCTAAGCTGTGCAGACACGGTGGTGACCCCTTGGAAGCC 

AAGGTTGAAAATTAAAATAGGCATGTGGGAAGGAACGGGGTGGCCACGAG 

C 

>Sequence 275 

CCGGGCAGGTACGCGGGGACGTTAAGAACTGGACTTACAAGATGGATAGG 
ACCTGGTGGCAGCTGTCCTTGAGGAAGCCAGAGCCTGGAGAGACAGATCT 
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CATGTTATAGCAGAGTACCT 
>Sequence 276 

AGGTACACGCCTGTAGTCCTAGCTACTCAGGAGGCTGAGGCAGGAGGATG 

GCTTGAGCTGAGGAGGCAGAGGCTGCAGTGAGCCAACATTGCAACACTGC 

ACCCCAGCCTGGGCATTAGAGCCAGACCTAGTCTCAAAAAATAAATAAAA 

TAAAATAAAATAAAATAAAATGTTTAATAATGCCTACTCAGACAAAGAAA 

GGCTCAGGCAAAAGACTGAGTCTGATCTTCTACATTGAGGAGACCATGTT 

GATTAGTGTTATATTCAAAAAAACCAATTCCCAAGTAATGCATACACAGC 

TGAAAGAAGGAAGTATTCCAGCTACACA 

>Sequence 277 

AGGTACAGAGCCTGGCACGTAGCAAGTGTTGAAATATCTCTTGGAGAGAG 

AGAAAAAAAATGAATCTATTAAAATGTCTCTATGATGCACTGCGGAAGCT 

AGACTTGGTAGATCGAGTTTAAGGGAATGAAGAGGGGGTGAATGTTTGCT 

ACTTCCGTATATTTGGAGTATTIXjATAAAACAGAAGACCAGTTTCTCTTC 

AAACTTCATGTCGGTTTGTAGGCCAGGCTGCCAGGGTTTAGGGTACCTGC 

CCG 

>Sequence 278 

AGGTACAGAGGGTGCCAGGCACTGTGGTGCACACCTGTAGTCCCAGCTAC 

TTGGGAGGCTTGAGGCGGGCGGATGCTTGAGGCCAGGAGTTTGAGGCTGC 

AGTGTGCTGTGATTGCTCCTGTGAGTAGCCACTGCACTTCAGCCCTGGCA 

ACATAGCAAGACCCTGACTCTAAATATAAAAAAAAGTATAGCGGGCACAA 

ATGGGGCGAAGCCAGGGTGGGATGCAGAGTCTAGAGGGAGATGAAGCTGG 

AGAGGCAGGCAGTGGTCAACATGTGGCCATGGAAAATAGTTTAGGTTTGA 

TTCTGATCKjCACTGGGCTGCCATTAGAGGGTTTGAAGCAGGTCAGTGATG 

>Sequence 279 

TGTTAAGGGAAACCACAGGACAACAGGTGAGTCACCAAGCAGCAGGACAG 

CAACAGTGAGTTAATCATACAGAGGGCTACCACCCCACTGGGCTGATTTC 

TTCTGTTTAAAGAACACATTCAAATCCAAAGCAAAGAACGAAATAATGTA 

TTTCTCCCCATTTCTCCAAAAGACAATGCTGAGCTCATGACCACATCTCA 

AAAAAGCTCCTAACCACACCCAGCAGAACCTCAGCATTGAGTATATAATG 

CTTGGCTGACAATGTGCCCAGGGGAAATACAGTACCT 

>Sequence 280 

CCGGGCAGGTACGCGGGTAGGGATGCAGAACTGGCCACAGTCAGGGCTGG 

CCAACAAGGGATGGGATGGCAAGGGAACCAGTGGGAGACTGTTTACACCT 

TTGACTTCCTCTTCACAGGTCAAGGCAGGACTGTAGCATTAGGTCTCAGA 

GATGCAATGAACAGGACAAATACACTTCCCCTTCATCTGGACCTGAGGCT 

CTGGGCAAGTCAGTACCT 

>Scquencc 28 1 

AGGTACAAAGTTGGGAAACAGGTGAGCAAAGAAATCCATGGGTTGAGTTA 

ACAGTGATTTCTAACTTCTTGAAGAAAGAGGGCATTTATTTTTCAACACT 

CTCTTCTTTCCAGCTCACCCTAAAATATCTAATTATAAGTTTACGCCATA 

CATTAAAGTGAAATTAAATTGAATATGTTTTAAGAAATAACATTCCTAAT 

A TTCT AGGAAATAAGAGAATTCCTAGGGGCTCCACCATATCAAACCTTTG 

ATTTTACTATCACACAATTTCTTTTCTCCTATTTTCG 

TCTAGACAAAATACCAGATGGTTATTTTGTTTCCT 

>Sequence 282 

AGGTACCAATATTCTGCAGAAAACCAAAACCCCACCTGCATTCCTANCTC 

CTAT CATGATGTTCTGCCCCCCGGGACCCTTGTtTATGCCTGGTCTCTCC 

TTTTGAAAGAACGTTACCCTTTTCTTCACCCAGCAAATTCTTACTCAGAC 

TTCAAGACTCAGTTCAGAGTCTGGGGATGAATATTCTACAAATGGCCCCC 

AGGATTGTCATGGTCCTCACGGCAGGTACCTGCCCG 

>Sequence 283 

CCGGGCAGGTACTAGGATTGCAGGCATGAGTCACTACACTCGCCCAGAAA 
TTTGTTTTTAGAGTAACTACCATGCCATTAACAAACCTGACAAAATTAAC 
AATTTCTTATCTTCAAGAACTCAATTCATATTCAAATTTTTATCATCTCA 
AAGCTGGTTTGTTCAAACAGGAGTCCAAAGTCCCCATACTGCATGTCATT 
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ACTGAGACCATACTGGGACTAAGGCAGGGAGGAATGAGCCCTAAGTGAGT 
CTGTAACAAGCGAGAAAGAAGCTCATTCAACTAAAAGAATTAAATTGGGG 
GTCTGGCCCAAGAAAGTGGAAAAATAAACAAAGAAAAGTAAAACTATTCA 
GGAA 

>Sequence 284 

AGGTACACAGAGACACACACANCTGAGACACACATACACAGACACACATA 

CGCTTCTCATAGCTGAAAACATGGAAGGCAGTCCATCTTTCTAGACAGTG 

AGTATCTAATACAAGTCAAGACACAGTAATTACGCTACAGACAAACGGAG 

GGAGGATAAAAAGGAAGGTCACTCTGATTGAAGAGGAGATGGTTAGTAGG 

GGGATGGATGCAAAGGCCAGATGTGGGAGAAAGAGACTGGCAGGCCTAAG 

GTCAATTCTTATCTTGTCAGTGTGGAGAAAAATGTGTTACCAGCAGCGTT 

TAGTCTAATGATGTGTGAGAGATACACAAAACANAAAGGGGGGTGAGGGT 

TTTGGGTAGAAGGAAATCATGAT 

>Sequence 285 

AGGTACTTAAGGAAGGGCAAGCGTTGGTAGCAAGCTTGGCTTTTTAGTGT 

CCTGGAGCTCCCAGGAGAGGAGCAAAGTCTTGTCTAACTAAGGCTTGTTC 

CTGTGAATATGAAGATGCTTCTCTCCAGTCGCTCAGTGGGAAAGTCAAAT 

CCAAGGCTTTGGGGAATGAGAATTCCAACATTAAGGGGTAAGGAGAAGAG 

AGACTCAGCATTCCATAGGATGCTGGGCTTGAAGATGGCTCTCCCTCCTA 

CCACGGCATANGGATGAGAAGAAGGAGGGGGCACAGGTTANGTAGGAGCT 

TACTCAGTGCATCTGGAGGATGGAAAACCAATGGCGCACTCCTCCCCTTC 

TTCAATGTGAAGACATTTGTCTN 

>Sequence 286 

AGGTACAGGAGGGACTTTGTGGAGAATTCAGGGTGGCAGAATAAGCTCCT 

GAGAATTTAACTTAATCITATTCTTCTCAAATTTAGCTTCAATGAAGAGA 

AATGAAAGCTATTGTTTCTCATTCTCACATCTCCCAGAAAGTAACATTGA 

AGGTAATCTCAGTGTCCTTGAAGTTAGCCTTTTTGAGTGGTTAAGTTGAA 

AAGAAGTTCTATCTTGGTGGGCTCCCCCAGAGGCTAAATGGGCCTTTGCA 

TTGGGAGGTCAAAGTCCGGGTTCATGCCATTCTCCCGCCTCAGCCTCCTG 

AGTAGCTGGGACTACAGCCCATGAGGCTACTGAGCTAGAGTTTTTGTTTG 

AAGATGGAGGAGAAGAGGAGGT 

>Sequence 287 

CCGGGCAGGTACCACGGTTTGTCGGTTTGTCGCTGGCCCTGAGTCGCTCC 

TAGGGATGGGGTGAGTGAAATTGATGTGGAGTGGCCCACTCTTGCCGCAG 

ACCTCTGGGAGCCTACCTGTGGGAGACCCCATGATTCTCATGAACATCTG 

AGCTGGCAGGAAGAACTTCCTGGAGAGTTGACAGAGATGGAACTCTAGCC 

TGCATGGAGCCCAGAGGGTTTGTTGTGGGAACAGTTGCAGTGGAGCATGG 

CTGTGGATATCCATAACACCATACTCCTCTAGGCAGCTCTAGCCTTTGTT 

GGCTGCCAGACCTGGACAATAGAGGGCTGGCTTGCTTGTGGAATGGGACC 

AGTCT 

>Sequence 288 

AGGTACAGTTCCCCTGACTGTTGACGACGGAGTCCTGTTTGTGGACCCGC 

CACCTGGGTTTTCTTCCTTGGCATGTGTAGTCCGTGGGTGGGATGGCTGG 

AGCATCACTGGCTATAACCTGTTTCCAGAGCAAGCCTGTCCAGGACAAGA 

AACTGTGTGTTTTTCCTATGGGAACACAGATTTCCAGGAACAAGCCTGCA 

GCTTCTCTCGCAGGTCAGAGTGATTTGTCCAATAGCAGTGGCTTCAACCA 

GGTCAAATCACGGATCTGAGAGNGAGGGGAAGGGGAGTNNCANNCNGGAC 

TNTNTNCCACCCCTNCCCTCTGCTTGGCTGTTCTGAGCACCCACTG 

>Sequence 289 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTT 

GGGATGTCCCTGGACAAGAGACAAGGGAGAAGGCCTTAGGATCTACTGGG 

GGAGTC 
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>Sequence 290 ' 

AGGTACTACATGTAACAATGACAAAGCAATTCTGTGACAGAATTGTTGTC 

TGATGGATGCCTGAGTTTTCTGATTCTAGATCCCAAATATTTATAGACTG 

TGAGAACGCACCTTGCTAGCACTGGTCAAGCCAATGTTTCTGACTTTTTT 

TATTATCAGTGAAGAGGGCnTTTTGTTATAGTTTTAATTTTCTTTrATTC 

TAGAAATTGCCTCAGACAGGGATTGATGTCAGGAGCCTTCAAGGAGAAAA 

ATATACATGAATGGGAGACCCCAGGTTGCGGGCAACAAGAGTCACAGGTA 

TGGGAGAAACCAGGAAGTCTGTGCCATGTTGACTTTGCTCATCTCATCGT 

GCTTTGTACCTG CCCGGCGGN 

>Sequence 291 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTG 

>Sequence 292 

aggtactacatgtaacaatgacaaagcaattctgtgacagaattgttgtc 

tgatggatgcctgagttttctgattctagatcccaaatatttatagactg 

tgagaacgcaccttck:tagcactggtcaagccaatgcttctgactitttt 

tatratcagtgaagagggcttrttgttatagttctaatgctcttttattc 

tagaaattgcctcagacagggattgatgtcaagagccttcaaggagaaaa 

atatacatgaatgggagaccccaggttgcgggcaacaagagtcacaggta 

tgggagaaaccaggaagtctgtgccatgttgactttgctcatatcatagc 

gctttggacctgcc 

>Scquence 293 

CCGGCCAGGTACTGCGGCTGATTGGCCTATGATGGTGACGGCACTGAATG 

ACACTAACAGATATTACTTCATTTTGGTTCTCAGGGGTTGCTATATCCCT 

AATTCTTATGGGCTATGGTTAGGGAGGTTGGCATGTGTATATGTAAAAGC 

ACTGTAGGGGGACATTACCCAATTCCCTAGCCCTGCAAGGATGTCTATAG 

CAAAGACTGCCAGTTGCCTATCCAATACCCCrTCTGCCATCTTCTGCCTT 

TTATGGCTCACAGCTGCCCAGTCCCTCATAGCTAGATGTGACCTTGTGAC 

TAAGTTCTGGCCTATGAGAAGTAAGACGTATCTCATGGTGTTTTGAGAAA 

TN 

>Sequence 294 

CCGGGCAGGTACATGGAACCTTATGGGACACAAACAGGAGAGTCAGGCAA 

TGTGAAAAGACTTCTACACTATTGTTATTGTGTTTCCAAAAAAAGTAAAA 

AATAGATGG ATAAAG TGGAAAGACAACAGAGAGATAGTTTGGCTAGCTGG 

GTGAGTTCAGTTTTTCTCCCACAACTTAACCTAAGCAAAAGCTTTTAAGA 

AATTCAGACTGNGAAGGCTGGGTGCGGTGGCTCACGCCTGTAATCCCAGC 

ACTTTTGGGAGGCCAAGGCAGGTGGTGGATCACCTGANGTCAGGAGTTCA 

AGACCAACCTGACCAACATGGGCGAAACCCCATCTCTACTAAAAATACAA 

AAATTAGCCAGGTGCAGTGG 

>Sequence 295 

AGGTAcrj 1 1 1 rem rTTTTTTTrrn 1 1 rn i aggggagacagggttt 

CACCATGTTGCCCAGGCTGGTCTTGAACCCCTGATCTCAAGTGATTCGCC 

TGCCTCAGACTCCCAGAGTGCTGGGATTACAGGCATGAGCCACCGTGACT 

GGCCAGTATCTTTATTTTAAAGATGAGACAAGTAACTTGCTCAGGATTGC 

TCACGGAGTAAGTAGGGAATGTGGGATTTGAATTCAGGCAGTCTGATTCC 

AGAGTCATTCTCTCTTGCTCTGTATGACTGGGTGTTCTGTGACCAATAAA 

TACACACCCCCAACTTGGAGGAGAGGAATATCATTTCCAAGTGAACTACC 

CA 

>Sequence 296 

CCGGGCAGGTACTAGGTGCAACTGGGACAATGCTGTGAATTTTCATGAGG 
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AGCTTTGATGGTAATGTAATGGGGAGAAAAAAAGATGTTATTTTAAAAGC 

ATGCTGAAATTGTTTGAAATAGTGGGAAAAAAGCAAACAATAAACTGGCA 

AAACCAAACTAAAGACTACTATACAACCATTTAAAAGAATGAAGTCACAA 

TATGATGACATTGGAAGGAGCTCCAAGATTTAGGTGGTGGAAGAGGGAAG 

GCCAAGTTTCAGAAAATGTGCACAATATGATACCACTTATGTTAAAATAC 

AAAGTAAAACTACAAAAACTGAAAAGGCTTGGAATGGTTACCTCTTN 

>Sequence 297 

CCGGGCAGGFACTAATTTTACAAAATATGGAGGCCTTTCCTAGAATAACA 

AAATCATTATAGGTTTTTAGTGGCAGGTTTTTTTGTTTGTTTGGCATGGT 

GTTTCTTTGGCATAATGATCAATTTCTTGATCAGGAAACCCAGTTCTAAC 

ATTTCTAAAATTGTTTTGTTTAGTGTTTTCTAGGAGTATTTGGAAGTCAA 

ATGTGTAAGCGACTTCTGTCAGGTTGACTTAAAAGTAGTCACCTCCTATA 

ATAGCGCTGTTTCAGGTGGTTTCTTCCTGGACACCTGGACATTTCCCAGG 

TGTTGTCCCCTCTTACTCTTCAACCCTGCAACCTAATTCTACAAGCTTTG 

CCCT 

>Sequence 298 

CCGGGCAGGTACCCTATACCTTATCCCCTCCCACCTCTTGAGCCTGGCCT 

TTGTGTAGCAAATGTTGCTTAAGGGGCAGTGGCTTCTCCCTTCTTCTGCC 

TTGACCCTGCCCATTTATAGAGTGACCTGCCTATGTATTCCTrGATTTTT 

G ATTCT GATAAAGCACTTGACATTTTAAACATTC I TTTTTTTTTTTTTTT 

CTTTI 1 GAG ACGG AGTGTTGCTCTCTCGCCAGGCTGG AGTGCTGTGGCGT 

GATCTTGGCTCACTGCAGCCTCCGCCTCCCGGGTTCAAGTGATTCTCCTG 

CGTCGGCCTCCCGAGTAGCTGGGACTACAGGTGCACACCACCATGCCCGG 

CTAATTT 

>Sequence 299 

CCGGGCAGGTACTTCCTCTACTTTCTGATAAGCTTTAAAAGAAAAAAACT 

AAACTAAATATTTCAAAATCAATGGACTTCAAGTAATCCAAGAGAATTTG 

GAAAACATTTCTCTAAAAACTAATCCAGAACACAAGGTGTCAGTTTGGAA 

ATAACGGAAGCATATTTCGTTTTAAAAATCTAAAACATrTTAAAGACAAA 

AATTCAAGTTAGCATCCCAGTGATTAACTCTGGAACTGCCTAGCCAAAAA 

CAACTTTCGGCACCTAAAACATAAAACTGTCAGTTTCCTCTGCTTGGAGA 

CAAAACATACAAAAAGCAAACATTCACTGTTATATTTTCCTAGACATGAA 

AGATAGAACTAN 

>Sequence 300 

CCGGGCAGGTACACACTAGCTGATAAGACACTGTTGCCCGTAATGTCTAT 

TTATTGGATCAGCAATTTATAAGTCCCACATTCTCATGCCACATAGCTCT 

ACACAGCTGCAAAAATATACCATAGCTTGCAGGTGATCATTGGTTTGATA 

AAAGATATTGAGTCGCTCATCTTGTGAAAGTGATCTTTGATATAAGAGGA 

GCATCAGCGGGGAAGCTCACATGTCCCGTGGCTCACACACCAAAAGGTAT 

TTGTGTCTTGTCATTGTCTGTCTGGCAGTCCATGGCAATGGCTTTTTCAG 

AGAGGCCTGTTTTGTGGTTAACTGTGTGTACCTCAGCCGAGGTACCTGGG 

AAAAGGCTGTTTGTGTCACCAGGTGGGGAGAAATTCACCTTATGGTACAA 

TTGCTCTCTTTGGTTCATTATTTCTGTGAACTCCTCANGAGACACACACT 

TTCGGGAGGCTATGCGTTTTGGCAAGTCTGATGTGCTGGACACCATCTTG 

TCCAGGAGAGAGCCTGGAGCAGCATCCTGGGATACTCGAAATGAAAAGAA 

ACTTGGTGCTAAACCCGAGCCCTAAGAGATGGCACCA 

>Sequence 30 1 

AGGTACTACGGTGGTAACAGTGTTGAGAATTCAGCAGCAACAAGATTGAG 

AATCCGGCAGAGCTGAACCAGTGACAGATTCGCAAGGTGGACTATTTGGT 

GGCACGACCCTGGTTGTGTTTGCCACTGCTGAGCTTTCCTTGATTTCTGC 

TCATTTTCAGATCTGGTTCTCCCATGTTCTTGCTGATTCTGAGAGCTGCC 

CAACCTACTTCAATAAATTCCTTTTCTGCATAAGACAGCCAGAGTCAGTT 

TCTTGGTTACAGACAAGACTTCCAACTCATAGTCACCCAAAATATACCCA 

TCCTAACTCCCGCTGTAATAATTAGCCACATTCATTTGTTTAAATAAGCA 

AAGATCACTCAAAGTTCCTGAAAACTCCATTATTTAATGACTGTGTCTAT 

CAATACCAAACTTCCTAATTCAGAAGGACAAACAAAAGAACAAAAGAATA 
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ACAAATACAATCAAAAGGTTAGGTCAGAAGTGCCGGATATAGAAAGAATA 
GATGAAATATGCATTITCATTTTCAGTATTTT^ 
TGGAGTCTCACTCTGTCACA 
>Sequence 302 

GAGCTCCCCGCGGTGGCGGCCGAGTACTGTTTCTTTGTTTATTTCAAGAG 

GGTAAATTGGGCAATCTACACAAGTTTGGGGTCCTTGCAATCAATCAAGA 

CCCGAAGGGAGTAGCGGTTTCTCAGTTTTATTACTCCTGTAAATCCTTCT 

TCTAGTTTATTTCTGGTCTTGCAGAAATATTTTTCCTACCAGCTGCATTG 

GACATGGTGAAGTTTTTTTGTAACTTTTGAAGATTTTCAGTTTTCTGCAT 

TAAATAATACTTTGGAGTATATACAATTTTTTTGTTCTACATCATATATC 

CACACTGCACATAGATATTTTCTGGCAGAACAATATCCCATAAAAAATCT 

TAAGCTTCTTTAGTTAGAATACCATAACCTTCATATGCTACATGGTAACA 

TTACCCGCGTACCT 

>Sequence 303 

AGGTACCTCCGCATCCCTTTCCTCCCCAAGTGGCTTGAGTGGCTTCAAGC 

TCTAGCACTGCCTAACAAACAAACAAACACCTCAGTGACTTGTGATTTCC 

CCCCAGAAAAATATCTATTAATTATTTCCCAATGGTCTCCACCTCGGCAT 

CAGGGCACAAGGTGTAGGCACATGCTCTGAT 

>Sequence 304 

AGGTACTTTAGCTACTCGAACAGCATGCAGACAGGGTAAGAATCACAGAA 

CCTGGCCGAATACACAGCTCATTCAGCATCAACCACAAGGTGGCGCTGCT 

TCAATGCTGATTCAGATGCACAGCCCTGCTAGAGACGTTTCTCCACCATC 

AAGGCTACATTTGCTTGTGTCCTTTCCAGGCCGGCCAAAAATGCTTTCTC 

CTTAAGGTTTCAGGTAATACACATATGGCTAACAGTCTATATTGAGAAAG 

TAAACCACTGAGGCACAGCAACTCCCTACCCCCATCTTAGGACAGACTCT 

GACTGCACCTGAGAGGACTTATCTCAGCCTCCCTTAGTTAACAAGGCAAC 

AAAGTGGGGCAGAAAGGG 

>Scqucnce 305 

AGGTACTCACATGCTGAGGGTAAGAGGCAGAATTTCTTTTGCTTGTAAGT 

AACAGGATCTTTTCCAGAGCCTGGGTCTGAAGACCCCAGGTGTAGATGGA 

ACTTCAGTTATGACTGGATCCGTGAGTTCAAAGGATGCCACTCCCCGCGT 

ACCTGCCCG 

>Sequence 306 

AGGTACA GTTCC CCTGACTGTTGACGACGGAGTCCTGTTTGTGGACCCGC 

CACCTGGGTTTTCTTCCTTGGCATGTGTAGTCCGTGGGTGGGATGGCTGG 

AGCATCACT GGCTAT AACCTGTTTCCAGAGCAAGCCTGTCCAGGACAAGA 

AACTGTGTGTTTTTTCTATGGGAACACAGATTTCCAGGAACAAGCCTGCA 

GCTTCTCTCGCAGGTCAGAGTGATTTGTCCAATAGCAGTGGCTTCAACCA 

GGTCAAATCACGGATCTGAGAGGAGGGGAAGGGG 

>Sequence 307 

CCGGGCAGGTACGCGGGGACACATTCAGAGGTGAGCCCAGAGCGGGTAAA 

GTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCAC 

GCCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAG 

CTCTCAGAA GAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTG 

CCTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAA 

TCCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAG 

ACCACAGACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTAGA 

AAGN 

>Sequence 308 

AGGTACCTGTCTCATTCTGGCAACTTGTCACATTTCTCAATCCAAACAAT 

ATCTTTAAGGTATTAAACCCTATGTTTTTGGCTGAAGAAACTGACCTCAG 

AAATGACAAGCAATGTATCTAAAGAGCAGTAAGTAGGCCGGGTGCAGTGG 

CTCACGCCTGTAATCCCAGCACTTTGGAAGGCTGAAGCGGACAGATCACC 

TGAGGTCGGGAGTTCGAGACCAGCCTGACCAACATGCAGAAACCCCATCT 

CTACTAAAAATACAAAATTAGCTAGGTGTGGTGGCAGGCACCTGCAGTCT 

CAGCTACTCAGGAACCTGAAGTAGGAGAATTGCTTGAACCTGGGAGGCGG 
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AGGTTGCAGTGAGCTGAGATCACGCCACTGCACTCCAGTCTGGGCGACAG 

AGCAAGACTCTGTCTCAAAAAAAAAACAAAAACAAAAACAAAAACAAAAA 

CAAAAAAAAAAAACGGTAAGTAGCAAATCTGAGATTTGAATTGAGAATTG 

ACTCTAAAAGCCCATGCTGCTTCTAAAACAGAACCTTCTGCACCTTCTCT 

CTATCCCTAATACTTCTTTTCCACCTATACAGGAATAGACCN 

>Sequence 309 

CCGGGCAGGTACGCGGGGACGTTAAGAACTGGACTTACAAGATGGATAGG 

ACCTGGTGGCAGCTGTCCTTGAGGAAGCCAGAGCCTGGAGAGACAGATCT 

CATGTTATAGCAGAGTACCT 

>Sequence310 

AGGTACGCGGGGGGAATGGCTTGTGCCTTACCCCATTCTGATCGGTCACT 

GATGCAGGAAACAGGGAATGGCGTGCCTTACCCCATTCTGATCAGTCACT 

GATGCAGGAAACAGGGAATGGCTTGTGCCTTACCCCATTCTGATCAGTCA 

CTGATGCAGGTAACAGGGAATGGCGTGCCTTACCCCATTCTGATCAGTCA 

CTGATGCAGGTAACAGGGAATGGCGTGCCTTACCCCATTCTGATCAGTCA 

CTGATGCAGGTAACAGGGAATGGCGTGCCTTACCCCATTCTGATCAGTCA 

CTGATGCAGGTAACGGAATGGGCGTGCCCTAGGCAAGGCnTGCTTTCAG 

ATGAAGCAGGGCTTAAATTTGAATGACATGAGGGCTATTTTATGCCTTCC 

TGGGACTCCAGATGGCGCCTCATAGGATCTCACACAAGTGAATCATTTAT 

ATCATGGGTTCGTCATGTTTTTAGCATGTTAACAGATATGCAAAGTGTAA 

TGGAGAATCAATGAAAAGAAAAATAATGTATGAATGGAAATATTAAGAAA 

GGCTTCGTGCACATTGAATAACAGGCATGAATACAATGGGTGCATATCAC 

AGAGAGAAT 

>Sequence311 

CCGGGCAGGTACAGATCCCAAGGCCATTGTTCGCATAGACAGTGTGCACA 

CCTGGTCAGTCAAACAGCCTTGCCCGTGCCTGTGCCTCTCCTGTGGGGCC 

TCTGAGCCTGGACTCTTCACCCTAGCTCAACCACTCCTCTGTCTTTTTCT 

TCACTGCTGTTTGCTTATTTCAAAGGGAGAAAATCTGTTGGTCACAGTGG 

TCACCACCGTATCCACTGGCCAGTCTTTCTATGCCACCTGCAGTCTGCTG 

GCTGATTGTCCTTGAGTTACATATCCACTCCAAGCAAACATACACTCCAA 

TCACCCATGGCCGAGATGTTGGGTTCACACTTGGCACTAGTGAGATTTCT 

TATGGGAGTGGATT 

>Sequence312 

AGGTACTGCCACAAATTTGCTATCTGGTAACATATGAATGGTTTACTCTC 

AACAAGTCTACCGAGACATATTTCCTGTCTTGTTAAGACACTTTAAGAGA 

AGAGTCTAGTAATTACACATGTAATGACTTTGCAGTGGCTCACGCCTGCA 

ATCCCAGCACTTTGGGAGGCTGAGGGGCGGTGGATCATGAGGTCAAGAGA 

TCGAGACCATCCTGGTCAACATGGTGAAACCCCGTCTCTACTAAAAATAC 

AAAAAGTAGCTGGGTGTGGTGGTTCATGCCTGTAATCCCAGCTAGTTTGT 

AGGCTGAGGCAGGAGAACTGCTTGAACCTGGGAGGCAGAGGTTGCAGTGA 

GCCGAGATCGTGC 

>Sequence313 

CCGGGCAGGTACGCGGGGAGAGCTCAGGACCTCTGAGAAGAATGGAGCCC 

TCCTGGCTTCAGGAACTCATGGCTCACCCCTTCTTGCTGCTGATCCTCCT 

CTGCATGTCTCTGCTGCTGTTTCAGGTAATCAGGTTGTGCCAGAGGAGGA 

GATGGACGATCAGAGCCATGCACCTGTTTCCTGCACCCCCTGCGCACTGG 

TTCTATGGCCACAAGGAGTCTTACCCAGTAAAAGAGTTTGAGGTGTATCC 

TGAGCTGATGGAAAAATACCTATGTGCCGTTCCCTTGTGGGTTGGACCCT 

TTACGATGTTCTTCAATATCCATGACCCAGACTATGTCAAGATTCTCCTG 

AAAAGACAAGGTAAAN 

>Sequence3l4 

AGGTACTGCATAACTAAAATTGACTTTTTTTAAAAGCCAGAACTATGTCA 

CAGTTGGTGCTTATAATTGTTTCAAAATTATACGACTTTATTTAATTCCA 

TGCAACGCATTTCCACATAGAAATGGAATAGCAAACTCCTACTCAATAGC 

AAACAATAAAATAAAATAAAATAAAGTATGTAAGCTTTTTCCTCTTCTTA 

GACACTGTCCCCAGAATGGAAAAGTTATAAAGAAAGGTAGGTAAAAATCC 



Page 56 
of 990 of Table 4 



WO 01/51628 



PCT/US01/00798 



Table 4 



TGCAGCTTACACATTTTTCCACTGAGAAGGCAAATCCTTACTCCTCCAGA. . 

AACTAAAATATTAGACCCCAAACAGTGTAGGGGGAAGAGGGGTAGGAAGT 

TGAAAAAAAGAAAAAAA 

>Sequence315 

NGGTGCGCGTAACACGACTCACTCCTTGGGCGATTGACGCTCCACCGCGG 

NGGCGGCCGACGCTAGACCTCNGAGGACAAATAACCGTNACATCATGAGN 

GAGNCTNCTAACTCGGACAANGCTTTCAACAAATTCTAAGACCAAATCCC 

GGAGGCACTGGCTCCAAAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 316 

CCGGGCAGGTCCGGGCAGGTACTTTGTTGGGAATTAAGGATGATGATGCA 

GATCTGAGTCAGGCTCTTTGTCTGGCCATCTCCGTGTCAGAGATCCTTCA 

AGCGAATCAGCTACAAGGGGAAGGAGTCCGGTTCTTTGTGGTGGATTGCC 

GTCCTGCAGAACAATATAATGCTGGGCATTTATCAACTGCTTTCCACTTA 

GATTCAGACCTGATGCTTCAGAATCCATCTGAGTTTGCACAGTCAGTAAA 

ATCCTTGCTGGAAGCA CAGA AGCAGTCCATTGAGTCTGGCTCCATAGCTG 

GTGGGGAGCACCTCTGTTTTATGGGCAGTGGCAGGGAGGAAGAAGACATG 

TATATGAACATGGTCCTG 

>Sequencc317 

AGGTACAATGCCCTTGGAGGGAGAGGGGCTTCATGGAAAATGGTTGCCAT 
GATAGGATTTGGGGAGAACCTCTATGTTTGAGGGAGTTTGGGTCAGGACC 
TATCCGTGGAAGCAAAAACTAGTGCCCAAATATTCAAAACATAGTTTGGT 
GAAAGATCACCTATGATTCTGAACGAAATAGTGTAGATAAAGACATCTGG 
AAGTTTTCCTATTGAAAAAAAGAAAGTGTGAAATCAGATACTTTTGTTTT 

TAAGGCTCTCTTTCTTAAATTTCCTAACTTGGCCAAAATGTCAATGGTAC 
CTGCCCG 

>Sequence318 

CCGGGCACKjTACCATCGCCCTTTCCTTATCTATTGCAAACCCAGAGTAGG 

gagacagggaaccagcaatgtcagaaggagccgatattttgcatggagct 
aaggcttctgctcatcatttctcctctaggaagcaggaagccattgaaat 

CCATCCCTAA TGTAT CCCAAATGTCCACTTGCTGAGGGCAGGATTGCACA 

AGCAACAATCTTTTGCTCATGAAGCTTAGGGAGCACTGTCCCAGGGTATC 

AATTGGCCCAAAGCTGGTCTCTTCCTACAGACCATGCGGCAAATCAGAAC 

ATAAGAGGACTTGAGGCCCACAGCCCTGAGTTTCAATTCCAGTTCTGTAT 

TTTAGGTCTGTGTTCGTAATTAGTATCATAATTAACTGAGAAGGTTATTT 

AGATTTATTGAGCCTCTTTTTTGTAAAATGGACTATTCATATACAACTGC 

AGAAAAACCAAATCCCCCCAAAAAACCCTTGCTACTTAATACAAAAACCT 

AACTGCAAGCACTTCTACTTTGCGTGGTTGACAGAATAACCCATCACTAT 

CACCACCAAAACANACACCCCAGATCCGTGGTGGTATTAAAGAGAATGCT 

GGAATCTCTGCCN 

>Sequence 3 ! 9 

CCGGGCAGGTACTTAGGACTATGGAGAAACAATGGAAGACATTAATTCTG 

CTTGTCTTGATGGTAAGGGTGGGGATGAAAATACAGATCGAATTTGGGGG 

AGCATGTTAAGGTTAGGGGAATAGAGATAGCTTATATTTAGAACAAGTTA 

GTAGAGACTGTATGATTTTCCAAATAGAGAAGGGTAAAAAGACATTCCAT 

AGAGGAAGAAAATTACATGCAAAACCACAGAGACCTTAGTTTATAAAGAG 

TAACTGGGTATGGCCGGGTGCGGTGGCTCACGCCTGTAATCCCGGCACTT 

TGAGAGGCTGAGGAGGGTTGATCATGAGGTCAGGAGATCGAGACCATCCT 

GGCTAACACGGTGAAACCCGTCTCTACTAN 

>Sequence 320 

AGGTACACTTTAATATCCCAAAGTGGGCTTGGCAGCTCATCTGCGCAGAG 

ATTCCAGCATTCTCTTTAATACCACCACGGATCTGGGGTGTTTGTTTTGG 

TGGTGATAGTGATGGGTTATTCTGTCAACCACGCAAAGTAGAAGTGCCTG 

CAGTTAGGTTTTTGTATTAAGTAGCAAGGGTTTTTTGGGGGGATTTGGTT 

TTTCTGCAGTTGTATATGAATAGTCCATTTTACAAAAAAGAGGCTCAATA 

AATCTAAATAACCTTCTCAGTTAATTATGATACTAATTACGAACACAGAC 

CTAAAATACAGAACTGGAATTGAAACTCAAGGCTGTGGGCCTCAAGTCCT 
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CTTATGTTCTGATTTGCCGCATGGTCTGTA 
>Sequence321 

AGGTACCTGAGGCTCTGTGCCAGTGGGGATGACGGGGGCTGATGTCTCTT 

CCCATGGGCTCCTATGGATTTGCCCTTCAGATGACCTGGTAGGGCTCTGA 

GTGACTGACTTAAAGACeTTCGTAACGCCAAAGTGGCAAGATTTTGGAGA 

CAGATTTGTGTCTCCTCATCCATGATTTTTGACTTTAATCTTTTCTGAGA 

AGACCAGAAATCAGAGAGTTTGTCTTCTCAGCCTCTCTGTGCAAGGATCT 

GCTGAGCTCAAGCTTCCCTTTTCAGCGTCAGCTTTTTAAGTTGAGAATAA 

TAATTAAAGAAAACTCCAATCTCAATTCCAACATCAAGTGTCCATGAAGC 

TG 

>Sequence 322 

CCGGGCAGGTACAGTAGTCACTCTTGTCACAGTGGTTATTGTATCAGACG 

ATACAGAACATGTTAATCATCATAGAAAGTTCTGGACAGTGGTGCTCTAG 

AGTCTCAACATGTCACGTGTTCGGGGGATCACTGGATCTAAAGCCATTCC 

TTATGGGAAATGTTGGCTTTCTTGAAAATACACCGGAGACCAGAGAAGGT 

CACCATGTGGAGAAGAGGCAGCCTTCACTCTGCCAAGAATGCTGGCCAGG 

CTTCTCTGTTTTATATCTCATCACAATGAGGGCCATTCTGGCCCTCCAAA 

ATATXjGATACCAACCTTTACGCACTGTCAGAAATGGGCCACAATTAAGTG 

TC 

>Sequence 323 

AGGTACCAGAGTCCATGTTCTTAAACCATTAATCTACGATGCCTCTCAAG 

TAAATAGTCAATTAGTGGTAGGTGTGAGGCTGTAGGAAAAAGAGGAGACG 

AAGGGACAGGAAAGCAGTrCTCATTCGAAAACTAGGTTTCGACTGGCACT 

GTTGGACTGGGCTGCAGTTTAGGTCCTCCCACTGCTGAGTTCCCTCACTT 

CATCTCCTGGTGCTTCTGGTTTCCCATTTATAAAATGCAAGGGAAGGATT 

CTATTTATGTCACAAGGTGCATCTAAGGAGTAAAAAGTCACGTCATGTTT 

GACCAATGTTAGTCAGATCAAGATTTATTTTAGATAAATTATCTGTTAGT 

T 

>Sequence 324 

CCGGGCAGGTACAAGCAGTAGGCTGAACTCATGTGCCAGGCAGAGGTCTG 

ATGAACACCACCGCCAGTCCACCGGCACTGGGGTCAGTGTGTTAGCGGGG 

ATATGTGGTGCTGTTTCCCAGAGTGCAAAAAGGACAGGGAGGCCCTGTCA 

CATGAATGCTGAGTCAAATTTATATATATAGAAACAAGACATTGCCTGGC 

AGGGAAGATGAGCCATGTTAGTGTGGGCTGTGCCACCACTTCACCATTGC 

ACTGATTACATTGTCGCACAGATAGCTACTGCCCATAATCCTGTCTCCTG 

GCTTAAGTAAGTCAGAAATCACTGCTTTATAAATGAATTCCTAAGGTGGT 

TAGCAATG 

>Sequence 325 

CCGGGCAGGTACTAAGTTGAAGTAAAGCTCACCCTTTACTTCCCTACTTG 

AAAGTTCTACTCTGAGCCTTGACTCTTAGCCACAGTGAGGCATGTTGAAG 

GTTCCTGCTGGTTTATTCT TTTTTTTTTTTTT 1" 1" 1 AG AC AG AGTCTCACT 

CTGTTGCCCAGGCTGGAGTGCAGTGGCACGATCTCGGTTCACTGCAAGCT 

CCGCCTCCCGGGTTCATGCCATTCTCCTGCCTCAGCCTCCCAAGTGGCTG 

GGACTGCAGGCACCCGCCACCACGCCTGGCTAATTTTTTGTATTTTTAGT 

AGAGACAGGATTTCACCATGTTAGCCAGGATGGTCTCGATCTCCTGACCT 

CGTGA 

>Sequence 326 

AGGTACCTACCCCAGTGTTCCTCCTGAGATGGCCTATGGTTGGATGGTTG 

AGCACAAACACAGGCACCGTCACAAACACAGAGAACGCCGTTCTTCTGAA 

CAACCCCAGGTTTCTATGGACACTGGCTCTTCTCGATCTGTCCTGGAATG 

TTTGAAGCGCTATAGATTTGGAAAGGATGCTGTTGGAGAGCGATATAAGC 

ATAAGGAAAAGCACCGTTGTCACATGTCCTGCCCTCATCTCTCTCCTTCA 

AAAAGCTTAATAAACAGAGAGGAACAGTGGGTCCACCGAGAGCCTTCAGA 

ATCTAGTCCATTGGCCTTGGGATTGCAGACACCTTTACAGATTGACTGTT 

C 

>Sequence 327 
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AGGTACTACAAAGATCCTGGGGAGCCTGTAGGTGACACGTATGATTTGCT 

GCAAGAAATTTCACAATTAATAACAATTCTAGGTCTATATGGTTGATTTG 

TGATAAAAGTCACCTATGGCAAAAACAAGAGAGAAGTTGTAGGGAGTAGT 

TTGGGAAGTGGTAAGGTGAGCAAAGGCAGGAATCTTCTGGACACCAGGAA 

TGTAAATTGGGGGAAGAAAAATATTCCAAATTTTCTAGTCATTGAGGAAC 

TGCCAATAACATTAATTATGAATCATCTATGTGAGCTGTAGAATGGTCTT 

TTCTGTGTTTGTTCATCCATTCAATAAATACATACTGGGGGTGGCCATGT 

GCCA 

>Sequence 328 

AGGTACGGGGGGACGTTCAGAGGTGAGCCCAGAGGGGGTAAAGTGGACTG 

GGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTA 

TGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGA 

AGAAGGAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAAT 

CTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCA 

TTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACCACAGA 

CTCAAG ACGG AC ATAATTGGA 1 1 1 1 l"l Tl GCCATGGCCTGGAAAGAA AGG 

TACC 

>Sequence 329 

CCGGGCAGGTACGCGGGTGCCCGGCCTCAATTATTTTTCTTACACTAGTT 

CCAGAACGTTATATGTATATTATATGTGCTCATACATTTTTACCTTTCCT 

AGCCTCATTTAAAAATGTTCCAGCTGGCTCACACCTGTAATCCCAGTTAC 

TCAGGAGGCTGAAGCAGGATAATCGCCTGAACCCAGGAGGCGGAGGTGGC 

AGTGAGCTCAGATCACACCACTGCACTCCAGCCTGGGTGACAGAGCAAGG 

CTCTGTCTCAAAAAAAAAAAAAAAAAAAAAAAATTAGTACCT 

>Sequence 330 

AGGTACTCA CATG CTGAGGGTAAGAGGCAGAATTTCTTTTGCTTGTAAGT 

AACAGGATCTTTTCCAGAGCCCGGGTCTGAAGACCCCAGGTGTAGATGGA 

ACTTCAGTTATGACTGGATCCGTGAGTTCAAAGGATGCCACTCCCCGCGT 

ACCTGCCCG 

>Sequence 33 1 

AGGTACTTTTTCTGTTATACCCCTGAAGGCACAGACAATGCGGCCCTGGC 

ACTAGGCACTGCTGTCTAGCACATCACAGACCCTCAATGAATACTATAGG 

TTGAATTAAATGTAGGACCTAAGGGAGTAAAAAGAACAGCGTCCTCCAGC 

ATTTATGCAGCTGGAGGCCAGGAATCTTCCCTCTGGCTTTGCACTACAGT 

AAAGATATTTACTTATTTTTTTAACAAAGTTTTATTTTAGGCTCAGGAG 

ATACATGTGCATGTTTCTTCTATAGGTAAACTCGTGTCATGGCGGTAAGT 

TGAACCTGAACTAATGTAACTTACTATTACTCTCAAATCCCTCAGACCAC 

ATGAACAA 

>Sequence 332 

AGGTACGCGGGGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTGGAC 

TGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTG 

TATGGTCGGTGTCTAGAGCCTCGCAGCAACTAAGACCAACCCAGCTCTCA 

GA AGAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGA 

ATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATG 

CATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACCACA 

GACTCAAGACGGACATAATTGGATTTTTTTGCCATGGCCTGGAAAGC 

>Sequence 333 

AGGACACACAGTTAACCACAAAACAGGCCTCTCTGAAAAAGCCATTGCCA 

TGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTGA 

GCCACGGGACATGTGAGCTTCCCCGCTGATGCTCCTCTTATATCAAAGAT 

CACTTTCACAAGATGAG CGACT CAATATCTTTTATCAAACCAATGATCAC 

CTGCAAGCTATGGTATATTTTTGCAGCTGTGTAGAGCTATGTGGCATGAG 

AATGTGGGACTTATAAATTGCTGATCCAATAAATAGACATTATGGGCAAC 

AGTGTCTTATCAGCTAGTGTGTACCTGCCCG 

>Sequence 334 

CCGGGCAGGTACTTAAGTGTCCCACGCAATGGGTTGGGCCAGGGAAAGCT 
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CAGTGGTTTGGGTCTTACACTCAGCCTTGGGGGAGGGGAGGGGACTGGTG 

GGGAGAGGTGAAGCTGGGTAGAGCTGGACTGGGCAAGACAGCCATTTGGT 

CCCCCAGTAGCAGGCACAAGCACTGGCTCTGACAGGGATCTAGGGACAGT 

TGCCAAACCCTGTAGAAATGCCTAGGCAAAGATGAGAGCAACTGACATTG 

CATCAATGTCCCAGCACAGGAAGGCAAGGGCAAACCCATTGTTAAAACCA 

GGCAAACAGTATGGGACCTGCCTCTCTCTCTCTCTCCAGAACCATCAGGA 

CTCA 

>Sequence 335 

CCGGGCAGGTACTCTGCGTTGTTACCACTGCTTTCCCGCGTACATGCTGA 

TATAGGGACAGCTTAGAGCATTAGGGAGCTGCTAAGAGAGAAGAGGGCTG 

GAATAGCAAGCCAAGAGTTACGTGGGCTCAGAGGGAGGAGGAAGCCCTCC 

CAGGTGGCAGTCTGCGAAATGAGGAAAGGTCCCATAGAGAAGATGTCATT 

TGAGCAGATCTGTTTTGATAGACAGTATTTAGATGCAGCCTAAACGAAGA 

GAACTGCATGGGCAGAGACTCTGAGGCAGGAAAGTACCT 

>Sequence 336 

CCGGGCAGGTACTTTTAGTAGAGACAGGGTTTCACCATGTTGGCCAGGCT 

GGTCTCAAACTCCTGACTTCAAGTGATCCGCCCACCTCGACCTCCCAAAG 

TGCTGGGATTACAGGCATGAGCCACCGCAGCTGGCCAAGGCAGAGCTTCT 

TATAAGGTGAGAGGAGTAAAAGAGGAGCATGTGTAGGTTGAAAAGGTGCA 

CAGGTGAGTGTGTTCACTGACACACATCTTATCCCCTGAAAAATATTTAA 

AATGTATATGAATACATCCCAGGAAAAAATAAATCAACTAAtCAACTCTG 

AAAATCCTTCATCTCTACTTAAAAATGACACCACGCTGACTCTACATAAG 

ATTAAAACAAAATG 

>Sequence 337 

AGGTACTGGAGGTCCGAGCTACCACAGAAGACAACAAAAATCAATATAAG 

GTATAGGAAGATTGGAAAGAAAGAAAACAAACCACCTAGGCTGAAATCCC 

AAACAAACTGGACACGCAAATTATTAAAGGTGATTTCATAAATGTTATGT 

CATTTAAGACAGCCATATAAAAGGAATCATTATTCCCATTTTCTCTATGA 

GGAAATAGAGGCTCAGAAAGGTTTTGAGCAACTTGCCTGAAGTTGAAGTC 

CCCCCAGCATATTAAGTGCTGAAGCCAGAATTCAAACCAATTGATAATTT 

CA GTGC TCTTCACCGTAGACCACATGACCTCCCCTCAGTTAATATTCACC 

CGTTTTGCCAGTGG 

>Sequence 338 

AGGTACCTCCGCATCCCTTTCCTCCCCAACTGGCTTGAGTGGCTTCAAGC 

TCTAGCACTGCCTAACAAACAAACAAACACCTCAGTGACTTGTGATTTCC 

CCCCAGAAAAATATCTATTAATTATTTCCCAATGGTCTCCACCTCGGCAT 

CAGGGCACAAGGTGTAGGCACATGCTCTGATCTTGCACCTAGGAAACCGT 

CATTATCAAGGGCATCCCCTAGTCCACTGTGCTCCCCGGTAAGTACCTGC 

CCG 

>Sequence 339 

AGGTACACAGGTAACCACATTTAGATGGACTGGGATGTTGCCACACATAC 

AAGCATTGATAACTGACTTCTCATTACCTGAATACATTCTTCTGTCAGAG 

CAACAGACTCAGCTATGCTTCTGGCAAAATTGTTCTTAATTCTCTATTGA 

TTAATTTATTCGGTAAGTATTTATTGGGTATTTTCTGTCTGAAAAGTGCG 

ATTCCAGGTGCTTTATGTGTCTCTGTGTGTGGGTGTTATATAAATACTTA 

TAATACTGTATCCATACTCTTGAAAAGCTTAGTTGGGAAGGCAAGGCATG 

CAATAAGGAACACAGAATTTTAGTCATTCCACAACCATCTGTTGAATGGC 

TGCTATTGTTAGTATCG 

>Sequence 340 

AGGTACTCTAAGACTCCTAATCCAGGCCAATTCCTAGTGGACCAATAACA 

AAAAGCCCAATTACCTTCTTCAACTACACTTAAAATCATAAAGCTTCAAA 

GATGCAATGACCTAATACAACCCACCTTCCAGTTTTGGAAGCACTGTGCT 

CCATGCAATATTCTGCGATGGTCAGTCTAGTATAAAAGGACTtCCTGGAG 

GGTCTGCTCCAAATACTAATGCAGAGGTCACAAATTGGTGGCCCTCAGGC 

CACATTTGGCCCATrAAAGTATTGTTTTATTTGCTTCATAGTCTTTAAAA 

AAAAAACTCAATTAGTCATCAACATTTACAGAATAAAGATGTCACATAAA 
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AATTTGTGTTACTAGCTC 
>Scquence 341 

AGGTACTACAATTAAACCGCAGCCCATCTCCAGATATTCAGACCATTTAA 

TCTCCAAATAGCAGGCATTTAACACCTCATCTGTGACCTGGGGGTTGACA 

GAACCACCTAGGACTCAGGACAGATAGCAGGAAAAGAGGTAACACTTAGG 

TAACACCTTCAGCTTGTCAAATTGTATCACTGTTCATCAAAGGGAAACAC 

ACACATGTAGCCATGAAGTTTGAAAGGCATCCTGGACTACCTCTGCTGTG 

GAAGAAGAGGCTTGCCAGGGTTTTCAGAACCCGAATTTGTGCTGTGGCTC 

TGTG7TGTGATTCTAGAGGGTTCTATAGTCCTAGCATCCCAGGGCCTGAG 

GCTTACTAGACATTTCC 

>Sequence 342 

AGGTACTGAGCTGAGCCATGCCAGAGAGCCTTTTATTGCAAGTTTCTCTG 

GACTGAGGAAGAAATTTCCTCTGAGCACTCTGAGAAGTAATCTTATATAT 

CAAAATTATATAAGGAAGCACACGGCTAAGAAGATGAAGACCGTGCTGGG 

CCCAAGCCAGCGTGTCCCATGTGATAATTCTCAACAAGTCTTTGGGCTCT 

TTCTTGGATCACATCCCTGTAGGGGAGCTGAATAAGGAGAGAAGTGACAT 

TCCTACACTGCTTCCTGGTTTATGAAATGTTCTTACCTACCCTAGATCTT 

CACAACAATCCAGGAAGGAAACGGGCATTACTGCATTGTTTTAAAGGTAT 

GGATACTAGC 

>Sequence 343 

AGGTACACAAGGGTTGGCCTGAGTCCCTGTGTTGTGAAAGTTGGCCTACA 

AAATGAGTCCACAGGGACTGTCATGGGTTTTGAGTTTATGGAGGTTTGTC 

CATTGCTGGAGTCTACTGGGATGAGCCTTGGTCTGCTGAGCAGGTATGGA 

ACCTGAGTCTGGGGAAGTGTGGGGCCATAGAGGTCAGACTGAAGGGTAGG 

GTTATGGGGACTAGCCTAGTACCTGCCCG 

>Sequence 344 

AGGTACCTTAAGAATTGCTGACACATTTATTACAATTTCAAGGCTACAAC 

TCAAATCCCAGGAACACAGGATTGCAGTGACCTACATAATTTGGGCTCAA 

ATACCTTCAAGGCATTCCGAAGAGACAGAGAACACCAGAACAAGGGAGAA 

TTGGAGTGGAGGTGGATGCTGAAATTCCAGTATAAAAATCTACTCTGGCT 

GAGGAATAAGACAAAATGTAAGTGATTTAGGAAAATTATCCCAGACAAAT 

GAGAGGTGA ACTT TGGAAGGGGGTATAAATCAAGATAATAATTTCCATAT 

TTGCTG(nTCTTTTACTTTTTGCAGAAGAAATGCAATATAGTCGCTACTC 

AGGAATTTTGACTGAG 

>Sequence 345 

CCGGGCAGGTACGCGGGACCCACTGTGCCCAGCCCTTGAATTTCTCCTAG 

CCCTTCAGTTCCTCAAGCTTCATGCCTCCCAAGGTTGCACCCCCCATGGC 

CTGTCCTGCAGTCCTCGGGCCCTTCTCTGAGGGGATGAAGGGGGCACTTC 

CCTGAACAGAGAGAAAGGGAGACCCACACCACTTGGATTAAACTCCCTGG 

GCCCCAGCTGGCTCTGCAACTTGGCCAAGAAGCCCTATCTCCTAGGGCCT 

C AGTG TCTTAGTCCGTAAAATGGTTCCTGAACTTTTAAAATACAAACACT 

CTTTTGTAGAGTCGAAACACTTTGCAGACCTGCACTCTGTGGCAGTACCT 

>Sequence 346 

CCGGGCAGGTACTATCCCATTTTCCTTTGCCATGCACCTGTCTTCCTCTT 

CAGGATTGATCACAAAATCAAAACCATTCCTACCAGCCAGAGGTGGGCAC 

ATGACCCAGGTCAGACCAGTCACAGTTCCTGATTCCCGGCCACAGTGCTT 

GATGGGGGAATGAGCATATATCAAACCAGGACAGTCCAAGTCCTTCCGGG 

GACTTTGCTGCCACAGTTGACAGGGGGAGGTATTTGCATAACTTCACCAC 

ACACAGCTAAGCTGGTGATCCTGCTGCTTGGCAGCATCTTCCCAGCGTAC 

CT 

>Sequence 347 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 
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GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGC 

>Sequence 348 

AGGTACCACCATGCCTGACTAATTTTTATTrTTTTAGAGATGGGGTCTTG 

CTATGTTGCCCAGGCTGGTCTTGAACTCCTGGGCTTAAGCAGTCCTCCCA 

CCTCGGCCTCCCAAAGTGCTGGGATTACTAATAGGCATGAACCACAACAC 

CCAGCCGGCATATCTGTATTTTGGTTGCACGGAGGCTGCTGCTATAAACC 

GTGGGCACCAGTGCCCACGAGTCATACATAATTGCTGGCCCCCATGGCTG 

GAAGTATCTGAGGGAACCTCAGGCAAGGCCGTTTCTTTTCTGGAAGCTCC . 

AAGTTCTGGGTCCTTCTTAATAAATCTTCTCG 

>Sequence 349 

AGGTGGGAGAATCACCTGAGCTTGGGAAGTTGAGGTGCAGTGAGCTGAGA 

TCGCACTGCTGCATTCCAGCCAGGGTGATGGGAGTGAGACCGTGTCTTAA 

ACAAATAATAATAATTTGGGGGTGATGTAGACAGAAATAAGGACAGAGGT 

ATGAAAAGGAATAATTATTTAGCATTTTACTAGCCAGAGATTTGGGCAGT 

CCCAAAAAGCAGCTTITCTAATCTCCCTCTCCTTTCCCAAAAAACTTTAA 

TCAGATCCAGTAGTATCCTATCATCTTTGGGTTATTTACATACTACTTTT 

TGGAGGGGGGATTGTGGAAAGCTATCGAGATCTT 

>Sequence 350 

AGGTACTATGTCCCTCTCAAGTCCTGAATCTAACTTAGGGAGTAGCCAGG 

AGACTATGAGAAGGAACTACTCCAGGGAAAGAACATCCCATGCCCTTTCT 

GAAACACAAGTGGCAACCATAAGACACCACTCTTTATCCTACCTTTTAGC 

AGACTATGCACAGTCCCAGGAACGAGGCCAGAACTGATAAGCAAGTGTGG 

CATTGGCTCCAGCCAAGGTTATGGGATTCGGGAACCTCCCCATCCTGGAA 

TTGGGCTGGGAGGGGTTTCACCTGGGAGCCACAGTTTTATGGCCTGGGGT 

TATATTGCAGTCCAAAGACAAA 

>Sequence 35 1 

CCGGGCAGGTACATAGTTGCTCATTGCCTAAAAAAAAAATGTTTGCCCGT 

GTGAGA CATCGA TGCATCAATAGTGCTTAATTATAATGACAGCTTCAAGC 

CAC AGT A' l"l T i 1'CCAC ATTTTTTTAGTTCTATGTTCTCITAAAACT AGTC 

TACCTAGGCTGGGCGTGGTGGCTCACGCTTGTAATCCCAGTTCTCTGGGA 

GGCCAAGATGGGCGGATCACCTGAGGCCAGGAGTTCAAGACCAGCCTCCC 

CAACATGGTGAAGCCCCATCTCTACCAAAAATAGAAAAATTAACCAGGCA 

TGGTGGCGCATGCCTGCAGTCCCAGCTACCAGCAAGGCTGAAGCTGGATG 

ATATCTTGAACCCGGGAGGCAGAGGATACAGTGAGCCGAGATTGCGCCAC 

TGCACTCCAGCCTAGGAGACAGATGGAGACCCTGTCTCAAAAAAAAAAAA 

AAAGGGGGAAAAAAAAANGTCCCCTGGCCCTTTTAAAAATAGGGGACCCC 

CGGGGCCGGGGGAATTCCATTTTAGGTTTTTTAAACCCCGCCCCCCTGGG 

GGGGGCCCCGGGCCCCCATTTTTGTGCCCTTTAAGGGGGGATAATTGGCC 

CCTGGGGGATAAATGGGGGAAAANGGGNTTTTCCCGGAAAAAAANAANAA 

>Sequence 352 

ACGTACATTATTCCTCCTAAGCTCCTGATTTATTTTGCACCTAATTATTT 

CAGAACAAGCTTGAGGATTTCTCCTCCTCTTCCAGAACCCTGTGACAGCT 

TTTTGACACITGAAGGATATTTTCACACACTTGTAGGTCGGCAGTTCTGC 

TCTGAACATTGAGGCTGTGAAAAATCCTATCACTCACGGGTGGCCCTAAA 

CTCTCTCTCTTCACAGAAGACTCATTTGAACTGAAATATTTCAAGAAATG 

AAATTTGACCAGAAAGGGTAAAATACCTGACAAAGTGGCAAATAAATGTG 

TCAGACTAATGGGTTCAGCACCCACATCCAATGACTCATGCAGCCACACA 

TGCAATGACAAAGCCATAGAAGGAGAATCCTACTGCCTGTCAGCCACTGA 

GCCACAGGGTGGAACTATGCCAGTAGTACCTGCCCG 

>Sequence 353 

AGGTACTACTGG CACTG AGCCA ATGTATGCTATC AAG G AA AGCTTTATCT 
GTCACTGAGCAAAAGGTGAAGTTCAATTAGGTCAGTTTTATCACTTCTTT 
TCCTACACACAAACTATGAGGAGAGATCATTTCTTTTCTTTCTTTTATTT 
ATTTATTTT 1" IT I'G AG AC AGGGTCCC ACTCTGTTGCCC AGGTTAG AGTAC 
CTGCCCG 
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>Sequence 354 

AGGTACTACGCCAGATGCTGTTTACACATAGAGTTTTGAGCTGTTTCTCA 

AGGAGGGGCATTGGTGGCATTTGGGCAGAATGATTCTTTGATGGGCAGAA 

AGGTCCCACCCTTCGCAGAATGTCTATCACTAAACTGCAATCATTCTCGC 

CAATCTTTAGGGTGGATGGGAAGAGTAATGCCCAAATGAGAGCCCTCCCA 

GATGTTCAGAGCAGCGGATATGAAGTCATACAGCCGGGTTTGGTTTTTAT 

TCCATCCATTCCTCTCCTGGGGACCTTAGACAAGTGATAATGCTCTATGC 

TTCAGTTTCCCCCCTTGTAAAATGGTGGTAATTCCCGCGTACCTGCCCG 

>Sequence 355 

AGGTACTACGCCAGATGCTGTTTACACATAGAGTTTTGAGCTGTTTCTCA 

AGGAGGGGCATTGGTGGCATTTGGGCAGAATGATTCTTTGATGGGCAGAA 

AGGTCCCACCCTTCGCAGAATGTCTATCACTAAACTGCAATCATTCTCGC 

CAATCTTTAGGGTGGATGGGAAGAGTAATGCCCAAATGAGAGCCCTCCCA 

GATGTTCAGAGCAGCGGATATGAAGTCATACAGCCGGGTTTGGTTTTTAT 

TCCATCCATTCCTCTCCTGGGGACCTTAGACAAGTGATAATGCTCTATGC 

TTCAGTTTCCCCCCTTGTAAAATGGTGGTAATTCCCGCGTACCTGCCCG 

>Sequence 356 

>Sequencc 357 

NCTGGANGTTNGNANNAACTGACCTGANNNGGCCTCAANNCTTGCTGTGA 

ACTAGTCACGTGCCCAATGATAGTTCTTCACCCAATGCCTTCAACCTTTC 

CTTCCTCACACAGTGACGTGAAAACAATCAGNATGTAACCTTGTAGCCCT 

TTTGGNTCGTGTGAATCNNTGTAACAAACCCCATGCCTTTTAACCATGAC 

TNACCCACTGCATTTCCANNACAACGCTTTATGAAACAGAAAAGTTCTCC 

AAGCATACCCCTGAAATTCTTTTAGACAAGAAAGGTGNNNGTTTAATAAT 

GGTTATGAIXTTCAAAAAAGAAACANNNTAAACATGTTGGGTCCAATATGA 

AAAAAATCAAAATCCTTTCGAAGTCACTGAAGACTCTTGGGCTTGGTGGA 

AAATCGAAAATAAGCATCTAAATGAAATTAGCACCCAAAATTGAATTATT 

AGCCACCCAATTCTTTACCCTAGAAGACTGGATTTTATTTAAGCAAAGAA 

TATAAGGCCAAGTTTGGGAAAAGAAAACCAAAGTGGGACITTTACTTTTC 

AACGATAAACTAAAATCCGAGGATAATTCATTTCTTCAACAGACTGGAGG 

AAAGAATCCCTGTAAAACATTGGAGTTCACCAATACCCTAGAATTTAAAT 

TCTTGACTGGTCTTGAACAAAAGGTAAAAACATTATCATCTTCCCAACCC 

TTAGATTTCCTCATCCTGTAGAGGGAGGAATAATTGGCCCAACCCTTTCT 

AAGGTCTGAAAATGGTTGTGAGTCCAAATGGGATAATTTATGTTGAGGGT 

ACT 

>Sequence 358 

CCGGGCAGGTACACATCTGCTCCTGGGCAGACCTTACAAGTATCTCAAAC 

TCATATCTCCATGAGAGGTAGATAAGCTACGTAAACAAGGGAAGCCAAGA 

TAACAGGGAAGACAGGAGACTATCTGCCTATCTAAAAACACTCAAATTCT 

TTTCTATAAGCACTGCTGATTTAATCCATTACACCACCAGCAGCTGCCAG 

TTTACAATCTCTGCTACACAAGCCCTCCATTGAGTTTAAAGACAACCGTC 

AAAATATCTCTCCAGTTTCTCCATTCACCTGACTGTTACCATAGAGAATA 

CAGGTATTCCCACTCTGGCCAGCTGTGTGCAGTGTTTTCTCCTATCAGAA 

TCCAAACCACCTACCAGTCCCCGTACCT 

>Sequence 359 

>Sequence 360 

AGGTACTTTCAAAGACTTTAGAACCAAATGTCATTCAGCTGAAACCATAA 

TGTATTATAAACTACGTCTTCTAGAGTTTTGTTGTCATAGAGTCAAATGA 

GATGCCAAATGCTAGCAATCCTATTTAGGAGGCCTACTATTAGGATTTAA 

AAGAAGTGGACTGCCAGAGATGAATTATGTGACACAGATGCTAACATCTA 

GTTATTATGAGTGATCCATTCTGTCATGAGGTAGCACTTGAAAAACAACC 

TGGGACAAAAGAACAGGCCTCTGGCACTACTGAATTTTTGGAGAGAGAAA 

CCTTTAGAAGTTAGCATGTGGTTCTTTCTGGACATGTTCATTGCCTTAGT 

TCTTCTTTTGCAAATATTTTGTAAATATTCATGAAGTGAAATGAGATGTT 

TGAGAAGGCAGATCTGCAGATCCCCTAAAGAGCATTGTCAGTTATGCTGG 

GCTGTTCCTACCCTATCCCTCTGTTTACCTGCGGCGGCCTCTCAGAGCGT 
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GATCGTGGTGGCTTTGTGGTGGTTTTAAATGTAATCGTGAGAAGCTAGCT 

GAAAAAATGCTAGCAGTGTTCCTTTGGATCAAGTTGAGACTAGCTTGTAC 

CTGCCCG 

>Sequence361 

CCGGGCAGGTACAGGGCTGGATCCTTCCCAGCCAGGGTGCCTGGGATTAT 

TGGCTTTCAGCAGCCGACTCACGGAGGCCTCCTTTGGGCTAGGCACTGGG 

ACAGACCCCTGCCTCCCCAAAGGCATGAGACCCTGGCCTGCCATTTGGGA 

GCTCAGAGCCTGGCTAGAGGCAGGAGAGGTGAGGAGGGAAGATAAGGACA 

CAGATGGTGAATGTGGTGAGAAAGGAAGCATGAGGGGGTGGGCATGGTGC 

ATGGGAGAACAGAGGAGGCGATGGAGGAGTCCAGGAAGCCTTCCTGGGAG 

GCGGTCGCCTGAGCTGAGCCTCAAGGAGTATGAGCAGCTTCTCAACAGGA 

GAAGAGAGTGGAGAGCACTTTGGGCAGAAAGTTACAGGCAGAGGGAGCAT 

TCCAGGCAGAGGGAGCATTCCAGGCAGAAGGAGCACTGCAAGGAGAGGGT 

GCACTCAAGAAGCAAGGGCACTCAGAGAGAGAGAACACTCCAAGGAGAGA 

GAAGCAAGAGGTGCANGGTGCACTGCAAGGAGAGGGAGCACTATGGGGAA 

GAGGTGCACTCAAGGAGGCAGAGCACTCAGAGAGAGAGAACAATCCAAGG 

AGAGGGAACCAAGAGGTGCAACGTGCACTGGATGGGGAGGGAACACTTCA 

GGGGAGGGAGCACCCAGGGAGAGGGAGCACTCAGGGAGAGGGAGCACTTC 

ACGAAGACACTTCAGGGAGAGGGAACAAGGAGGTGCAGGACGCACTGCAG 

GGAGAGGAAGCACTACAGGGAGAGGGTGCACTCAGGGAGCCGGACCCCCC 

CAAG 

>Sequence 362 

AGGTACTTAATAAATTACTGTTATTATTAATAACTCACCATTATTAGTTC 

AAATGAATGAACTTATCCAAAGTTTCAAAGAGTCTACACAAAAATATTTG 

CTTTCATGTGCTTGAGTAAAGAATTTAGTATCTAAGAAGCATAACACCTT 

TAACGTTTAAAACAATGGTTAATATAATTTATAGGAAAAATTTTTTAATA 

TTCTGTTAAAAACAGCAATAAAAGAAAGAAGATGCCGGGCGCAG 

>Sequence 363 

AGTACCTGTCGTTCACGGCCATGGCAACACAAATCCAATTCTGTCCGTCT 

CGAGTCTGTGGTCTTGCTTCTTATGTGGCATGGCCCTTTGTGAGCTGATG 

ATGAATGCATGGATCCACCTGCTTCAGCACATTTGATTATAATTGCGAAG 

AAAAGATTCCGGGCGCTGAATGCAAAATTGAACATGACATTTTGACATTC 

CTTCTTCTCACAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTGTAGACACC 

GACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATCCTCCGAAGTT 

CTCCCCAGTCCACTTTACCCGCTCTGGGCTCACCTCTGAATGTCCCCGCG 

TACCTGCCCG 

>Sequence 364 

CCGGGCAGGTACCACCTTGGTTGAGAACTCCTGACTAAAAGAAGGCAGGG 

CAGAGCAGGGTATGCCATTGATGTTGATTCCTAGCATCCAAGAACCACAT 

CTGGGCATTTGTCTGAAGGAAGAAATTGGGAAGTTTCCATGATAAAAGCT 

CCAGTGGAAATTGTAGACCTTGGGAATGAATATGCTAAACTGAGGTTCTC 

AACCAAGGGCCAGATCACAACTTCAGAGGCCTGAGGCAGACGTGTATTTT 

GGAAAAGCTTCCCAGGTGATTCTGATTCAGGTCCCTCCCTCAGTGAGTCA 

TAAGACTGAACAGGAAGACAAGAAAAGTTGCCCCATAATGATGGCTCATG 

GTTATGGCCTTATGATGGGGATATAGCTGAGGCAGCACACACCTTGGAGC 

TGGGCTATAGGCAGAGCTCTTATTTTAGATGGTGGCAGAAGACACCACAC 

ACAATATGAAGGCAGAAGAGCAAAGGTCACTGAGAGGCCATGTTTTGCCC 

TTCAGTGTTGCCAGGTCCTGCTGTGTGTACCT 

>Sequencc 365 

CCGGGCAGGTACAGGGTTTACTCAGTCCTGTTGTGTAATAGGAAGCAGGA 

AAGGGCAAGGGCCCTGGGAACAACCTCAGCCCTGCCACTTACTGGTCATG 

TAACCCCGAGCAAAATGACCACCTTGAGCCCCAGTCTCCTCTTCTGTAAA 

TGGGTATACCACCACCTACTCATAGGCTGCGTGATGAGAAATGGAATAAT 

GTCAGGGAGTGCCTGGCATGACGCTGGCACCCTGGAGGCTCCCCAGGAAC 

GGTGGCTACTGCCTTCAGAAAAACTGAATCTACTTCAACTTATTTTACGT 

AGGCCAAAGCATCCAGTCAGTGAGTAAATCAAGCTGCAAGATTCATTTCT 
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ACTTAACTTTTAGGAGGAGTCATCCCATGATACCTCGAATAGGTCTCAAA 

GCACATGCATGATATAAATGATTCACTGATATGACTCTGGTCAGATGTAT 

GTTCTTATGAAAAACCTAAGTTCAGGGTTTACCTAACATACATGGGGATA 

CTCATCTTCCA CCTN CCAAAGCTTCCAAATCAAGGCCAGAGACTTCCGGT 

CATCATCACTATTTTTGGGCCATATATCTGGCTTCCGTGGGTAAACTGGT 

GCCTGGCTGGATGGGGGAGTGAGATAGCCCATAACCCTATACATGGATGG 

GCTGGCAAGAGCATGACGAGGCTAAAAGAATCGCAACCTTAATGTGGGAT 

AATGTACTAAAGCTAAGACACGCCCCAACTGCCATCAGTACCT 

>Sequence 366 

AGGTACGCGGGGTCACTGGACTGAAAGTTCCCTAAGGCCAAAGGCCATTC 

CTCTTTGGCITrCAGTAGTATGCCCTGGCATTTTCTGCAAACTTACCACT 

TGATGGGTGCTAAAATATGTTTTAAACTGAGTATTGCACCCAACGGATGA 

AAATTTTCTAAAAGTGCTTCTATCAAGAATTAGGAAACCAAAGTATAGAA 

ATAAATGAAGCTGATAAGCATAAGTTTGTGATGCTAAATAAAATTACACT 

GAAGTCCTAGCCACAGATTGGCAAGGACAGTTTTGTGGGGGCAGCCCCAC. 

AT^CATAGTCCTCTGCAGGGAGCCATAACTTAACATCCCCATGTTTAAA 

TTTTAAATTATATACCCAGCCCCTTGTTTTGTCCATTACCAGTTGAGAAG 

TGAGGTAATTCATTCTCCTTTCTACTGCTTCTGCCCATGGTGAGAACAGA 

ACTTCCATATACATCTTCTCTGCCCAGCTGGAGGGGGCTGATGGAAGACA 

CAGCTTCTGTCATCCAGCGCCTCCCCTGGGAGTCTCTNTACTGATTGGTC 

TTCATTTGATCTACATTAGGTCACATTTACTGATGGATGGAATAAACTGC 

TTTAACAGAATCATGGTCTCCAAGTTTCACTTCACCTTCTGTCCTCANGT 

GTGG CA AGTG CCCTGGCCAGAACCTGCTATTCTCTCCGGCTTCCTGTTTC 

TT TTGTC TTTTATCTACTGTCTGAAAAATGAATTGAGTCCGGGAGAATGG 

AATTTTAAATAAAAAGGCCCGCTGGGCGAATGGGTCATGCTGTAATCCC 

>Sequence 367 

ACGTACAATGGCTTCATTATTGCCAACTTGGAATAAGAAGTAGCAGAGGC 

TCAAAATAGTAATGTGAATGCTCAATGTTACATAATAATTCAATGGCGAG 

GCCAAGATTGGGATTCCAATTCTCACATTTCTAGCCACTGCTCTTCTTTT 

ACACAATAAAGATGGGGAAAAAACATTTAAGCAAGTTTGACAGGAGAGTG 

CCCTCTCCACCAACAAAAATTATTGAAGCTCAAAAGTTCAGGGATTTGCA 

GAGACCATTCAAATGGGAAAGGGCAAGTCTCTTCAACATGGTGGTGGAAA 

AACTGGATATCCACATGCAAAAGAATGAAGTTGGACCCTTACCTTATACC 

ATATACAAAAATTAATTCAAAATAGATTAAAGATCTAAACAGAAGATCTA 

AAGCTATAAAACTCTTAAAACACAGGAGAAAAGCTTCAGTGACATTGGAT 

TTAGCAATGAATTTGTGGATGACACCCAAGGCACAGGCAATAAAAGTAAA 

AATATGTTACTGGACCCATACAAAAATAAAAATTTGTGCACTGGAGAAAC 

AACCGAGTGTAAAGCGAACTTCCTATGGGAGAAAATTTTGCAAATCATTA 

TCTGATAAGGGATTAATTTCCGAAAATTTAAGAAAATCTTAAGCTCACCC 

ACAAAAAACAATTTAAACCGGGCCAAGGACTGATTGACAATTCTTCAAAA 

AAGTGTACCTGCCCGGCGGCCGGTTTTAACTAAGGATACCCGGCCCGCCG 

GAATCATTTAAACTATTCATTACGTCGACCTAGGGGGGGCTGTCCCT 

>Sequence 368 

ATGTACCTTTCTTTCCAGGCCATGGCAAAAAAAATCCAATTATGTCCGTC 

TTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAG 

ATTAATGCATGGATTCACCTCCTrCAGCACATTTCATTTCAATTGTGAAG 

AAAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATTC 

CTTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTCTAGACACC 

GACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATCCTCCGAAGCT 

CTCCCCAGTCCCCCCGCGTACCTGCCCG 

>Sequence 369 

CCGGGCAGGTACATTTTCTAAAATCCAAAATTACCCTTAATAAATCTTGG 

CAAAACACACACTATAGGAGATAAAGACATCCCTAAAATTTCACTCTAAT 

TTACTGAAAATAGAAGTCAAATTAAATTCAAATGTTGGCTTACATTAAAA 

TAGCACAGGATCTTATAATTTACTTTTAATCTTGGAGGAATTCTCATTAT 

TCTCTCATCAATTCTTCTTCAAAAAAATAAATTAATAAAAACTTCCTTGT 
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TTGTCACATACAGTOTCCTAAACAGAAACATCTGATTTTTCTTTGGGTCA 

GCAAGAACAACTTAACTTCCAAATTCCTTTATGGCCACTATTTTAGACAC 

TAAGACCAAGAACTCCAAAGAAAGCTATAAAAAAAAATGCTACTATATGA 

CTATATAGTAGCATATATATATATAGAAAAAAATATAGTATATGATACCA 

AATATTATAGTTTACAAAACCACATTCATATACAACAGGTTCAATTTTTT 

AAATCACATCACGAGTGGAAAAGAAACCCAAACTATATATTCTAGGAAAA 

AAGCAGCCGGTCACAGTGGCTTAAGCCTATAATCCCCAGCACTTTGGGAG 

GCCAAGGCAGACAGATCACTTGAGGCCAGNAGTTTGAGGCCAGCCTGGCC 

AACATGGGTGAAAACCCATCTCTACCAAAAATACAAAAATTAGCTGGGTA 

TGGTGGCCCATGCCTGTTATCTCACCTACTTAAGAGGCTGAGGCANGGAG 

ATCACCTANACCTAGGAGGCCGGCGTTGCAGTGAGCCAAATCATGCCACT 

GCATTCAACCTGAATGACAGAGGGG 

> Sequence 370 

>Scqucnce 371 

GCCGGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGA 

GACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATGGACC 

ACTGGAACAATGAGAAGGAGAGAATTCTACTGTCACAGACAAGACTCTCT 

TGATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGG 

ATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCC 

TGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGG 

GGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACT 

GAAGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGA 

GAAATTCCTTGAAATTTGCAAGTTGCCTGGGTTCATGTCTAAGCTTGTTC 

CAGCTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAGAGGAAAG 

AAACTGATGGTGTTAACTGAACCCATTTTGATTGAGACCTACACAGGGCT 

GATGGTCTTCATTGGAAAACCGCAACAAACITGGCTATTTCCTTTGCTGG 

TGGAATATTGGTTTTTTGAGAGTCITTTTGGTACCTAGC 

>Sequence 372 

CCGGGCAGGTACTTGGCACATCTGGAAAATGACGGAGTCTTTCAAAAATA 
CTGCTGGGAAGATGACCTGTTTTCACTCTCTCTCTAGGCAGGTTCACATC 
ACCAGATGATGCTGGATATGGCTCCACTCCAAGGAAAACAACCTTTTCTT 
GGTCTTTCAATGGCTGTTTATGAGTATACAACAAGTGCTTTCTATATAC 
>Sequence 373 

CCGGGCAGGTACGCGGGGACACATTCAGAGGTGAGCCCAGAGGGGGTAAA 

GTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCAC 

GCCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAG 

CTCTCAGAA GAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTG 

CCTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAA 

TCCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAG 

ACCACAGACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTGGA 

AAGAAAGGTACCT 

>Sequence 374 

CCGGGCATGATCGCGTGATAGTAGCGGCCTCATGCTTCGGGAAGTCGCTA 

GCAGACGTGCTTCATGCGGTATAATGGATGAATACCACCTTTGTTATGCT 

GACCTACTGCCTGACGACCCCTCTGATGATGACATGACGGAGATCGGGGG 

CATATAGAAGATTCGCCCCTCATTGCCAAGCCGGCGGACCCCCGATGAAT 

GTACAAAGCACATGGGACAACTTATGACTAAATGCTGGGCTCACCTTCCT 

GAATCAAAGCTGACAGCCATGCATGCCAAGAAAACACTTGCCGGGCCGTG 

AGACTACCAGGACATTCATCTCTGATAGGAGAGGAGAACTCTGCATCTAT 

GCATAGAGCCAACATGTACCT 

>Sequence 375 

AGGTACTAGGCCCATGGTAGACAGTCAACAAATATTTGTCCAACTACTTA 

AGAGAAGATAAATTATTTTTCTAAATACAACTTTATCTATGCTCTTGCTT 

TCATAAACAATACCTCCTAAGAGCAGAGATTAATATGAGTAGCTGAAGTC 

AATTTAATATAGTGGAGTTAACTGCTCTGACTGGATGTTATCTATCAATC 

AACAATCATAAATTGAGCATCAACTATATATTCAGCATGAATATCCTCAT 
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CAATATCTATGTATGTATGTATGTATGTATGTATGTATGTATCTATCTAT 
CTATCTATCTATCTATCTATCTATCTATCTAATCCATCCATCCATCCACA 
CTCTGAAGATGCTATATATAGAGGCCATGGGAAATACAGAAGTCTATCTA 

tggcagggccctgccctcaaggaaatggtgggggtccaacagtattcact 
gttgtagaaggtacctgcccgggcck}gcggccggck:aggtacttgccx:aa 
ccaactaacccatctgatcagaaagttcacagctttttgttgcttaggga 

CCATTTCTCCAATITCCCAATTGTTTTTGATGTCGGTCTAAATGGATCCT 

TAATATGTCTCCTGTAAGAGTCTTTCAAAACATTCATTGCTCTCCATAGG 

GCCTTTATGTAACTAGGAATAATACCTTCCTCTGGGGAAATACAAACTCT 

TTTGGGCAAGAGCTGATGCCTTTGAAAAAGAAATGGAAGGNCAATTCCCT 

CTGGCAGGCCAAGCTGGGGCCCAGATTTGTAGCAGAACACCGG 

>Sequence 376 

CCGGGCAGGTACTTCCTCTACTTTCTGATAAGCTTTAAAAGAAAAAAACT 

AAACTAAATATTTCAAAATCAATGGACTTCAAGTAATCCAAGAGAATTTG 

GAAAACATTTCTCTAAAAACTAATCCAAACACAAGGTGTCAGTTTGGAAA 

TAACGGAAGCATATTTCGTTTTAAAAATCTAAAACATTTTAAAGACAAAA 

ATTCAAGTTAACATCCCAGTGATTAACTCTGGAACTGCCTAGCCAAAAAC 

AACTTTCGGCACTTAAAACATAAAACTGTCAGTTTCCTCTGCTTGGAGAC 

AAAACATACAAAAAGCAAACATTCACTGTTATATTTTCCTAGACATGAAA 

GATAGAACTAACITTCATAAAAGGTGATCACTCTGAGTATTTCTACCTGA 

TATGATATTCATGTCGTAGCTCCTAAAAATCAAGTACAAATTCCAAACCT 

CAGAACTATCCTTAATAGATGGCTACTATTCTAGTTTGCGTTACTCCCTC 

GACTTGATGGAAGTACCTTC 

>Sequence 377 

CCGGGCAGGTACTGAGTAAGAAGCCCATTTGGTTTGTGTCTGGGAGGATG 

GGCAGTGAGG ATGAG TGAGGATGAGTTTAATTTAGCTTGGTGAGAGGGGG 

ACAAATCCACCTTTTCACGAGAGCTGTTTCTCATCGCTTTTTCTCCCCCT 

TCATCCACAACCCCCGCAGCCAAGGCAGTGTCAGTAAATTTTGGGATGGA 

AAAGCCTTAGGTAGGATTCTTATGTTTTCGAAATGTGACTGATTGGAATT 

GGGGGAAAGCTGTATTAAAATTGGATATGTGGTAAAAGCTGGATATGTGG 

TTATTACCCATATCCAGTAGTGAGTCATGTTCCTGTGCTACCATGATCTG 

CCCGCAGTAACCTAGCAAGACATCAAATCACAGTGTGCAGTAGATGGTAC 

CT 

>Scquencc 378 

AGGTACTCGGGAGGCTGAAGGAGGAGAATTGCTTGAACCCAGGAGGCAGA 

GGTTGCAGTGAGCAGAGATCATCGCACCACTGCACTCCAGTCTGGGCAAT 

AAGAGTGAAACTGTCTCAAAAAAAAAAAAAGGAAAAATTAATTACACCTG 

AGGGAAATTCCCATGCAACATTTAATGAATGCCTTCAGTGCTGTTATAAT 

GCATTAATTTCTATGAGAAATGTTCTCTCTTTTTTGTGCCTTTTA 

ATTGCATTTTGGTGATAGAAGATAAAAACTTCKjCTAATTAGGCCAGGCAT 

GGTGGGTCATGCATGTAATGATATGGGAGGCTGGCATATCACTTGAAGCC 

AGGAGTTCGAGACTAGCCTGTCCAACACAGTGAAACCCCGTCTCTACTAA 

AAATACAAAAATTAGCTGGATGTGGTGGTGGATGCCTGTAATCCCAGCTA 

CCTGGGAAGCTGAGGCAGAAGAATCGCTTGAATCCAGGAGGTGGAGGTTG 

AAGTGAGCCGAAATCACGTCACTGTACCTGCCCG 

>Sequence 379 

AGGTACAGAACTTAAACACCACTATTTGTTGAGATGAAAAAAAGCATATA 

TAGGAAGCCTTCAAAATGAAATGGTCAAGGGTGAGTTTACACAGATAGAT 

AGATTTAGGTCTCTTCCTTTTGCTTTGTGAAAGCATCTAGTGTTTAGGTG 

TCAGAGAGGGAGATATCCTTACAAAGCAGAGATTATCATTACAGGTTTAC 

ATTT CTTACAAAGAGTTTCAAAATAAACAGGTAAATGCCAAAAACATATA 

TTTTGGAGACGGATTAATTCACTAGTTGGTCTATTCAACTTAACTTGTTT 

CCTAATGAGATTAAATTCATGCACAAATAACCAAACCAAAAATTAAACCA 

AAAGAATACTCACCAGAAAGGATGTCCTTTACAAGAGCAGATCCCCCAAA 

ATGTAAGAGTTCACTGAAAAGGTGGGAGCTCAAACCAAGAGAGGACTTAT 

CTCGCAGCATAAAGACAACTTGTACCT 
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>Sequence 380 

AGGTACAGCTTGGGCCTCCAGCTTTGGGCACTAGAATTGGACCCCTGCAC 

CCCCATCATGGGACTGGAGCAGGAGATTTGCCTGAGAGGTGTGGTTTTGG 

ACCCAATAGCAAATTTGCAGGCTGAAGCAGATATATGGTCTGTCTGATTC 

CTGTGGTTGGGATGAGGAAATGAGTCCTGATGGTTCTGGAGAGAGAGAGA 

GGCAGGTCCCATACTGTTTGCCTGGTTTTAACAATGGGTTTGCCCTTGCC 

TTCCTGTGCTGGGACATTGATGCAATGTCAGTTGCTCTCATCTTTGCCTA 

GGCATTTCTACAGGGTTTGGCAACTGTCCXrTAGATCCCrGTCAGAGCCAG 

TGCTTCTGCCTGCTACTGGGGGACCAAATGGCTGTCTTGCCCAGTCCAGC 

TCTACCCAGCTTCACCTCTCCCCACCAGTCCCCTCCCCTCCCCCAAGGCT 

GAGTGTAAGACCCANACCACTGAGCTTTCCCTGGCCCAACCCATTGCGTG 

GGACACTTAAGTACCTGCCCG 

>Sequence381 

CCGGGCA GGTAC C7rGGCCTATTCCTGG<nTTGAAAAAATGGTTTTCGGAC 

ACTAAA Tll I L 1ATTATAATTCAAACACATTATAGTTGCTTCTGGGAGAC 

TTTTGCCTTTTGCCCTGCTTACAAACTAGCATCATATTCTAAAATCTCAG 

GAACTAAAATTACTCATTGTAATTTCTCTAAAATTCAAAGCCTATTGGAA 

T CCCT GCTCTTGTTATGTAAAATATAAATATTCGAGACATTTCACACCAC 

ATTTTCATTATTCAGCATTCCCATCAAGTGCTGGAAGGCCAGTTCGCTAT 

TTTATAATGAACGTGCTGGGTTTGTTCTGAAAGGGCAGCCTTGTACCT 

>Scqucnce382 

CCGGGCAGGTACTGTGCTCAGAAATGTGACCAGCAATGTAAACCGACAGA 

ACCAATGGCTTTTTTGAAAATAACAAAGTATTTCCGATCCTTTTTTAAGT 

AGAGAATTTTCTCCCAGCACATGCTATTTCCAATTGTGCGCAAAAAACCT 

TCCAGCTTACAAATGTTAATTCAGGGGTTGGCAAATAAAGGCCCAGAGGC 

CA AATCT GGCCCACCACCTGCTCAGTCTGCAAGCTAAGGATGTTTTCTTA 

C A 1 1 1" 1 1 AAATGGTTGGGG AGAAATAGAAAG AGTATTTTTGAATATGTG A 

AAATTACATGAAAAATCAGTGTTCAGTGTCAATGTTTCTTTGGTATACAG 

CCACACCCATTCATTCACGTATTGTACCT 

>Sequence383 

CAGGGAGGCTAGGAACGGAAGGTAGAGAAGTGATGAACGGAACGGATTGT 

TTGAACGAANGAGAGGTAAAGGANGGCAAAGTTTGGTAGAGGATCGTTNG 

NWfNNNNNCGGAGGGAGCAGGTAGCGNACTCATCATAGGCTGATNGGAGC 

TGAACCGCAGCGGCGGCCGCCCGGGCAGGAACCCGGGACTTACCACCATT 

TTACATGGGGGGAAACTGAATCATAGAGCATTATCACTTGTGTAAGGTCC 

CCAGGAGAGGAATGGATGGAATAAAAACCAAACCCGTCTGTATGACTCAT 

ATCCGCTGCTCTGAACATCTGGGAGGGCTCTCATTTGGGCATTACTCTTC 

CCATCCACCCTAAAGATTGGCGAGAATGATTGCAGTTTAGTGGTAGACAT 

TCTGCGAAGGGTGGGACCTTTCTGCCCATCAAAGAATCATTCTGCCCAAA 

TGCCACCAATGCCCCTCCTTGAGAAACAGCTCAAAACTCTATGTGTAAAC 

AGCATCTGGCGTAGTACCT 

>Sequence384 

AGGTACAAAACTTTCTAAACATCCTGTTTTCCCTCAAGACAGGGCACTGT 

TCTTAATAAACTGAACATTCTTTTGCACTGGCCCTGGGGCAAGGGTGTCC 

CAAAAGCTTTGACAGGGGTGCCATTTGGCATAAACAGTGTGGTAATAGGG 

TGGAGTCAGAAAGAAATTCTCTCATCCCTTTTACAACTCCAGGCAATTCT 

AGAACCAACCCTTGGGAACCCAGGGAAAGAACTCTGAAATGATACGCTGG 

CTGAAGTTTGCCGTGGCCACACCTCAGGGTTAAGCATTGAAGGAGCTAGG 

CAAAGAATGTGTGTGTTTAGCTACAGACTAAGTCACAGAATAAGAGGGTT 

TTGGTATTCTTCCATTTTTGCTTAGAATTCTATGATGGTTTTTGAATATA 

TTGGTC TTAC TTTATGGTGTTACCTGTAATCTAATAAGTTTTCTGGTAAA 

TTAAGCTTTTGCCAGGTTTCCGGTGGGTCTTACACCAATAAGGTTCATAA 

GTAATTGAACCCAATAAAGGATTGATTTAGGATGTAAAATTTAAATTCCC 

TTAAAGGCCTTAAACCCCTAAAAAGTATATTGCCCTGGAATTTTCTATGC 

GTCCTTCACCTTTGGGCGTTTGTTTTTA'I - I'["l - l''ri I i 1ATAAAAGGAGGT 

ATA AGGGGGTTTAGTTATATA CTAGAGG AG AGTGGGTGGGACCCTCGTGT 
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GCTAATTGTATATTAAAAAGAAAGAGAACGATCAAAACGGGCATAAAAAG 
AGAGTAAGTTATATTTTTTCTGGGAAAATTACAGGCGAAGAAAGTGTGCC 
CTGGGG 
>Sequence 385 

CCGGGCAGGTACTGAGATCCTCTTCCCAAACCAATCAAAGGCCCATTTAT 

TGAGAGGTAACCAGATAAAATAAAATGGTTGTAAACCAAACACTCCCTGG 

TGGTTCCTCGTAGGAAGCCATGCTTCCCCAGCTTCAAGCCTTTCTATGAA 

TTCTATCCAAAACAGGGTTGGATCAGATTCTTACTGAGATCCTACTTGAC 

TTAATCCTTGGCTTGGGGTTACTAGGGAATTAAGACATATTCAAAGGAAA 

AGAAAAGGAAAAAATAAGCAGCTGGAGTTTGTGTGCTTGGGTATGCTTCT 

ATGTATGTATACACAATAGTTTAAGCCTGGCTAAGACTTTTATGATTCAT 

GTCATTTCTTGTATACAGACTTCATCTCAGTTCTTAGTGGTTTTTCAGTA 

ACAAGGTATTTGCTTAGCACGGAAAATAAGTGTTTCTACCTGTGATTGCC 

AGACTGGTGTTCKjTCTCTCTGCAAAGCACATTTGCTCATCAAGAACTCAC 

GCCCTCTAAATAGGACAGAGCAACAAGTATTGGCATGCAGACAAAAACCT 

GCACAGAGTGCCATCTGACTCTTCACTTTCTTCACCAGGTACCT 

>Sequence 386 

AGGTACCCTGATCATATCAAGGGCCCCATTTTAAAAGGAGACATTCTGAT 

GAATCAAAAGAAAGATATACTAGGAGCAAAAAAATGTTTTGAAAGGATTT 

TG GAGA TGGATCCAAGCAATGTGCAAGGAAAACACAATCTTTGTGTTGTT 

TATTTTGAAGAAAAAGACTTATTAAAAGCTGAAAGATGCCTTCTTGAAAC 

ACTGGCATTAGCACCACATGAAGAATATATTCAGCGCCATTTGAATATAG 

TCAGGGATAAGATTTCCTCATCTAGTTTTATAGAGCCAATATTCCCAACC 

AGTAAGATTTCAAGTATGGAAGGAAAGAAAATTCCAACTGAAAGTGTAAA 

AGAAATTAGAGGTGAATCCAGACAAACACAAATAGTAAAAACAAGTGATA 

ATAAAAGTCAGTCTAAATCCAACAAACAATTAGGAAAAAATGGAGACGAA 

G AGACA CCCCACAAAACAACCAANGAAAAATACTATTATAAAAATAGTGT 

TCTTTTGCCGGGGGGGCCCCCTGGCCATTACCCCCCCTTCTTTATAGGAT 

TAT AAAC AATTTTGGAACTGGGCATGTGGGAAAAAATTTGGTTTTTTGCC 

TGGTTTTACCCCCCCAAAAAAATTGAAAATTTTTTGGGAAAAAAATCTCT 

TATGGGAA CC AGT GTAT 'f 1 1 J I I 1 GGG AAAACCCCCCAAA A AACCCCGCC 

CCCCTTCGGTTTTTTGAAAAAAAAATTTTTTTGGTTTTTGGAAGAAACC^ 

CCCCCAACAAACTTCAAAAAAATCCTGGCCTTTTGCKjCAAAATTAAATT 

>Scquence 387 

CCGGGCAGGTACTTTGAAACATTCCTGGCAGGCAATGTGTCCAAGAGGGA 

GAATCTGAGACCCACTTTCCTGAGGTCATCCAATCCCCTCCCATCTTATC 

AGGGGTATGGTATGGCAGCTGTGGCAGAGGGATGGAAGAGAGGAGACACC 

AGAGGGAAAAAAAAAACGCAAATCCTGTTCACCCAGGAGGTCAACATTGG 

AAGGAATACAGAGGAGAAAGCACCAGGAGGGTGTACCAGGCATACCCCAA 

GATGAACAGGGGTTTGGGCGAATTTGGATGTGCAAACAACTCAACCCCAC 

CATGACATGAAGGAGGCCACCGTGTGAGCACAGGGCCTGGAACAATGGGT 

GTAATGAGTTACTGCCACGTCAAAGAAATTGGTTGCTCCTGTTGATATGG 

TTTGACTGTGTCCCXACCCAAATCTCATCTTGAATTGTGCCT 

>Sequence 388 

CCGGGGAGGTACACTTGTGAATGTTATGGAGCTGTTGATAATGACGGAGA 

AGTGGCCCCACTACAATTACATCAGGGCCATGGCTTTTGGAATATCGGAA 

GTCACAGAACTGACAATTATAGCTCGTTACCATATTATCCTCGGCTCCCT 

TGCTGGAGAAGTCCTTCTTTTTAGCCCCACTCGAGCTCTTGTCTGTCTTG 

GTCATTGTCTCTCCTTCTGAACTTTTGGCTAGATCATTCTGATTAATGAC 

AGAGCCCCTGGAAAGCTTATCATTTAACTCTGGATTAAGGCCGCCTGACT 

GCACTGCTCCGTGCTGCTTGCCATAATGTTCTAGCAGTTTAAGTGAGCTA 

GATGACTCACAGCTGAAACTACAAAATTTACACCAGTAGTAACTGGTGGC 

CTCTGTACCT 

>Sequence 389 

AGGTACAAAATACTTTCATCAAGAACCAAACGTTTTATTTCCTATTTAGC 
TGAAGAATTAATACTTTTACAGAAGCAATGAGTGAGCACAAAAAGCTTAT 
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TTTCCCATTCTCCATGTTCTCTCCTGAAACAATGATCCAAGTGTATTTAO 

AACAAAGAATCCTACCTTCAAATGAGTGTAGACCCTCTACAGGGGTATCT 

ACCACGTTCCTTCATGTCCCCAAAATAGCTCATAGACCTTGCTAGAAGAG 

AGTGATGTGATTTTCCTTACCTACCACCAAAATGAAAGAGAGAGAGACAG 

AGAGAGAAAAAAAAAAAAACCCTCCGAACCAAAAAACCCCCCTAAATCCC 

CCTTTGGTGGCGGGCCCCCACCCCCTCTTAACTAAAACGTGACCTAAGGG 

GTCCCCAAACTGACCTGTAGTATAAACCACAGTTCAGTTCTTTGGTGGGC 

AAAATCAAAAGGGGAGTTTTTTTTTAAAAATATCATTTCAATAACATAAA 

TAACTGTTCATTACGGTCCCAAACATAACCATGGGGGAAAGTAGCTTTCC 

AACAAGCTTCCTCCCCAAAAATCACTGCCAAACCCTGGGGCGGGAAAAAG 

GGAAACTNGGAAAGTGAAAAACCTGAAAT^^ 

1 1 III 1ATA AAAG GGGGGCCGGGGACCTCCCGCCTGTATTCAAGCCTAGG 
GGGGGGGATTTTAAGAGGCGGGATAAAAAACCTTTTTGGCAAACACGGGG 
AAACCCTTTTTTTTTAAATCCCAAAAATTCGC 
>Sequence 390 

AGGTACCAAAAGAATTCTGTGTTTTAAAACACCATCCAAAAGCACAGCCC 

AGTGGTGGGCCACCTCCCCACCCTGAAGTTCTGCGTTACATATAACCTTT 

CAGGCACAAACAAGAAGGGTGTGGGATAGGGGGAGGAGGCTAGAGATTTG 

TCTGCAAGGGCTTTACCATCCACTAAAAGCTGTGTGCAGGACAGAAGCAT 

CTTTCTCTCCTCACnTrTTGCACGTGTTGAGTATCATTTTGCTGTGTGCC 

CAGTGGATGTAGCGAGGATGCAGAATCTCCAAGCAGCTTAGAGTCAGAAG 

GCTGCTTGTCTTCCTTTCTGATTCTTCATGTAGTTCTTCCTGTGTTTCTT 

AGCATTCTCAGTCATCTTGGATTTTACTCTGCTGTTTATTCCCATATATG 

CAGATCAGATTACCAGAAGTCTTGGAGACTCTTTTCAGAATATGAAAGAC 

TTTGGTAGCAAAGAAGTGAATCTCTAAGGCGAGTTGAGTTTGAGCATAGT 

CACCTTTAAAATGAGATGGCCTTTGCGGACACATGAAAGGGGTACTTAAG 

CTTACCAAAATCCAGAACTTATTGGGTGGAAAGGTAACCATTATTTGAAA 

GTAGACCTTrCTTTTATACAAATA'rril-ri-ri w rCAGAACTATTATTATCT 

TTAAATTGGAAGGGGATAGCTTAACACTAAGTTTGGCAGTTTATTTTGGA 

AATATGTTG ACCACTAAG 1 " 1 ' 1" 1" I" I 'ITCCATATTAAA ATGTATA ATACTCT 

TTCTGTTCTTATAATTAAAGGGTTCCTTGCCGGGCGGCCTTTATAAATTA 
ATTACT 

>Sequence 39 ! 

CCGGGCAGGTACGCGGGTAGGGATGCAGAACTGGCCACAGTCAGGGCTGG 

CCAACAAGGGATGGGATGGCAAGGGAACCAGTGGGAGACTGTTTACACCT 

TTGACTTCCTCTTCACAGGTCAAGGCAGACTGTAGCATTAGGTCTCAGAG 

ATGCAATGAACAGGACAAATACACTTCCCCTTCATCTGGACCTGAGGCTC 

TGGGCAAGTCAGTACCT 

>Sequence 392 

>Sequence 393 

>Scqucnce 394 

AGGTACCTCACAATTTAAAAAAACGGGGAAAAATAGACATCTGACAAAAA 

TAAAAATAAAAGACCAAGAACACATGAGCTGGAATGATTAATATGTTAAA 

CCATGTGCCAAACTCAATGGTGAATGTGAATGTGTATTTTAATCCCCTGA 

GCTAGCCAGAATAAGAAAACTTTTCTAAACACATGGACAACTTCTATTTT 

AAAAGATT CAGGGGAAGTCTAAAAAAGATATGAAAGTTTAAAAGATATAA 

l I i 1 1 1 1 l 1 AAAAAAATCAATAGAATCATCATAGTTGATCAGAGTAGGCA 

TCTGACCCTTAGAGAAAAAAAACAAAACAAAAATGTCAACTCTAGAGTTG 

GAGTAAGCCCTGACAGTCCCCTTCCTGTATTTAGGTAGATAAACCACTAT 

CCCCACGCCATGAATGAAGCAGAAGCGCTCAGAGTGGACTGCACCATCCA 

AGACTGGGAGACACTGGGTAGAACAGCGAGAAATCATGACGACTTCTTTC 

CCAGGTGGGGGAAAGCCAGAGAAACGCAAGCTACCCATGCACTGCCTGCT 

CCACGCATCCCAAGAACCCTGCGGATGGGCTGTTTCAGCACGTGCTGCTA 

ATTACCATGCAAACTGCTGTGCCCTGATTGTTCCCTGACACAAAGTACCT 

TGCCG 

>Sequence 395 
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CCGGGCAGGTACATAAATCAGGGGTCTTGAGACCATCTTTCTTCCCCTGG 

ACTGAAGGAACTCAAAGCTATTTTCTCCTGGGATTCACAGGAACAAGCTC 

TGAACAGTTGGGTGCCATTGTGGTCTGTAGACTTTTACAGAAAAAGCTCT 

ACCAGACTGTTGCCTTGAAACTGTTAATCTGTTTGTCATTAGTCATTCCA 

CCTGGCTGGTGGTTTTAAAACACTAAATAGTCGTTGGAAAGTTAGGTAGA 

TTTCATTAAAGCAAGACTTGAAAAATAGTTGCTTCAGGATCCCCAGGAGG 

cttttgcacttggggttggggtgaggaatggatattcataagttcagtgt 

tgatattctgctck:ttttggggaggggtagggagagagagggagcattaa 

gctctccagactcctggtgtttgggcaggtctaggtctggtttgggcagt 

tggttgtaatctgagtgcctggacttgcccggtaagttttgctgaaagag 

aagcaaatgttcctgagactggaagaggaaaagctgcgtttcaagagcca 

ATTCATAAGTGCATTTGCTGNTTCTCATCGCTATGGGTTAAAAAACTACA 

TAGGGTGCTTTGCACGTGGTCCTGGAAATGCTTTTCTTATCTCTGTTTCA 

ACACACCTGAAATTCCATTCTTTCTTTTCTGGCnTAGTAGTTTAAAAATG 

GGAATTTGGTATATTAAAAGGAAGGAGCTTCCCTTTATAAAGGAGGGAAA 

AGGGTTATAGGGACCAGGTTTTGATAATTCTGGGCCTGAC 

>Sequcnce 396 

AGGTACGCGGGACTAATTTTTTTTTTCTTCTACTTAGAATAAAATTCATG 

TAGTGCAGTATCCAGAGCACATTAACTGAAGTATTTGGAGACTAGATTTA 

ATCTCA GATC TCACCCTTGGTAAAATCATAAGCTTCTGAGCATCAGAGTC 

TCAAACTTTTCATGAGAGGGGTAAGTGTAGTTTTCAAAGGACAGAAGGAG 

GAAGACTACAGTTTCTTGAGCTTCTCCGATGTCGTAGGTACCTGCCCG 

>Sequence 397 

CCGGGCAGGTACT 1 1 1111 1 1 1 11 1 rTTTTI GTAG AG ACGGGGTTTC ACC 

ATCTTGGCCAGACTGGTCTTGAACTCTTGACCTCGTGATCXACCCTCCTC 

GGCCTCCCAAAGTGCTGGNGATTACAGGCGTGAGCCACATAACAGCAGTT 

CTCACCAAGCATCTGACAGCCGAAAAACTGAAAGCATTAGAGAATGCTAC 

AGGACAGGCTTTGGCTTAGTAGTGAGTTCTGAGTTCAAGCTGAGGCTCTG 

CACTTATTAGCTAGAACTTTGCTTAATCTCTCACAGGTCTCCTCTAAATG 

ATTAAATGGCGTAACGGAGGTAAGCGGATTAGCACAATTCCCGGCAAACA 

GTAAGCACTCAATTGTTACTACTGAATTGCCAGTTCACAGGCACAACCAA 

CCGATCTCTCTCATCTCCTGGTTCCTCTGTTGCCAACTTCCTCGTTGAGG 

TCCAACAGGATACCTGTGGGGTAATGTGTCCCAGATGATATCCCAGTCCT 

GACACCAAGACAAAGGCACCAACCAAAAATGGCGACCTCAAAGCCATCCG 

AGGGCGTCAATTACCCGTCATGCTACCGATAGATAAATAAACAGCGTCGG 

GAAGAAAAGCTAGTGAAAGATTCTTAACGCCCGGTTGGAATACGCAGAGC 

TCGCTCATGCCGGCACTCAACCACAAGCAGTTAAAAGCGCAAGCTGCAGG 

GTGTACCT 

>Sequence 398 

CCGGGCAGGTACCAGGCTAGCCTTCCTGATGACTGCAGCAGCAAGGCTGC 

CCATGGGCCACCCCAGACAGCCTGCTTAGAATCTCTAGAAGAGCTGCTTG 

ATGTAAGACATTAAGACATTCTTAACGAAGCCAGTCTTCAAGGACTAGAA 

TAAATCCTTAATTCTTCCAATACATAGACATTAACGTAAAGCAACAAGAA 

ACAAGGAAAGTCAAATAGACATAGCACTCCCCAAAGCATATAATAATCTC 

TAAGTTGATCCAAAGATACAAACTGCCTGACAAATAATTCAAAATAACTC 

ATTAAAAAATGCTCACTAAACTTCCATAGGATACAGGGAAACAATTCAAT 

GGAATCAGGAAAACAATAAATTACCAAAAAGAGATATTTACCAAATTACC 

AAAA TTAC CAAATTACAAAATTACCAAAAGAGATATTTAACAGACAGATT 

GAAATTTTAAAACAAACAAACAACAACAACAACAACAAAAATCAAACAGA 

ATTTCTGGGGCAGAAAATTAGAGTGAACGAAATAAAAACCACCAGAGAAA 

ATATCAGTAACAGAATTGATCAAGTAGAAAAAAGATTTATACATGAATTT 

GAAGACAAGTTATTTGAAAATATACAGTCNGAAGAAAAAAANTAAAAANA 

A AN AA ANG GGTCCT 

>Sequence 399 

CCGGGCAGGTACTAAAAATATAGCAATGTGGGTGGGCTCCAAGGACTGTT 
CCTTCAGACCTCAAATCCACATGCTTATAGAAGACCACATAGGTCAGAGC 
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AAACTCTCTACACCTGTCTTTGTCAACTGTCACCCAGTTGAAGATCTCTG 

AAGCTGCATGCCGATTTAGGCCAACAATCAGACTATGTAGCATTTACATT 

TACATTTGTCTCTGTGTGATAACATGAAGCCAGAAGGAAGGAAAATTTGT 

GGCTGCTGGTTTCCCTGACAAGCAGTTTGAAGGTCAAAAGAAACCAACCC 

TGGAGGAACTCGAGTTATGACAGAGCAATGTTAAGTGTAGACCTAGGAGG 

GAAGCCTATAGGGCTAGGATAGGGGTGCTAACAGATAAAGTGGCAAAGCA 

AGAGAAGAAGGGAAAGACAGCAGATGAGGAAAGGTGCCCTATCCATAGCA 

GGATGCAATGCAAAGACAAATC 

>Sequcnce 400 

AGGTACGCGGGGGAGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTG 

GACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCC 

CTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTC 

TCAGAAGAAGGAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCT 

GG AATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAAGAGGTGAATCC 

ATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACC 

ACAGACTCAAGACGGACATTAATTGGATTTTTTTTTGCCCTGGCCTGGAA 

AGAAAGGTACCTGCCCG 

>Sequence401 

CCGGGCAGGTACTGTTGATGAGCACTCCCTACCCACACTCCTTTGCTGCT 

CTCCCTCTCTCCTCCACTCTCCTGGCACTGACATGGGCTAGTCTGCTCTC 

TCTCATTGGCACAGCAAAATCTATTTGATTCGTGCCACCACCTCTTTTAC 

CTCATTCTTTCAGTGGCAGGCAGATACCT 

>Sequcncc 402 

CCGGGCAGGTACAGGCAACTGAGAATCAGAATCCACCCATGGTAACAGCA 

AAAGCAGCAACATCTAAACGTCGCTGCTAACGTTTACCTCTGATGAAGTT 

GTCAAAGTCATCCTGCCAGAAACCCCAAAAGTTTGAATTACTAATGTGGC 

GTAACTCACACATGAAGCAAAATGGGAGAAAATATCAGTTATTTGAGCAT 

GGAAACTGCTGTATTTGTATATACTCAGCTCAACCAATGCTTTCTGATAA 

TCAGAGGAGGTGAGAAGTAACTTAGAGAAGCACAGTTCAAGCCAACACAC 

TGAACCTTTATCACACCTGCCAGAAAGCATTAGGTAGATACATGTAAGGG 

TGACTGTGGAGCTCATGGACAGGAACTCCTCAATCTGCGGAAACCCATCA 

AGACGAGAGAAAGACCACAGACGTATTGAGGGTTGGGAAAATCCAAGAGG 

AAGCAACGGACAGAAGAAAAGAAGAAATGGAAATAAAGTTTCTGATTTCC 

TTGTGCTGTTCAAGTTCATAAAATGGACTGGTTCTCATCGGCTTTTATTT 

TTAAAGGGTTCTCTTAATCTGCTATAACCCTTCAATGTTGAAGCTTAGAT 

AAAGCTGGGCCCTTTGGGCTCACATAAATAACGCAAACCACCAGGAGGGA 

CCACCCCATGTCAACAGTTTCCAATGTCTACTTTAGAACTTTGGGAAAAG 

GGGAGACCGTGCACCTATGAGGGGCCTGGCATNTTATCTTTCCTTCCCAT 

TCCCAAAAGAAACAGGG 

>Sequence 403 

CCGGGCAGGTACGCGGGATATATTCAAGGTATACGATGTGATGCTAGGTG 

GGGATGTAGGGTTTGGGAGAGAGGAGACAGCATTGCTTAGATCAGTCAGG 

TTCAGAGACCTCTTTACATAATCTTTACTTCCATCACAGGTGCAGATAGG 

TGGCTTCAGTTCATATCTCTTCAGGAATACACACACAAACTGGTGGAGAA 

GAGCAAAGGCATGCTGAGCTGGAGCCCAGAGCAAGGCCAGACTCACTGTC 

CAGCTCTTTTCTCCTTTACTCAGAGAGGTCTAAGAGAGGTGTGGCTCTTT 

CATGATTGGGCAGAATGATAAATGTTCAGATGCCATGGACTTTCAGTATG 

GTTCACAAAGAGTGGAAACCACAAATGATAATCTGTGAATTCCAAGCTAC 

TGTATTATATGGATATATGAATATAGTTTATGAATATATATTAAACAAAA 

ATAGGATCATACAATGATGATGTTTTACAGCTGGCTCTTTCTCAATTAAC 

AGTATCTTTCCATGTCAGCACATACAGACCTAACTTTTTTTTAAGTATTC 

CATTATATAGATATACCACAACCTCTAAACTATGGCAGTGACCTGTGAAC 

AACCTGGATTTGAACTGCATGGGGTCACTTACACATTGATTTTTAAAAAT 

AAATATATTGGAAAATTTTTGAGATTGGCACAATTGAAAAATTCTCAATG 

AACTATGGACCTTGNAAAAAAAAAAAAAANNAANNNNGGGCCCTGGGCGG 

TTTAAACTAAGGATCCCCGGGCG 
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>Sequcncc 404 

CCGGGCAGGTACACGGGGGGCTGTTGCCATGGATACGCTTTGTGTAGCGG 

CTATGGGCGCTGTCTTACAACAAAGCCAAGGAATCTCGCTGCTGAGGGCA 

GTTCTGTGCTTTATTATGAAGAATAATGGACGATGATGATGCAAAGCTCA 

AAGCAGAAATAGAAGCTGAATTGGATAAACTCAGCATTTCCTCCTTGGAA 

AAAGAAGACAATGAGAGTGATGCAAAATCAGAAACCCAGAGTGATGATAG 

TGATACAGATTCAGTTGAATTACCAGAATCAGTTCTTCACTGTATTAACA 

TCATAAAGAACGGGAGTAAAGCTGTTGAAGAGCTCATTCTTCAGGACCTG 

GAAGATACTGATATTTTAAGCTATAGTTATGGAGCAGTTTCTAATAATCA 

TATG(^TTTAAGAACAGGACTATCAACTGAATATGAAGAAAGTTCAGAGN 

CATTAATTAAGATATTATCCGCNAAAAAACGGNNNNAAGGTTCCTTGGCC 

CGTT 

>Sequence 405 

AGGTACAAGGTCTGAGGAGAAGGTTGAGGTCTCCCCAAGACTTCTCTAGA 

ACACTTGGTGAGAGGCGCCATGAGGACAGGTGATGCTTGGGCTTATAGCT 

CTGACTCAGGACATCACTGCTCAACAGCCTGAAGCCCACATCCAAAGCTC 

ATGTCATGCTGGCAATTGAAGGGGTAGCAGAGCCCAAAAGTCCAGAGGGG 

CTCATCACAGGGAGCAGATGTCTGTGAGCAGGAGAGACAGCGGCTGTAGG 

GATCGATGAGACTTGGTAAGCATGATGTGCTCTTGTCAGCATAGCATCTT 

TGAGCTCACACAATAATTGATGTATAATTGTCCATTTCAGTAAGGAGTTT 

CCACATCCACTATCTTACACGATTCTCACAAGGGCCTTGAGTAAATATTA 

CCTGCATGTTATGGGTGAGAAAGGGGTAGTTTAGAGAGCTGAAGGGATTT 

GGTGAACGCCACATAATGAGTTAGCCTGAAATCAATGACCAGACCCCCAG 

GCTTCTAAATGTTAGCTTGGGCTTCTTGTTTCATGGGACTATTAACATCC 

CTTTGACCTGCCCGGGC 

>Sequence 406 

AGGTACAGATCAATAAGCAATCTGCACTACTTCGCAGAGCATTGCGTATT 

TATGAGCATGGTGAGGAGGTTATATAGGATTTGGGAAGGAGGGACTCCAA 

ACCAC AAAGGTAAATGGTTGGGCCTGCACTGCACATTAAGCTTGCTGTGG 

TTTTTCTGCTGATGGGACCCATGAATGTAGTTTTCCTCCTTTGGTGGTTT 

TAATGCTGAATGTGTAAAACCCTAGGCAGATTGTGTAACATCCCCCAGGC 

CCAGCTGCTGGTCCTGCCCATTAAAGGGGAACTTCAAGGCCCGATTCCTT 

GGCTGGCAGCTGCACTGTGGAGGGCATCCCAGGAGAAGTTGTTGGGAAAG 

GGTGGTGTTGCTTTGTAAGTCGGTTCAGTTTTTGTAAAGCAAGTCAGGAA 

GCCCCAGTGACCTTTTTTGAGCTTATACTGGAGCAATTCCAGTTCCTTTT 

TTTCTTCCAACTTACCTGTGAAAAGGCAGGGCTGGAATCCTATGTTGGCC 

AAGCCATTTCTCCAGGGCTTTGAAGGTGACAGACCCCTGGAGCCTTCCTG 

TGAGCCCACAACTGGGCCTGGCAGGCCTTTCTGCCCTTTCCAGTAAAGGA 

ATGC A AGT A ACCTG AGT ACCTGCCC 

>Sequence 407 

TTTATGATTTTGTAGGTGTACGGCGAATTGGAGTTCCACCACNGTGGCCG 

CCGCCCGGGCAGGTACATGTTATCTGCCCTTGGCTGTATTTAAAAGCTCA 

ATTTATCAAACAAGGAGAGAGATAAAAAGGAGTAAAATATTTTGTTTGGA 

TAAAGCTCTGTCACTGAATGTCTTTGAACCCAAAGAAGACACCAGAAAGT 

CTCCAAACCTCTAATTCATCTGTAAACTGGGAACTCATACTAAGTCATGC 

TGACTGTAGGAATAAAAAGATGAAGAGGAAGGGGGGGCTCACTAGCAATA 

TCAGGCACTACCCAGAATTAGTGCCAGTTGATCCCTGGTCAGGGTGCATA 

GGCTTGGAGAAGAGTAAATTTGCAGGGCATAATGGACCATGCTCTGAGAT 

GCAATTTTCTTAAACTTAATTGGCTCTGGATGAGTGCATTCCAATGTGAC 

GGAGGAGGTATTTGCTTCCTGGGAAGGTTTTCTTTCACAACAGGCAAGAA 

AAATTGCTCTTTAAAATATACCTCTTCGGGGTTGAAAAAGACAAAATCCT 

CCATGGCTTAAAATTCTAAATGGCTAGCCATCATCAAAAGTACCT 

>Sequence 40S 

NAATTGCATGTTGCTACTATACGGCGAATTGGAGTGGCACAGCGGTGGCG 

GCCGCCGGGCAGGTACAAATCTGTTTGCATATTTGACACATTTGTTGGCT 

TTTATCTTGGGGACCAGCAGACCACCCCGCAGATACAATGCACGGAATCT 
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AGCAAACAATAAAGAGCAGTGTGCTCGCGTGGCAGATCGTTCGCTTCCTT 

CCTTTTTCGCCTTCATTTTTGGGAAGTCCTTGCCTCGTTAGTTCCATAGG 

CCATGAGACATAGCAATATAAAATGCCAGAGGATGTTCAAATGGGCGTGT 

GGAGGAAGAGGGAAAGCACGAATTCTGGGCCAAAGAGCAGATGGCCAGCC 

AGTGACCTATGAAGGGAAGCTCATGCTTTTAAACAATGGCAATGTTTCTT 

TTATGTGCAGTTNTCATTAAGGAGCACCGAGACTCCAAGTTGGAGGATTC 

TGAAAGTG GTCA TAGAGGCCCTGCCCTCGAGATTTAATATCCAAAGAGGA 

AACAGTGGTTTTAATATAATGAATATATGCAGAAAACAGCCGGAGACAAT 

AAAAACACTTTGGCACCTTCTGTGGCGCTGCTAAAATGTGTGCTGTAGCT 

TAAAGCCCCATACGGGTTAATGTAAGGGGTAATTTGCGAGTGTGTGTGTT 

TGAGAGCCTAAGCCCGCGTTCCCCATACACATATCTATACTATATTAGTT 

GGGT TAACAATCTGTCCCCTTTTAGAACGGATACCCCGCGTGTCCCCTTT 

TTTTATGAAACATCCCTATGCTTGTGGGGGCGGCGTTTGTGAATGAACTC 

ATTTCCGCCTAATAAAAAGATATCCCGAGTAGCGTATAAGTTGGAGGTTG 

ACGGCAAACTAGCCG 

>Sequence 409 

ACGTACACTGTGACGACGTCCAGGATAGTTTTGAAATGAGAAATGAGAGC 

AGCATTTCCTTGGTGTCGTGAAAATATATTATACATTTATTAAATATTGA 

AGAAGTGTGGGCTGGGCGTGGTGGCTCACGCCTGTAATCCCAGCACTTTG 

GGAAGCTGAGGCTGGTGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCT 

GGCCAACATAGTGA'AACCCCATCTCTACTAAAAATACAAAATTAGCCGGG 

TGTGGTGGTGCATGCCTGTAATCCCAGCTACTCGGGAGdCTGAGGCAGGA 

GAACCGCTTGAACCCATGATGCAGAGGTTGCAGTGAGCCAAGATCGCGCC 

ATTGCACTCCATGCTGGGCAAAAAGAGCAAAACTCTGTCTCAATGAANCA 

NAATCTCAAAACTAAAAATGTTCCTGCCCG 

> Sequence 410 

CCGGGCAGGTACAAGCTCAGGATTCTCCGAATGAAGTTAAGGTCCCTTGC 

CCATCCGGAGAGGCCTCAGCTGTGTCGGTATGATCTTGTCCTGATGGAAA 

ACGTTGAAACAGTCTTCCAACCTATTCTTTGCCCAGAGTTGCAGTTGTAA 

CTGTTGCCAGGACACATGGCCATAAATAATAGAAAGAAAGCTACAACCAC 

AGGCTGTTTGAAAGCTTCACCTCACCTTTC 

>Sequence411 

AGGTACAGAACTTAAACACCACTATTTGTTGAGATGAAAAAAAGCATATA 

TAGGAAGCCTTCAGAATGAAATGGTCAAGGGTGAGTTTACACAGATAGAT 

AGATTTAGGTCTCTTCCITTTGCTTTGTGAAAGCATCTAGTGTTTTAGGT 

GTCAGAGAGGGAGATATCCTTACAAAGCAGAGATTATCATTACAGGTTTA 

C ATTT CTTACAAAGAGTTTCAAAATAAACAGGTAAATGCCAAAAACGTAT 

ATTTTGGAGACGGATTAATTCACTAGTTGGTCTATTCAACTTAACTTGTT 

TCCTAATGAGATTAAATTCATGCACAAATAACCAAACCAAAAATTAAACC 

AAAAGAATACTCACCAGAAAGGATGTCCTTTACAAGAGCAGATCCCCCAA 

AATGTAAGAGTTCACTGAAAAGGTGGGAGCTCAAACCAAGAGAGGACTTA 

TCTCGCAGCATAAAGACAACTTGTACCT 

>Sequence412 

CCGGGCATGTTCCAGTTGAGAAGCTGAATGTTGGTGTTGTGGTTGTGATA 

AACTCCCAACATGAAAACTGAGGACCACCAGCGTTTTCAGCTCACCTTTG 

ACTCACGCTGGCAGCTCCAGGAACACTGAACAGGAGTCCCCACTGAACCT 

TTGCTGCGTTCCGAAGCAGCACAGCCATGGTTAGGCACTGCCAGGCAGCT 

CTTGGAAACCACAGGGAGGGAAGTTTTGGTTCCTTCTTTCTGTCTTTGTT 

TTTGAGAGGAATGAGCTTGGAATAAAAGAACGCTAGTAATGACTGATTTG 

CAGGTTAGGTGTAAACATTAAATCCTCATAACAGGCTAATGAGAGGTGGG 

AGAAATTATCCCCATTTTACAGATGAAGGAACAGAGGCTCCTAGAGACTA 

AAGAACTTGCTACTCAATGAGGTCAGGATTCACACCTAGGTTGACCTGAG 

GATAGCTGCTGCAATGCTTACCCTTCCTACCTTCCCAAGAAACAATACGC 

AGAGAATTTCTTTTCTAAATATTGCGTGCCTAGAAGGTGCTTTGTGTTAT 

CGAAACAGATATATATGTGTATATCTGGGCTCTTTAAAATTCTCTTTAAT 

AAAAACAAAAAGTGATGCTAGTGTAAAATAAAAGATATATATAGAAAGAT 
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GGGTGTCCTCGATAAATCTTTTTTAGGAAGGATATATGCATATATGCACG 
ATAGTTTTGGGTTTTTATAAAAAGGAGACATGCTTTTAGTATAGTGAATA 
CCCTTATATAGCTTTCGGG ACC ATTTTAC V 1" 111 CTCGGGG ATGG ATATC 
AAA 

>Sequence 413 

NAATTAGACTCTACTATAGTGGCTATATTGCGACATCGCAGCTGCAGCGC 

GGGTGGCGGCCGCCCGGGCAGGTACTAAGTTGAAGTAAAGCTCACCCTTT 

ACTTCCCTACTTGAAAGTTCTACTCTGAGCCTTGACTCTTAGCCACAGTG 

AGGC ATGTTG AAGGTTCCTGCTGGTTTATT C 1 1 1 1 1 1 J rTTTTTTTT AGA 

CAGAGTCTCACTCTGTTGCCCAGGCTGGAGTGCAGTGGCACGATCTCGGT 

TCACTGCAAGCTCCGCCTCCCGGGTTCATGCCATTCTCCTGCCTCAGCCT 

CCCAAGTGGCTGGGACTGCAGGCACCCGCCACCACGCCTGGCTAATTTTT 

TGTATTTTTAGTAGAGACAGGATTTCACCATGTTAGCCACGATGGTCTCG 

ATCTCCTGACCTCGTGATCCGCCAGCCGTGGCCTCCCAAAGTGCTGGGAC 

TACACGTGTGAGCCACCACTCCCAGCCAATCCCGCGTTACCT 

>Sequence 414 

ACGTACAGACTAGGCTTCATCTAGTTCAGGACTCCTACCATACCCACACC 

TTTrTACCTACTTTCTAGTCACAAAATAACTTTTCATCATTCTGAGCACA 

CCACGTCCTTCCATGACTCCTTGCCTCTGATGTCATTCTGAGGCAGGGCT 

GAAATGAGAGACACCAGAGTGAGACCTTGCTTTAATTTATTTTGATGCCA 

AAGCTACCAAATTCTATTCTAAGAGAAGATCAGGCATGTAACAGTGTTTT 

TAAATTGCCGGCAGCAACCCATTAGTGGATCATGGCCATCATTTAAAAAC 

GCTAATCTGAAGAATATCAGCACATATCACACAGAGTGAGGTCATTACTG 

CTTTATGAAACTTCTGTTACATGAACATATATGTGATGAAAAAAACTTAT 

ATGTCACTAAAACAAAATTGGAAATACACTGACATTTATAAAATGTATTG 

AGGAAGAGAAACTTGGCTTAAGTGTGTGGAGAGGGGAAGATGGAATANGA 

CGATGAGGGAAAGGAAGGAAGTTATTAGCACCGGGGTTCTAATAAGTGTT 

ATTGAAGTGTGAGTGAACAAAGACCTCAACTGGGCCAAAGCATACAGGAA 

AAAG AGCCCGCGTACCTG ACCCGGCAG A 

>Sequence 41 5 

CGTTATATTGGACGCCGCCTNTGGCCGTCAACTCCTGGGGTCAGTAGCTG 
>Sequence416 

CCGGGCAGGTACTCACAGCTGCATCACACTGAATATCATCTCCCTGCACT 

GCCATTTCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTT 

GATAAACAGTGCATTTTTTCCCTGATAGTCGGATGGGACAGCCTCCTTGT 

TTGCATCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGG 

AATCACATTCAAACTTCTCAGCAAGGTGTTATGGTCCTTCTCAGTTTGCC 

TACGATCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGCTTT 

AGCCAGGGGGACCTCCCACTGTCCTCTCTATGTGTGCTATTTGTTCCTGA 

CTGTTAGTACCT 

>Scqucnce 417 

ACGTGCACGGATCACAAGGTCATGATATGGAGACCATCCTGGCTAACGTG 

GTGAAACCCCATCTCTACTAAATACAAAAGAGTACCCGGGTGTGACAGCA 

TGTGCCTGTACTCCCTCTACTCATGATGCTGACGCAGGACAATGGGGTGA 

ACCCGGGAAGCAAAGCTTGCAGTGAGCATAGATCGTGCCCCTGCACTCCA 

GCCTGGGCGAACAGATCGAGACTATGCCTCAAAACAAAACAAAAACACTA 

GAGGGCAATTTTGCATGCAAATTATGCTAAGGCATAATTTTTAGTATTAT 

CTGAGTATTTCTGAAAATGTAGTCATCTATGGATTTACTGAACAAATTTG 

CCATATCTGCTTATAATCATACACTACTTCATAATTTTTGACAACCATAA 

ATAATATAATTACCTTGACATGTCAATGGTATCATTGGAATTATCATGTG 

ATGCTTTGGAGACTGATTATCATACTATGGGAAGGCATTCCAAGAAAATC 

AAGACTCTTAACCGACTGGGAGCATTTTTTTTTCCTAATAAATGTGAGAA 

AATATTACTGCTTGATTTTACTGGTGAGATTTTGATTCAAACATACTGTT 

CTTATAAGAATCAAAAATCACAAAATCTGAACCGTACTGAATTTTCCAGA 

CGATCCCTAATGGCTATTGCAAAAGAATTTGAGGCTAGTGGAGATTGGAT 

ACCTCACTTTGTTTTGGAGCCACATACATTTTTTATTTAGAGGGTGAAAT 
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AGGCTAGCCCAAATTGTTGCTTTACTCCCCAGAGGAAATGGGGGAAAGGT 

AAAAACCTGCT 

>Sequence418 

AGGTACATTTCACGGAGGTGGGACCAAAAGAGGAAAGAACAAAATCCCCT 

AAGTGCCAGCATGTTGGGAATGCATCATTGCAATAAAATTGTGAAACTAA 

TACTGGCAGGCAAACAACAAAAAACAACAACTGCCACAAACTGCAATATG 

CTTATCAGGGTCTGAACCAAGAAGAAAGGCCCCCGATCTTTCACAGAGGA 

CACTGGCACCAGTCCCAGGTCCTGCAACTCTTGAATAGCTCCATGTGCCG 

TGTTCTCTTCAGGTACCTGCCCG 

>Sequence419 

AGGTACACAGGTAACCACATTTAGATGGACTGGGATGTTGCCACACATAC 

AAGCATTGATAACTGGCTTCTCATTACCTGAATACATTCTTCTGTCAGAG 

CAACAGACTCAGCTATGCTTCTGGCAAAATTGTTCTTAATTCTCTATTGA 

TTAATTTATTTCGTAAGTATTTATTGGGTATTTTCTGTCTGAAAAGTGCG 

ATTCCAGGTGCTTTATGTGTCTCTGTGTGTGGGTGTTATATAAATACTTA 

TAATACTGTATCCATACTCTTGAAAAGCTTAATTGGGAAGGCAAGGCATG 

CAATAAGGAACACAGAATTTTAGTCATTCCACAACCATCTGTTGAATGGC 

TGCTATTGTTAGTATCGGGGTGGAAACTGAGAAGCAAAGATGACTATAAT 

AGGATCTCTTTTTTGGAGATGCACAATGG 

>Sequence 420 

AGGTACATCACTGTGTCCCTAAGATAACCCACCCCAGTGAAAAACTCCAG 

CCCAGTGAACTGGAGGGTGTTCTTTTTGGCCACGGTAAACTGAGGGATTA 

TGATGAAGCTGAAGTTCAGGATGAATGAGAAAATGTTGAACTTCAAAAGC 

CATTTCAGAAAGTTGAAATTGGAGAGGACGCTGGTTCCAAACTTGCCTCC 

AATGATCTTCACK:GTCTTCTGCCACACK3CTGATGGAATTCAGAATTTCCG 

ACAGGCTGTTCTTGGATCTCCGATAAGCCCGGGAAATGGAGTTCAGACAC 

TGAATACAGCAATTGAGCTTAAGGATACGATGGGTCTGTTTGCTTTTTTC 

TTTGGCAACTATTTACCTAAGGTTCCTTTTCTCTTCCATGGCCCTTGGCT 

GGTTCCTGATGGCTTTAATTCTGG 

>Sequence 42 1 

CCGGGCAGGTACCCAAGCTTCACAGCCCTGTCTCTGCCATGGAGAGCAGG 

CCCACGCACTGCTGCCTGCTGGAGCAACCGTGCTGGTCACAGGGCCAGAG 

GCAGAGAGCCCTAACAAGCAGTCAGGGCGCTAATGAGGAAGGGGGGGGAC 

AACCTGTCCTCTACAGAAAATAATGAGATTAATATGTTCAACAACTCCCA 

TCCAGAATCCAGCAGGAAGTTAAACCAAACGACACATGATTCTCTGACGA 

AG A AATAAG AATACGGTTG ACTGG IT III" 1 ATATTTATTTACCTG AAAGC 

TTCTAATGTTTCTAACTAGTGACATATTTCAGGCCAGGAATTCTGTTTGC 

CTAGATCATGATGTCTAAACACTGCACACTTGACCAACTTTGGATCCAAA 

TAACTAGCTTTGGATGCTCTTGG 

>Sequence 422 

CCGGGCAGGTACTGGTGACTCACCATTCTGCCAGCAGCCACTTTGCACTG 

GGCACCAGCACATACCAGCCCCCATCAGGAAATGTGCACAGTCCATCTCA 

TCTTGTTTCATCTTCATTTTATTAATGAGGAACTGAGAGTCCAAGAAGGT 

TCAATCATTTGCTCAAGGACAAAGAAGTGCATATCAACTCAAGATCTGAG 

CGACTCCAAAGCCCAAGCTCTGTGCCCCCGATAACACTAAAGGGCTCTGG 

AACCTTCCCTCACTGTGCCAAATTCTGGTCGCCACACTTTAGGAAAGGTA 

CCT 

>Sequence 423 

AGGTACGCGGGACTAATTTTTTTTTCTTCTACTTAGAATAAAATTCATGT 

AGTGCAGTATCCAGAGCACATTAACTGAAGTATTTGGAGACTAGATTTAA 

TCTCAGATCTCACCCTTGGTAAAATCATTAAGCTTCTGAGCATCAATAGT 

CTCAAACTTTTTCATTGAAAGGGGTAAGTGTAGTTTTTCATAAGGACAGA 

ATGGGAGGAAAGACCTTACAGTTTTCTTTGAGCCTTTCTCCCGAATGTTC 

CTAAAGTTACCCCTGCCCCGGGGCGGGCCCGCTCCTTAGAAAACTAGGTT 

GGAATCCTCCCCGGGGCCTTGCATGGAAATTTCGAATATTTCATAGCCTT 

TAATCCGGATTACCCCGTCCGAAACCCTTTGAAGGAGGTGGGGTCCTCGG 
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TATCTCCCAAGCTTTTATTGGATACACCCTTTTTACGTGGAAGGGGATTT 

AAAATTCGCCTCCCTGCTTTTGGACCATTAAATTAAATTCGCCTCTTTAA 

GTCCTGTTATACTCCCTTGGTGTAGAAAAAACACAGTTTTAATTACCCGT 

CTTTAAAC 

>Sequence 424 

AGGTACGCGGGGACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTGGACTG 

GGGAGAACTTCTGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTA 

TGGTCGGTGTCTAGAGCCTCACATCAACTAAGACCAACCCAGCTCTCATA 

AGAAGGAATGTCATAATGTCATGTTCAATTTTACATTTCAGTAGCCTGGA 

ATCTTTTCTTCACAATTGAAAATGAAATGTGCTTGAATGAGGTGAATCCA 

TGCATTAATCTTTCAGCTCACAAAGGAAATACTTCATAAGAAGCAAGACC 

ACAGACTCAAGACGGGCATAATTGGATTTTTTTTTGCCTGGGCCTGTAAA 

GAAAGGTACCCTGCCCCGGGCGGTCGCTTTTATAACTAGTGGGTTCTCCC 

TGGCCTGGTAAGATATTAGGTGGTGGCCCTTTTTCTATAAC 

>Sequence 425 

AGGTACCACAGGACACGCCCAGGATGTTGGGTTCCTGGTGCTGACCACAG 

TGCTATGGTCACTCCACAGTCCAGCACTGCAGTGCACAAAGGGTGCCCTT 

TGACAAAAATGCTGCAGCAAGAGTCTGACCAACTTGAAAAGCAGCAAATC 

AACAAGATAAAGATTCCTGAGAGTCCTAAGTAGCCTCTACGAAGATACAA 

AACATGCACACTCACACAGGCTACTGACATGTTTGACCGAATAAGGTGAC 

TTGGCACCTCTGCTGCCTGTGATTTTCCCCCTGCGACCTGCGAGTGTTAT 

ATAATAACCCTAAAAAAGCATCCGTCGCCCTTGCAAAA 

>Sequence 426 

AGGTACCATAATTCATATATCCTGTTTTTATTTGTATAGGAACCTAGGAG 

AAAGAGAAGGAAAATTGAAAATAAATTAAGTCAAATGCAATACTTGTGCT 

AAAAATGTTGTCAAAAGTTGAGGCCACTTTCTAGGCAAAATGTTTGGAGG 

CAAGAGTTTGCCTTITCAGTCTTCTTTCrCATTTTC 

TTCTGTACnTGCAGTTTGTGTCTTTCAGATGCCCTCCACAATTTCTGCTC 

TTACCATCTAAAAAACACACTCACTTTTTCCTATTCTGGCCTTAGAAGCC 

ACAA CAACAATTTGTGGAAACCATTGCAGGGTGGCCTTAATTTCAATGGA 

T TTTAAACA GGCCATTCAAAGCCAAATGGGATTCAACATTAGACCTTAAT 

CTTTTTTTTGAATAAACCTTATATATTATTGCCTTTAGCATTAATTGAAA 

CTTCACTTTCCCGCTTCGTGTCCTTTAAGAGTTTriTATTTAAAACCGGG 

AATATATTTTTCAACTTCAAAAAA 

>Sequence 427 

CCGGGCAGGTAC 1 1 1 1 I 111 IM il"l"l"n"lMGTGGGCAAAATGAAATCTG 

AGTGGACCAATGACCTCACCATGTCCAGTGTTTGGTTGCTAGTTTGAGAT 

TTGGAAATGGCTGTTCAGGTGAAGAGGTAAATGGATCCAAATGCCTTGTT 

ATAAGGCATTTGACAATGCTTACAGCAAGTATTGTGAATAGAGGGCCTTT 

AAATTCTAGCATAAACATTCCGGGCTACTGGTTATTTTTTTGGTTGTAAC 

TTACATTTGAGGTTTTCACAAGAGACAGGCTCTACAAGATACCCTACATG 

TCTAAAGGACTAAGAATTGGAGAGCCCTGACATTGAATTAGGACGTTGTT 

TTGCCACCACAAAAGAAGCAGTATGTTAAGCACGGTGGCTTACGCCTGTA 

ATCCCAGCACTTTGGGAGGCCTAAGCCTG 

>Sequence 428 

CCGGGCAGGTACGCGGGGAGTGGCATCCTTTGAACTCACGGATCCAGTCA 

TAACTGAAGTTCCATCTACACCTGGGGTCTTCAGACCCAGGCTCTGGAAA 

AGATCCTGTTACTTACAAGCAAAAGAAATTCTGCCTCTTACCCTCAGCAT 

GTGAGTACCT 

>Sequence 429 

CCGGGCAGGTACTAGACATCTCTCTGAGGTCATGTCACACTCACCATGCC 

ACCCCATCATGTCCTTATAGATGGGACCCTCCTCTTCTGGTTAACACATC 

ATCTGAAGATAGCCAGAGAGCCATCTCTAAGCTGTGCAATGACAAGGAGT 

CATCCTTCATAGAAGACATCTGCCCCCCAAACAGGTCGTCTATACTTGAT 

GGTGACTTGTTAAGAAGTTCACCCTGTGCTTTATTTCCAACTCAGGACAC 

CTGGAAAAGGTAAAAGAACCACCATAGTTGTACCT 
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>Sequence 430 

GTCGAGCGGCCGCCCGGGCAGGTACAGTGTATTTGCTCGAAAGTGGTAGT 

AATGCTGAAGAGTTTCAAATTATTTGAGCCTCTCTCTCACCTCTCTCAGT 

TTCCTCATCTTTGAAATGGGAATACTAATACATACCTCAGTTGATTATGA 

GGGAAAGAGTTAAATGACGTAATATGTGGAAAGGGCTTAGCCAACTGCTT 

AATAGGCATCGCTCAGTAAATGTTACCTAAGTACTCCAGCCTGGGTGACA 

GAGCAAGACTCCGCCTCAAAAAAAAAGTGCGAATCCAACGTCTACGTTAT 

TTGTTTGTTTATATTTGCTATTGTTTCTTATTTATGGCCATATTTTCT^ 

CTGCTTTGCATGTCCATTAATTTATTTTAAACCGCATGTCATGGATTTGG 

TGGTTTTAACTTTGTTCTGGCAGGCAGTTAATTTGCTGGAAAAATCATTT 

TGATCCTTTCAAGTTTTG 

>Sequence 43 1 

AGGTACTCTCTGAGCCGAGTGCAGTGGCTCACACCGGTAATCCCAGCAAT 

TTTGGAGGCCGAGATGGGCAGATCACTTTTGAAGCAGGAGTTTGAGACCA 

GTCTGGCCAACGTGGTAAATGCTGTGTCTACTAAAAAGGCCAAAAATGAC 

CCACGTGGATCA AGCA TGAATCCAATGACACTTATTCAGGAGGTGTCACG 

CCCTAGAAATCATTTTGAAAAAAAAAAAGGGGACCAAAAAGCCCCCAGGT 

TCTTGGTGAACTTTGGCCACCTGACCTGTTCCAATCTGGAATGGGAGCCC 

AAAAACAGCCCCAAGGGAACTTGGAAGTAAATGTTTTTGGGGAAAAAAAA 

ATGAACCCGTGGGGAGCCTTTGGGGCCTGGGAAGCCCCCAAAGGTTTCCA 

AAATTTGCGGGGGGAATCTCCAAAGGGGGCTTGGAAAAGAAAATTTTAAA 

TTTGTCCAAAGCCTAAAACCCAATGGCCCGTGTTATAAATATAAAACCGG 

ACKjGGGGGCCCTCTGGGTAACCCTAAATATTTTTTG 

>Sequence 432 

TTTATATTTTTTATAATTAATAACAATAAATAAAACGAACTTTCTGATAA 

CACTCACTATAGTTGAATTGGAGCATCCACCGCGGAGGCGGCCGAGGTAC 

ATACTGAGCTTCTCCGTCACTCATGCAAACATTCACTGCCTGTCCTCTTA 

CCTGTCCAGATGGGTGTTAGGGCCCCAAAGAAGATTCAGCTCAGGGCTTT 

GTCTGCAAGATGTTATCTAATGTAGGTAGGAGACAAATAACGCCTGACAT 

TCAACCAAGGAGGACAAAGGTTCTCAGCTCATAGGCTCACAGTAGAATTG 

CCAACACTTTGATAAGCTGTATCATTTTCATCACCTAATGTTCTTAGTTC 

TAAACCATACTTATCAACTTTAAATAATCCTCATTTTTACTAATAACATC 

TAAAATTATCTGTCCCAGTTCGTTTCACAC1 TTI 1 ATTCCTAC ATTCTTT 

AATATAATGAATGCAATAACTATATTGAACCACATTAAGCTAAAGTCACT 

ACTAACCTTAAAACTCACCCTCTTTACCTACCCTTACTGTCTCTCTAAAA 

CTA ATAA AAATACCAAATCACCACAAAATCCCAAAATAAACCATATAAAT 

ACATTTTACCATCAAGTGGAAACACATAACAAAATAAAAATTCCACATCT 

CTCGAATATTTCCTCCCTCCATACACTTATATCTTATACCTCATTCCATC 

TTAAACACCCCT 

>Sequence 433 

TTTATGTCACTACTATACGGCGAACTGTAGCTCGACCGGGATCTCCACCG 

CGGTGGCGGCCGCCCGGGCAGGTACGTAAGTTGAAGTCCAGGAGGGTTCC 

AGACACAGAGCTTCTGGTGTCTTCTCCCTGTGGAGTCAGGACTCATTACT 

CTGCTGTCTTTGATGTGTGACAACAGGCACCAACTATCGCCAACTAGAGA 

AGCTCACCAGAGCTCTGATGTTGGAAGTTTTTATTGGGGCCTCAGCATGT 

AGACATGATTGACTGGTTGGTGGATTAACTGTCTACATGGTTAATCTTAG 

TGTCCAGGTCAGCTGATACTGCGTGACCAAAAGCTCCTACCCCGAATCCC 

TTGATTAGTATTTCTGGCATAGCAAGCCCCCATCAGAAACAAAGACATTC 

CTCTTAGAGGTAATATAGATTACCTTTCAGCACCAGAGGGCAAAGGCCAG 

ACTACTTTTAGGCAAGTACCT 

>Sequence 434 

AGGTACACAGCCTGGCACGTAGCAAGTGTTGAAATATCTCTTGGAGAGAG 

AGAAAAAAAATGAATCTATTAAAATGTCTCTATGATGCACTGCGGAAGCT 

AGACTTGGTAGATCGAGTTTAATGGAATGAAGAGGGGGTGAATGTTTGCT 

ACTTCCGTATATTTGGAGTATTTGATAAAACAGAAGACCAGTTTCTCTTC 

AAACTTCATGTCGGTTTGTAGGTCAGGCTGCCAGGGTTTAGGGTACCTGC 
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CCG 

>Sequence 435 

GAGCTCCCCGCGGTGGCGGCCGAGTACTGTTTCTTTGTTTATTTCAAGAG 

GGTAAATTGGGCAATCTACACAAGTTTGGGGTCCTTGCAATCAATCAAGA 

CCCGAAGGGAGTAGCGGTTTCTCAGTTTTATTACTCCTGTAAATCCTTCT 

TCTAGTTTATTTCTGGTCTTGCAGAAATATTTTTCCTACCAGCTGCATTG 

GACATGGTGAAGTTTTTTTGTAACTTTTGAAGATTTTCAGTTTTCTGCAT 

TAAATAATACTTTGGAGTATATACAATTTTTTTGTTCTACATCATATATC 

CACACTGCACATAGATATTTTCTGGCAGAACAATATCCCATAAAAAATCT 

TAAGCTTCTTTAGTTAGAATACCATAACCTTCATATGCTACATGGTAACA 

TTACCCGCGTACCT 

>Sequence 436 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGCTTGTTCCA 

GCTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAGAGGAAAGAA 

ACTGATGGTGTTAACTGAACCCATTTTGATTGAGACCTACACAGGGCTGA 

TGTCATTCATTGGAAACCGCAACAAACTTGGCTATTCCCTTGCCCGTGGG 

AGTATTGGTTTTGAGAGTCTITrTGTACCTCGGCCGAGGTACCGGGTGGA 

AAGCACTCCCTGGTGTTATCTGAGATACTGCACAGACCCATCCACTGTGG 

AGGACAAGTGTGAAGAAGGCCTGCCGCCCCGAAGAAGAGTGCCTTGCCCT 

CAACACACCTGGGGTTGTTTTTGAGACAGGACTTAATAGGTCTGATGGTC 

ACAGTTGCAGCCTAACTAGACTTGGGCCCAGGAGAACAAGGTGAGGTGGA 

CAAAG 

>Sequence 437 

AGGTACGGTGGGGCACCCAGGTAGTAATATGCAGGAAGTAGAATTGGCAA 

CAAAGGACACAGAATGAAATGGTGAGATGGCTAGCGGAAACATAGGGAGA 

ATGGCATCACAAAGGCAAAGGGGGGAAAGAATTTCAGTTTAGTGGATAGT 

CAACCAAGGCATTTCACTTAGCAGTCAGGAATGAAAAAACGATACTGAAT 

TTGAACATTAGGAAAGCTTGGTAAATTTCAAGAGTATAATTTCTGCAAAG 

TTGGAACACAGTGAATAAAAAAGTGCTAAGAAATTGAGGACAATTGAAAA 

GTTTAGCAAATGATAAGACAAAGCAGAAGAAGATAGTAGATAGTGAGGAC 

AGCAGAATCAATAGGAGGGTTTCTTGGGAAGGCCATCTTTGTTTTAAAGT 

TTATGGGGAGAGAACCAGTGTGCGAATGGAAGTAGCTAGGGGGAGAAACT 

GAAAATGCTAGGAAijACTGGGTGTGGTGGCTCATGCTTGTAGTCTCAGCT 

GCTCAGAAGCCTGACGTAAGAGAATTGCTTGACCCAGTAGTTCGTGACCA 

GCCTGAAATATAACCAGACCCTGTTTCCAAAAAAAAAAAAAGCTAGGAAG 

GTAA 

>Sequence438 

CCGGGCAGGTACGCGGGTAGGGATGCAGAACTGGCCACAGTCAGGGCTGG 

CCAACAAGGGATGGGATGGCAAGGGAACCAGTGGGAGACTGTTTACACCT 

TTGACTTCCTCTTCACAGGTCAGGCAGGACTGTAGCATTAGGTCTCAGAG 

ATGCAATGAACAGGACAAATACACTTCCCCTTCATCTGGACCTGAGGCTC 

TGGGCAAGTCAGTACCT 

>Sequence 439 

AGGTACATTAAACCTGNGGCTAAATCCTGTAAATAATTTCAGCCAAGAGG 

CGTTTTCCCCTTCTCATTCACCAAATTTCCTTTCCCGTTTTAGGAAGTCA 

CNAAANNACGGTAAGAATTTCAGTCCCCTTCCTTGTCTGTAACTGTCAAT 

CAAATTACAGAACGGAAAAATGTCAAGAGGATCCAGGAGACGGCACCAGG 

AAGCAGCAGAGACCTGGGCGATCCACAAAGGAGCAGGAGAGGCCTGAGCA 
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GGCAGGGATGGCCAGAACACAGCCCTGCACTCCTCTACCAGTGCACTCAG 

CCTGCAGCAAGCTCAGCAAAGGCACAGTAAAAAAAGTGAGCCATGCCAAT 

TTAAGTGTGTGCCTTCTGCGTGCAAAGCACACCAGGGGTTACAAAAACCC 

TGGCGTTCTTCATGGCTAGGCAGCTCTACCTTGTTCTTTCTTCCCTTCAT 

CAAAAGTCAACAATATCCTCTTATGTTTTTCATATAGCTGGCTGCAGTAT 

ATTTTTCAAATCAAATCTCAAACTCTAAATAAAAATGAGTTGGTAGCCTT 

TGACATGTATAGAAATTTACAAGGGGGAAAAAAAACCCTGCTTCAATTAA 

AACAAAGGAACTTAAGACAGAGCCACTAATAATTAGAAAGAATAATATTA 

CCAATTAAATCTGCAGAGTGGCTCACTATTTTGGAAGTATTTTCAGTGAA 

GTATTATTCCAACTCTGAGGCAACAAAACTGGCAGGAGAGATGTGAGGTG 

ACTCACTCTGGTATGACGTCATAAGGATGGTATCATAGCTATAGGACATT 

TTGAGATTTAAGCTTTTTTCCAAATTATTCCACTGAATTTCCGCAGCCAT 

CCAATGACATAGGCGGGATCACCAC 

>Scqucncc 440 

CCGGGCAGGTACGCGGGGAGGGGGTAAAGTGGACTGGGGAGAACTTCGGA 

GGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTATGGTCGGTGTCTAG 

AGCCTCACAGCAACTAAGGCCAACCCAGCTCTCAGAAGAAGGAATGTCAA 

AATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTTCACAAT 

TGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGCTC 

ACAAAGGAAATACTACATAAGAAGCAAGGAACACGCAAGAGATCTACAGC 

TCTGATCTCCAGGATAGTGAAATGAGGTGGTGAATGATAAGGGTATAATT 

TAGCCAGCTCAGTGAATAAATAATCATTGCAAATGAAGCAG 

>Sequence 441 

AGGTACCTCCGCATCCCTTTCCTCCCCAAGTGGCTTGAGTGGCTTCAAGC 

TCTAGCACTGCCTAACAAACAAACAAACACCTCAGTGACTTGTGATTTCC 

CCCCAGAAAAATATCTATTAATTATTTCCCAATGGTCTCCACCTCGGCAT 

CAGGGCACAAGGTGTAGGCACATGCTCTGAT 

>Sequence 442 

CCGGGCAGGTACTAATCGTTCCTGTTTGATTACTTTTAAACCAGGTGAGA 

A AAAT TAAATTATGTATTCTAACAAAGTAATATGTGAGATTTTGCAAATG 

ATTTTATAGAAATACACAAAATAACTCTTTAGCTTGCTCTGAGCATTTTT 

TTCTTTTCTGA TAGCA ACTITrTAACGTTGTGGATCCACAGAACTTACTG 

CTTTGCTTTCTCTTTTGGGGTCATAATTCCTCTCCCCTTGGAGTGTCCAC 

TCCATGCATGTGCACTTAGGATGTGTGGCTGTGTGTGTGTTTGGGAACCC 

TCACGGACACATAAGGTTCTATGTCATCAAGTAGAAAACCTATCTCATTA 

TCATTATAATGTCTTCAGATGCTTTCTAAGGTTCACCTCTTTTTTAACAT 

TAGAA GTCAGTGAATGCAGCTTTCATTATAATTTTTAATACTTTAAAATG 

TTTTTGTATTATGCTGCCATAATGCTCAGCAGCAAAGTTATGACTCACTT 

CTAGCAAGTGTGGTAGTTCTTGCTTCAAGCATTTGGTTTCATGTAGCTTT 

TATTCTTA I 1 114U'C1"1 AGTCITGTTTTATCA ATTACTAAAACAATTTTG 

TTGATA 

>Sequence 443 

CCGGGCAGGTACTGCCAATTAGTTGCTTAAAACTTTTTGTCATTGTTAAA 

ACTGTTTACATGGCTTTTTAAAATGGGGGAAAAACAATAGAAACATGCTG 

TGGTGCAACGAATGAATACAGTGTGATTAACAACTTAA 1 T TTTTTTTT CC 

TGTTTCAAACATCCACCTATTTTTAGCATTTTGTATACCCATAGGTTAAA 

AATATTTACATTT 

>Sequence 444 

AGGTACTTTTTri-ril'I'nrnrn-I'nGTAGAGACAGGAGTCTCCCTAT 

GTTGCCCAGGCTGTTCTTGAACTCCTGGGCTCAAGCAATCCTCCTGCCTT 

GGCCTCCCAAAGTGCTGGGATTGCAGGCGTGAGCCACCATAATTGGAAAA 

AGTAACCCCTCACGCATCCATCTTTTCTACTGTTCTTGATAGGAGTTCTG 

TTTCCCTAGTCAGATTCCCCCATTCCTCACAACAAGTCCCCCGCTTCAAA 

GCAGGCCTCCTTCCACTGGCCTGAGAAACCGGCAGTGGGAACACGCTCTA 

CTTCCTGCCTCAAGCCCCTAAAGCCGCCCTCCTCCCTAGCTAAGACCAGT 

CATTCTACCTGGGCCCTAATCTCACGTCCCCACGTCCTGAAGGATCGCAT 
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CCAATCATCTGCTCTCCTCCACTGTGTAGGCAAGGTTCTTCTCTCCACTG 
GCCCTGCTGGGAGAGATCTCTCCCATCTGAAATGCCCTTTGATCCTTATT 
TOTCTCCAGTTTGTTCCTTAACTTTTTCACCCACTGTC 
TTCTCAACTCTGCACTCAACTGTGCTCACAAGATCCAATGTACCTGCCCG 
>Sequence 445 

AGGTACCTCTCATAAACTTTGTTCATTCAGCCACTTGAAATAAGCCACGT 

GGGTrATGTGCCACGCAAAATTTCAGTAATGGGTTTTGGGAGTGTTTAGA 

TAGCAACAACTTCATAGACTGAACCTTTTGGTTTTTTITCTTTCTCTCCA 

ACTCAGAGGTTAAAAATTAACCTGAAAAATCAATGCTGCAATATGAATGC 

GCTGTATGTTTCTTGCATGGACTTGCAGACACTCTGTAACGGTGTTTCCA 

GTCTCCAGCAGTTCATATTGGAAGGTGAGCTTTCACATGGACAAGCCCTT 

TGCGTTGCCAAGTAGTAGTGATATTACAAGTTTGAAAGACATTTAGATGA 

TAATTCCAAAGGCCCTCTTATCTCCAAATCCATCAAAAGCTACCTATAAT 

TTCAGTGCAATGAGTGCTGGGCATAGGTGGCCATTCAGTGAGTGAGTACC 

TGCCCG 

>Sequence 446 

AGGTACTCAGAGGTTTCCTGGCTCCAGCCATTGCTCTCGACCTCACAGCT 

ACCCATTGGGCCAAGCCACCTCCAGCTCTCACCTGACTTGCTGCAGTGGT 

CTCCCAAGAGGTCTCTCCACTCAGTCCCTGCCACCTTCAGCCTGTTCTCA 

GTGGAGGGGGCCAGAGTGACCCTGTTAAAACATGAGACCTTTCACGTCCA 

ACCTCAGCTGAGACTTCCCCATGGTTCCTATCACACTCAGGGTCAAAGTG 

AGAGTCCCTAAGATGAAACACAAG 

>Sequence 447 

CCGGGCAGGTACGCGGGACTATAAAAAATAACATGTTCATAGTTTTAAAA 

TTTTAACCAGTGAAGAATAGTATAAAACGAAAAATTAGTCTTCTGTCCTG 

CTAATATTTATGCTCATTCTGTTTCTTACATATGCTTACAAAAATGTTCT 

TGCATATATAAATACACGTCTTTGTCTATTTTTTATGTTTATGAAACTAG 

GATCATACTTAAGAT TCTGCTTTTTCTTTTTTCAATATATCITTGACATC 

mrm rrnTnT 1 g aggcggggtctcgccctgtc accc aggttgg ag 

TGCAGTGATGGGATCCCAACTCACTGCAACCTCTGCCTTCCCAGTTCAAG 
TGATTCTCCTGCCTCAATCTCCCGAGTGGCTTGGACTGCAAATGTGGGCC 
ACCATGCCCTGCTAATGGTTTGTACCT 
>Sequence 448 

AGGTACCTGTCTCATTCTGGCAACTTGTCACATTTCTCAATCCAAACAAT 

ATCTTTAAGGTATTAAACCCTATGTTTTTGGCTGAAGAAACTGACCTCAG 

AAATGACAAGCAATGTATCTAAAGAGCAGTAAGTAGGCCGGGTGCAGTGG 

CTCACGCCTGTAATCCCAGCACTTTGGAAGGCTGAAGCGGACAGATCACC 

TGAGGTCGGGAGTTCGAGACCAGCCTGACCAACATGCAGAAACCCCATCT 

CTACTAAAAATACAAAATTAGCTAGGTGTGGTGGCAGGCACCTGCAGTCT 

CAGCTACTCAGGAACCTGAAGTAGGAGAATTGCTTGAACCTGGGAGGCGG 

AGGTTGCAGTGAGCTGAGATCACGCCACTGCACTCCAGTCTGGGCGACAG 

AGCAAGACTCTGTCTCAAAAAAAAAACAAAAACAAAAACAAAAACAAAAA 

CAAAAAAAAAAAACGGTAAGTAGCAAATCTGAGATTTGAATTGAGAATTG 

ACTCTAAAAGCCCATGCTGCTTCTAAAACAGAACCTTCTGCACCTTCTCT 

CTATCCCTAATACTTCTTTTCCACCTATACAGGAATAGACCN 

>Sequence 449 

AGGTCGTAGACAAGAGGTCCTCCATCAACCTTCTCAGGTGGAAGTCTTCT 

T TTAG AAGGATGTTTGTAAACCCTTTTGCATCAGGAATGACAGTCCAATT 

CTTTTCTGTCAGTTCTTGTTCCAGAACAATTAGGGTGAGTCATACGGAGT 

AACCTTGCCATAAAAAATGGAATTCGTATGGGAATTGTATGAAGGCCTTC 

TTACTGAAAGTCATTGAGATCCTTTAGATGATGTGTTTGTGTATTCTTAT 

GATTTAAATACATGCAGAAATGAAAGGATGCAACGCAGTGCTAGAAAGCA 

ATTTCTCTCTGCGTTTCACTCAGGGTTTCCTGTAGCCACTGCTTCTCTCC 

ATCCATGGACATTCTCCCTCTTCTGGTGAGTCGTTCCCCTCTATATCCCT 

CAGAGAAAATTCTGAAGACAGGGAATGATTTGACTGCTTTAGGGAATTCC 

CTCTGCCTTCGTCACTGTGTTGGGCAGAGACTTTCATGCCTGAACATCTC 
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AA AAGAG AGTCACTGGCCAGCCTGCACGCAACCATTTTTAAACCAGTGCC 

GA1 Mil GTTGCGGC AGTG AGCCCTGCCATGC ATAAAATGGGCC AGGTTC 

TTCTTTCACAAAAGGCAACCATCATGTCCCTTTTGCTTGAAGGACCGCAA 

GCAGGGATTGCAATGTGCACATCCCTCAAAAGGATCTGACCGCTGCTTTT 

1 1 1 1 1 AAGACACGGTG AAAACGAAATGGCATTCATG ACTTTGAATCTTTT 

ATTGAATGACCAAAAGAAGGC 

>Sequcnce 450 

CCGGGCAGGTACATCCCACTGAGAACCACTGAGACAGATCCTGTATGGCC 

TTGTGGTCATAAATATGATTTTGTTCTAAGTGTAAGGAAGAAGCCAGTAG 

AGAGCTATAAACAGAGGAAATGQCATATTGCCTATTTCTAGAAGGCCATG 

ATCTAATTTCCTA I 1 1 1 11111 i IT1TIGAAATGGAGTCTTGCTCTGTGG 

TCCAGGCTGGAGTGCAATGGTGCGATCTTGGCTCACTGCAACCTCCACCT 

CCTGGGTTCAAGTGATTCACTGTATCAAAAAAAAAAAAGTACCT 

>Sequence 451 

AGGTACGCGGGGGGAATGGCTTGTGCCTTACCCCATTCTGATCGGTCACT 

GATGCAGGAAACAGGGAATGGCGTGCCTTACCCCATTCTGATCAGTCACT 

GATGCAGGAAACAGGGAATGGCTTGTGCCTTACCCCATTCTGATCAGTCA 

CTGATGCAGGTAACAGGGAATGGCGrGCCTTACCCCATTCTGATCAGTCA 

CTGATGCAGGTAACAGGGAATGGCGTGCCTTACCCCATTCTGATCAGTCA 

CTGATGCAGGTAACAGGGAATGGCGTGCCTTACCCCATTCTGATCAGTCA 

CTGATGCAGGTAACGGAATGGGCGTGCCCTAGGCAAGGCTTTGCTTTCAG 

ATGAAGCAGGGCTTAAATTTGAATGACATGAGGGCTATTTTATGCCTTCC 

TGGGACTCCAGATGGCGCCTCATAGGATCTCACACAAGTGAATCATTTAT 

ATCATGGGTTCGTCATGTTTTrAGCATGTTAACAGATATGCAAAGTGTAA 

TGGAGAATCAATGAAAAGAAAAATAATGTATGAATGGAAATATTAAGAAA 

GGCTTCGTGCACATTGAATAACAGGCATGAATACAATGGGTGCATATCAC 

AGAGAGAAT 

>Scquence 452 

CCGGGCAGGTACCCCAAAACCAGGGGCTGCAGCTCCAGCAATTGGGAAGG 

CCAAGTTTTCTTGCACGCTCCCCAGAAAAGGGGCCAAGTCCATGGGGCTG 

AGCAGTGATAGACTGCAACCTACCACCACTGAACCTTGTAGGATAAGGCC 

CACTAGCCTGGGATGCTAGTGAGGCCACCCTAGTCCTCCTGAGTTCTCCA 

GCTGGGAGCAGCTCTACACTTCTCCGGCATGCAGCTCCCAAAGAGAGAGG 

CAGTCCACCTTTTTGCTGTCTCGCAACCCTCCCTCCTGCTGCTCTCAGGC 

TTGGGAGGGTGCACAGCAATTAGGGACTATCACAGAACCCCAGCACAGTG 

CATCTGGTGAACTTAAAAAAATCAACAAGTGAAAAACAAACAATCCCATT 

TAAACGTACCAGCAGAGGTTCAGCTTTCCAGGAATCTCATCATGATCCAT 

ACTACTGACACAGACCTTTGTCACCTGAAGCATTCTTAAAATAAGGAGAC 

TGACATTAAACAGGACAATTGTGAACTCCACTTTGTAAGCATCATACATA 

TCTTACAACTCATTCTGAAGACTCCTTTATTCTTGCTCTTCCCAGAGAGC 

TACTGTGTTTAGTCATGCTCACTGCACTCACAAGAGAAAAAGAGTAAGTG 

GCATATTTGCAGGTGTTGATGGTTACAAGAGCATTTTTACTTTTTCCTCC 

ATGTTTGTTCTGCAGCATTTCCATTGATGCATGCTATTGGAGAACTCTTA 

GGTTG ACCCTGGGCGGTCTAAG 

>Sequence 453 

CCGGGCAGGTACTi rn 1 11 1 I 1 1 1" ITGC ACCTCC AA ACC AGCTATGGTA 

TGTGGGAGTGCAAAGCCTTTGACAACACAGAGCTTAGGAGCATATGCCTT 

ACCACTGTTCTTGGCAGCCTTGGCAATGTGTCTAGTGAGAGGAAGGGGGA 

CAGGAGGGATGGCTTTCGTCCTTTGGGTAAGAACTGTGCCCAGCCAGAGG 

GGAACATCATGGCTTCTGCAAGCAGAGTCCAAGCCCCGCTGTTTATAGTT 

CAGCCATAATGGTACCT 

>Sequence 454 

CCGGGCAGGTACCCAGGGAACAAATGCTACTGGGACTCCACACCTACCTA 
AGAAGCAGCTCTACCCAGACTCCACATGGCTCTCTGTTTTGGTCTGGAGA 
CCCCAGCTGGGGTATCTCCTGAGCCCAGGGATTCAAAGGTTCGTGGCAGA 
AATATGCATCCCACGGGACTCTCACTCACTCACCATTTTCTTGTAGGGGG 
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ATTCCCCTGGGTCTGTGCCACTCCTGGGTGAATGGTTGATCTGTCTCACT 
CTTCTCCGTGATCCGAAGGTCACACTATGTCACTGATGAATCCTTATGTG 
TCCACCTGGATGTTCCGGTTGAAGAGCTAGTGTCTCACCACTCTTTCTGC 
TATTTGGGAGAGTGGCACACACTAGCTGCTTCTAGTCAACCATTTTGGCC 
CCCACTAACTTACTTTTCTCAAGTAATCCAAGACCAGAAAGGATGTGCCT 
TACAAGAGCAGATCCCCCCAAATGGAAGAGGTCAATGGAAAGGGTGGAAG 
CCTTAACCAGAAGAGGACCTATTCTTGCAACAATAAAGAACACTTTGGAC 
CCCGGGCGCTCTAAAACTAAGGGATCCCCCGGGGGTGGAGGGAATTCGAA 
- TTTAAGGGTATCTATACCGCTCTCCCTCTTAGGGGGGGCCCCGGTCCCCA 
CCTTTTGGTTCCCnTATTGAGGGGTAATTGTCCCCTTGGGCGGAATCAA 
GGCATAACTTTATTCCTGTGGGGAAATGGTTATTCCGTTTCCAATTCCCA 
ACAACAAACCAAACCGGAGACATTAATGGTAAACG 
>Sequence 455 

AGGTACCCTGCTGAAAGATTATTTCTAACAGGCTTGTAGAGAAACGTCGG 

TTCATGTAAATTAGAAATTATGGGGCCACTTTGCCATTCTTCACACCTGC 

AATGAACAGGTGTTTATCTGCAGTTCTGACTTATCTCTTGAACTCCATTT 

GCATGTTATAGTGGGATGCAGCTGATGCCCTGTCCAGATCTTCTTCAGGC 

CACTACATCTATATATGCATTCATATTCCAGTGGCTGTGAGTGTTGGCTG 

TTGGTTGACAGAGGAGCTGCATCCTCCTGGAGGAAACTGAACTCAGCTGA 

TGAAAGCCACCTGGTCCTGGAAGTGAAGCATCTTCCAAATGACAGCCTGC 

AGTCAATGACTGATGAATATGACTTCATTGCCTCATGACAGGACCTACTC 

TGGGGTATAGATCATGCTTCTAAGCTCCTCCTGGGGTCCTGCTGAGGCTC 

AATGCCAGCTGAAACCATACCCTTGCTCACATACTTTCCCTTCTCTTTCC 

TTCT TCCCT TGCTTTCTTAGAGATTCCTNCTGCAATGGCTTCCTCAAAAA 

AGCATTTTCATAAACAACCTTATGTCAGCCTCTGCCTTCACAAAAGCCCA 

TCITAATTAAGCAGCTGTTTTACTTAGCATGTTCAACATTAAATTCTTGG 

TTTCTTTTTATTCCCTGGCCCCTGAACGTTCTNCTTTGGCTGGCTTTCTT 

ATCTCAATGGAAGTAACCACACCAAGTTTCAAGTGGAAAATAAAAGAAAC 

CTCCTCTGGATTCCTTTCTTTCTCAAGGATTAATAAAATCTACCGGATTT 

ACCCATTTCTATTCAAAATCCCAACCTAGCCTAAAAACCTTTCTTTGTGG 

TTTTAAACTCG 

>Sequence 456 

AGGTACTTCCATCAAGTCGAGGGAGTAACGCAAACTAGAATAGTAGCCAT 

CTATTAAGGATAGTTCTGAGGTTTGGAATTTGTAACTGATTTTTAGGAGC 

TACGACATGAATATCATATCAGGTAGAAATACTCAGAGTGATCACCTTTT 

ATG AAAGT TAGTTCTATCTTTCATGTCTAGGAAAATATAACAGTGAATGT 

TTGCTTTTTGTATGTTTTGTCTCCAAGCAGAGGAAACTGACAGTTTTATG 

TTTTAGGTGCCGAAAGTTGTTTTTGGCTAGACAGTTCCAGAGTTAATCAC 

TGGGATGCTAACTTGAATTTTTGTCTTTAAAATGTTTTAGATTTTTAAAA 

CGAAA TATGCTTCCGTTATTTCCAAACTGACACCTTGTGTTCTGGATTAG 

TTTTTAfiAGA A ATOTTTTrr A A ATTPTrTTr^ ATT A PTTr, A A rvrrr A 
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ACAACTGTGGGAGCTTGGGACAGATGACTTCTCATTTTCCAGATGAAGAA 

GTTCGAATCCAGAGAAGTCTAGGATAAATAAGAGGAAAGGAAGAAGGAAT 

AGGAAGTGAGAAAGAGGGAAAAAGAAAAAAGTGTAAGAGCTAGTAGAGAA 

GCAGTTAGAGTCCTTCCAAGGTCCTGAGCATGTTTAGTTTAGGATGGAGG 

GAGGGGAGTTCTCAGAAGAGAAAGCAGCAACTCCACACCATAGGTTGAGG 

TGGGTGGGCAGAAGAGGACATGCAGGATATGACTCCTCCTCTCCAGTAAG 

CACTGAGCGACTCTACTGTCCTCTTGCCTTCTTCTGCTCCTTTGCTCTGG 

GTCACCAGAAGTGGACTCTTGTTCCAGCCTCCCCACCCTGACAAGGAGCT 

CGTAATCATCTCCTCCTTTTCCCCACGTTCAGAAGTCCAATCTCTGAACA 

AGGTCAGAGGTTTTCAAATGGTAATGTGTCTAAAACTCACTCGGGGATCT 

TGTTAAAATTGAGAGTTTCATTCAGCAGGTCTGGGGAGAGATTAAAACTT 

CTGGATTTAACAGACGCCCAAGTACCTGCCCG 

>Sequence 460 

CCGGGCAGGTACCATCGCCCTTTCCTTATCTATTGCAAACCCAGAGTAGG 

GAGACAGGGAACCAGCAATGTCAGAAGGAGCCGATATTTTGCATGGAGCT 

AAGGCTTCTGCTCATCATTTCTCCTCTAGGAAGCAGGAAGCCATTGAAAT 

CCATCCCTAA TGTAT CCCAAATGTCCACTTGCTGAGGGCAGGATTGCACA 

AGCAACAATCTTTTGCTCATGAAGCTTAGGGAGCACTGTCCCAGGGTATC 

AATTGGCCCAAAGCTGGTCTCTTCCTACAGACCATGCGGCAAATCAGAAC 

ATAAGAGGACTTGAGGCCCACAGCCCTGAGTTTCAATTCCAGTTCTGTAT 

TTTAGGTCTGTGTTCGTAATTAGTATCATAATTAACTGAGAAGGTTATTT 

AGATTTATTGAGCCTCTTTTTTGTAAAATGGACTATTCATATACAACTGC 

AGAAAAACCAAATCCCCCCAAAAAACCCTTGCTACTTAATACAAAAACCT 

AACTGCAAGCACTTCTACTTTGCGTGGTTGACAGAATAACCCATCACTAT 

CACCACCAAAACANACACCCCAGATCCGTGGTGGTATTAAAGAGAATGCT 

GGAATCTCTGCCN 

>Sequcnce46l 

CCGGGCAGGTACXjAGCTGTATTGCTTATCAGAACACACTAACAGTCTTTT 

TGATATATTCGCTTTTCCCCTTTGGTTCAGCCGAGCCTGGTGACAGATCA 

TTCAAATTCAATTGTTTTATGTCTAAGCCGAACAGCTAATTAAAGTAGGG 

ATGA TTAAC CTGACTGGCAGTGCCGCTCTCCCTCTCGCGCTCTCTCTCCT 

TCTCCTTTTCTCTCTCTCTCCCTCCTGTTCCAATCAGTCTTTTTCTCACA 

CCCCCTCTCTCTCTTCCCCCTCTCTCTTCCTCTCTCTCAGTCTCTCTCTC 

TACTGTTTTTTTTTCCTCTCTCTCTCCTAAACGTGGTCTGCTTGCTGATG 

GCAGAATGGCACTCGGAGATTTGTGCATTGTGTCTGGTTTCCTACGGGCA 

GGCTGACCCAGTGCCTTCAGGGACTTATCAATAGACCACTCAGAAGAGAC 

ACAGACAGGAAGGAGGAAGAGGGGTGGGGGGAGAAAGAAAGAATCATTTT 

CCAGAATTGAAGGAGCTTCGAAGCCATTTTTTTTTTAAGAAATATCGGGA 

CCTGGGAAAGGGTGACAAAGAATGTTTTTTAAGAGGGGTGGGAGGAGGTT 

CTAATAATTTGGAAGAAACAGTTCCTGTCTTGGAAAAGGAGAACTCCTCC 

TTGTATTCTTCACACACGGTTGAAAGGTTCGTCCCCTTATACTGTTGCGC 

AACCGAATGAAAAACTCTTTTTTTTTTTTAGAAACCG 

>Scquence 462 

CCGGGCAGGTACTGAACTGGGAGGGTTTTAGTCTGATAGCCACAATTTTG 

ACCTAGGCAGGAAGCTTTACAGCTTGAGGCAGTTTCATGGTCTGAAGACA 

AACTTCTTGTGACTTGCTGCCGGTGTTGGACTGCAGGAGAGAGCCTCACT 

GGGTCAGGAGCACGAGAACAAAGTGGATCCCACTACCACATTCCACCCCT 

CCTGTTTCATAGGCAGATCATGGGACCAGGACTACTGAGAGTACCATGGC 

CCTCCCCATACTATGACATGCCCTAGAACTTCTCCCGATTAACAAAGGTC 

AAGCATAAACTCTATTGTCACCACCACAGCGGGTTCTGACTTTTAAGTGC 

TACCTCCTGTCCTAAAGGGTAGGTCTATAAAAGGACCTGTACAACATTAG 

GGCTTCTTAAAGAGCACATGAGCTTAGAAAAAGAAGCGAGCTTTGGGATT 

GCCTTTAGTTATCATCATGTGCCCAACGCCACCCAAAGCTTCTTCAAGAT 

GGCCTTTGAGTCCAGAGCATCCCACATCATGTGCTCTTTGGCTGGCTCCA 
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GTCATGGGTCCTACCCTCTTGACGGGCTCTGTAATTTTOAGGCTTGATTA 

TACACCTCCCGGTTTAATAGGAAAAGACTTCAGTTGGTAGAGCTTAACTA 

TTCTTGGTAAAATATTCCCCTCCTAATAATAGTGGGCAGTTCTGTAAAGA 

TCGCCTAGTTAAACCATTCTAAGGTTTTCTCCATCCTGATTATAGTACTA 

TAATTTATTTATTATTAAAAGACCGCCTTCCTACCAGTCCTATTATTGGT 

ACGTACGATAATGATTCCATACTTATCGTACTCCCACCGTTCTCTAGCTG 

AGCTTTTAATATTTGTTACTCTNTTAGGCACCACACCACCGCCACCCACC 

GCCTCTCTTTTTCCCACCCCCTCCCCCCCT 

>Sequence 463 

C CGGG CAGGTACGCGGCACACTTCTCTGATGCCTCTTGGGCAATTGCTCT 

GTTT TCTGTTGCCITGGAACTATGTATATACCTCTACTATAGCTATCACA 

TTTTATTGTAACTGTTTTTCCTCACCAGCCTATCGAGCGGCCGACCGGGC 

AGGTACTGTCCGGACATACCCCTTACAAGAAGAAGCATCTCTTTGGCCCA 

AATGTTTGTAATTAAGGGTCTAACAAATAATTCACCTGAAATCCATGTTG 

TGTGTAGTGGTGTAGCCACTACAGGGACAGGCTGGACCCATGGGCACAAA 

GAAGCAAAACAGCGCATTCGAACCAGCACTCCCCTGAGGGATTCTCTGCT 

GGATGTGGTGGAAAGCCACGGAGCTGCCTCGTGGCCAGGAACTGGAGTCC 

CACTGGTCGTGCAAAGAGTGTATTCTTTTTCCAGCAGAGACTGCACCAGG 

GGTCAGCACGGGGCCAGCTCAGGACACACAGACCCAGCTGGAACTCCAGC 

CTGCCTTCTGGTACCTCC 

>Sequence 464 

TTTTACCGCTCGCGCGTTATGCGACTCACGTTGCTGCACCGCGGAGGCGG 

ACGAGGTACAGAGCTTAAACACCACTATTTGTTGAGATGAAAAAAAGCAT 

ATATAGGAAGCCTTCAGAATGAAATGGTCAAGGGTGAGTTTACACAGATA 

GATAGATTTAGGTCTCnTCCrrrrGCTTTGTGAAAGCATCTAGTGTTTTA 

GGTGTCAGAGAGGGAGATATCCTTACAAAGCAGAGATTATCATTACAGGT 

TTAC ATTT CTTACAAAGAGTTTCAAAATAAACAGGTAAATGCCAAAAACA 

TATATTTTGGAGACGGATTAATTCACTAGTTGGTCTATTCAACTTAACTT 

GTTTGCTAATGAGATTAAATTCATGCACAAATAACCAAACCAAAAATTAA 

ACCAAAAGAATACTCACCAGAAAGGATGTCCTTTACAAGAGCAGATCCCC 

CAAAATGTCAGAGTTCACTGAAAAGGTGGGAGCTCAAACCAAGAGAGGAC 

TTATCTCGCAGCATAAAGACAACTTGTACCTG 

>Sequence 465 

ACGGGCCGTTTTAAAACTCACCCTGAGGTTTAAATG 
>Sequence 466 

CCGGGCAGGTACTGAAAATATGAAAATTGCTTAGGCCAAAGAATGGGCTT 

TTCAATAGCACACTGCAAAACTGGGCCCAAGTATTTAAAACATCTCTAAA 

AAATATCTAGGTTGGCAGGTTTTTATCCCTAGTTTTAACAGTCTGAAAGA 

GGGTTCGTTACTGAGCACTGGAAGTGATGAAGACAGAGTAGCTACAACAT 

AGGGGCTGGTAGGCAGCAGAGCCTCACCAACAGCCTTAATTTGTGTGGTG 

TCTTCACAGGGCAACCCTGGGAACGATGGTCCCCCAGGTCGCGATGGTCA 

ACCCGGACACAAGGGAGAGCGCGGTTACCCTGGCAATATTGGTCCCGTTG 

GTGCTGCANGTGCACCTGGTCCTCATGGCCCCGTGGGTCCTGCTGGCAAA 

CATGGAAACCGTGGTGAAACTGTAAGTTTGTGAATACCAGTCCCTTAGTG 

CAGCATTCTCGTGGGCTTCACTTCTGACTTCCCCACACTTGGGGAAGGTG 

GAAGGAAGTGGAAGGGNTTTCTTGGGCCCTTTCTTAGTAGGGTGTTACTT 

TTTGAGGGGACAGGGGCCCTTATGGTCCCGTTGCTCCCTCTGGGGCTTTT 

GCCCCATAAGGTCTAGTGTGTAACCCTTGTTGCCTTAGAAAAAAGTGATC 

CCCCGG GCTGCGG A A I T rTTTT ICAC ACTCT ATCCTTCCG AGG ACACTCG 

GGGGGGCCTAAACCCACTTTTTGTCCCTTAAGTGAGGTCATTGGCCCCTG 

TGGAATCAGGACACTGGAGTTCCCTTGTATATTTGTATCCCCTCCCCGCG 

>Sequence 467 

CCGGGCAGGTACCACCACACCCAAAGCCTGGCTCAGAATGAATTCAGCAC 
CCA TTCC TTGCTTTTTAAACCTCAAAAGTTCCCGACTCAGTGAAAGGCTT 
CCATTTTGCTATCCTCTTCTCTGTCTGCATTTTACTCTGTAATTTATTGA 
CATAGAAGAGGCCTCGTGCAGGCTTTCATTGCATTAGTCCACTTGGAAGT 
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CTTTTCTCCAATCCATTTGACCTCAAGCTGCTTTTTTGCTGCTGCTGCAT 

GTAAGCTAGACTGATCCAGCTCACCTTATGCTGCTTTTGAAGGCTGAAAA 

GCCCTGTGACCAAATGTTTAGCAGGCTGTTCAGACAGTGGACTGATGGTT 

TGATCTAAGTCCGTTTCCTGCCTTACACACACCTNCCCATCCCCCAAGGC 

AAAGGTGGAAAACCCAGCAAGTTACATAAGTTGTTGGAGCAATCCAGATG 

GCTTGCTGCTAGCCCAAGCAAACTCGCTTTTAAGCAACTGGGGATGCCTG 

CACTGGCCATGAAACATGGGCTCATTTTTTATTGAGAACAATCATTTTGT 

TCAACTGTATTAATCCAATAGTGGAGTGAGAACAAGGGTGGGATCCCCTA 

AACATGGTTGTTGGCTTTCCTCTGGGCAAGGACAGGGGTGTCTTGTAAGG 

GGAGGTGTCTGGCCTACTGTTTGGGACCTTCCAAACAGGAAGGAACGGCC 

GGGGTTGCAACACAGGATTTTCCATTCTTCCTTCGGCCGTTTAAAACTAT 

GGATCCCCCGGCTGTAGGAATTCATTTAAAGCTTTCGTCCCGCTACCTC 

>Sequence 468 

AGGTACGCGGGATTCCCCAACAAGATGAAGTCAAAATTCCTTAATTATAG 
AATCTAGGAGGGCTGTGATTTCTCTGAGTAATGGATTATAGCAGAAGCGG 
TGCTAAGTCGTATACAAGTCTGGGTAATAAAAGATGATGCAACTTCCACT 
TTGTTCACTAAAACATTTACACTTGGAGCTCTGAGCCACTGCATTAGTAG 
>Sequence 469 

CCGGGCAGGTACTAATTAGATCTGCCCATCCGTTACTTGGCAGAGGAATG 

GGCTGGAAATGGGAAAGGGTCAACCTTTCACCTGCTGGACACTCAAGGTG 

AGAAGAAAAAGGAAAGGGGCCAAGAACTAACTGTCTGGCTAGACAGTAAT 

CATGGACTCAGGCTTTAGGTATTTGATCTTTTAGAATTCCAATTTCTGAA 

AAATAAAGGTGTTATATGTAATTAAATGGTTGGAAGTGGGAGGAACTTCA 

CATTTAAATAGAAAACTATAAATAAGCCAATGAAAAGAAAACACTCATAA 

TTATCCAATATAATTTTTTTATAGTTCATAGATTAAAATATATATATATA 

TCTGCTG TCAT CCTTCCAAACATATTACTTTTACTCTTAAACCAGCACCA 

CTACTTATTTrCTATAATAGTGTATTCATTTTCCATGTTTCTGTTCAGAA 

AGTGTAGGTAGAAAATGTATGAGCCTATCCTTAGGGAAAAATTCCATTCT 

CTAAACCACATGACAATTCTCAGTGTGGATATTCCACTGTTCCAACATGA 

GCAAAATGCCCCCAGGAAATTATTGTACCT 

>Sequcnce 470 

CCGGGCAGGTACCCACTCTGTGCCAGGCAATGAACAACATGGGCAAATAG 

CCTACCCTCATGGAGCTTACATTTTAATAGGGAGACAGTCAATAAAGCAA 

ACGAACATGCAAATAGATAATGGACTGTCAGTGGTGACAAATGCCATAGA 

GTAGGCTAAGATGCTATTTTAGAAGGGCTTGGAAAGTCTTCTGCATAGGG 

TAATATTGGAGCAGAGACTAAATGGTGGAGGAGAGGAATATGGGACTGTT 

CAGAGGAAGAATATCCCTGGTGAGGGAACTTCAAGTATAAACACACTGAG 

GCAGGAGCATGCCAGATACAAGGATGACAAGAAGGGCAGTGTAACTGGAG 

CGCAATGAGCAGGGCAGAGAGTGGTAGATACATGTTTATATATCTGCATC 

TCTAGAGTTCAAGGAGCAGGTTGGGGTGGAAGATAGAAACTTGGGTGTCA 

TCAGATTATATATGTTGTTTAAAGCCATATTTAATAGAACAGTTATTTCT 

GAGACCGAGTATTGATAGAAGAGGGGTGGCCTGAGAACTGAACCCTGGTG 

TTGGTCACGAGGCAGGTGCAACCAAAAAGAAGTAAAGTGGAATGACCAGC 

GAGGTGGGAAGAAAGAATCCACCATACGTTGTTTTAGAAAGCCTTCGAAG 

GAAACTTGTTAACAGGAAAGACCAATCAACTCTGGTTAAATGCGGTGGGC 

CTAAAAATAGGGTGGCAATGAAGCCCTGTTCAAACGAGAGGCTTNATAGA 

GAATGGGATGGGAGGAATGGGATTGCTACTATCAACTTCTTTAAAACCTT 

TGGAGGAAAGGG 

>Sequtnce471 

CCGGGCAGGTACTTTTTTT H I rTTTTTTTTTl 1 1 CTGCGATGGAGTCTC 

GCTCTGTCACCAGGCTGGAGTGTGGTGGCGCAATCTCGGCTCGCTGCAAG 

CTCCGCCTCCCGGGTTCAAGTGATTCTGGATAATCTGTGCTATCTGATCA 

AACTGTTAGCTCCAAGATGTAGAAAGAAGAACCTGTGGTATGAATATTAA 

GTCAGCCAAACAGCTTTACCCTTTGTATGGGAGTGCTTTTTGCTTCCTGT 

AAATAGCCTTGTAAATGGTTGTTTTACAGAGAATTATTCAGTAAGGAGAA 

GCCATGGAAAAATTAAGAGGAAATGATTTTTTCCCAATAGCTTCTTTTCT 
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rrn icci 1 1 1 1 ctttgttttttccttgt t7 m 1 tttt gagatggaatc 

TTGCTCTGTCACCAGGCTGGAGTGTGGTGGCGCAATCTCGGCTCGCTGGA 

AGCTCCGACTCCCGGGTTCAAAGGAACCCAGATCGTGCCATTGCAAGCTA 

ACTGGGGCGACCAGCAAAAAACCTTTGTCTCAAAGGAAAAAAACAAAGAG 

AGAAAGATTCAATTTGGGAAAAAGGCCCGGGGTTAAAGTTCCCTGGGTAA 

CTTGG ATGGACCCGCGGTCCCTG 

>Sequence 472 

CCGGGCAGGTACTATATCAGCTCATCCCTGGCATGCACAACTGCTCAGTC 

TGGCCAAGGCACCAACTCCCAGAAGGATAATGTGCTGCTTCAGCTCATGC 

CCAGGGAGCATACTCITrrGGGTGGGCCAGGCACCATTTCCCTGTGATGC 

TGGGAGCTGCTTCAGCTTAGGTACCACTGCACTCCAGCCTGTGTGACAGT 

GAAATTGTGTCTCAAAAAATAAATAAATGAATAAAGACACAGAATCTGCA 

GGATGGCTCAGTCAGTTGGAGACCCAAGAAAGCCATGCTGCATTTGCAGT 

CTGAAGGTCTGCATGCCAGACACCTACGGTAGCGGATGAGCCAGTGCAAG 

TCCAT AGGATGGGCTGTGGAGAAGTCTATTTTGTAGGAAAGAGGCTGAGC 

TTTTTGTTCrGGTCAGGCCnTrAAACGTATTGGAGGAGGCGCACTTACAT 

TATGGAGGGCAATCTTGTTTACTCAGAGTTTGCAGACGTAAATGTTAATC 

TAGTCCAAAAATAGCCCCCGCCAGACACACCAGGAATTCTGTTTGACCAA 

ACAGGTCTGGGCACCTCGGGGGCCAACCAAGCAAGGTGGCATATAAATAA 

CTATCCCACTTTTTGAATTTTGGAAGAACCCCCnTGAATTTATGAAGAAC 

AGAAACCCTGGGAAGCCTGCATAATTGGTCATCCTTTTATGCCTCTTATA 

AAATGAAACTCGGGCACTATAGAGGACCCCTCCTTTGCCAAAAAAAAAAA 

AAAGCCCCTGGGCGGTTTAAAATTTATGATTCCCCGGGTTGGGGAATAGT 

TATAAAGTTAATAATCCCCGGACCTCGGGGGGGGGCCCGGACCCATTTTG 

TT 

>Sequence 473 

CCGGGCAGGTACGCGGGGAGAGCTCCAGCATTTCATCTAGGGGGAGGTGG 

AAGTGTGGCTTTTAGAGATAAAAGGACAGGGTTGTTTTGGGGTGCTCTGA 

GAAGGGGAAAAGGAGACCAGTGATAACTTTGAGTAGCTAGAACGGGAAGA 

TTTGAGGGGGCTGAATGAATTGATGAGAGTGATTTAACTTAAAGGACTGG 

GGCATTATCTGTGGGCCCGGGTATACTAGCTTCACTTTTGAGGAAAAGTG 

AAGCTGGGAAATGTGAGATCTACTCAGTGGGTCCGGGGAAATGTGAGAGG 

AGTAAGGAAAGTGAAGACACAGATGTGTTGGAGGCTCCAGGCGAGCAGGG 

TAAA GAGAAAGGGTTTCCTGGATTCTGATTACAGAATGTGCCTGTGGGGG 

TTTTAGATTGAGGCCTAACAGCATTTAAAAGGAGCAACTGGGAGAACAGA 

GTTGGGGAAATATTTATTGGTAGAAGAGAATGATAAGTGAGCTACAGAAA 

TAAGTAGAGGCCCATCTAAATATCAGGTTCCGGAATGAGGACTACACCAT 

ACATGTGCAGCTGAATGACTACGTGGGACATCATCTGTCCGGACTATGAA 

GATCACTCTGTGGCATACGCTTGCTTGAAGCAGTACCTTGGC 

>Sequence 474 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAACGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAAGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGGCCACTGA 

AGTTCCITGTGCTACTTTCACTGAGCGTCCTATGAAATACACCAGAGAGA 

AATTCCTTGGAATTTGCAAGTTGGCTGGGTTCATGAGTAAGCTTGGTCCA 

GCTTTCCAAAATGGCCACAAGAATTCAACTGGATCTGGAAGAGGAAAGAA 

ACTGATGGGGTGAACTGAACCCCATTTGATTGAGACCTACCCAGGGCTGA 

TGTCATTTAATGGGGAACCGGCACAAACTTGGGTTATTTCCTTGCCCCGG 

GGAAAATTTGGTTTTTGAAAGTTTTTTTGGTAACCGGGCCGCTTTTANAA 

CTAATGAATCCCCCCGGCCTGGAGGAATTCCAATACTAACGTTATTTATA 

TACGCTGGACCTTAAGGGGGAGCCCGTTCCCAAGTTTTTGTTCTCTTAAG 

GAAGGTTATATGCACCCTTTGATGAATGCTAGGCATTACGTTATCTCGGT 
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GGCAACCTTTGTTACCTCCTCATTTCCTTAGAATATTAAGTCATGTTCTA 

TAAAGGTGAAGCT 

>Scquence 475 

AGGTACAATGCCCTTGGAGGGAGAGGGGCTTCATCGAAAATGGTTGCCAT 

GATAGGATTTGGGGAGAACCTCTATGTTTGAGGGAGTTTGGGTCANGACC 

TATCCGAGGAAGCAAAAACTATTGCCCAAATATTCAAAACATAGTTTGGT 

GAAAGATCACCTATGATTCTGAACGAAATAGTGTAGATAAAGACATCTGG 

AAGTTTTCCTATTGAAAAAAAGAAAGTGCGAAATCAGATACTATTGTTTT 

TAAGGCTCTCTTTCTTAAATTTTCTAACTTGGCCAAAATGtCAATGGTAC 

CTTGTAGTATGACTTAGAATCTAGTTCTTTGTCTCTCTAGTAAGGGTAAA 

A TGCI X}CCTTrGCTCCATAAATGTATATAGCTGTTTTCATTATAAAAATT 

ATTTTCCAATTACAATGTCATCAGTACCTACTTAGCCGGGATCAATTAAG 

AAGATATCTTAGT AATT CCCATATAAGTTTTTATAACTATCATTAATTTT 

AGGTTGTCCTCTACTTTAGCCATTTAGAATTAGTGTAATAAGGTATGTAT 

AATTCTATTATTATAATGAAAATTATTTCTACTTCGTTGATAAGAGAGAT 

AATTAACTATCATTTGCCTTATTATTCTTCGTACCATCTAATGTATCATT 

TTACGATGTGTACTTATCTTATACACTATCTTGAGTTTGTATATAACGTA 

ACAATCTGAGTATCATAAACTATTTTCCTCAATTTAATTATCTTAACTTT 

CAGATGTATATATATGCTTGTTAACATTTGATTCTTACCTATCGTCTGTT 

TCCATTATTTAAGTATGGTATGTTATCTTTTACTTCTGTACAATAATCTA 

TTTATTCGCATTGTTAGTCATATAAATCATTCTTTCGTTAATCAACTAAT 

ATTAAGTCTGATATCTTATGTTCATGTCATTAAACTTATTTATCG 

>Sequence 476 

ACGTACCTTTAGTCTTTAAACCCTGATTCTTCC 

ATGGATGAAAAACTCAAACTGACTGATGTGGCTGTAATCTTGGGCCTGTG 

AGGTAGAACAGCAGAAAAAAAATAGGAATTTAGAAGAAGAAGACTTGGTT 

TGAATTTATCTCCTTTAATAGGTGTGTGGCGGCTGGGCACGGTGGCTCAC 

GCCTGTGATCCCAGCACTTTGAGAGGCTGAGGCGGGCGGATCATGAGGTC 

AGGAGACTGAGACCATCCTGGCTGACGCGGTGAAACCCCGTCTCCACTAA 

AAATACAAAAAATTAGCCAGGCATGGTGGCATGCGCCTGTAGGCCCAGCT 

AATCAGGGGGCTGAGGCTGGAGAATCGCTTGAACCCATGAGGTGGAGGTG 

ATTGGGAGCCGAGATCGCACCACTACACTTCAGCCTGGGCGACAGAGGGG 

GACTTTGTCTTAAAAAGAAAAAAAAAGGAATGTGTCAGCCAGGTGTGGTG 

GCTAAAACCCTGAATCCCAACAGTTTGGGATGCTAAGGGGGTGGATTGCT 

TGAGCCCAGTATTTCAAGACAAGCGGGGCAAAAATGATAAAACTCTGTTT 

TTTCCAAGTATGCAGGAAGTAAGTTATTAGTATTAATATAAGTTCCTGGC 

CGGGCGGGCGGCCCGGGCGGTTATATTTTTCCAACCTTGAAGGGTATAAA 

GTATTTCACAAGTTACCGTTACATGTTGTTCTTATAAGGAAGTTTAAATC 

AAGACCCCTTGATTGTAAGGAGGGTGTTGGTTATGGAAACATGGGGGCTA 

AGTAGGTAAAAACAGAACTTTGATGTTTTCTTAAACAAAGTAGTTATCGG 

CGCTC 

>Sequence 477 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCACGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGCTTGTTCCA 

GCTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAGAGGAAAGAA 

ACTGATGGTGTTAACTGAACCCATTTTGATTGAGACCTACACAGGGCTGA 

TGTCATTCA 

>Sequence 478 

CCGGGCAGGTACTTATTGTATATTTCTCACATTCTTTCAGAAAGTTATTA 
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AA ATGCC TTTACAGTTGCGTTGCrrrTrTTfAAAGAGAGAAGATTGAAAT 

TTATTTTGCAGCTATACACHTGGTTTTGGATTATTCATGTGTATAAGTTA 

TTTGAGCTGCTACCACTTCCTCTGACCTAAGGCTGTGGCTAAAATGGGTT 

TGGAGAAGAAATTCTTGCCTGTACCT 

>Sequence 479 

AGGTACCTTTCTTTCCAGGCCATGGCAAAAAAAATCCAATTATGTCCGTC 

TTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAG 

ATTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAAG 

AAAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATTC 

CTTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTCTAGACACC 

GACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATCCTGCGAAGTT 

CTCCCCAGTCCACTTTACCCGCTCTGGGCTCACCTCTGAATGTCCCCGCG 

TACCTGCCCG 

>Sequence 480 

AGGTACAGGTAGCTGTTGGCTAAAACATATTCCATTTACTTGTCAGGACT 

TACAATTTCATTTCACGTGCATATAAAATTAGTCATTTTTCAAATTCACT 

AT TAAA AATCATATCCAAGGCAGCATTTTCCACTCAATTAACCCATGTAT 

TATTTTAAATCTACAAACCAACATTTCAGCTACAGATTTTGAAAAGCCAA 

TTGTTACTATTTTGTAAAATTCACATTTCTAGCCACATAAATTAACAACA 

TTCCTGAAAAACATAAGAATCAGATATAACTCTGCAGTAGGCAATCCTGG 

GTCCTGACACTGACTTTCCTACCTGAGGACAACCACATTCAAACTGCAAC 

CATTTGACAAATGGGGAGTCTCAAAAAGTACAGAAGATAGCAATCCAGAT 

CACGGCAAAAACATGGCTTTTTCTTGCCAATAAGAAAAAAGAAAAAAATT 

AAAAAAAAGTACCTGCCCG 

>Sequence481 

AGGTACGCGGGGGAGTTTCTAAGCCCCCGCCTGCGGTCTGAGGCACCGGC 

TGAACCATGTCGGAGATCCTGTGCCAGTGGCTCAACAAGGAGTTGAAGGT 

GTCCCGGACCGTGAGTCCCAAGTATTTGCAAAGGCATTTTCCAGTGGCTA 

TC TACTT GGAGAAGTTCTACACAAGTTTGAACTTCAGGATGATTTTTCAG 

AATTTTGGACAGCAGGGTTTCAAGTGCCAAACTTAATAATTTTTCTCGCT 

TGGAGCCAACACTTCACCTTCTGGGTGTGCAGTTTGATCAGAATGTGGCC 

CATGGCATCATCACAGAAAAGCCTGGGGTGGCAACAAAGCTCGTATATCA 

ATTGTACCTGCCCG 

>Sequence 482 

CCGGGCAGGTACTTATAGAAGAGACAGGGTTTCACCATGGTGGCCAGGCT 

GGTCTCGATGTCTTGACCTCGGGATCTGGCTGCCTCGGCCTCCCAAAGTG 

CTGGGATTACAGGTGTGAGCCACCACACCCGGCCTGAATTGCACTTTTGA 

TGGCTGAGCCAAATGCTCATTCTATTTAATATTGCACAGCCTGGACCAAA 

ACCCGTAACATTATAAAGGAAGAGATGAGAGCCATTTCAAACTGTGAGAG 

AAGAGAAGACATCAAGCAAAATCTGGGGGTTTTAGCCAACAGACTTCAGT 

CCTGGGGCCTTGCAGCAAAAAAACACCTTCAGTTGCCCCAGGGCTTTACA 

AGGTGTGGCTCGCCTGTTCTGTTGCTACACGCTCAAACCCCTGAGGGGAG 

GGGAGCATGCAGATGGACAGGTGCAGGAGCCTAAGTGGGAGTGTGTTACA 

GTGTGCCC7TTTAACCCTGCTGTCCATGGATGGCTTGAATGTTAATCAAC 

TCAATGGACACTCTGCCTTTTAACAAGGGCAGAAGGCCAATGTGACCACT 

GTGTGTATCCCAAGCTCTTGGCCAGCATCCTGGAGGATTCAGGCCACACA 

TGGGGCTTGAATGTTGAATGCANGGTTTTATTGGAATGGTGGAGGTGGTT 

CTTTTTGAGGATTGAATGCAAAGCTGGAAGCCGGGTATGCACAGGAAGAT 

AATCTTCCTGGTTGGGAGCCAAACCCTTTCGGACCACCCTAGGTTGAACT 

CCTTTGGGGGCAAAGTGTCCCCTTTCTCTTATGTGCCGAACGGTGAACAT 

TTATTG 

>Sequence 483 

CCGGGCAGGTACGCGGGTCCCACAGTGCCCCTTGATTGAGAACCCTCTTC 
CCAGCCAGAGGCAGGAAGAGGACGAGGCACATGAGCCTGGTTGGCATCAT 
GCCCTAATCATGCCCTTTGCAGCCTTCTTACTCCTTCACAGCCCACATGC 
TCAAGGTCGTCTGTCTTTTCTGTCCCTCCCCACCTGTTCCAGTTAGATTT 
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CTACTAAAGTAATAGTTAGCATTTTTGAAACAGTGTTGGCTTGTTTAATC 
CTCACCACAAACCCATGAGGTGGGTTAAGAGAGATGAAAGAACTTACAAG 
GTCACACAGT 
> Sequence 484 

AGGTACCTAGGAAAGGGGTGACAGGTCGGAGTTTGAAACCGCTTGAAGGG 

AGGAGTCACAGAGCTTGGAAAATGCTAGTGCTAGGCCAGAAATGACTATC 

ACTGCTACGAAGTCAGCAGTTATAGTGCTGGTATTGTCAGTCTAGTCAGA 

CAGCCATTAAAAATAACTTAGGATTTCCAGGTTTCCTTTTCAAAAGCTAT 

ACATTTTTTTAAAAATTAAAATTATTTTAAAAACTAGAATATGTGTCAGT 

TCCATTTCTACATCTGAATTTAAGGTAAGCCTCCACTATCAATTCAGCTT 

CTACCACGGTATATATTTACTCTCCCTTTTTCACTCACTCAACCACTCTG 

TTTACAGGCAGGACAAACTGTGGGGGTAGCCAAAGTCCTTCTGTCC 

>Sequence485 . 

AGGTAC ATGTT GTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGC 

TCCCACCTTTTCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAA 

GGACATTCTTTCTGGTG AGTATTC 1" 1T1 GGTTTAA 1 " I " 1GGTTTGGTTA 

TTTGTGCATGAATATAATCTCATTAGGAAACAAGTTAAGTTGAATAGACC 

AAC TAGTG AATTAATCCGTCACCAAAATATATGTTTTTGGCATTTACCTG 

TTTATTTTGAAACTCTTTGTAAGAAATGTAAACCTGTAATGATAATCTCT 

GCTATGTAAGGATATCTCCCTCTCTGACACCTAAAACACTAGATGCTTTC 

ACAAAGCAAATGGAAGAGACCTAAATCTATCTATCTGTGTAAACTCACCC 

TTGACCATTTCATTTTTGAAGGCTTCCTATATATGCTTITITTCATCTCA 

ACAAATAGTGGTGTTAAGGTAATGTACCT 

>Sequence 486 

CCGGGCAGGTACAGTGAAGCTTTGACCTGAGGAGCTCTTCTGTAGGTGAA 
GAGTGGTTAACTATGGTTCCTGTGTGCCTGGGGCCCCCCACTCCTAGGAC 
TCATCCACCCCCTACCCAGAACTTACTAGTACCT 
>Sequence 487 

AGGTACCTTAGTAGAGCAGTTCCAAAAAACCCTGCCAGTCACTGCTGTGA 

CCTGCTCCACAGGACTCAACCTGAAATTGGACATCGCCTCCCAGGAAAAT 

GGTGCTTTAATGGAGCAGCTCCACATACATCTTCCAGTCACTCCTACAGC 

CTTCCCCACTATGCCAGAGCTAAAGCAATAACTGGCATCCCAGGGAAATG 

ATGCATTGACTGCCAGAGCAGTTATATTCCCAGTGCCTGGGCTGAAGCAG 

TCCCCTGTCTCCTGGGAAAATAGTACCTGCCCG 

>Sequence 488 

TAGTACCTTTCTTTCCATGCCATGGCAAAAAAAATCCAATTATGTCCGTC 

TTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAG 

ATTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAAG 

AAAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATTC 

CTTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTCTAGACACC 

GACCATACAGGGCGTGGGGCT 

>Sequence 489 

CCGGGCAGGTACTGCCCTCCAGGGCTTACAGTCTGGTGAAGGCACAGGCA 

ACAGTAAGATGATGTGGTAATTACTGGGAGGGGGCAGGAAAGAGAGAGAG 

CAAAGCAGATTCCAGGAGAAACAGGAGGNAAAGAAGGGCTGCGGGGAATA 

GACTGGCATATGCAAAGGTCTAGAGGAGGAAAGAGCAGGTTTAGTCAAAG 

AACTCAAAATAGTTCAGCACGGTCAGACTTTGGAGTCTGGTGAGGGACAA 

GATGTACCT 

>Sequence 490 

CCGGGCAGGTACCCCAAAACCAGGGGCTGCAGCTCCAGCAATTGGGAAGG 

CCAAGTTTTCTTGCACGCTCCCCAGAAAAGGGGCCAAGTCCATGGGGCTG 

AGCAGTGATAGACTGCAGACCTCACCACCACTGAACCTTGTAGGATAAGG 

CCCACTAGCCTGGGATGCTAGTGAGGCCACCCTAGTCCTCCTGAGTTCTC 

CAGCTGGGAGCAGCTCTACACTTCTCCGGCATGCAGCTCCCAAAGAGAGA 

GGCAGTCCACCTTTTTGCTGTCTCGCAACCCTCCCTCCTGCTGCTCTCAG 

GCTTGGGAGGGTGCACAGCAATTAGGGACTATCACAGAACCCCAGCACAG 
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TGCATCTGGTGAACTTAAAAAAATCAACAAGTGAAAAACAAACAATCCCA 

TTTAAACGTACATGAGATAAATCATGAAGGCCACTATCATCCTNCTTCTG 

CTTGCACAAGTTTCCTGGGCTGGACCGTTTCAACAGAGAAGCTTATTTGA 

CTTTATGCTAGAAGATGAGGCTTCTTGGATAGGCCCAGAAAGTCCTGATG 

ACCGCG ACTT CGAGCCCTTCCTAAGCCCAGTGTGGCCCTTTCCGTGGCAA 

TGCCAATTTTCGAGTGGTTCAGTGTTCTGAATTGGGTCTGGACAAAGTGC 

CAAGGATCTTCNCCCTGACACACTTTGTGTAAACCTGGAAACAACAAAAT 

TACCGAATCCAAGATGGNGACTTTAGAACCTGAAAACCTTCACGCATTGG 

TCTTTCAACAAATAAATAACAAAGTTAGGCTGGACCTTTACACCTTTGTG 

AAATGG 

>Sequence 491 

CCGGGCAGGTACCATTATCATTTTTAGTGCAGTAATAAAGAAATTAAAAG 

TCTTAACATTGAGCATTGGACAAAAACACTCTGCTTGGCCTCCCAAGGTG 

CTGGGATTACAGGCGTGAGCCACCACACCTGGCCTGGGCTCCTGCACTTT 

AATTCAAGCCCTGTGACTTGCAGTGAGTGTGGCCAGGCAAGCACTCCCTG 

TCAGAATGGTATGATCCCTCTTTTCTGGAGGGCCAGCCTGCCTGCAGCAC 

TGTTCACAGGCTTGCAGGTGCCACTGAAGAGACCAGTGGAGTTTAATGTC 

TGGAATGTGTTCCACGTGGAAATATAATTACTCTGTCATCTGGAACAAGC 

GATTGTAATTGTTAGAGAGTTCCTCAGTCCACTAGTTTGACTTTGGCCAT 

GGTCGTACCT 

>Sequence 492 

AGGAACACACTAAGGGCGAATGAGCTCCCCGCGGTGGCGGCCGAGGTACC 

CCAACGTTTCGCTTCCTTTTGACCAATAAGATAATTTGCAGCTATGTGAG 

ACAAACACGCCACCTCAGGCCCTGTGATGTGCATCAGACCAGAAACAGCC 

GAGGCAACAGCATCATAACCAGCTCGCTGAGAAATTGGACCTGTCTGACC 

ATACCCTGTGATGGAACAATAGATGATGTGAGGAGCAATCTCGTCTATAT 

CTTCATATCCCAGGCCCATTGCAGACAGTTTGCCAGGGACATAGTTTTCC 

ACCCCCGCGTACCTGCCCG 

>Sequencc 493 

GAGCTCACCGCGGTGGCGGCCGGGGGCCATTGAGACTGCCATGGAAGACT 

TGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGCTTCTGG 

CTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACT 

GGTCACAGACAAGACTCTCTTGGTCTGCAAATACGACTTCATCATGCTGA 

GTTGTGTGCAGCTGCAGCGGATTCCCCTGAGCGCTGTCTATCGCATCTGC 

CTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGA 

AGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTCTGTCCC 

GCTGGAACCCATGGGCCACTGAAGTTCCTTATGCTACTTTCACTGAGCAT 

TCTATGAAATACACCAGTGAGAAATTCCTTGAAATTTGCAAGT 

>Sequence 494 

CCGGGCAGGTACGTAAGTTGAAGTCCAGGAGGGTTCCAGACACAGAGCTT 

CTGGTGTCTTCTCCCTGTGGAGTCAGGACTCATTACTCTGCTGTCTTTGA 

TGTGTGACAACAGGCACCAACTATCGCCAACTAGAGAAGCTCACCAGAGC 

TCTGATGTTGGAAGTTTTTATTGGGGCCTCAGCATGTAGACATGATTGAC 

TGGTTGGTGGATTAACTGTCTACATGGTTAATCTTAGTGTCCAGGTCAGC 

TGATACTGCGTGACCAAAAGCTCCTACCCCGAATCCCTTGATTAGTATTT 

CTGGCATAGCAAGCCCCCGTCAGAAACAAAGACATTCCTCTTAGAGGTAA 

TATAGATTACCTTTCAGCACCAGAGGGCAAAGGCCAGACTACTTTTTAGG 

CAAGTACCTCGGCCG 

>Sequence 495 

CCGGGCAGGTACTTGCCCTCTCTGAGCCCGCCTTGCTTCCTACCCTGTTG 

ACTGAGCACATTGGACTGGGTCATAGTGGGTGATGGCCCarCCGGCTCT 

GTAATTCCCCACAACAGTCCTGGTGCGAGTGTCAGGCCTGGTAGAACAGG 

GTTGTTTGAGAGATGGTATCTAGGCAGCTATGTTTCCTCTGCTCCAACCA 

GTCCTGTATCAGTCGCTTCAGACAATGTGGCACATTCTGTTCATTGTATG 

AAGAGGAGGAAAGTGCAAAGCATGGTTGATAGGAACCAGATGATTTTGTA 

ACAACTATTAATTCCAGATAAGGGGTACCTCGGCCCGCTTCTAGAAACTA 
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agtggaatccccccgck:gcttgctagaaatttctattttcaaagccttat 
ttgattaccgtccaaaccitrtatgggggggccccggttacctcagtttt 

>Sequence 496 

AGATTTATCACTACTTACTACTATGGGCAATAGAGCTCCACCGCGGGCGG 

CCGCCGGC AGGAC TTATTTCACATGGAGACTCTTTTGGCTTGCTTTTCCT 

TTTAATTGGTTTTATAGAGAAAATATAACTAAAAGTAATGTCATATGAAA 

TAATGCATTGCTTATTAAAAATACATACTGAAAATATGCACTGTCAATTT 

CAGATACTCGATCATTTTTATATTATTTGGCATATAGCCTACTTAATTCT 

GTAAGTG GCAA CATGTCTCCATCCCTGATAGAATATATTTGNCTATTTGT 

TGTTTTCATTTTAGTTTATATTATTAATACAATGTTCAAAAATGTAACAA 

TCTTCATTGATTAATATGGAAAAGGTAATGGGGGGAAAACCAAATTTTTT 

TTTTAAATTTCATTCCATTCGGTAAGTTGTAACTATCTTTACACGGAGTG 

TAACATTCATTTCAACTGATTCTrTGCCATGAAAACAAAAAGGAATCTTT 

GATTC TTTGT GTATTTACCCAAAGATTAAGGGTATGTTTAAGATGAAAAA 

ATGCCCITTTCTTTGCTTCCCTGGAAGGGACCCTGAATAAAATTTTAAAA 

AATTGAAAACCTGCAACACTTTTGCAATCTTTTTTAACTACACCTAAATA 

CCGCCTATTGGAATTTTGGCAAAAAACTTTTCTGTAGGCAAAAATCCCAA 

GGCATCCTTTGAGGCTCTTTCnTATTCCCTTAAAACTTTCAAAAACTTCC 

ACAAGCCAGAACCCAATTAGCTTTCTTTCAAACCCCCACAAGAACATGGG 

GGCACCAAGGCCCTGNGGGAAATTTTGGTAAACTTAACCAACCT 

>Sequence 497 

CCGGGCAGGTACCATTTTAGGCCAAAGCTATCCCATGACTATTGCCTAGA 

ACGGGAGAGGTGAACAGAAGAGGTAGGGGCTGTGAATGCTTTCGCAAAAC 

TGACAAGCAGGGCGAAAGGGAAACTCTGGAATATGAGCTTCCAGACTGCA 

CTTGCATCTTGTTTATCTCACGGTTCTCAGGGGCCACCACCTTACCTGGC 

ACACCGAATGTGCCTGAGGAATGCTTGATGCACTAAACCACAAATCAGTG 

CAATGGAATTGCCATCCCCCAAAAGTCCTTTTTTAAGATAAGAACGTATT 

TTCTGAAGTGGATTCTGATAGCTATTAGTTTTGGTGGTCTGGAGTATGCT 

TTTACTCTTTCTCCCTGATACTGGCAATAGAACACATAGGTCCACAGGTT 

TGG 

>Sequence 498 

CCGGGCAGGTACTAGCTACTCTGGAGGCTGAGGCAGGAGAATGGCGTGAA 
CCCGGGAGGCAGAGGTTGCAGTGAGCTGAGATCACACCACTGCACTCCAG 
CCTGGGCGACAGAGAGAGACTCCCTCTCAAAAAACGAAACAATGTTCTTG 
GCTGGGCGCAGCAGCCTCACACCTGTAATCCCAGCAAGTACCTT 
>Sequence 499 

CCGGGCAGGTACTCCCAGGATTTATTTCATCTATAGCAAGTTGAAGGAAT 

AGCAAAGCACCGTGGCAACAGCCCCAACTTGCAATTGGCTCTTTTTCCTG 

TGAGGCATTCCCCTTTCAAATGAGCATCCGCATCCAACAATAGCTTTATT 

TC AAGC ATCCAAGCCCGGAGTCATGCCATCGCCTGTGCCTAGGAGACCTG 

GCTTTTGGAGGTGAAGCCAATGCAAGCCAGTATTTCTGCCTGCTGGCTCA 

CTGCACCAGGCATTGTTCTCAAAGATGTCCAATCATCCTCCTTCTGGGTA 

ACCCTGCTTGCGTATGTGTGTGTGTTTCCCATGATACAATATGTTTGTAA 

CCAGGCATCTCTGAATCAATCATCTCAGCTAGCATATTTTACTTATTGAA 
C 

>Sequcncc 500 

AGGTACCACTCCGATCCCTGGTGGAGGTCCCCGTGCCTCTCTGGAGACCA 

GTGGTCTGGCCCCAGAGGT 

>Sequence 501 

CCGGGCAGGTACAAGGACAATAGGGATACCCTGGAGCTGTCCCAGTCCAG 

CTGAGAAGGGCATTCTCCCTACTTGTGTTTCATCTTAGGGACTCTCACTT 

TGACCCTGAGTGTGATAGGAACCATGGGGAAGTCTCAGCTGAGGTTGGAC 

GTGAAAGGTCTCATGTTTTAACAGGGTCACTCTGGCCCCCTCCACTGAGA 

ACAGGCTGAAGGTGGCAGGGACTGAGTGGAGAGACCTCTTGGGAGACCAC 

TGCAGCAAGTCAGGTGAGAGCTGGAGGTGGCTTGGCCCAATGGGTAGCTG 

TGAGGTCGAGAGCAATGGCTGGAGCCAGGAAACCTCTGAGTACCT 
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>Sequence 502 

CCGGGCAGGTACCCTGAOCCTCCTGTGCCATTCTTGCTAGCTGGACAGAA 

GACATTGCTACTGAGCCAAGAAGACTTGATCTCTCTTACACCGAGGAAGA 

AGGGAAGGTCTGATGCAATGAAACAGCACGTTTGCTTATAATTCTAGATC 

AG AACCA TAATAGTAATTTGCCTACTAACTATGTAACATTGAACAAACTA 

CTGTTTTGTGAGCCTGAAAAGTTGGTACCT 

>Sequence 503 

CCGGGCAGGTACGCGGGGGAGGGGGTAAAGTGGACTGGGGAGAACTTCGG 

AGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTATGGTCGGTGTCTA 

GAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGAATGTCA 

AAATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTTCACAA 

TTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTTCAGCT 

CACAAAGGAAATACTACATAAGAAGCAAGACCACAGACTCAAGACGGACA 

TAATTGGAATTTTTTGCCATGGCCTGGAAAGAAAGGTACCT 

>Sequence 504 

AGGTACGCGGGGGAGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTG 

GACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCC 

CTGTATGGTCGGTGTCTAGAGCCTACAGCAACTAAGACCAACCCAGCTCT 

CAGAAGAAGGAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTG 

GAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATCCA 

TGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACCA 

CAGACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTGGAAAGA 

AAGGTACCTGCCCG 

>Sequence 505 

CCGGGCAGGTACTCACAGCTACATCACACTGAATATCATCTCrCTGCACT 

GCCATTTCATTTGAGCAGGGCTTTGCCTGTCAAGAACATTCATATCTTTT 

GATAAACAGTGCATTTTTCCCTGATAGTCTGTATGGGACAGCCTCCTTGT 

TTGCATCTGAAGGACAGGGACTTCAGGACCTCCTGCTGTGGTCACCAAGG 

AATCACATTCAAACTTCTCAACAAGGTGTTATGGTCCTTCTCAGTTTGCC 

TACGATCCATTGAGGCAAAGGTTTCCTTCTCTCAATACACCCTCTGCTTT 

AGCCAGGGGGACCTCCCACTGTCCTCTCTATGTGTTCTATTTGTTCCTGA 

CTGTTAGTACCT 

>Sequence 506 

CCGGGCAGGTACCAACAACTGCCAGGCTGCCAAGCAGTTTGGAGTATTGG 

AAAAAAACGTTCGAGACTGGCGCAAAGTGAAGCCACAGCTTCAAAACGCC 

CACGCCATGCGGCGGGCATTCCGAGGCCCCAAGAATGGGAGGTTTGCTCT 

GGTGGACCAGCGTGTGGCCGAATATGTCAGATACATGCAGGCCAAAGGGG 

ACCCCATCACCCGGGAGGCGATGCAGCTGAAAGCTCTCGAAATNGNNTAG 

GAAATGAACATTCCAGAGAAAGGGTTCAAGGCAAGCTTGGGTTGGTGTCG 

AAGAATGATGAGAAGGTATGACCTGTCTCTGAGGCATAAAGTGCCCGTGC 

CCCAGCACCTGCCGGAAGACCTGACTGAAAAACTCGTCACTTACCAGCGC 

AAGGTCCTGGCTCTGCGCTAGGCGCATGACTATGAAGTAACTTCAGATGG 

GGAATGCAGATGAAACCCCCATTTGTTTAAAAGTGCCATTACTGGTTACT 

GTTGATAACCAAGGCGAAAAGCCTGGCTTGGTCAAGACACCCAGCCGGGA 

AAAACTGAN 

>Sequence 507 

AGGTACCCCAAAACCAGGGGCTGCAGCTCCTGCAATTGGGAAGGCCAAGT 

TTTCTTGCACGCTCCCCAGAAAAGGGGCCAAGTCCATGGGGCTGAGCAGT 

GATAGACTGCAGACCTCACCACCACTGAACCTTGTAGGATAAGGCCCACT 

AGCCTGGGATGCTAGTGAGGCCACCCTAGTCCTCCTGAGTTCTCCAGCTG 

GGAG CAGCTC TACACTTCTCCGGCATGCAGCTTCCAAAGAGAGAGGCAGT 

CCACCTTTTTGCTGTCTCGCAACCCTCCCTCCTGCTGCTCTCAGGCTTGG 

GAGGGTGCACAGCAATTAGGGACTATCACAGAACCCCAGCACAGTGCATC 

TGGTGAACTTAAAAAAATCAACAAGTGATAAACAAACAATCCCATTTAAA 

CGTACCTGCCCGGGCGGCCGCCCGGGCAGGTACTTGCGCTTACTTTGTAG 

CCTTCATCAAGGGTTTGCTGAAGATGGCGGTATATANGCTTGACAAGAGG 
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TGGTGAGGTTGATCGGGGTTTATCGAATACAGAACAGGCTCCTCTAGAGG 
GATA 

>Sequence 508 

ACGTACCCACCTTACAATGTGGACAAGATTAATTTAGGGAAAACACGTAG 

CACAGGGCTTCACCCATGGTAAGTATTTCATAAACGGTAACTATTTTTAA 

CAATGACAATTCCAGAGTAATCCTAATAAAAAATGATTACAGAAGAGGAC 

GCCTCCACCCACAGGAAGGAGCCAGCACGGTGGGGAGCTGTATCACCAGT 

GGAGTGTTCTCAGCAGCTGACACACGTGGAGTTGCGGAGGTAGCAAGCAG 

AGCTGGAGGAGGAGGGGGAGCCCTGGCTCCTGCTCTCTCATGAGCAGTGT 

GCATGCTTGATCATGGCACTCACTGTCTTACCAGCTTAACTGTGCTAATT 

CGTAAAACGATGAGCTCTCTGAAAGTCTTACAAGGCCGCTGCCTGATCTG 

TGACACCTGGGCATGTTAAGGAGTATGCAATGCAAGATCCTGTGTGCAGG 

GATGACTGTTCGCTTTCCACACCGGACTCCTGGCAGGCCATCGCTGTCAA 

TCAAGCTTCCGAAACCCGACTGGGAGTCTTTTCGAAGCCAAATCGG 

>Sequence 509 

AGGTACTGTATAGTGATAAAAGGTTAATTGTATCAAGGTTACACAATCCT 
GAAGCTTTACATGCCTTCAAAATACATAAAACAAAAATTGTCCTTAGJAA 
AATC AGAACTAGACAAACCCACAATCACAGTGGGAGATTTTTATTTTTAT 
TTTTATTTTTATTTTCATTTTGTGATGGAGTTTTGCTCTCTCGTCT 

TTAAGTGATTCTCCTGCCTCAGCCTCCCAGGTAGCTGGGATTACAGGTGT 

GCGCCACCACGTGCAGCTAATTTTTGTATTTTTAGTAGAGACAGTGTTTT 

GCCATGTCGGCCAGGCTGGTTTTGAACTCCTGACCTGAGGTGATCCTCTT 

GCCTCGGCCTCCCAAAGCGCTGGGATTAACAGGTGTGAGCCGCTTTGCCT 

GGCCAGGAGATTTTAATATACCTCTAAAGTAACTGACAAAACAACCACCA 

TGAGTCAGTAAGGATATTGAGGATTTGAACCTCATCATGTACCTGCCCGG 

>Sequencc510 

CCGGGCAGGTACTTGGCACATCTGGAAAATGACGGAGTCTTTCAAAAATA 
CTGCTGGGAAGATGACCTGTTTTCACTCTCTCTCTAGGCAGGTTCACATC 
ACCAGATGATGCTGGATATGGCTCCACTCCAAGGAAAACAACCTTTTCTT 
GGTCTTTCAATGGCTGTTTATGAGTATACAACAAGTGCTTTCTATATAC 
>Sequence 51 1 

AGGTGCTGTCGCCCGGGCAGGTACAGCTCAGTGCATTTTACGCAAAGTGA 

ACATAGCAGTGAACCCAGACTACGGACCATAACATTACCAGAAGGCACGA 

AGTCCCTGGAGTCCTCTTCTAGTCAGTAGCCCTCACGAGTAACCAGGATC 

CAACGTCATCTTGTTCGGCTTTGACTTTTACAGGAATGGAGTCACCCAGT 

TTGTCrTCTTTTGTGCCTGCTTCAGCTTGCTGCGGGTGCTGTAGCTGGCC 

TGCCCTGGTGTGGCCGGGGACTCCCTTGCGTGAATATACCCCATCGTTTC 

TCAGTCCCTTGAACTGTTTCCAGCTGGGGCGATCGTGGATAGTGCTGCTG 

TGAACAGGCTTAAGCACGTCCCTTTTTCTCGAATTTTATTGAAATACAAC 

AAAGTGCAAACATCACAAGTGCACAGCTCGATGAGTTTTTACCGACGTAT 

ACACCCGTGTAGTCACCGCCCGCAACAAGCAAAGAATGTTTCCTTGCACC 

CCAAAAACCTNCCTTGTCCCTACCTTTGCCACACCCCCGCAGAAGGTCAT 

CACAATTCTGACTTCTTTTTCCCATAGACAGATGCGTNCGTTCTTTGAAT 

TAATATGATGGGATCATACAGAGTGTGCTCTCTCTGGAGAAGGTNTAAGA 

TTCTTTTTTAAGGCATTCTTGGGGCCCTGGGGTTCATGGAACCGGGGAGA 

GCATTTTTGCAGACCTTACAGGCACCGCGGTTAAAACAAGCGTGACCAAG 

CCGCACAACGGGGAACAAGACAAAACTTGAAAGTCCTTCTCACGTGCAGC 

CTTGAGGTT 

>Sequence 512 

CCGGGCAGGTCTTCAGCTCCTGGACTCAAGTGGTCCTCCTGCCTCGGCCT 

CACAAAATGCTGGGATTACAGGCATGAACCACCACACCTGATCCTAAGTT 

GTA rTTTTTT 1 CTGCC ATA ATTTATTTTATATTTAG ATTTTACTATTTTG 

ACGGAGGTATTTCCTAAAAACCGAAGTCCTTGTAGATAGGGGCACAATTA 

ATTCATTAGTTAATTAAGACCATTCATGGTTTGATCCTTGCCTTCCTCTC 

CCACCTTATTTCTAACTGTGGTCTCCTTCCTTCTGTCTCTGCTCCTCCCA 
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TTACACTGGCCTTCCTTGGGTCCTTTGTACCT 
>Sequence513 

AGGTACTCACTCACTGAATGGCCACCTATGCCCAGCACTCATTGCACTGA 

AATTATAGGTAGCTTCTGATGGATTTGGAGATAAGAGGCKICTTTGGAATT 

ATCATCTAAATGTCTTTCAAACTTGTAATATCACTACTACTTGGCAACGC 

AAAGGGCTTGTCCATGTGAAAGCTCACCTTCCAATATGAACTGCTGGAGA 

CTGGAAACACCGTTACAGAGTGTCTGCAAGTCCATGCAAGAAACATACAG 

CGCATTCATATTGCAGCATTGATTTTTCAGGTTAATTTTTAACCTCTGAG 

TTGGAGAGAAAGAAAAAAAACCAAAAGGTTCAGTCTATGAAGTTGTTGCT 

ATCTAAACACTCCCAAAACCCATTACTGAAATTTTGCGTGGCACATAACC 

CACGTGGCTTATTTCAAGTGGCTGAATGAACAAAGTTTATGAGAGGTACC 

TGCCCG 

>Sequence 514 

AGGTACTTTCAAGCT CATT GCTAGTAAAGATATCAGGCTAATAACAACTC 

AGAAACTCAAGTTTATTTTCTACACTATCTTAAAAATAAAGTGAAAGCCA 

ACAACTATTGAGTAGCTATGTAGCAGACAGGACTTTACTGACACTACTTC 

TAAAGAAATCTACAATCTAGGCTGGGCGCGGTGGCTCATGCCTGTAATTC 

CAGCACTTTGGGAGGCCGAGGCGGGTGGATCACCTGAGGTCAGGAGTTCG 

AGACCAGCCTGGCCAACATGATAAAACCGCGTCTCTACTAAAAATACAAA 

AATTAGCTGGGCATGGTGGCGGGTGCCTGTAATCCCAGCTACTCGGGAGG 

CTGAGGCGGGAGAATCGCTTGAACCCGGGAGGCGAAGGTTGCAGTGAGCC 

GAGATCGAGCCACTGCACTCCATCCTGGGTGACAGGGCAAGACTCCGTCC 

CCCCGCAAAAAAAAAAAAAAAAAAAATCCCCATTTAAAACACTTGCAAAA 

AGGGGAAAACCAAACCCTTCCAATTTTTTATAAAAACCCGAGAAGGGGTC 

CCGGTTTCCTTTAACACCGGGGGGTAAAAACCTTTCCAAAAAAAAAGGGT 

TACCGTTTCCCCTTTGAGGAAAACCTAAAAAAATTGCTGCCCTTCCCGGG 

CCGGGTAAGCCCAATTCCATGGGGATTTAAAAAGGTCCTTTTGGGGGTAA 

AGGCCCAAAGCTCTTTTAAGAATTTTTTCCCCCGGGGCAAGGGAAAAGTT 

TTATACCTTCCGGGCGGGCCGTTTAAAATAGGGATCCCGGCCTGAGAAA 

>Sequence515 

AGGTACAGAGATAAAACTGAGGCTTAGAGAAGGTCAATACCTGGCCCAAA 

CCATATCTGTTAAGTGGCAGAGCCAAGATTTGAGCTGTCTGACTTCAGAC 

TACTAAACTATTCTACCTCTAATATAACATATATGAAAACAACTATCAAA 

TGGTAAAGTCCTAGGCAAACATCAGATCTCACTATCATTAAAACTTTTCT 

CTGAATCTTTACTTAAAAATTACATTATGTGACCGGGCACGTAATCCCAG 

CACTTTGGGAGGCCGAGGTGGGTGGATCATGAGGTCAAGAAATCGAGACC 

ATCCTGGCCAACATGATGAAACCCTGTCTCTACTAAAAATACAAAAATTA 

GCCGGGTGTGGTGGTGGGCACCTGTAGTCCCAGCTACTCGGGAGGCTGAG 

GCAGGAGAATTGCTTGAACCTAGGAGGCTGAGATTGCAGTGAGCCGAAAT 

AACGCCACCACACTCCAGCCTGGGCAACAAAGGGAGACTCCATCTAAAAA 

AAAAAAAAAGGCACTTTTGGCTAAT 

>Sequence516 

NGGGGCGTCTTACGATAGCTTAGCCAATCGAGCTGCGCCGGCGGCCAGGT 

ACAGGCACTTTCTrCAAAGCTCCTTCTTTTGGTGACATCTGGAGCTTCAG 

AGGCAGTGGGAGATGGAATGGGGGTCAGATCCATGGAGATCATTATTGGC 

AGCATTATTGGCAGCAATTCCTGAGAAACTGAAACAATTGAGAGAGAGAT 

GGCTTACTTAGCTCACTTAGCTTCTAAGCCATTTTTCATTTGCTGAAAGT 

AATGGAAGCCAGCAGCCTATTCTTAGGATTTAATAGGAGATTTGAGTAAA 

ATTTCATTCAGGAAGGTTCTCATTTTTCATTnTAAAAGTGTGAATTCCC 

TGTrCATATAGAGCAGAGCTATTCTTAACAATATTGCATATTTAAAAAGA 

ATCAAGTTGTATCCTTGAGATACAGATCTCTATCGCTTGGTAATCATCAG 

CTCTAGCATCTTATTTCACTTAAAAGCAGTGCTCACAGAGGCAGTTAGAA 

GATGAGGATAACTGAAAAAACATTTACGATATAAAGCAACCACGTTTAAG 

ACTGGAAAGTGATGCTATCACTTATGTCAAAGAAATAGCAACCGGTTAAA 

AGATGTTCAAAGTATGTTAAAATTAGCCTAACAGCTTGAATCATATGAAA 

TCTGCCAACATCTTGTACATTTGCAAGAAATACACTGATTTATAAACGCC 
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AATCTGCAATTTGGGTITCCAACCCGCGTTCCTCGGCCCGTTTTAGAAAC 

AAAGGGATCCCCACGGCTGCAAGGAATCCAATTTAAGGCTTTTTGATACC 

CGTGCCCTCAAGGGGGGGCCCGGCCCCAACTTTGGTTCCCTTAATGAGGG 

TTAATGCCCGCCT 

>Sequence517 

TGCCTTGCTGCATACANATGACAACACCCGTTTCTCCATGTGGTGGCGGC 

CCGGGGCCATTGAGACTGCCATGTTTTACTTGAAAGGCCACGTATTTGTA 

TTACTTTTTTAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGAC 

CACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCT 

CTTGATCTGCAAATACGACTTCATCATGCTGAGTTGTGCGCAACTGCAGC 

GGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTC 

CCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAAGATCTACTG 

GGGGAGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCA 

CTGAAGTTCCTTATGCTACTTTCAACTGACATCCTATGAAATACACCAGT 

GGAGAAATTCCTTGAAATTTTGCAAGTTGCCTGGGTTCATGTCTAAGCTT 

GTTCCAGCTATCCAAAAATGCCTACAAGAAATTAACTGGAATCTGGAAGA 

GGAAAGAAAACTGATGGTGGTTAACTGAAACCCATG 

>Sequence518 

CCGGGCAGGTACTTAGGGCACAGAGAGGTTAGCACACAATGGGTCTAAAT 

ATACCACTGTTTGGGGATAAATAGCTTCCAGGGATCTGGATGCAGAATAA 

GCTAAGCCAGAAAGATTCAATGCAGTCACCTCAGAAAGTCAGCCACATGC 

ATCTTGGAGAGGCCTTGTGGTTTCAGGGCCATTCTAAGAACGCAGCTATA 

CTATAGTCAGTCCAAGCGGTCATCACATTAAGGAATCTCAATTTGTGAAA 

ACTAGTATTTCAATAAAAAAGGAGAACACTTGTTTTGTTAAAGGAGTGAT 

AACTTCACGTGGATATTTGTCATAGGTTGTATTTAAATGAAAGCTACCCT 

GACT ACAT TAAAATATGATTTATTTAATTCAAATGTATTTTGCACATATA 

CGACTTTTAAAGAACAAGTTCATTGCTTAAGCAAATTAGACTCAGATTGC 

AGAAATATGTCTCATATGCAAAGTCATCTGGATTAAAATAGATACCCAGC 

CCAATAAAGACTATTTATCTTTTCATTTCAAAAAAGAAATTCCACCGTTA 

TATAAACTCATCATTCAGCAACCAAATTTCCATGAAGGAAACAGAAAATA 

TTTAGAGTATTATTGGGCCTTAAACACAAGTGATTAATCCTGGAGATACT 

TGTGACCAAGGATTGNTTTGTTCTTGACCGCAACCTAATTTTAAATGGTT 

TGTGTAGCAATTTGAGTGTCAAAAAGAGGAGGAAAAAGCCTTCCTTGACA 

A A AATG GCCCG A ATTTTA A AAG AA A AGG AGGC A 

>Sequencc519 

AGGTACGCGGGTTTTGTGGAACAGTAAGACTCACTTACAAGAAGTAACAT 

GCTGTGTTTCTGGATGATATTCTTATCTGAGTACAAAGCACGATGAGATG 

AGCAAAGTTAACATGGCACAGACTTCCTGGTTTCTCCCATACCTGTGGCT 

CTTGTTGCCTGCAACCTGGGGTCTCCCATTCATGTATATTTCTCTCCTTG 

AAGCCTCCTGACATCAATCCCTGTCTGAGGCAATTTCCAAAATAAAAATA 

ATAAAAATAAAAAAGGTTCCCTGCCCCTGGCGGCCCGTTTTAAAAACTAT 

TGGGGATCCCCCCCGGCCTGCAAAGAAAATTTGAATATTCAGAGCTTATT 

CGGATACCGGATGAACCTTATAGGGGGGGGGCCCCCGGTACCCCCAGCTT 

TATTGGTTCCCTTTTTAAGTGAGGGGTTAAATTTGCCCCCGCTTGGGCGG 

TAAAATCAATGGTACATTAACCTTGTTTTCCCTGTTGTGAAAAATTGATT 

AATCCCGTATTAACAAATTCCCACAACAACCATATCTGAGCCCGGGGAGG 

CATTAAAAGTGTTATAAAGCCCTGGTGGGTGGCCCTAAATTGAGGGAAGC 

CTAA 

>Sequence 520 

AGGTACACACAGTTAACCACAAAACAGGCCTCTCTGAAAAAGCCATTGCC 

ATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTG 

AGCCACGGGACATGTGAGCTTCCCCGCTGATGCTCCTCTTATATCAAAGA 

TCACTTTCACAAGATGAGCGACTCAATATCTTTTATCAAACCAATGATCA 

CCTGCAAGCTATGGTATATTTTTGCAGCTGTGTAGAGCTATGTGGCATGA 

GAATGTGGGACTTA 

>Scquence 52 1 
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AGGTACTCAAGCCACCTGCCTGTCATGGCCCCCCAAAATGCTGGGATTGC 

AGGCCACCATAACCGGTCATCGGGGCAACTATCCTTCAGGGCTTCCTCCA 

GTAGGGCTCCCCAGGTTGGCCTTGAGGGCCACAATAAAAAATCTGACTTA 

GCTATACTCCTTCCCTGTCCCCAACCACAGTTATTCTTGTGGATGAGGCA 

AATGGCAGCAGGACAGCTGGAGTATACCAGAGTTGACTCATTTATTTTAT 

GCATGCTTAGTGTGGCATCCCTGGGGACATGAAATTCCAGTGAAATCCAG 

TCTTTGTGCTGGAGAAGCTCATAGATCTGTGGAGGAGGCAGATGCCCACC 

CACTCACTGTACCTGCCCG 

>Sequence 522 

AGGTACAAGCAGTAATTGATTCACTGGCCTTGGACTACTTGCAGGTCAGC 

TTGTCTCACATAACAGGTTGGTATATGTATAACTATCACATAATTATGCA 

TTTTAGTAAAAATAATTGTTTAGAACTGGCTTCGGGCAGTTGTGACCTCT 

AACTGGTAATTCCTTGCTTCTTCTGTATGTGTCCACCTCTTGTGCTGTGC 

GCCTAGCCAAATCAGGGTGCTCITGAGTAAAATTCTTCTAAAATTAGGCA 

GCTCATCAAGATTCCACTTCTrTTTAAACTTAATTCTCCCCAAGGTTTTC 

AAACTTC 1" iTCCAGATAAGGGCCCTGCCCTACTTCCTTCAAATCG AGGTG 

CACCAAACCCTCTGTCC 

>Sequence 523 

AGGTACAAGCAGTAATTGATTCACTGGCCTTGGACTACTTGCAGGTCAGC 

TTGTCTCACATAACAGGTTGGTATATGTATAACTATCACATAATTATGCA 

TTTTAGTAAACATAATTGTTTAGAACTGGCTTCCGGCAGTGGTGACCTCT 

AACGGTAATTACCTCGGCTCTCCTGAATGTTCCCACCTTTGGGCTTGGGC 

CCCTAACCCAAATCAGGGGGCTTTGGATAAAATTGTTTCTAAAATTAAGC 

CGCATCAATAAGGATCCCATTTTGTTTTTACCAAATTTTTCCCCAAGGGT 

TTCCAAAACCTTTTTTGACGATAAGGGCCCTCAGCCTAACTTTCTCTCCA 

AATGCGAGGGGCACAAAAACCTTTGGGTCCCGGCGCGCTCTAGAACATAG 

GGGGTCCCCCCGCGTCTGCGAGAATTATGATTACACGCTTTATGGGATCC 

TGTCACCTCTTCGGGGGGGGGCCCGGGCCACCCAATATTGGGTCCCTCTT : 

AAAAGGGGGTAAAATGCGCGCGCTGTGGCGAAAATTAGGGATAAAGTGTG 

TCTTTGTGTGAAAATTGGTTTGTCTGCCAATATTTCCCACACATTTATAT 

A GCCCGGGTG AG A A ATA AGTGTGAA ACACCTGGGG TCCCATAAGGGCGCG 

ACTCTCACACATATAAGTGTGTATCGCCTAAACACCCCTTTTTGAAAGAG 

GAAAACTTGTGACGGCATCTATATTAGATATACAGCCACCACCCCGTGAA 

GGAGTCGTGTTGTTTTGTGGCATATATCTGATATCTCTCAAAGATAGATA 

TAGTCTTGACATTAAGTGGTGGGAGGGGTGTGAGAGTAATATAGGGGGGG 
AT 

>Sequence 524 

ACGTCCGGGCAGGTACCTTTGTAAGTCTTTGACATTATGAATGAACACAG 

GATTATG AAATT GTAAAGGTTACTITCTGCTCTCTAATTCCTTTACTCGT 

AATTTTAGTTTTCTTAACGGTATAACTTGATGCAAATATATACACAGTAG 

ATACTAACTTTCACTGAAGTGTTTTCGGGAGGGAGGGGCACTTTACAAGA 

TGTGTTGCCTTTAGTTTTTCCGGTAAGGAGACAGGAAGACACAGACAGAG 

GCTCTTAGGGCACATGGAAAGCGCCTGCCCCTGTGCCAAGAACTTAAGAG 

AGAGCCGGGGATGGACCCTCCTTGCTGTGGCTCCTGAACAGTGCAGCCTC 

TCTTCTGATGCACTCACCCTGGCGAGGAGAACCGCTTGTGTGGCGACTGC 

TTGGCCCAAGAGCGAGTAGGATTGTTGACTCAACTCTCTTCGTGTCTGCT 

CAGAGGGGAGGAACACCTGGCTTCACCTGTTTACATAACTCTTGTTGATT 

CTTGTCCCTAAGCTCTTCCAGAATGCTCTTTTGGGCTTTTCCTCAAAAGG 

TTTTTAGAAGAACAAGCTTTTTGGGGTGGCAAGAAATTTAGGATGGAGAG 

TTTTGTnTTAACCTATTAGTCAACGTGGCATCAGAGAACCACATGTGCC 

CCACAGTCAGGGGCATGTTCAGGAAATATTTGTTGAATATTATTTAAGTG 

AATGACTGGTTGCTGGAGAACAAAATTTCTCTGATGAACTTGACAACGTA 

TGTTTGTGGATTAAGTAAACATACCTACCATTTAAAACTTTTAATACATA 

ACAGTAGTGTACACTTGAATGTCATTT 

>Sequence 525 

AGGTACTAGTAAGTTCTGGGTAGGGGGTGGATGAGTCCTATGAGTGGGGG 

Page 97 
of 990 of Table 4 



WO 01/51628 



PCTYUS01/00798 



Table 4 



GCCCCAGGCACACAGGAACCATAGTTAACCACTCTTCACCTACAGAAGAG 

CTCCTCAGGTCAAAGCTTCACTGTACCTGCCCG 

>Sequence 526 

AGGTACAATCCTGCCCTCAAGAAGGTTAAGGTCCAGTTGGAGGAGACTTA 

GGAGTTCAACTGACCCAGTTCTGCAACCTTAGGTGGCTGTCCTCATCCTG 

ACAGGAGACAGGGGACACACACAAAACAGTGATTTAGGCGTTAACAAAGT 

GGCTTTACAAAGGTGTAGACAGAATATAGGAAATCCAACAAGGCCTGGTG 

GAGCACCATGAAGCTGGTGACAGCAGGGAACAGTGGCCTCCTTAGACTTA 

AGGGGCAAGAGCAGGAAGAGGTTCTGTGGCCCAAAAGGGGTGAGGCACAC 

agagagggtctggacaggagctctggtcaccagcctccaaggacaaggag 

ggaggccgcctggggaatatgtatcttgacctcatcttcttcctcx:ttcx: 

agtctcctattagaatctcccaccggtcaaccccaaccagaaaccagagg 

gcagtgggggtccattaatgtgatccacattaggggcacagggcaagatg 

gaaaatgatggagagtggatctagaggacccggcacctaactgtcacccg 

actcagttat(nxn"gttctgtcatcgactgctgtttttttctgacctacc 

TTTAACCTTCCCGTAGCTGGTACCTGCCCGGGCGGCCGGTTTTAG 
>Sequence 527 

CCGGGCAGGTACAGGGTTTACTCAGTCCTGTTGTGTAATAGGAAGCAGGA 

AAGGGCAAGGGCCCTGGGAACAACCTCAGCCCTGCCACTTACTGGTCATG 

TAACCCCGAGCAAAATGACCACCTCTGAGCCCCAGTCTCCTCTTCTGTAA 

ATGGGTATACCACCACCTACTCATAGGCTGCGTGATGAGAAATGGAATAA 

TGTCAGGGAGTGCCTGGCATGACGCTGGCACCCTGGAGGCTCCCCAGGAA 

CGGTGGCTACTGCCTTCAGAAAAACTGAATCTACTTCAACTTATTTTACG 

TAGGTCA AAGCA TCCAGTCAGTGAGTAAATCAAGCTGCAAGATTCATTTC 

TACTTAACTTTTAGGAGGAGTCATCCCATGATACCTCGAATAGGTCTCAA 

AGCACATGCATGATATAAATGATTCACTGATATGACTCTGGTCAGATGTA 

TGTTCTTATGAAAAACCTAAGTTCAGGGTTTACCTAACATACATGGNGAT 

ACTCATCTTCCAACTNCCAAAGCTTNCAAATCAAGGCCAGAGAACTTCGG 

TCATTATCACTATTTTGGGCCATATATCTGGCTTCCGTGGTAACTGGCTG 

CCTGGCTGGATGGGGGAGTGAGATAACCCATAACCCTATACATGGATGGG 

CTGGCAGGGACATTACCAGGCTAAAAGATCCAACCTTAATGGGGGATATG 

GTACCTAAGCTANAACACGCCCAACTGGCATAAGTACCTTGGCCGTCTAA 

ACTAATGGATCCCCCGGCTTGAGGAATCCTAT 

>Sequence 528 

AGGTACACCTGTAATGGCTACCCCGCTGGCTCAGAGCTCTGCCTCACCGC 

CCTGCCCCGGCACCTGCAAGCCAGTGTGCCACTTTTTTGATGTTGTATGT 

TTTTAATATTCCCTGAGACAGACTCCAGAGTTCTGAGTTTTCTTACTTGG 

GGTGTCAAATTATATTCCAGGAACCAATTTGGGTTTTCCTGGCTTCTGGT 

TAAAAA GCTGGA CAGATTTTGAGTTGTTTGCTCTTAGTTCTCTCATAAAC 

TGCACTATTTTTAGGGCACTATTITGTAGAACACAAGATTTTTCAGGAAG 

TATATTGAAAGGCCTGTACCTGCCCGGGCGGCCGCCCGGGCAGGTACTTN 

NNATTTTTTTTTTTTTTTTTTTTAAATGGGGTG GTGCTGTTTATTnTAA 

A ATCACA CATTGAATACACACAACAATCAGATTTCTTCACCAAACCCCCA 

ATTTTTTAGTAACTGGCTCTATTCAGCACCAAAAACTCCAGTCTGTGGGA 

AGTGCACAGACACAGACTTCACTTCTGTGTCTTGGTCCAGCCAATCCATA 

GGTAATTGTTAAGGTTCAGGACTTGCCCTTTTTCCTTCCCTCTTAATTGC 

TTTTCAAACCCCAAGTTCTAAGGCITTAAAATTTTGGCCCACAACCCCTT 

TTACCACCTAATTCCACCGCCCnTrTGGAAAGAATCAAATTATTTGGGAT 

TAATGAAATGGCCGGGCCTGGTTTCACAGGGGATTTTCCATTCCAAGAAA 

ACGTTTCTTAAGAGTTCGAAAACTTGGTCTTG 

>Sequence 529 

CCGGGCAGGTACATGCGGTTTCTTTGGGCAGGAACACCCTCCCTTCTACC 

ATGGTCTGTAGGAATTGAACCTTCCGTGCCGTTTTCAAATGCTGTCTGTG 

CTCGGAAAATACATAATATCAAGTCCCTTACTGAACCCCCTACAGATTGT 

GTTCATAAGGTGCTTCACTGCTGTTGGTCTACCTGGCCTACTGTTTGTAC 

CT 



Page 98 
of 990 of Table 4 



WO 01/51628 



PCT/US01/00798 



Table 4 



>Sequence 530 

CCGGGCAGGTACTGTGGCATGTCACACTACAAGGAGCAGAAAGAACAGCT 

CCTCTAATATAGAATTGCCAGGGTACACTGGCAGGTCATCATAAGCTGCC 

CTGGCTCTATAGAGCTCCAGCATTCAGACTAGGAACCAATGCACGCGTGC 

AGCCATGCTTGTCAGTAATAAACTTCCCTGGACTTATACTAAAACCGTAT 

TTTATTGATATGTCCAGTATGTTTTAAGAAAACAGTCTCAAACTCGGGTC 

TATCTAATATTACCAGCCACTTAACACTATGTGATAACTTTTTATGCTTT 

CAGCCCTGGATATTCTTTGAAGAATATTTTCTATAAGGAGTTCTAAAATC 

CTTCGATCCTCATATTGATACAAAAAAATTAAACACATGAACAAAATCTC 

TGTGCTTCACACAAAGGTGAGATCCAACCTGTGGCCCCATACAGTCACCA 

GTGTCATCAAATAGGCCACTACAGTGTAGGGGGATGCAGGGGCAGCTTCA 

AGCCATGAATGAGACAGCATTACACTCTGTATACACAGTGCCCTAGAATA 

TCTGTGTGAAACAGGTGGAGGAAAAAAAGATGACTAATTTGTGTGTGTGT 

GTGTGTGGGTGTGTGAGAAAGAGAGAGAGAGAGAAAGACCGAGAGAGGTG 

AAAAGTTCCATTTGGTGGTGGCATTGTCTTTTAACTTCr 1" 1" I" I CATAGGC 

ATCAAGAAAATTCCACCCCCTAAGCCAAATTAAATGGCTCATAACCCAAG 

AGATTAATAAGGGGTATGGCAGAACCGGTACCTTGCCGTTT 

>Sequence 53 1 

CCGGGCAGGTACATGAGTCCCTTCAGGAAGTCATCAGCTTTGTTCAGTTT 

CCTCAGATTAGATAGTAAAACTGAGATTATGAACTATAAAGATGTGTGTA 

ATTTATCTGTCAGTGAACTTGACTTTAATAAAAGCTTTTTGAAAAAGAAC 

TCTGGGTGGGGTGCATTGGCTCACACACATAGTCCCAACTACTGTGGAGG 

TCAGGGCAGGAGGATCACTGGAGCCCAAGAGTCCAAGATCAGCCTGGGCA 

GGATAGCGAGACCCTGTCTATAGAAAATATTAAAAATCAGCTAGGCATGG 

TGGCTTGCCCTTGCATTCCCTGCCACTTGGGAGGCTGAGGTGGGAGGTTC 

GCTTGAGCCCAGGAGCTCAAGGCTGCAATGGGCTGTGATCGAACCACTGA 

ATTCCAACCTGGGTGACAGAGTGAGGCCCTGTCTCAAAAAGAGAACTCTC 

GATGTCACTGGCTTTCCATGTAAGCAGAGCACATCATGTGAGCCCCATTC 

GTGGATGTCAGTCAGCAGAA(^GAATCTTGGACCTGGAGCTTGTTTGTCC 

TGTGCTAGAGGTTGGAGGGGGCTCTGTCTTTCTGTTGGTTCCTGTCAGTT 

CAGGTCACTTAAAGATTCTGTTCCATACACCAGCTCTTACAGGTTGGGGG 

AGATGATCAACCTTCCGGCTTGGCCTTTTTCCTTCCCTGACTAACGCCAA 

ATATCCCTGAATTTTCAAGGGACCCGGGACCGTCCCTTGGCCGTTCTTAT 

>Sequence 532 

AGGTACAGAACTTAAACACCACTATTTGTTGAGATGAAAAAAAGCATATA 

TAGGAAGCCTTCAAAATGAAATGGTCAAGGGTGAGTTTACACAGATAGAT 

AGATTTAGGTCTCTTCCnTITGCTTTGTGAAAGCATCTAGTGTTrAGGTG 

TCAGAGAGGGAGATATCCTTACAAAGCAGAGATTATCATTACAGGTTTAC 

ATTT CTTACAAAGAGTTTCAAAATAAACAGGTAAATGCCAAAAACATATA 

TTTTGGAGACGGATTAATTCACTAGTTGGTCTATTCAACTTAACTTGTTT 

CCTAATGAGATTAAATTCATGCACAAATAACCAAACCAAAAATTAAACCA 

AAAGAATACTCACCAGAAAGGATGTCCTTTACAAGAGCAGATCCCCCAAA 

ATGTAAGAGTTCACTGAAAAGGTGGGAGCTCAAACCAAGAGAGGACTTAT 

CTCGCAACATAAAGACAACTTGTACCT 

> Sequence 533 

AGGTACGCGGGATGGCCCAATATTAAATTGGGCCAATGAATGTCTTCTTT 

TTCAGTGCTAAGGGAAAAATAATTTTGGGAGGAAGAGGTAAATACTTAAA 

TACTTAAAACATTTTTCATTAAAATGAACT^ 

TTTTAGATTCTTATAATTATTTTTAGAGACAAGCTCTCACCATGTTGCCC 

AGGCTGGTCTCGAACTCCTAAGTTCAAGTGATCCACCCACCTTGGCCTCC 

CAAAGTGCTGGGATTACAGTCCTAAGCTACTGCTCCTGGCCGAGACATAC 

ATTTTTATAATGTTAAGAGTTATTTAAAAAAAAAATTTAAGGCACGTAAT 

GAAGGGTGGTTGGTATTCATTACATAAGTGTTTATTCTCTACAAGCGTAG 

AGAAATGAACACCATCATGAAATGAAATAAAAGTAAAAGTTTGAANNANA 

AAAAAAAAAAAAAAAGTACGCGGGGAAGCGCTTCCTGCGCAGCGCCTAGG 

CGACCTGGAGTTTGTGACGCTGTGATGGTCTAAAGGCTGGAGATTCAAGA 
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TCTGGGTGCCATCATTTTCTGGTTCTGGTGATGACCCCTTTTCAAGTTAC 

ATACAACnTACATCTTGCATTCCTAAGCGTTTTTCTTATTAAGCTAAAAA 

TTCACAAAACATATATCAATGAATTAAGAGGATCTAGATCCGGATAGTAC 

CTGCCCGGC 

>Sequence 534 

CCGGGCAGGTACAACITTTGATACAGTCAATGTTTCTCTCCAGTTTCCGC 

AAATTGTTAACTTTTATCATGAAACATGAGATTTGAGGGTGTTTATCCTT 

TCTTGCATAGAGCACATGAACAGGTGTCAATGCTGATCATAGCTAGAAGT 

AGAGTGGGTCCCATGTGTAACTCCGGATGGCTAAAGAAAGTGTTCTACTT 

ACAAGAGGATGCTTCATTTGACTAGGATTGGCTCTCAACAAGGCCCGTGC 

ACCTTAGAAGAAAAAAGTCACTTCTGTCACATAAGAGCTCAACTGATTCA 

CTCAACTTCAAAAGGGCACTGAGAATGCCATGCTTTGAAAAACATACAAA 

ACAGTAAGAGGAGCAGAGAAAAGCTTGATGTGTTTTTCTCAAATGACACA 

AAACAATTTGTCTCTACAGGTTTAAGGAAAATCAATTAAAACATAATCTG 

TAGATCAGGAGTGGTAGCTACTTAAATACCAAAAAAGGAAAATAACCCCA 

AATAGAAAAGACAAANAAAGACATATCAAGGTATGAGAAGAGTAGACCTA 

TTCAAACCTATTCCAACACAGTCTGCTAAAACCAGATCCTCAGCACTGCA 

CATCTGCTGGTCAGATCTGAGCAAATGACCATGGGAGGTCAAGTGGAGAG 

CTATTCTGGACTTTTAACACTGAAAATCAGGGTGTACCTTC 

>Sequence 535 

ACGTACGTGTTTCAGTCACTGGGCTGACCTGTAACACAGCACAACCTTCA 

TAGCCACTGTATGAAGAAGTAGAAGACCCAGACTCTTGCTTTATGTTGGT 

ATCAAAAGTCATTTCAGAGTCAGGCTGATCACTCCCAAGTAACCCACTGA 

C TTCTT TACTCCAGCTCTCTGTCTGCTGTTGACTCAGAATGTTACACTTC 

ATT TTCTC CATTGCTGATATAATCATATCTGCAACATAAAAGTGGGCATT 

TTCCTTTTCTACATCAACAGGCAGCACAAATACCTCTGGTGAGAAGGAAT 

TCGAAGAAATGGTTCTTCTACTGACTTGAACAGCACCTTCATCAGCAGCA 

GATGTCAGATGGGAAGGCTCAAAAAAAGCACTGTCAGTCTCAGGATATGG 

GGAGGTGGCCAAAATCCCAGGGCTTGTGGGCAGAGACACCCGATGGGAGT 

ATTCTGGGCGGACCATGTGTACCTGCCCG 

>Sequence 536 

CCGGGCAGGTACTGCCTGAAAGGGCTGTAGGGACTTACCTGTGTCACCCA 

GTGTCAGCACATAGGGGCTGAGTGATGCTGGAAACATAGAATAGAGAGCT 

TCCTCTGGACTGCTCTCTGGCTGCCTGGGACCCAGGCAGACCTCCTGTTT 

GATCTCTGCTGGGGTTGCTGGGAGCAGGAAACACCTACCTCGGGGGCTTT 

CTCTTGCTAAGGGGAAGGAAGTAGAGGTTCTGAAACCTACGAAAGTCTCC 

TGCCCCTGGGTAGAGGATTACAAGACACCAGGGCTATAGAAGCCACTGGT 

GCTGTTACCTGGTAGGGGACAGGCCTCCCTGCAGTTGCTGGTGATGTGGG 

CGGACCAGGCCTATAGCTTCTGCTGAGTATGGAGTGGACAACAGGAAGGC 

CCTTATGGGCTGCATTGACACTGTACCT 

>Sequence 537 

AGGTACTT1 1 1 1 IT lITnTlTITGATACAGCGAATCACTTGAACCCAGG 

AGGTGGAGGTTGCAGTGAGCCAAGATCGCACCATTGCACTCCAGCCTGGA 

CCACAGAGCAAGACTCCATTTCAAAAAAAAAAAAAATAGGAAATTAGATC 

ATGGCCTTCTAGAAATAGGCAATATGCCATTTCCTCTGTTTATAGCTCTC 

TACTGGCTTCTTCCTTACACTTAGAACAAAATCATATTTATGACCACAAG 

GCCATACAGGATCTGTCTCAGTGGTTCTCAGTGGGATGTACCTGCCCG 

>Sequence 538 

AGGTACGCGGGGATGGGTGTGAGTGTGCTCTGCCATGAGAGATTGTCCTG 

TTCAGGGCTGGTTCCCACCTCACTCCGTGAGCTGCTGGGATGGTCTCTGG 

CCACCCATGGCCATGAACTGGAAATAAGCAGGTATGGACAAGGTTCTGAC 

CCTTATTATTGGAACTCAAATCCAGATGGAGTTTGTTGGGACTTCACATC 

ATTGGAAGGTGAATAGAAAAGTATGTCTTAAGAATTTCACCATGTTTTGG 

AAGAATTGCAGCAAGAAAAAAAGAACTCCTTTGTTTCCACCCCATTTCTT 

TTAAGGAAAACCTGGAATATCTGAGGGTGCAAGCTGAGAAAAGTCTGCTT 

ATCTGTTCCCTACTCTGGCAATCAAAAAGGATCCAAGTCTACTGTTCTCT 
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TCTCCTGGCACTCTTAACTTGCACACATTGCAACCTTTTATGGCAAAGTA 

ATGGTCAAGCTATCCTAACAAGGACGAGCCCTTATTAAATAATTCACTGT 

GGTTGGGAAATGGTGAAGAAGCCATCTTCTTTTGGCTTCTTTTCTCTGAA 

AATAAAAATTTGGCTAAATTTXjGATTAAAGACAATTGGGCTTCACTTTAT 

TACATTCTCTACTTTTTTAAATAGCTCGAAACTCATGACAGTACCAGTCT 

TGGTCTTGCAAAACAAGATGAATTTGGTAAATTAAACTTTTTAAAANAAA 

AAATAGATGAGGAAAAAGTTCCTTGCCCGGGC 

>Sequence 539 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATGCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGCTTGTTCCA 

GCTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAGAGGAAAGAA 

ACTGATGGTGTTAACTTGACCCATTTTGATTGAGACCTACACAGGGCTGA 

TGTCATTCATTGGAAACCGCAACAAAACTGGCTATTCCTTGGCCCGGGGA 

GTATTGGTTTTGAAAGTTTTTTTGGTCCTTGGCCGTCTAGAACTAATGGA 

TCCCCCGGCTTGCAGATTCATATCAGACTATCGATCCCGCGACCTCAAGG 

GGGGCCCGGTCCCAACTTTGTCCCCTTTAGGAGGTTAATGCCCCCTGGCT 

AACATGGCAAACCTGTTCCGGG 

>Sequence 540 

CCGGGCAGGTACGCGGGGGGATAGGCAATTAATTTCATGGAGAGTAGGAG 

GTGTGGGTTCAGCTGCTGCTTTTTTTTTTTTCAGTGAGGCATTATCTGAA 

TGATGCTCATTCTCTCTTGAGTCTGGACTTCGTGCAACAAGCAGCAACTG 

GATATTATTTTAAAATAAGCATAAGCCACCCAAAGATACTGATCTGGGTC 

CTTCTTTTGGAAGAAGAGTTGATTGAGAAGTGCCTCTTGGTTAAGGATTA 

ACCACAGGGAAAAATCCAGCAGAAACAGAAGAACTGTGGGTTTCTTACCC 

CAGCCCTCAAGGAAGCTATGCCGTGAAAGGGGTACCT 

>Sequence 54 1 

CCGGGCAGGTACCTGGCCTATTCCTGGCTTTGAAAAAATGGTTTTCGGAC 

ACTA AATCTTTTATTATAATTCAAACACATTATAGTTGCTTCTGGGAGAC 

TTTTGCCTTTTGCCCTGCTTACAAACTAGCATCATATTCTAAAATCTCAG 

GAACTAAAATTACTCATTGTAATTTCTCTAAAATTCAAAGCCTATTGGAA 

T CCCT GCTCTTGTTATGTAAAATATAAATATTCGAGACATTTCACACCAC 

ATTTTCATTATTCAGCATTCCCATCAAGTGCTGGAAGGCCAGTTCGCTAT 

TTTATAATGAACGTCCTGGGTTTGTTCTGAAAGGGCAGCCTTGTACCT 

>Sequence 542 

CCGGGCAGGTACGCGGGGAATGCAAGAATCAAGTGTGTAATCTCTGTGGA 

TTTAACCCTACACCACATTTGAGTGAGATTCAAGAATGGCTTTGTTTAAA 

TTGCCAAACCCAGAGAGCAATATCAGGACAGCTTGGAGACATACGCAAAA 

TGCCACCTGCACCATCAGGACCCAAAGCATCTCCTATGCCTGTTCCTACA 

GAATCATCATCTCAGAAAACAGCAGTGCCTCCCCAAGTAAAATTAGTGAA 

AAAGCAAGAACAAGAAGTAAAAACGGAAGCTGAAAAAGTCATTCTGGAAA 

AAGTAAAGGAAACACTATCAATGGAAAAAATTCCTCCTATGGTAACCACA 

GATCAAAAACAAGAAGAGAGTAAACTAGAGAAAGACAAAGCTTCAGCTCT 

TCAAGAAAAAAAGCCACTCCCTGAAGAAAAAAAACTAATCCCTGAA 

>Sequence 543 

AGGTACCAGAGTCCATGTTCTTAAACCATTAATCTACGATGCCTCTCAAG 

TAAATAGTCAATAAGTGGTAGGTGTGAGGCTGTAGGAAAAAGAGGAGACG 

AAGGGACAGGAAAGCAGTCCTCATTGGAAAACTAGGTTTCGACTGGCACT 

GTTGGACTGGGCTGCAGTTTAGGTCCTCCCACTGCTGAGTTCCCTCACTT 

CATCTCCTGGTGCTTCTGGTTTCCCATTTATAAAATGCAAGGGAAGGATT 
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CTATTTATGTCACAAGGTGCATCTAAGGAGTAAAAAGTCACGTCATGTTT 

GACCAATGTTAGTCAGATCAAGAT1TATTTTAGATAAATTATCTGTTAGT 

TTTAATTACCATGACTCAGTTTTTATGTTCACTTTTTGGTCAAAGCTAAA 

TAAAATATATAAATATATAAAATCTGGGCTCCAACG 

>Sequence 544 

AGGTACCTTTCTTTCCAGGCCATGGCAAAAAAAATCCAATTATGTCCGTC 

TTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAG 

ATTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAAG 

AAAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATTC 

CTTCTTCTGAGAGCTGGGTTGGTCTTAATTGCTGTGAGGCTCTAGACACC 

GACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATCCTCCGAAGTT 

CTCCCCAGTCCACTTTACCCGCTCTGGGCTCACCTCTGAATGTGTCTCCC 

CCCGCGT 

> Sequence 545 

AGGTACTCAGAGGTTTCCTGGCTCCAGCCATTGCTCTCGACCTCACAGCT 

ACCCATTGGGCCAAGCCACCTCCAGCTCTCACCTGACTTGCTGCAGTGGT 

CTCCCAAGAGGTCTCTCCACTCAGTCCCTGCCACCTTCAGCCTGTTCTCA 

GTGGAGGGGGCCAGAGTGACCCTGTTAAAACATGAGACCTTTCACGTCCA 

ACCTCAGCTGAGACTTCCCCATGGTTCCTATCACACTCAGGGTCAAAGTG 

AGAGTCCCTAAGATGAAACACAAGTAGGGAGAATGCCCTTCTCAGCTGGA 

CTGGGACAGCTCCAGGGTATCCCTATTGTCCTTGTACCTGCCCG 

>Sequence 546 

CCGGGCAGGTACTGTTCTAGCTAGGGCTTTCAGGTAGATAAGTTCCATTG 

GAAGGATAATTAGAGGGAAAAAATGGTTAGAATTTATAGAAAAGTCTTTA 

TTTGAACAGCTGTCATAGAAACAAGGAGTAGACAGTCAAGTTTTTACTAA 

AGGTAGAACTTAAATCAATAAGAAATTATAAGAAGGAAGATTTTACCTAA 

ATTTTTAAACAATTTTTTCCTTTTGGCCAGGCACCATGGCTCATGCCTAT 

AATCCCAGCAATTTAGGGGGCTGAAACAGGTGGATTACTTGAGTCCAGGA. 

GTTTGAGACCAGCCTGGGCAACATGGTGAAACCCTGTGTCTACTAAAACC 

ACAAAAATTAGGCAGGCATGGTGGCATGTGCCTGGAATTCCAGCTACTCC 

GGACGCTGAATCTGAAAAATT 

>Sequence 547 

AGGTACTGTGTCAGCTTTTTACATTGAGCTAGTGCCATTGGGGGTGGGGG 

GTAAAAGCTATTCTTATTTTTAAACTCTTCAACATTTTTTAAAGTCTTCA 

ACATGATCTTTATCATGTTGTGATGTGACCGCCTAGATTTCCATTTTGAG 

GCTCTCATATAATTTACTTGACCAGTCCCTACTGGTTGACAGGAGACCAT 

CATGGTTCCTATGATTTCTCAAAGTGTGACCCCCAACAAACACCTGTCCT 

AGAAACACCTGTCCCAGAAACACCCAGTACCTGCCCG 

>Sequence 548 

CCGGGCAGGTACGCGGGGAGATGTAGTGAATCTCTGCCTGTGTGGACAAA 

GAGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTGGACTGGGGAGAA 

CTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTATGGTCGG 

TGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGA 

ATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCT 

TCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCT 

TCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACCACAGACTCAAGA 

CGGACATAATTGGATTTTTTTTGCCATGGCCTGGAAAGAAAGGTACCT 

>Sequence 549 

AGGTACTGCTGAGAGCACAAAATCATCAATCAAACCGCGGAGAATGCAGC 
AGGCTGCTCCTACAGATCCTGACTTACCACCAGGTTATGTGCAGAGTCTG 
ATTAGACGAGTTGTAAATAATGTAAACATTGTGATAAATAATCTCATACT 
AAAATATGTTGAAGATGATATCGTCCTTTCCGTCAATATCACTTCTGCAG 
AATGTTATACAGTAGGTGAATTATGGGATCGTGCATTCATGGATATTTCT 
GCAACTGATTTGGTGCTGAGAAAGGTTATCAATTTTTCTGACTGCACCTG 
CCCGGCGGCC GCCCG GGCAGGTACACACTAGCTGATAAGACACTGTTGCC 
/ CATAATGTCTATTTTATTGGATCAGCAATTTATAAGTCCCACATTTTGAT 
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GCCACATACCTTTACACAGGCTGCAA 
>Sequence 550 

GGGGGGTGGTCGTTGCAGTTCGTATATGCAGCCAATTGGTGCTCCTCCGC 

GGTCGCGGCCGCCCGGGCAGGTACCGAGCTTCAGTAGCAGTCTAACAGGT 

TCCTTTCTGTCTCTTCCAAAAAGCGGGGACTTATCCTCATGGCTTCAAGG 

TC ACCTG CAGT CCTTA GCTGTCCCGATAGACTTCTCTCTCCAAAAGTCCC 

TA 1 IT! 1 AGCTGTTTTCACAGGGGCACCCAGAGGCAAATATTATACAGAA 

ACTGCCACATGTAGACTGTGATAACCCACACCTGCTGGACGGGAAGTTAA 

CCTTTGTATAAAGAAGAGGGTTGGCTGAGTCAATTTATGACAAGAACAAT 

TTGGAAAAGGTAATGCTGGAACTACTCAAGTCCTTTCTTAAGCATCCTCC 

AGCATTTCAGAAGCACCTACCAATTAATATGTTAATTACAAACCATTCTC 

ACCTGTTCAGGAAAGGGCCCCTGAGGTCTTCTTTCAG 

>Sequence 55 1 

AGGTACAGTGTGGCCTAAAACAGAAGAATGTTTAACTGCATGAAGGCAGG 

GTGCTTTGTATTGCTGGGCTTGGTGTATATTTCTTTGCTATCTAGTTTAA 

TATATTGAGCTTTACATCTGTGCCAGCCTTGCATGTCCATATACCTTTGG 

CAGGCATTTCTAGTCAGGTGGCATGGGGCAAGGGGTGTGCTACGTTTTAA 

GTCCCTCATTTCTCCAGCCTGTCCAGGTAGTGTCTACGTCTCCAACTCAC 

TCAGGAAGGCAGGAGACTTCCAGATTCACTCCACTGGTATCAAGAGTTAG 

GTTC TGGTGAGA GAGCTGGCAGAAGCTTCAAAGGACCTTGCGTCTTAGCC 

TCCTC I ' I"l " n lUCCTGTCCT^AC AGC A AGTTGTTGCCTCTAATTTTCAG 

AAAATCGCAGCACATTTTCAGGAGACCTGAAATGCCGGGGACTGCTTCG 

>Sequence 552 

AGGTGGGAGAATCTCCTGAGCTTGGGAAGTTGAGGTGCAGTGAGCTGAGA 

TCGCACTGCTGCATTCCAGCCAGGGTGATGGGAGTGAGACCGTGTCTTAA 

ACAAATAATAATAATTTGGGGGTGATGTAGACAGAAATAAGGACAGAGGT 

ATGAAAAGGAAT AATTA TTTAGCATTTTACTAGCCAGAGATTTGGGCAGT 

CCCAAAAAGCAGCTTTTCTAATCTCCCTCTCCTTTCCCAAAAAACTTTAA 

TCAGATCCITTAGTATCCTATCATCTTTGGGTTATTTACATACTACTTTT 

TGGAGGGGGGATTGTGGAAAGCTATCGAGATCTTTGAAAGCATTGATGAT 

TAGCAAGATGATTATTCCTGTAAGAAGCCTTAATAGGAGAAATGCAAGTG 

TAAGTTAACACTGGCTTCTTAAATTGG 

>Sequence 553 

AGGTACTGACTTGCCCAGAGCCTCAGGTCCAGATGAAGGGGAAGTGTATT 
TGTCCTGTTCATTGCATCTCTGAGACCTAATGCTACAGTCCTGCCTTGAC 
CTGTGAAGAGGAAGTCAAAGGTGTAAACAGCTCCACTGTTCC 
>Sequence 554 

CCGGGCAGGTACGCGGGGCTCTCTTCTACTGTCCCAGCTGTCTCTGTTTT 

TTAGGCAACTTTCTGTGGCTTTTTCAAGAGTGGAGATTTGGCTGGAGCAG 

GATTAGGAAGCCTCCTGCTACACGCTTTCCCTGAAAAAACCTCCTCTCTG 

GAAGGGGCCTGAGGTGAAAATGATTCACAAGGCAGCTGAGGAGTTCTGGA 

AAGAGCCCCAAAGACCAGGCTCTGAGGCCTCCCTGGGCCACTTACTAACT 

AAATGGGAGAAGATTACTTGAGAAAAAGCCTATAACAGTGCCCACCATGA 

TACCCCATTGTGAATTACCATTTGGAGGTAGTCCGTCCCCACCTGGAGTG 

GATCAAAGACAACATAGGCCAACAGGGAAAAAGTTTGAGCTTTGCCAGGC 

TTATATTGGCTGCTGAATAAAGGTGATTTTCTCTTGTGAAATGGCTTGGA 

CCCCAAAGCTATAGCACAAGCAAGCCAGGTCATTAGAAGCCACTCCTTTC 

TTTTGGAAGCTGCAAGGAAAGGGGACCTCACAAACCAAATTAGTCTCCTG 

GATTCCCACATTGCCCCAAATAAATTTTGTTCTCTGCATGTGTAAACAAA 

TACCTATGGCGTCCGGGCATGTACACGTATGTATAAACCATTATTTCTTA 

ATGAGACTATATATACAGTGCCGGTCCGGGCATTGGTTTAAATAGACGCG 

TATGAGTACATATATACATCATTTGGGAATACGCGTGATAGGTGTACTTA 

GATATAAATGGGCATGGGAATATTAATCATAGCATGAGTGTTAATCATTG 

TCTCGCACATACAGGAGTGCTTGATATAGTCA 

>Sequence 555 

AGGTACTGTTTCACTTTCATCACCAGTAGGTAATTATTACTATTATATAA 
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GT TTCTA AAAGGTTTGTTTTTGCATATTCAAATAAATATGAATTTCCATC 

TTCTT TTACT CAAATGGTGGCATATTATACACACAGTTTTNTTTTGAGAC 

CAGAGTTTTGTTCATTGTTGCCCAGGCTGGAGTGCAGTGGCGCAATCTCG 

GCTCACCACAACCTCCATCTCCCGAGTTCAAGCGATTCTCCTGCCTCAGC 

CTCC CGAGT AGCTGGGATTACAGGCATGTGCCACCACGCCTGGCTAATTT 

TGTA'M 1 H AGTAGGGACCAAGTTTCCCTATGTTGGTC AGGCTGGTCTTG 

AACTACCGGCCTCAGGTGATCTGGCCACCTCGGCCTACCAAAGTGCTAAG 

ATTACA GGCGTGAGCCACCGTGCCTGGCCCACACTGTATTATACTTTAGG 

TTTTTTGTGTAGCAAGTGTACCCTTGAGAAATTTCTTTTTAATATTAAAG 

GAGGGATTGTGGTGTT1TTTAAAAACATATGGGATAAATTTAATTTTATA 

GGGAGAGTGACATTTTACCCATTTCCTGATTGAGAGTATTTGGGGCGATT 

TCCATTTACCTGGACACGTGGAACATGCCCGGGACGGGCTTATTTGAGAT 

TGTGGATTTCCAGGGGTGTGAGGGATTTGGATTTCAGTTTTATTGTACCC 

GTCGCACCTTGGGAGGGGGGCCCGGACCCATCTTTTGTTTCCTTTATGTG 

GGGCGTAATTTGGCGCCCTTTGCGAATCAATGGCATATGTGTATCCGGGT 

GAAATATGTAATCCGTCACATTTGCCCACATATGAGTACCGGG 

>Scquence 556 

CCGGGCAGGTACTTTGAATGCTTCCTCCTGGAAGTGAGCTACTCACATTT 

TATGAGTCAAAGCAAGTCTCTrAGCCCCACTTCACTTTAATAGGGCAGGT 

ATCACTAGCCCTAATGACCACTTCAAGGGGTAGAATATGAGGCTGTTAAT 

ATTAAGGAAACAACTCTGAAGTCTAACATTATTGAAACCAGCATTCTGGT 

AAACACAGACAAACTATCAAAGACAATAATAATAGGATCATAAAAGTTTC 

AGAAAGCACAGACACGGCTGAAACACTAACACCCAACTGGCAATGGAATC 

ATTCCTGCCCTGCCTTCCTGAAGAAGCCCTTTCTAATTATGTAAGGCCAT 

ACCACTGTCTTTCTCCCAACACTTATAGAGTGCTGGCTGGCCTCATGACC 

CTCTGGCTTGGGATGATGTCCCTTTATACTATTCTTTAACTGCCCTCCGG 

GGAAATGGGTCCTTCATAAAATGGGCTTAAAGGTCTTAAGGCCAACTGTG 

ACAATCTTCAACATGTACCTCGGCCGGTCTAAGAACTAGTGGAAACCCCG 

GGGCTGCAGGAAATTCCATATTCAGGCTTTATTCATCCACCCCACACCTT 

CAAGTGGGGGCCCCCGGCCCCCACCATTTGTTTCCITTATTGGAGGGTTA 

AATATGCCCCTCTGCGGTAATAAAGGTGAAATACAGGTTCCCTGGGGAAA 

AAGGTTATACCGTTCAAAT ATCCACACAACCATCTAGACCCGGAGGCTAT 

AAAGGTAAAACCTGGGTGCCTTTAAGATGAGCTAACTACATTTAAATGGG 

TTGGCCTACCGTCCCCCTTCACGAACGGGAAACCCGCTCGCCCCTCCATT 

TTAAAATAT 

>Sequencc 557 

AGGTACATCAGGCAGTCACTGCTCCCGTCATACCGGGCACATTTCACCCA 

CAGGCCT GTGT AAACAGTCAGGTTCTTCTCGTTTCTGTTGAATGTGATCA 

ATCGTAATTTTCTCCAGTTGGGAAGCAGAGTCCCTGCAAAGAGGCCTGCT 

ACTGAGGCGATTCCACACAGGAAGGAAAGGACTGTGGCTGCGTGGACATC 

CCGACAGCCCATGGCAGGCAAGCTTGTGGAGTACCTGCCCG 

>Sequence 558 

ACGTACCAAGTACCAGCCTGGGCCTTAAGAGGTCTTGCTTGCTTCTGTTC 

CCTTTGGAACTCTGTTACTGCTGTGAGCACGTGAACAGGCTCACTTGGTG 

GAAGGGGAGCAGCTAAATGGAGCAGAGCCAAGTCATTTTACTTGAGTCTG 

GCCCTCTCAGACCAGCCGTCAGCCAGCTGACCAAAAATGTGTTAAGACAG 

AACAGCCAACATCAGCAGAGCCACCTACCTAACTTGTACCTGCCCG 

>Sequence 559 

AGGTACTAGAGAAGACACCAGGATGGCCAGGAGACAATGGCAGCATTAGA 

AGGCCCTAGTTGAACAGAATATATAATTTCATTTAACAGCTGCCGAAGCT 

CATTACGCTGGCATGAATGATTCTTTACAACCACAAAAAGAAAGAAAAAC 

AGACAGCAGCCTATTTACAGATGCAGTGAGAGCTGTCCCTTGCTTTCCAG 

CTTTCAAGGGAAGCAAAACATGTCTGCATAATAACTTTAACCTATAATTC 

AACGCTATTTAAAAGTGTAGCTTGCCATAAGCTTACAGGGATATTTTTAT 

ACTACATTTTCAAAACCTCCACAATCTCTCAGCAGTTTCTGACTGTATTG 

CTTCCAGGCTTGCTGCTACCTGCTGCGGGGCCAATCAAGCAGCAATCTAC 
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CCAGCACAGGCCATCTTTATGGCACACACCCTCCTGGCACTCAAACATTT 

TTATCCAAACATACTTTGCATATCITCATGTTTTCAACCTGAGGAAAGTA 

TAACTCAAATGCCTTTCACAACTTTTTTAGCTTAGTGTTCTTTCTTTTGT 

GATCTTCAACACCTTATTT 

>Sequence 560 

CCGGGCAGGTACCAGCCAGTTTTGAGATATACCTGGTTAGCTTTAATGTT 

ATTAAATTGTTCCGGTGAGTTTTGCAAATGGACAATTGAACTTTGTTCTG 

CCAAATTCTTTTTTATTGCATTTAAACTTCAGGGCTTTTTATTTCCGGCT 

TATTATGAATGGATTAGTCATTTTGTGAATATAACTCTTCATTGAGTTTA 

GGGAGAAATAGGACGTTAGATCCGAAGATGCTATTTGTTTAATCACCAGA 

ATGGACAAAATTATACTTCATTTACTATCACGGAGGCATGGGGAGAATAG 

AGGCCTAGGGGTGCGTCTTGTGGCTCTTACTGGTTTTGTGAATCTGCTTT 

TTTTTTTTTTTTGAGAGGGCTTCCCATTATGTTGCCCATGCTGGACCCCA 

ACTGCTGATTTACTGGCTTTAGAGATCTTCTCGCCTCAGTCTCCCAAGGA 

CCTGGGACTATAGACGCCTGGAGATCATTTGGCCTTAAGCTGGAAGTTGC 

TAAAAAACATGATGTTCACAATACCCTTGAAGACCCCGAACAACCTTTAG 

CCCCCCCA 

>Sequence 561 

CCGGGCAGGTACACTCAGTGCCTTACACGTGTTGTTTCATTTCATCTTCA 

CAATAGCCTTAGGAGATAGGTGCCATCATTTCTACTTTATATATGAGGAA 

ACTGATGTGAGGGGACAATGTGTGCCCAGGCCACCCGATCAGTGATTGGT 

AGGGCTAGAACTAAACCCAAGGCCTGTGACTCCAAATCCCACCTTTTCAC 

AAACCAGAGTGCCTCGACAGCCAAGTCTTCAATACTAATTTACTCACGGT 

GTTTGTAATA AAATATG AGGGTA AG AG AGGTCAATGTTT T ITl'lTl G AAC 

ATTGAGATTCTTCAGAACCACACAACTGTCTAGAGCTATGCTGTTTGATG 

TGGTAACCATTAGCCACCGATGGCTACATTCATTTAAAGTTCAAAACATG 

GCCTGGATGCCAACACGTGTCGCCCTATGGCAGGACGATAGACGGCATGG 

GCTCAAACACGAGAGTAGGTTTCTGCTGTCTTCATTGTTTTTTGCATTTC 

TGGGTCCTTTTTTATATAACACTTGGAATACATGTGCGGTGACAAACTTT 

CCTTTTTAGATTGGGG 

>Sequence 562 

CCGGGCAGGTACCATTCTCCAGGCACATACAACATGAAATATCATACAGC 

TGTGAAAGATCTGGTGGAAAGCTGGAATATTGAGGAAGAAACATTTTTTG 

AAAATTATTTCTCTCTCTAAGTCAGTAAATGTTTGATATAATTCTGAGTG 

CATGGCTGTAGTCTGAAAGTTTATGTGCCCCTAAAATTAATATGTCAAAA 

TCCTAACACCCATGGTGATGATATCAGGAGGTAGGGCCTTTGGGAAAGTA 

ATTAGGTCATTAAATTAATAAGGAAATCGTATCCTTTTTTTTTTTTGAGA 

CGTAGTCTCGCTCTGTTGTCCAGGCTGGAGTGCAGTGGCACAATCTTGGC 

TCACTGCAACCTCCGCCTCCTAGGTTCAAGCGATTCTGCTGTCTCAGGCT 

CCT GAGTA GTTGGGATTACAGGAGCCTGCCACCACGCCCAGCTAAGTTTT 

GTATTTTTAGTAGAGACTGGGTTTCACCATGTTGGCCAGCCTGGTCTTGA 

ACTCCAGACTTCAAGTGATCCACCCGCCTCAGGCTTCCAAAGTGCTGGCA 

TTACAGGCGTGAGC 

>Scquence 563 

CCGGGCAGGTACAGCTGGATGTTGACATAGTCAGGTCTGTTCTCTTGCCA 

AAACTTGTTATGCAACATACAGAGTAAATCTGCAAACCAACGGAAGGACT 

GGATATCTCTGCATACCCAAATAAAGTATAGTCTTCTAAGCTTGTATGGT 

TTCCAGTCATCCAACAGGGTGTTGAGTATTGATGCAAATGGAGTTACTCC 

AATGCCTCCAGCCACGCAGAGGCTGACCTCATAGTTCAGTGATTCCTCAA 

ATGGACTTCCAAAAGGACCATCAATATACAGCTTGGGATAATTTCTAGAT 

TGAATGAAGGGCAGAATTTCGGAGTCTTGACTAGATGAAGGCAGTAGTAA 

ATCTCGAAATCGTTCTGTCCAGTCTCCTACTATTTTAAGATGAACCCCAA 

ATGTTGCTTTGGTTTCAGTTGGACACATTGTGAGGGTAAATGGATGATTT 

TCTAATGCAGATACACTGGGACAATGTAGAGTAATATACTGACCAGGTCT 

TGCTTTAAAATTTTCTTTGACCATTCGGATTTCCATGACATCTGAGGGAT 

GACTTATGACCGAAATGATG 
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>Sequence 564 

CCGGGCAGGTACGCGGGTATGACGAGCCTGTGGCTTTCAAGCTGTGGACA 

TCTGGCCTAGCTAGATTTCTACTTTTGTTTGTTTGTTTGGGTTCTGTT^ 

CCCCCCATTTCTCAGAAAGTGAAAGAGAAATAAGAATTGGCAGAATGTTG 

CGAAAGCACGGCACATCTTTGGCCAAGTGAGGGGTGAGAAGGCCCTGATG 

TGTCTTCAAGATTCATCTGGGGAACCCCCTAATGCTACTTCTTAGAAATG 

CTTCTGCATTTAGAGCAGCCAGATGAGGTTGTGTTAACTTTTGGGGTTTC 

TGAAGGCCTTTGGCTTCTTCCTCTTGGTCTAAACAGAAGTTCAAAATAAA 

AGATAAAACACTATGCAAGTACCT 

>Sequence 565 

TCGGCTCCCAGCTACTCACAGAGAACGTTTCTGTTTCTGACAGCAGAGTA 

AGAGAAGAGGTGAGAAGAGAGACAGCCCATTCTCTTTTGGCCTAATTCCT 

AAGGAATCATGCCTCTGCCTTCGGGCCATTCTCAAGTCTTGTTCAAGGAT 

AAAATGATTTATTGATGGCCGTAATTAAAAAGCAATGCCAACGGAAGCAG 

CGTCAGCATTTTTCATTTATACCT 

>Sequence 566 

AGGTACGCGGGGTGTTTTTGAAAGGGTCTGATAGGAATTGCAATGGTATA 

GGTTAAGTAAGATAAAGTCACATTTACTGAG1GGGCTCTTTGGGGACAGC 

ATACATCAGAGCATATAGTCTTCTTGGTCTAGCAAAGAATAATGGTTATG 

AAAATTA ACCAT TTAGGGCTAGAGAAGGTCTTGGAAATTGTATAGCCAAG 

CCTCTTCATTTTGTCAGTGAGGGGATTGATTCTCCAGCTGATTTAGGTCT 

AAATCTGTGACAATGATTTATATACCTATTCATGATCACTTAACTGGTAT 

TATTAATGGCAATTAATATGAGTCAAGCAGTGGTTTAAATGCTTTGCATA 

TATTAACCCATTACTCCACAACAGCTCCATAGGTAGGTGTATTATTATCC 

CGCTTGTAAAGATGAAGAAACTAAGGTAAGAGAGTGTAGTTCACTCAGCT 

AAGATCACATATTTCAGCCTATTTGTCAAATCTGTTCAATTTTCTCTATC 

ACCACAATCCCTACTCTGAGCCAAGCTACAATCACCTCAATCTGGACTTC 

TGCAAAGGCGCTCT 

>Sequence 567 

AGGTACACACAGTTAACCACAAAACAGGCCTCTCTGAAAAAGCCATTGCC 

ATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTG 

AGCCACGGGACATGTGAGCTTCCCCGCTGATGCTCCTCTTATATCAAAGA 

TCACTTTCACAAGATGAGCGACTCAATATCTTTTATCAAACCAATGATCA 

CCTGCAAGCTATCKjTATATTTTTGCAGCTGTGTAGAGCTATGTGGCATGA 

GAATGTGGGA 

>Sequence 568 

GGCCATATGGTTACACTACTATGAGTAGACCGCTCGATAGAGCGCCTGCG 

CGCGCGCACGACCTGACGCACGAACGCCAGAACACCGTGGATCAACTGTG 

GGAGAGCTTGTCTCAGATAAGGTCACATCTGAGATACTGGGGGTCAGGAT 

TCTACATGTGAGTCTGGGAAGACACTGTTCACCCCTTAACATCCCTGTTC 

TCCAGGGTCTTGAAATATAGTTTTGGGTGCAAGGAAAGGCAGCTAAGTAC 

CAAGTTAATTATGAGAAGGACCAGTTTTGAGGATTTCAGGAAAAAAAAAA 

AAAAAAAAAAAAAAA 

>Sequence 569 

AGG TACCA TTTCCCCTTAAGCAAGCAGGATTGCAGGTGGGCTACTGCGCT 

AAGTTTTTAGCAAAAGAAAAGTAATCTGATTTGAATCAGGACTCATGGCA 

ACTCTAAATCACGTATAGTTTTTCTCATCAGTTAAATAATAAAATGACAA 

AACTGTTTCGGTAAAATTCTGATTTTAAAGATAAAATATTATTATAATTG 

ATATTGAAGAAAGCAAACAACGTTCATTGCAGGACTCCTAGTTGCATATT 

TTCTTGTAGAAGATATTTTCTTGAACCGTCTTCAATTATTGGGAAAAAAT 

CCATGTTTCAAGAGTTCCACAGGCTGT 

>Sequence 570 

AGGTACTGGGGAGAACTCAGAGAAGAAAGGGGATGCACTGCTGGGCCTCA 
TGAGTTGGCTTATACTTCACCTTGAGCTAAGCATACTAATACCCAGTCCA 
GGCAGCATTGAACAGCTCCGCGCAGATCTCACCCTCCAAAAAACAGGAAG 
AAAAAGCCCTCTCACTGCAAGCAAGATCCAAAGAGAGAAGAGCAAGGGAG 
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GGGCTGATGTGAGCATGCCCAGATCCATCCCCCACCCATATTCGCCACCA 

AGGGCGGAGACAGGCAAAGAGGGCCCCTGTCCTGGAAATCCCTCCATGAG 

GAAGCAGTGAAGGATGCAGGGCCCACTCTGTCAGTGTCTAGTGTTCCACC 

GATCCTACATAGTAATTTTGAAAGACGATAGCATGATGTTCCTGAAAGGA 

AAAAAAAAGTTTCCTCTATGAGGTCATTAACATATATCTTGAGTGACTTT 

ATTGGCTTCTGGTTCATTTTGACATTTTTGTAAATTCTATAGATCTTTTA 

TTTACTCCTGGGATATATTTTAAAGATCAACAAATGTCCACACCAAAGAA 

AAAAATCACCCGTAAGGTCGGAACTTTTATATTTCTATACTTTTAACTGG 

TACATTAAACCTGTCTTATTCAAAAGGTATTTACCACAAAAATACTTACT 

AAATCTTGGTTTCCTGGGATGAACCCCTTGGGCCTTTGAAATAGAGGAAT 

GCTTTTCTTTACGGGGGGCCCAATCAAGAAATAAAACATGCCTTGGGGCA 

TTACTTGAAAGGCTAGAAGGAACCAC 

>Sequence 571 

AGGTACCATTCTCCTTCAGGCTGGCTCTATGTTCTTCATGGGCAGCGTCT 

CCACGGTCATGCACCATGCCGCTGGCTTCTGGACCCCGAAGGTGCTATGG 

AGCCCAGCTCCATTCCACTGAGTCCAAAACTCACGAATACAGAGGCCACC 

AGCACT ACTG AAATGCCAGCAGGGTGTGTCGGCATTTGGAGGGCCTTCCA 

GCAAAGCTTTGAACATGCTATAATTGCTCCAATATAACAAGTGATGTTCC 

AATTAATAAGATAATTTACAGCAATCCACAGTCTCTGCCACAGGTGGTTC 

TTTCTCCAAGAGGGCTGGCCCGGGACAGAACTGGACAATGCTTGAAGCCT 

CTATCTGTCCCTCTGCCCATAATAACTCCTGTCTCATAGGAAATACAATT 

AAGAAATAACCATTGTGCTCTGAGGGGAAGGAGGGAACAAACACTTGGGA 

GTTCAGAAAGACCTTCGCTAAAATAGACCAAATTGGCCTGATTTTACTCT 

ACATTGGTTTTCTTCCCCCCAAGACCCATCCACTTAGAATGGCACACACA 

CTTTAAAAGACCTCCTTTGTTACCGCACTCAAGCCTTTTTTTAACCATCA 

TTTCAGGGAGGGGGACCCCATGTTGAAACTTTCCTTCTGCCCATCATCCA 

CCAAGGTTTTCCTGAGAAGAAACATTAACTGAGGACTTACCTAACCTTTC 

CAGCTGTCCTCGAAGGAGGGGGGATAATTGGCTTTCTACCAAAAGATTAA 

AGGGTTAAAAAACGGTAAAGCATATAGCATCCCTTAAAATGGCCCTAAGC 

CCGGAAACAGGTGGGGGGTCCCTGCGACATA 

>Sequence 572 

ACTCACAGAGGAGATGGGCACGAGCTCAAAGCCTAGCATCTTTGATCTTA 

CTGTTCACCTGGTAATGTTAAGAAATTGCCCCTTTGTGCTAATCCTCAGC 

AGCAG AGAGAGCTATGCAGGTTCAATTACTAAAAAATTCTCCCAATTAAT 

1 1 1 1 iGGG CATTAG TCTCAAAACTGGTTACTCCGTXjTGTTGTTCTAATGG 

TGTTTCTTCTTTTTCCACAAGGATTTCCTGAGATTGGCATAGTCCCCTAA 

TTAATTGAAAAGGACCTAAAAGAATAATTGGAAATATGCTTTTGATGGTT 

GTTG TATACAAATGTTCTCAGAAGCTTAGGGAAATGGGTGTGATTTCAGA 

TTTTCACATACATAAAAGGTGCAAGGTCTTCTGAGGGAATGGTTTGCATG 

AGCTTTAATGTATATAGTTCAAAGGACTTACAGATGAATGAATTTGGTTA 

GTCAAGTAACCCATACTAATTGGACAGATGGAGCAAGACATGGATGAGGA 

ACACCATCCTGCCAATCAAGGTCATTTATAATTNTATTACTTCTTTCAAC 

TCTCTGCATAAACTNTAGTGTCATTGCAAGTACCTCGGGCCGGACCAC 

>Sequence 573 

ACCATATCXTGGGCTGGTTAAAAACATACCATCCCTGTGATGGTGATGAC 

CATTGACTTCACTCTTCACAAGAATTTATGTCAACGTGTCCTAGACATTT 

GGTAGTAGAGGTATAGCTGTAGTCCAAACCTCTACCAAGCTATGGTTTCT 

GAGAGCCCTGTATGTTAAGTGCCTACGGAATGCTCAGCATAGTCAAAGAC 

ACCTTAGATTCACATTATACGAGGAGCCACACTGCAGTTATTCAAGATTA 

AGCACTGGCTGGAGAAACTGGCTGTATGAACTCCAGCCTTGGGTGCGCTG 

TACCTCGGCCGCGACCAC 

>Sequence 574 

CCGGGCAGGTACGTCAAGACACTTTTAAACTATACATGACAGTTCCTTGG 
GGATCTTTCTCCAACTCCCTAACCTTAATTATGTCACTCCCAGATATGCT 
CTCAAAGTATCCTGTACTTTTTTTTTTGAGATATGGGGAGATGGCAAGGA 
ACAAAAAGAGAGGAAAATGGACAGAAATGAAAAGGTGAGGTCACCCAAGG 
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CGAACTTAGTCAGCTTGCCAATTTTACCTGGGGTTCAGACCTCACTCGAT 

TCTTTCCATTTCCATGTCGTGGATGGGGGGAGGTGCAGGAAAGGGGACAC 

TCATCTGGGACTGGGTAACTGTCAAGCCCAATCTAATCAAAACCACCCTA 

AAGCACACAAGGACTGGAGAAAAACACTAAAAATTTAGAACAAGATATTT 

AGACAAGATGCTTCCTAAATTCTGTGAAATTTTCATGAAATAAGATTCCA 

AACCAAAGTCATTATCTCTCTCTTTTCCTTAAATAGACTATTAAAATATG 

GTGGCCTGAGAGCCACAAAGAAGAACTGTGAGCCAAGAGAAAGCGCCACA 

ACCAAACTGGAAAGAAATCTCTTCTGTCATTTCCCCAAAACTGGTTTCTA 

ACAGGGTGGCCTTGGCATTTTTTACCGGGTGTCCCTGGCACTTTTACAGG 

GGGCAATTCCTTGGCCGGTCTATAACTAAGGGGTCCCCCGGGCTGGCAGA 

AATTCGTATTCAAGCTTTCGTTACCGGCAAACTCAGGGGGGCCCCGTCCC 

CCACTTTTGGTCCCTTTAGGG 

>Sequence 575 

AGGTACTAGTAAGTTCTGGGTAGGGGGTGGATGAGTCCTAGGAGTGGGGG 
GCCCCAGGCACACAGGAACCATAGTTAACCACTCTTCACCTACAGAAGAG 
CTCCTCAGGTCAAAGCTTCACTGTACCTGCCCG 
>Sequence 576 

AGGTACC I 1 1 C 1 T1CCAGGCCATGGCAAAA A A ATCC AATTATGTCCGTCT 

TGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAGA 

TTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAAGA 

AAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATTCC 

TTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTCTAGACACCG 

ACCATACAGGGCGTGGGGCTGC 

> Sequence 577 

AGGTACTTTCTGTGCCCCTCTCCTCACTTCCATCCCTGTCACTCCTAAAG 

GATCTCCCTCTCCTGCTAGGATTCTTCAGACCATGATCTGAAAACAACTG 

ATTT A GAGTA AGTAATGCTTTGGGTGCTCTTCCAAGAATTCTATCCCACC 

TTTTACTTTTGTGATACCCAGTTAATCCTTTATGACCTAACTTTCCATTA 

CATCAAAGGAGCATAGGGTCCAGAATCTTACAGGAGTGCATGACTTTTCC 

ACAGGCACTTCTGGCrTGCTTGTCAGGCCACCTGAATTAGTATTGCTTCT 

TTCTCTGATAATCAGCCATATGCTAATCCCTCCCGTTCTCTATTGGACAG 

ACCAGAACCTCTAAGGAGGGCTGAACTGACTTGCTTGACGAGACACAAAA 

GCACTGCTACACAGCAAGAAGGTTGAACTGTTGGACACAGGCACTGCGGG 

GGGCAGCGCTGCCCTCCCTTCAGGCAGGCTTAGTGGCCCTGAGGACATTC 

CTTGGCGATTGGCATGGCCCTGATCTTCTTTATGTCAATCATGCCGTATT 

GCCAGGACACCAGGCTCTTTATGTTGATGTAGAACTTGTTCCCAGAGCCC 

AAAGGGTTTCTATACCTGCCCGGGCGGCGGTTTAAAACT 

>Sequcncc 578 

GTCGACCCACGCGTCCGATTCCAGAAACACATCGCTTTCTTCCTCTGTAC 

TGGAGTGTAGCAACACAAAGACACAGCCAACAATTTCACTTGGTGGTCTG 

ATGAACTCTCATAAATGCCTTGTTTACAGCATAAGAATGTAAGTACATAT 

TTATATATCTCTCTCTGA CAAA ATATCCTTTCCATATATCTGATGGCCAT 

TAATTTGGACTTAACTAGTTTTGTCCAAAAATGAAATTCCAAGGGCCAGG 

GAAGAATAAAATGTACTTGAAAAATTTCTTCTAACTGGTATAAATATTAA 

ATTAAACTTATATGCTAATTGGAACAATAATGGCCCTTTGGATGATTCTA 

CATTACAAGCGTCAACTGAAATAAGGTCCCCAATTGTCACTGAGAACATC 

AAAGGGATCTTACTTTGAGGAATAAATATGTGATTATAGTGATTATGTGT 

GAATTGGGGTTATATTCTTCAATAAAGAAACATGCTGGGATTTACAACTC 

TCCTCTGAGACTTAGTCAAATAAATTAACACATATTGAACACCCACAGGA 

TTCCTGCAGCAGAATAAACAAATTATTTTACCAACCTGCAAAACATCAGC 

TAGTGGACTAAGCTGGACAAGGAACTCAGCTGAGCGTGGGCCCCAACAGA 

ACAATTAACCAGGCAGAATTTATTTTCATTGGGGGGTTACGTCTCCCTTG 

TGCAATCTAAAAAGGGCTTGGACTGGACGTAAGAACTGGATTCTGGTTTC 

CACTCTGGCATTTGAAAGTTGCATAATGGGATTGAGTTTTCAAATTCCTA 

ATTTGAAAGGGAAATCCTTN 

>Sequence 579 
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CCGGGCAGGTACGCGGGGGGACTTACAAGATGGATAGGACCTGGTGGCAG 
CTGTCCTTGAGGAAGCCAGAGCCTGGAGAGACAGATCTCATGTTATAGCA 
GAGTACCT 
>Sequence 580 

TGGAGAGTNNAACTACTATAGGGAGTCGACCCACGCGTCCGTTCTAAGCC 

TGCCCGCCTGGGGCTCTGTAACTATGGCTCCTAACGTGGGGAGCCCACAA 

TCTAGCTATATCATGTTAGCGAGAGCTCTTTGTATACTGAAACAATAAAC 

TTACCATCTTGATGAGTTTTACATGTAGAATGGCTTAGGTTATAAGGTAC 

TGCCACCTCATTCCACTGTTGAGAATTGTCTAATGCAAAGCTCACTTTTT 

AAACATGGATAATTGGACAGTCATGAGTGGATCATCGAAGGGATAAGCAA 

AATATATGTCAAACTGAGAATTAATATCTATCAAAACACTTGCTATTATT 

TGGTAGATGGGAGGTTATTTTATTTTTAAGAAGTAGATTGGCTGAATGGA 

AAAGCAAAATGTGGCATAAAATAAAATGGGATATTGTTCAGCAGTGAAAG 

GAATAAAGTACTGATATGGACTACAACATGGATGAACCTTGAAAACATTA 

TGGCAAAGTGAAAGAAGCCAGTTACAAGGCCGGGCACCATGGCTCATGCT 

TGTAATCTCAGCACTTTGGGAGACCGAGGTGGGTGAATCACTTGAGGTCA 

GGAGTTCGAGACCAGTCTGGACAACATGGTGAAACCCCCGTCTCTACTAA 

AAAAAAAAAAAAA 

>Sequence58I 

GAGTCGACCCACGCGTCCGCAGTCACCAGGGAAACAAGCAACATCATCAT 

GGCACAGGTGAGCAGGGACCTAGAGGGTAAACCAAAGCCCAACATGCAGA 

GCCATCATAAAGATCTTCACCCAGAGGGAAAGACTCTGAAATCTGAACAT 

CTATCTATAAGCAACCGCCTTTTCAGTCCTTTAAAGAAAGGAATTAATAA 

CAAATGTTTTCAAGACATCCACAATTAAAACCACTCATGCACCACACACA 

CAGCAACCACCCTGCACACACTGTCTCATTAAACCCAGACACTGAGAAAT 

CA CTCAA GGCCTTCTCTGCAGTTCAGTAAGGCTCATGATGATGATGAGAT 

CTGTTTTAGAAAGTAAACTCTTCAGGAGCCAAACTATATTTTCTTTGCAC 

ACTTCAGTTGTGTGAGTAAATGTGCAGCCCAACTACAGTATGATTACAAA 

GACAACCAATGAAACACAAAGTCTGTAAAGCGAAGAGACCACCTGGAGAA 

TTTCTTTCAATCACCAGAGATTATTAGCCTACATTCTTAGAAATGTGACT 

TTACCATAGACAATATTTTCTCCAAGATGACATTCTAGACAGCCCATGCT 

TTCAATGGGTGCCACCAAATTTGGACCACTGTGTAACCTTTTTTCTAATC 

AAGTTGCTTTATTTAAAATAAAATGTTGAGTAAAAGTTTGGGATACACTA 

GAGTGACCTCAAAAACCCTGCTGGGAATAAGAAATAAAGTAATATTCCAT 

CCAACTGAAGGAAAATGGTTTTTCCAAAAAAAGTAAAAATTTACCTGGGG 

GCATG 

>Sequence 582 

TAGGGAGTCGACCCACGCGTCCGTGCATTTCCAACTGAGGTACCCTGTTC 

ATTTCACTGGGACTGGTTAGGCAGTGGGTGCAGCACACGGAGGGCAAGCA 

GAAGAAGGGTGGGGCATCTCCTCACCCAAGAAGTCCAAGGCACGGGCAAG 

GGAGTCTCCCTTTCCAAGCCAAGAGAAGCTGTAATCTACAAGGAACTTAA 

ACAAATTTTCAAGAAAAAAACAAACAACCCCATCAAAAAGTGGGTGAAGG 

ATATGAACAGAATTTCTCAAAAGAAGACATTTATGCAGCCAACAGACATA 

TGAAAAAAAGCTCATCATCACTGGTCATTAGAGACATGCAAATCAAAACC 

ACAATGAGATACCACCTCATGCCAGTTAGAATGGCAATCATTAAAAAGTC 

TGGAAACAACAGATGCTGGAGAGGATGCAGAGAAATCGGAATGCTTTTAC 

ACTGTTGGTGGGAGTGTAAATTAGTTCAACCATTATGGAAGACAGTGTGG 

CGATTCCTCAAGAATATAGAACCAGAAATACCATTTGATCCAGCAATCCC 

ATTACTTGGTATATATCCAAAGGATTATAAATCATTCCACTATAAAGACA 

CATGCACACATATGTTTATTGCAGCACTATTTACAATAGCAAAGACTTGG 

AACCAACCCAAATGCCCATCAATGATAGACTGAATAAAGAAAAATTCCCA 

TACACCATGGGATACTACGCCACCATAAAAAAAACGAGTTCTTTTTCTTT 

GCAGGACATGGATAAACTGGAAACCTTATCTTAGNGGGTACANCCCCCCC 

CCCCCCACCCTTTTT 

>Sequence 583 

TGGATATGTAAACTTCTATGGGGAGTCGACCTACGCGTCCGCGGACGCGT 
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GGGTAAAGAATGGGCAGCCAAGCCAGGCGTGGTGGCACACACTTTTAATC 

CCAGCACTTGGGAGGCAGAGGCAGACGGATTTCTGAGTTCGAGGCCAGCC 

TGGTCTACAGTGAGTTCCAGGACAGCCAAGGCTACACAGAGAAACCCTGT 

CTCGGAAAAAAAAAAAAAAAGAATGGGCTGCCAATCCACAGCCACCCTGA 

CAACGGGGGGTGGGGGTGGGGTAGCTAAAGCCAATTTGAAGAAAGCCCCT 

ATGAAAGGGCGCTTTTTCCTTCAAGGTACAGACCAGTCCAAAATGTACAG 

ACACCCCTCACTATGAACACAAACAATCCTGGTGTAAATTACCTAACTAC 

AGTTGGAAATCTAACTGGCTTTAAAAGGAAAAGAGAGCCTGCCGGCTCTT 

TGTGGTTGCCATTTTATATAGATGATATATATTGAGCTTTGGTCTGGTAT 

GCTTTGGAATGCTTAGTGCAAGCCCTGGTTGCCCCAAAGACCCAAGTGAT 

GTTATTGGACCTTGACCCTAAGTTACTTCTGGTTGGTGAAAAAAGAAGCC 

TGCAGTCGATAGTTGGCAGGGAAAACCAGGGGGGGTTTAGGGGTCCTGAG 

CTTGGGGTTGTAGAAAAACACCCAGAGGCCGAAAAGGTAAAGGGAGAGGA 

AACCGGCCTGGATTTGGGTGAATTGGGAAAGATGGCTTTGTGGGTGGCTT 

ATTGGACTAAAAACCGCCCAAAAGGGAACTTGAGGGAATTGATGAAGGCT 

TAACTGGCTGGGATAAGGCTACTTATGTGG 

>Sequence 584 

TGCATAG TTAATC CTTAAGGAGTCGACCCACTCGTCCGCGCCACCACGCC 

CGGCTAA' 1 Ti T 1 1 GTATTTTTAGTAG AG ACGGGGTTTC ACCGTGTTAACC 

GGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCA 

AAGTGCTGGGATTACAGGCGTGAGCCACCACGCCCGGCTGATTTCATTGT 

11 ri'lATGTCTGTGTAGTATTCCATGGTGTGTATGTGCTACATTTTCTTT 

ATCCAATTCACCATTGATGGGTACTTAGGTTGATACCATGTTTTTGCTGT 

TGTGAAT AGCAC TGCAATGAATGTATGAGTGCCTGTGTCTTTTTGGTAGA 

ATGATTTGTTTTCCTTTGTGTATATACCCAGTAATGGGATTGCTGGGTCA 

GTTCKiTAGCTCTGTTTTAAGTTCTCCGAGAAATCTCCAAACACGGTGGAA 

TGTTGGCCTGTAGTTTTCTTTTTTTGTTGTGCCTCTCCCAGATTTTGGTA 

TCAGGATGATGCTGGCTTCATAGAATGAGCTAAAGAGGAACCCCTTCTCC 

ATTTTTTGGTATAGTTTCAGTAGGATTGGTATGAGTTCTTCTTTGTACAT 

TTGG TAAAAT TTGGCTGTGAACTCATCTGGGCCAGGGCTTTTTTTGTTGG 

GAGGTTTTTTAAAATACGGATTCAGTTTTGAAATTGGITATTGCTCTGTCA 

AGGTTTCAATTTTTCCTGGTCAAACTTGGAAGGTGGGGTTTCCAGAACGT 

ATCTTTCCCTTCATTTCCTTTC T 1111 It T H TH GG AACGGAGTTTTTT 

CTGGCCCCAGGTG 

>Sequence 585 

CCGGGCAGGTACTACAGACCCATTTAAAAGGTGAAGAAACTAATGGACAT 

AAGTTTCACAGACTCAAAGTCTTACGGAGAGTTTGGTAAACCCAGATCTC 

AACTCAGATTTTCCAGTTCTGCTAATTTTCCCCATTCCCCTCTGGTGCTG 

CCTTTTCAACTTGGGTTGTCAACAGGCAAATGGGACCAGTGGAAGCATTC 

AGAGAGAAGATTGATGGTTTTCAGATGTTTCTTTCTCTCCCTGACATGAT 

GTCTTAGGCACAACCACAGTATTTCAAGTGGTTGAAAATCAAGCTGAGCT 

AATGGGGGCTGGAGTGAGGGTGGAAGGGCAGACCCAGAGACTCAATCTAC 

CAGATGCTCATTCTCTTCCAGCACCCACCCTACCCCATCAATTGTTCTGG 

CACCCACCACAAAGCCCTAAGAGCCTTGGTGGAAAAGTCTGGAAAATACT 

GTGGTAGGGGCCCATCAAAGTGACGATGGCCACCACTTTAATAAGTTCTG 

CAATAAACCAGGGGCTCCAAAGCATTTGGAAACCTAGGAGGGTAAAATAT 

CCCATGCAACGGACATACAAACAGATGCTCAGAACAATTAATACCTTC 

>Sequence 586 

TGGAATGGGGATACTATAGGGAGTCGACCCACGCGTCCGGCCACCACATA 

TGTGGTAATGTGTTATAGCAGCAATAGGAAATTAAAACAATTAGGAAACT 

GTGATAGGGACAACCCATGTGAGAAGTGACAGTGGATAAAGAGAAATTGT 

TGAACTGCAGAAGTTTCAAGAAGATAGAATTGCTGGGCACATCAGGGTAC 

GCTTAAGTAAATAAAAAAATAAAATAAAAAGAATTGTTGAGTGTGCTGGC 

TCACATCTGTAATCCCAACACTTTGGGAGGCTGAGGTGGGCGGATCGCTT 

GAGGCCAGGAGTTCAAGACCAGCCTGGGCAACACGGCGAAATCCCATCTC 

TACAAAAAATTCAAAAATTAGCCAGGCATGGTGGTGCACGCTTGTAGTCC 
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CAGCTACTCAGGAGCTGAGGTGGGAAGATCGCTTGAGCCTGGAGGTCAAG 
GCTGCAGTGAGCTGTGATTGTGCCACTGCACTCCAGCC 1 T 1 1 UTI GACA 
CAGAGTGAGACTCCATCTCANNNNAAAAAAAANAAAANNGGAAGGGAAAN 
NAAAAAAAAAAAA 
>Sequence 587 

GGATAGTTAACTACTATAGGGAGTCGACCCACGCGTCCGCTCAATTCCAT 

GTCCTAAAAGGGAGGTCAGAGAGTTTTCTGACAAGTCTTATAGGTTGTCA 

GCACAATTGTGTCAAGGTACTCAACAGTTCTTGAGCATTTACTTAAACGA 

ACTTATGAAAGACTGACCCATAAGATAAATGGGTTATATCCACTTACAAT 

GAGAGATACCTTTCCAGTGACCTGAAGAAGTGTCTAGAGTACCAAGTGTC 

CATTAGGAATGATGAGAGGCAATACTGAGATTAGTCTGTGAAAAAATTAA 

GTAACTAAAATACTAGGAATATATGATATGTACATACATCTTCATATATG 

TTTAGTTTACAAATATATGTGGTATATAACAGGGGACTGATTTAGTTAGA 

TTTCAAGTTTGAAGGAAACCTAAAGGATAAGCTGAAGGGAAAGATAGAGA 

AAATAGAGGCCTAAACTAAGCCCGGTAGTGGGAGTTAAAAAGAAAGGATG 

AATACAAAATTTCTGCATTAAAATGAGTGGTACCGTTTGTCCCTCAGTAT 

CTGCAGAGAATTAGTTCCAGGACCCCCATTTACCAAAACCTGGGGATGCT 

CAAGTCCCTTATAGTTGAGCCTCTGTACCTGCAAATCCCTGCAGGTACAG 

AGGACCAACAGTATTTGGACAGCAGTGAATAAAGAATCTGGGCAAGGGCT 

GGGCATGGTGGCTCACACCTGGAATCCCAGCACTTTGGGAGGCTTGAACA 

GGCAAATCAACTGAGGGCAAGAAGTTGAACCCGCCTTGGCAACTTGGTGA 

AACCAGTCTCTACTAAAGGACACAAAATTACTGGG 

>Sequence 588 

GTGGTCGCGGCCGAGGTACTATGGCCTGACTGAGAAGGCCTAGATCCTTG 

AGAAATCGCCCCAAGGTTTCATAAAGATCAGCTAAGCAACTCATGTTGTC 

CTCGCCTTCGCA GTTT TTCTCATACTGCTTCAATGAATCGAAGTATTCTG 

TTGCCATTGCACTTTTGTCTTTGCCAACAAACTGCCAATAACTCAGCAAC 

TCAGCAAAGTATCCCCTTTTATAAAGGTTTTGAGACACAAAGAGATTAAG 

AAGGCAACCATGCAGCTTCTGTTTACTTCCCTGCT 

>Sequencc 589 

AGGTACCATGCTGACATTCTGCAAAGTCTGCATTCGCAAAGCCTGAAATG 

ATTC CAACTGCTGCTGAAGGACTTTCAATGCTGATTGTGGTTGGATTTGA 

TTTTCTGATTCTGCTATGCAGCCATATTTTAGCATTCAGAGAAGCAACGG 

AGCATAGCGTGGTGGTGAAGACAGGCAGTCCGGAGCCGCCCTGCTGAATG 

CCCGCTCCATTCCTGTGCTGACTGTGTGACCTTAGGGAGTTAACCTATCT 

GTGCCCGTATACTCATCTGTTTCACTGCAGCCACITrGCTTTACCCCCTC 

CTAAGAATTTACGATTTTGGACGCTGAAAGGAGAACGGAGTCAACTTCAT 

CCTCTTCCCGGTGCTGCTTTTATGGTAACCACCGGGTACCTGCCCTGGCG 

GACAACGTGCT 

>Sequence 590 

CCGGGCAGGTACAAGTTACCTACCCTTTCCTTGCCTCAGTTTCCTCCTTT 

GTGACAATGGGGACAATAACAGAAACTGCCACACAAGAGGGATGTTAGAG 

AACTGACCAAGCGAATGTAAGTAATGACTTGGAGCAACGTATGGCTAAGA 

GTAAGTTAGGGGTTGTTACGATGACTTTCCTGAGATAAACAGGGAGAT 

>Sequence59l 

AGGTACAAGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGC 

TCCCACCTTTTCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAA 

GGACATCCTTTCTGGTGAGTATTCTTTTGGTTTAATTTTTGGTTTGGTTA 

TTTGTGCATGAATTTAATCTCATTAGGAAACAAGTTAAGTTGAATAGACC 

AACTAGTGAATTAATCCGTCACCAAAATATATGTTTTTGGCATTTACCTG 

TTTATTTTGAAACTCTTTGTAAGAAATGTAAACCTGTAATGATAATCTCT 

GCTTTGTAAGGATATCTCCCTCTCTGACACCTAAAACACTAGATGCTTTC 

ACAAAGCAAAAGGAAGAGACCTAAATCTATCTATCTGTGTAAACTCACCC 

TTGACCATTTCATTTTGAAGGCTTCCTATATATGCTTTTTTTCATCTCAA 

CAAATAGTGGTGTTTAAGTTCTGTACCT 

>Sequence 592 
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CCGGGCAGGTACTAAAAATATAGCAATGTGGGTGGGCTCCAAGGACTGTT 

CCTTCAGACCTCAAATCCACATGCTTATAGAAGACCACATAGGTCAGAGC 

AAACTCTCTACACCTGTCTTTGTCAACTGTCACCCAGTTGAAGATCTCTG 

AAGCTGCATGCCGATTTAGGCCAACAATCAGACTATGTAGCATTTACATT 

TACATTTGTCTGTGTGTGATAACATGAAGCCAGAAGGAAGGAAAATTTGT 

GGCTGCTGGTTTCCCTGACAAGCAGTTTGAAGGTCAAAAGAAACCAACCC 

TGGAGGAACTCGAGTTATGACAGAGCAATGTTAAGTGTAGACCTAGGAGG 

GAAGCCTATAGGGCTAGGATAGGGGTGCTAACAGATAAAGTGGCAAAGCA 

AGAGAAGAAGGGAAAGACGGCAGATGAGGAAAGGTGCCCTATCCATAGCA 

GGATGCAATGCAAAGACAAATCTAAGGTTTCTGTTTCTTCACCACTCCTG 

GCCTAGGTCTGGCTTTGCTATTTCCTAGCAGTGTGACTTGTACCT 

>Sequence 593 

TGGCGGCCGAGGTGGAAGGATTGCTCGGAGCCAGGTGTTCGAAACCAGCC 

TGGTCAACCAAGCGAGACCCTGTCTCTAAAAAAAATTTTTTTTAATGATC 

TGGGCACGGGGGTGTGTGCCTGTAGTCTCAGTTACTCAGGAGGCTGAGGT 

GGGGGAATCTCTTGAACCTAGGAGTTCAAGGCTGCAGTGAGCTATAATCA 

CACCACTGCCCTGCAGTCTGGGCTTCAGAGTTAGATTTCATCTCATGAAT 

GAGGGAATAAAGGATTAATAGAAGTAGGCAAGCAAAAGGGGGAATGAAGG 

GTATTCTAGGCAGAGGGAACAGTAAAGTCTGAGACAAGACGGAGTGGTAT 

GTTAGAGATACTACAAGACTTTAAGTACCTGCCCG 

>Sequence 594 

AGGTACGCGGGGACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTGGACTG 

GGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTA 

TGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCGAGCTCTCAGA 

AGAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTAGAAT 

CTTTTCTTCACAATTGAAATGAAATGTGCTGAAGAAGGTGAATCCATGCA 

TTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACCACAGA 

CTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTGGAAAGAAAGG 

TACCTGCCCG 

>Sequence 595 

AGGTACTTGGTGAAGTGAGATTCAGACTGAGTGGGGTCACAGCACAGGGC 

ACTGTCTTGCCTGGCTTTATCTGAGCCAGTCACACCTCTCCTGGCCACTA 

TCTGTGGTCTAGCCCCCTTTGTGCAGAAAGAGAAAGAAGAGCCTTGAGGA 

CCAGCCTAGTCAGCCGGGGGCCATTGAGACTGCCATGGAAGACTTGAAAG 

GTCACGTAGCTGACACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTGG 

ACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAATTCTACTGGTCAC 

AGACAAGACTCTCTTGATCTGCAAATACGACTTCATCATGCTGAGTTGAG 

TTGGCAGTTGCAGCGGGATTCCTCTGAGCGCTGTCTATCGCATCTGCCTG 

GGCAAGTTCGCCTTCCCTGGGATGTCCCTGGACAAGAGACAAGGAGAAGG 

CCTTAAGATCTACTGGGGGAGTCCGGAGGAGCAGTCTTTTCTGTCCCGCT 

GGAACCCATGGTCCACTGAAATTCCTTATGCTACTTTCACTGAGCATTCT 

ATGAAATACACCAGTGAGAAATTCCTTGAAATTTGGAAGTGGGCTGGGGT 

TCATGTCTTAACTTGTTCCAGCTATCCAGAATGCCCACAAGAATTTACCT 

GGATCTGGAAAAGGAAAAAACCGGTGGGTTAACTGAACCCATTTGATTGA 

GACCTACCAGGGCTGTGTCATTTATTGGAAACCGAACAAACTTGCTTTTT 

CCTTGC 

>Sequence 596 

AGGTACTCAGAGGTTTCCTGGCTCCAGCCATTGCTCTCGACCTCACAGCT 

ACCCATTGGGCCAAGCCACCTCCAGCTCTCACCTGACTTGCTGCAGTGGT 

CTCCCAAGAGGTCTCTCCACTCAGTCCCTGCCACCTTCAGCCTGTTCTCA 

GTGGAGGGGGCCAGAGTGACCCTGTTAAAACATGAGACCTTTCACGTCCA 

ACCTCAGCTCAGACTTCCCCATGGTTCCTATCACACTCAGGGTCAAAGTG 

AGAGTCCCTAAGATGACACACAAG 

>Scquence 597 

CCGGGCAGGTACCCAAGCTTCACAGCCCTGTCTCTGCCATGGAGAGCAGG 
CCCACGCACTGCTGCCTGCTGGAGCAACCGTGCTGGTCACAGGGCCAGAG 
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GCAGAGAGCCCTAACAAGCAGTCAGGGCGCTAATGAGGAAGGGGGGGACA 

ACCTGTCCTCTACAGAAAATAATGAGATTAATATGTTCAACAACTCCCAT 

CCAGAATCCAGCAGGAAGTTAAACCAAACGACACATGATTCTCTGACGAA 

GAAATAAGAATACGGTTGACTGGTTTTTTATATTTATTTACCTGAAAGCT 

TCTAATGTTTCTAACTAGTGACATATTTCAGGCCAGGAATTCTGTTTGCC 

TAGATCATGATGTC 

>Sequence 598 

AGGTACAAACGAACTCTGAAGAGTCGGCCAAGCAGATCACATGACTCATT 

GAGCTTTAATGCCTGCACTGGAGCATAAGCAGGCCTATTTCCTAAATGTG 

GAAGCATCCAGTATCGCTGAAACCCTCAGAGCCGAGACAGTCACTCTGTG 

GAGAGAGAACAGAGGGCTGGGAACCCAGCCACGGCCAGGGAACTGGACTC 

TAAGGACAGCAGCAGAGTCTGCCTTTGCAGCACGTTATACAGTTTGCACG 

TATTACCTTATTTGATTTGATCTCATGAAAACCAGAAAGACGACAGTGAC 

TAAGTTCCTAAACCATGAGCACAAGACTTTCTGGAGGAAAAAGGAAAGCC 

CCAGGAAGAAGCGGAATTTGTCACCAGGTCAAGCGAGCTGCCCTGAGCAA 

AACTAACCAGGATCCCGGGATCAGAGGGCAATCCCGCGGTACTTGCCCGG 

CGGGCCGT TTTAAAAAAGGGGACCCCCGGCCCGGGGGGATTCATTTAAAA 

TTTTTTTTCCCCGCCCCCTCGGGGGGGGCCCCCCCCCCAATTTTGTCCCT 

TTAAGG GGGGA AATCGCCCCCCGGGTAAAGGGGGAAAAGGTCTTTCGGGG 

AAA AAA nTI TCC A AA ACCCCCCAA A A AA AGGGGGGG AAAA AAAAA A A AC 

GGGGGCGCCCTAGGGGGGCCCCCCCCTTATTGGGGCGCCCC 

>Sequence 599 

CCGGGCAGGTATTCAGTCAGCTGCTGGTGAGCAACGTGGCTCCTGTCCCT 

ATGAAGCTTAAAGTCTAGGGTAAGGCAGACCCTAGGAATTCGGCGCACAG 

AAGCCTCTCTGCTGTGATGGAGAAGTAACAGGGACGATGAGGACATAGAG 

CAGGGAAGGGGGCCTAGGAAGCTATTCTGGAAGAAGTGAGTTGGTTCCTG 

AAGTTGAAGCACCTGCAGAGGTGAGGAGGTGGGGAGCAGAAGTGCAGGAT 

CCATCTGTGCAAAGAGCCTGGGGCCTCAACAACATGAACTGTTTTAATCA 

GATTTGCATTTTAGAAATGATAACCCTAGGCCTGGAGCGGTGGCTCATGC 

CTGTAATTCCAACACTACGGGAGGCAGAGGCTCTACTAACAAATCTCTAC 

TAAAAATACAAAAATTAGCTGGGTGTGGTGGTGCATGCCTGTAATTCCAG 

CTACTCAGGAGGCTGAAGCAGGAAAATCTCTTAACACAGGAGGCAGAGGA 

CGCAGTGAGCCAAGATCACACCATTGCACTCCAGCCTGGGTGACAGAGCG 

AGACTCTGTCTAA AAAAA AAAA AAAAAAGGGAAAGAAAAGTACCT 

>Sequence 600 

AGGTACGCGGGGGGGATGGGTGTGGAGGCCGCGGAACTTCTGGCGGGCGC 

AAGCTATATGCCTTGTTGATCTTGCCGCATCITTTTTACTAGATGTCGGC 

TGAGTGAGTAGCTACAGTTTTTAACATGTTTAACTTGCGGCCTTCAAAAA 

TTGTTAGCGGACTTTCTCTGTTGCCTCCTCAGTGAGCTCTGCCCTTTCTC 

GCAACTCCTTGTCGTCCCACCGCGCCTCTGCACCTCAGAGGAAGGAGAAG 

AGTAGCGAGGCCGAGCGGGTTTTTAGATTTCTCTGTGATTACCCCCAGCC 

TTGTCTTTTCTGACTTTACCGTCCCCGCTTGGGGTACCTGCCCG 

>Sequence601 

CCGGGCAGGTACGTAAGTTGAAGTCCAGGAGGGTTCCAGACACAGAGCTT 

CTGGTGTCTTCTCCCTGTGGAGTCAGGACTCATTACTCTGCTGTCTTTGA 

TGTGTGACAACAGGCACCAACTATCGCCAACTAGAGAAGCTCACCAGAGC 

TCTGATGTTGGAAGTTTTTATTGGGGCCTCAGCATGTAGACATGATTGAC 

TGGTTGGTGGATTAACTGTCTACATGGTTAATCTTAGTGTCCAGGTCAGC 

TGATACTGCGTGACCAAAAGCTCCTACCCCGAATCCCTTGATTAGTATTT 

CTGGCATAGCAAGCCCCCATCAGAAACAAAGACATTCCTCTTAGAGGTAA 

TATAGATTACCTTTCAGCACCAGAGGGCAAAGGCCAGACTACTTTTTAGG 

CAAGTACCT 

>Sequence 602 

AGGTACAGTGCAGCAGAAGGCTGGTAGGATAGTTTCTTCCACATCCATGT 

GAACCTCAGAGTCATCTGACCATTGGCCTTGTTCTCTTCCAGGTTCTAGC 

TGGCCAGAGACTTTTTTGGCCTCATACTAACTGCAAAATTGCACACAGTT 
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GGCGAATACACCACTGGAAGCCACTGTGGCTGCATTGTCACAGTTCACCA 

ATTGTGCATGTTATTTCCTGCAGTGGGCCCAAGATCACTGACAGGATGCC 

GTCGGGGTTGGGCTGAAGGTGGAAACAGCACACTAGCTTGCTGTTTGTGG 

CCTCTTTACAACTGCCGGCCCCATCTGAGATCCGGAACCAACACGTGCTA 

ACCTCAGCCCATTGGGGCCAGTGGGGCAGCCGGCAGTGGAACCATAGCTC 

TCCACACCTATGTCTATGGCACCGTAGCTGCCCGCCCACAATTTTCCATG 

GATTCCCTTGGATGTGCACCCCAGAAAAATTAGGCCAAAAAAAAACTGCC 

TTAGGG GGCC CAAGGGGAATTTTGGGGGTTAAATTTTGGCAAAGGGGGAA 

AACCAATTTTACTTAAAGGGGTTITTTTTAAACCCGGGGGGCAAAAGAGG 

CCCGGGGGCCTTATTTTGGGTTGCCCCCCTTTTTATTTAACAAAGGTTTT 

TTTTTCC A AACACCGGG AAAA 1 ' 1 1 " I I I l'CCCCCCCCCCTTTTGGTTCCCC 

CAAAAAGGGGCCCTTTTTTTT 

>Sequence 603 

AGGTACCCAGCACAATTCTCACATGTGCTTATTTTGAAATTAAACCAATG 

CAAAAGTTTTTACCCTGAGGTGTTGCTAATTCATGAACCTATTCTCTTGA 

CAGTTTTTCCCTCCAATATAACCTATATCTTATTAAATGTCTTTTCTTCT 

TCTAGATTGTTTCCAATAGTAGCTCAATTTTAGCTTTGTTCACGCTCCAA 

ATTAGAAAAACGCTGAGATTAGCCAAATATTTGAACACTGTAAGGTATTA 

ATCAGTTTAATCTGAAAAAAAAGGTATAAGAACACTTCCTACAGTTCCAG 

AAGAGTGAGCTGTCCTGGCTGAAGGTTATTTTATAAGCACCTACATGTAT 

GGACACTAAAGGTGGGGCCTCACCCAAGAAAAATAAAAAACCCGGCCCCG 

GG ATTTGCGTGGATCCCCCTTTAC AGGCC AAA I ' 1 ' 1 1 ' 1 T H' HCCAACCAT 

TCCCTTTTGC ATTTTTAAG ATCCTTGGCTTCCCTGGGCC ATGCC mTTT 

TCCACCAAAAAAGGGGGGGGAAAAACCCCCTTAAATCGGGGGCCTTTTTC 

CCCCGGATTAAGCCCCAAGACCCAGGGACCCCCCTCTTCTTTTCCCCTGG 

GGGGGGGGTTTATAAACCCTCTCTTGTGGGTTTAAAAAAACCCCCCCCAA 

AAAATTTTTCAAAGGGAAAACTTTGTGTTTTGTTGAAACCCACCCCCCCC 

TTTTTTTATAAGAGGGGGGTCTCCAAAAAAAAAAAAAA 

TTTTCG 

>Sequence 604 

CCGGGCAGGTACTGCCTTTTTGGAGCTCCTCACGCArcACCATTTCTCTC 

TACCTATGATTCCTTC AGCTTTTGTTAATGC AATTGGCTCGCl ' 1" IX3TT 

TTGTTGAGTCTTGATTTAATTTCCAGGCTTTGCTCTTCCAGCTTTGTCCA 

GAGACACATCCTGTCCTGTCCTTAAGGACTTCTGCAAATCAGTAATCACA 

GATGTTGCGTGCAGTTCACTGATATCTACTCTCCTCGTATTTTGGGGTGG 

CTTACTGCATACCCACGAGTAAGAACTTCTTGCAATCAACAGGCAATTTG 

CTGGGGTGCTGGGGTTTGTTCCATTATCAAACAAACTGGGATTCCTACCC 

CAGTTCCATCACTTACAGGTTGTGTGTGACCTCGGATGAATTGCTTAACC 

TCCTGAGCCTAGTTTTCTCTGCTGAAATATAGAAATCGCAGCATTCACAA 

TTTTTAAACTCTTACTACTGGTATCACTCAATTATGACTGGGGCCTGGGG 

TACCTT 

>Sequence 605 

CCGGGCAGGTACACTCCAGCAATCCATTCTTTAGGTCCTGCTTCCTCAGG 

AGCTTTATATGAGATCTTCTCTTTGAGAAGTGTGTCTTAATTACAAAGTC 

TCCTTATTCTTTATGCCTTGAGTCTTGGTGCTGGTTTTGATTTTTCCTCT 

GCCTATTCTCCTCTTCTCCTGACTGTTGGCCTGCTCTAGGCCTTGAGGTC 

TAGCTGTGCCATGATTGATAGCTTCACTCTGAGCCCTGACACTTCACATG 

GTTGCTGGGATCCACCAACTCTCCCAGGCACTAAGGACTAGCACTTTCTG 

GAAAACAACAGCATGCAAGACTTTTAAACCATGGCTTTATCTAGACCTTA 

TATACAGGTGTGAGGCCTGACTTCTGACTATTTTGACTGTCTTTTAATGT 

TCCTCTCCAGCAAGGCTGGAGACCTCAGTTCCCAGTTTTTGGATTCCATT 

TTAACCTTGGCCCGGTCAATGCCAAAATTTTAACCTATTGGCAGAGCTTA 

TGGTTGCCCATGGCATTTTACTTTGGAGTTATATTTCTTAAAAGTGTTGC 

TGCCCAAAAACTATTGTTTCCCTTAGGTACCAAATGAACCCTTCTTTAAT 

ATTGGATAAAATTGGATCTCCCCAGTTTTTATTTTTGAAATTCTCTCTAA 

GAATTTATTTTTAAGAATTTAAAAGTTGCTTTACTTCCT 1 1 [TTTACCAA 
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TATTTTCCCGTTTTTATTTAAAAGGGTTTAAAAGTTC 
>Sequence 606 

AGGGACTTTTTTT1 1 1 1 1 1 1 L ri'TTTTTH'iGGGACGGAGTCTCGCTCTG 

TCGTCCAGGCTGGAGTGCAGTGGCGCGATCTTGGCTCACTGCAAGCTCTG 

CCTCCCGGGTTCACGCCATTCTCCTACCTCAGCCTCCTGAGTAGCTGGGA 

CCACAGGCGCCCGCCACCATGCCTTTTAAAAAATCAGCCAAGGCACAGTG 

GCATGTGTCTGCAGTCCCAGCCACTCAGGAGGCTGAGGCAGGAAGGACTG 

CTTGAGCCCCAGAGAGTGGGGCTTCATGTTATCCACTGCACTCTGGCCTG 

GGTGACAAAGTGAGACCCCAGAAAAGAAAGGAAAATGGTATGTGTTTTTA 

TTGATTACACAGCCCTTATTAGTTAATAATTAATACTAATTTATAATTTA 

TTAATGAAAGGGAGGAAAGGAAAAACCGGGAGGGGAAGGGAGAACTTGAT 

TTAAAAAAAAAATTCCAAAACTTTAATCAAAACCGACCAAAATTCAGTTT 

ATTTTAAAACCCGGAGTAAAATTTGGAAAAAAAGGGCCCATTTTTTTTTT 

AAGGAAGTTCCCCATTTATTATGACCTTGCCCG 

>Sequence 607 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAGGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTCAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGGCTGGGTTCATGTCTAAGCTTGTTCCA 

GCTATCCAGAATGCCCACCAAGAATTCAACTGGATCTGGAAGAGGAAAGA 

AACTGATGGTGTTAACTGAACCCATTTTGATTGAAAACTACACAGGGCTG 

ATGTAATT CATG GAAAGCGCAACAAACTGGCTTTTTCCTTGCCCGCGGGA 

GTATTGGGTTTTGAGAGTCTTTTTGGGACCCTTGGCGCTTTTAAAACTAA 

GGGATTCCCCGGGCTGGAGGAATTCTAATTAAGCTTTTTGAACCGGTACC 

TTTGGGGGGGGCCCGGGACCCAATTTTGGTCCCTTTAAGGGGGGAAAATG 

GCCCCTTGGC 

>Sequence 608 

AGGTACATTATTATTACTCACATGCTGTCATGGAAACAGAAGCCACAGTG 

GTTGGGTCCTGTCCAAGGTTAATGGAGGAAGAAGTAGGGAAGCTAGGATT 

CAGATTCAGATTTCACTATGTAAAGACCTGTTTCCATTATGCCACATTAC 

CCCTC AGGTTTTCTG AGGTCTAGGTTGCTTCCTAT C 1 " 111 CCTGTGTGTT 

CTATCTTCCTTCCATCCTCATGGGCACTCATGGGATACCCCCCTCTCTGT 

ATAGGCATCAGAGTCCATTCAAGTTTCCAATGGTCCTGTGGTCTCCACAA 

CCTGGAGGTGCAGATCCATTAGAGAAAGGAGTGCAGTTCTGATTGGACAT 

AAGTAACAGGCCCAGAATCACATCCCCAAATGTTCAGATCCAGCCCAGAA 

TCCCCAGGGCTTTCCAGCCTTGAGCCATGGGTAGGAAACTCTCTGAGAAG 

CTAGAACTTAACCAGCAACTGTTCTTTTAAACTCTTGCCAGTCTGTTTAA 

TAAAAGCTTTTGGGTTGTTTTGGTTTTTGGTTCACTGGTACCCAGACCTG 

CCCGG 

>Sequence 609 

AGGTACCTTTCTTTCCAGGCCATGGCAAAAAAAATCCAATTATGTCCGTC 

TTGAGTCrGAGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAG 

ATTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAAG 

AAAAGATTCCAGGCTCTGAATGTAAAATTGAACATGACATTTTGACATTC 

CTTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTCTAGACACC 

GACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATCCTCCGAAGTT 

CTCCCCAGTCCACTTTACCCGCTCCCCCGCGTACCTGCCCC 

>Sequence610 

AGGTACATCTTCCTCCATGAGTGGATCAAGAAATATTGAGATGGCTAAGC 
TGGAAATTACAAAAATGTTGGCATACTATTATAGCATATGGTTATGAAAA 
TCAATGAATATTTATATTTAGTATTATGCTTTAAGTATATATCCAAGCTG 
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ATCAATTAATTACACTTTCACTGATGAGATGTCAATTCTACATTTAGCTG 

AACTCTCATCTGAACTGTGTGGCTTCTCAATGACAGGGCATATTAAAGAA 

CATGATGAATGTTTGTAATGTAATGATATAAATTATTATAATGTGTTGCA 

TTAAAGACATATGGTGTAGCATTCTACGTTCAGCnrTTTGCAT^ATTTTC 

TCAGTGTCATGATTTGCTCCTGTGATTCCAGATCAGTTTTCTCCTTATCA 

GTCAGCATATACATATTGGTATTAACACTTTTTGCAAAAATCATATATAA 

ATGGTTGGAGAATGTTGTTGTCATTCTACAGCAACTGTTTAGTTTT I'GGT 

CAACGATTAGCTTGGTTTTCATTTAATTTAAGATTTCAAGGCCAGTCGGG 

TGGCTCACGCCTGTAATTTCAACACTTTGGGAAGGGCGACGCGGCCGGAT 

CACAA AGTTAGGAAATCCAAACCTTTCTGGCCAATCCGGGGAAACCCCAT 

CTmCTAAAATACCAAAAATTACCCCGGCCTGGGGGTGGTCCCTTAGTC 

CCAGCTCTCCTGGAGGTTAGGCAAGAAAATGGCTGTAACTGGGAGGCGGA 

CTTTGAACGAG 

>Sequence 611 

CCGGGCAGGTACAGTGAGGCACTGGGGTCCGGCTCCATAGTGGGAGTTGG 

GGTTGTTTACCCTACACTTCTAAGGGGATTTTCACAATCGGTTAAGCCCC 

CGTTAATACTCACATGGTTATTGCGGCGACCCCCATAGCCCACGGTCCCA 

AACGTGTGCATCTGAATCATCCGAAGCTCTTTCTAAAGGCAGGCTCCCCT 

GGCCGCCTCTCCTAATCCGACTCGGTACCT 

>Sequence612 

ACGTACCCTCTTTTCCTCCTTTCATGCCCGACATATGCCTTTTTTCCTAC 

TTATTGTGTAAAGTTCTTCATTTGTCATGGCCATCGTGAGAAAAATCTGG 

GGCTTCCCTTTCATCATAAATG ACAGG' l 1 11 TT 11 CTGCTTCCAAAATCT 

AGAATTTTCATATTTGTAACACCTGGAGGTAAGGGTCATGGTGTTAATTA 

TAAAGAGAGCAGAGAGAGTAGGCATCTGTAGGAAACATCTTGGGTTTTTT 

TAATTATTTGCTGGATTCATTTATTCAACAGTTGTATATGAAATGGTTTT 

TACACATGAGGTCCTGCTAAGGGTAGTGCTTGCCACCTTCGTGGAGCTTA 

CATTTGGCAGGAAGCTGTCTTACACTAGATGAATCCTATGTGGATGTGCA 

ACTCAAAAGAAAGGGTTGTGGACTGAGAATCATAAGTTTGGGGGTTATCG 

CGACGCAAATAGAAATGTTAACAAACCGTGGGGATCAGGTACCCTGTCCT 

TCCCG 

>Sequence 613 

AGGTACTGCAACCGTAAGTGGGGTATATGGTTTCACCGAGAATGTGACAT 

CAGAGCAAACACTAACATCAGCAAAGGAGTATCTCAGAAAAGAGCATTTT 

AGGCACAGGAAGGAAGAAATACAAAGGGCTATGGGCCTGTAGCTGGCGTT 

TTCAAGGGACCACAGAGTGAGGGGAGAAGGAGGGACCAGGTGGTGGTGAG 

AGAACTGGTATCAGAGGAAGTAGGAATCTGTGGGTTACTCAAAGGACCTC 

GGCCTTT AC A ATG AGTA AC ATGGC A AAG nTTTT 1A ATATTGTTTA AGCC 

CAAGAAAGATACTAATTTACACAGTAAGATTTATACTAAAAAAAAACAAA 

CTATGACAGTTACTATAAAAGAGTAGCTCACCAGTTCAAGTTGAAATGAA 

TTAAAAGGGGCTGGGCACAGTGGTAGAAAATAATAAACAAAACATAAAAA 

TTCCTGCCAAAAAGAAGTTTATGTTATAGTGGGAAGACAGCAAATACATA 

TACACACAAACACACAATTTTTTTTTTTAATGGAGTCTTGTTCTGTCTCC 

CAGCTAGAAGGCAGTGGCGTGATCTCGACTCACTGCAGGCTCTGCCTCCT 

GGGTTCAAGCATTCTCTGGCTAACCTTCCAAGTACGGGAATACAGGGCCG 

CAAAACACACTAGGCTAATTTTCTATTTTAGAAAGACGGGGTTTACCATA 

TGGCAGGGCAGTTTGAACTTCTGACTAAACGATCTGCTGGTTAACCTCC 

>Sequence 614 

CCGGGCAGGTACTATGGCCTCCACACTCACAGGGTCTCAAGTTGCTATGA 

CTGGAAAACAAACACTATCAACAAAAGAAATTATGGGAAAGAAATAGACT 

TCAAAATCATCATTTTTCTGTCAATAGAATACTATGACAATCTTGTCAGG 

CATGAATATAGGAAGAAGATCGACGAAAATTAGCACATACATTTTGTTCA 

GGAAGTTGAAGTCCTTTGTAGGCCATTCmGATTTTCCCAGAAAGATCA 

GTTCTCTTTTGGGGTTTATAGTGGACGGCTTATTAAAAGCTACTTGCTCT 

AACATGATTTCTAAGATGTGTATTCTTTGCAGTATCTTTCAACTCACCTT 

CAGCTGAAGTAAAAACATCCCAAATAAGGTCAATTTTCATGTTTTTATTA 
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ATAACCCTGAGATGAAGGTGACTCTCTCTCTCAGCTTATTCCTGTTATTT 

GGTGCAAATACTGACTGAAATAATGTAACCAACACACCACTGAAACTCTA 

AGGGAGGAGACAATACTTAGCAATCATGGAAAACCCTTTCCCAATTACGA 

TGTTCCCTTACAAACACATCCCTTTCAAGTTGTCAAAAAATGCCCACCAA 

CTGGGCCATGTTTACATATGTAACAAACCTGCACTTTGGGCACATTTCCC 

TGGCCGGTTTAAAAAATGGGAACCCCCGGGCTGAGGAAATTTTATTCAGC 

TTATTnATCCCCCCCACCTCAGGGCKjGGGCCCGGACCCAATTTTTGTTCC 

CTTAATGGAGT 

>Sequence 615 

AGGTGGGAGGATCACCTGAACCCAAGAGGTTGAGGCTGCAGTGAGCTGTG 

TCTGTGCCACTGAACTCCAGCCTAGGTGACAGAGTGAGACCCCATCTCAA 

AAAAATAATACTAATAGTAATAACCACAGCACTTAATAAAAATAATAGCA 

GCTAGTATATATCTAGCCACATACTCTACACTACACACTGTTCTAAACAC 

GTCTCAAATATCAACTTACTGAATCCTCAAAGCAACCCTCCGGTTCTCAT 

TCCCATCTTATAGCCGACAAACTGATGCACAGAAAGCTTGAGATGCTTAT 

gaataaggagtgaggttgggattctcacccaggaggcgggctgcagtgtc 

taagctcttcaatgcagggccctaaaaaagtgcccaagaatatccactga 

gagacaccccagagctgctcgacccttttagggcctcaaggtgcctgagt 

tgatttctgttck:ttgcaacccaaaaaccitgattgataaagcagatcac 

ttactgggtttcacactttctgccaaactggccggcactgctttccagtg 

ctgcaatgcgggggcatcttacaaatattttacaaagtggagtcagtgga 

acgggcattcaggggcagctgcactteaaaaacaagcattttttcacccc 

aggggagaaacccattagagacctccttgcccggccgccgttttaaactg 

gggtcccccggttggggaattgttttaacttttcaatccgcgaccttagg 

gggggccgtccccaatt 

>Sequence 616 

CCGGGCAGGTACTCAATCTGTGAAGTGTGTTCTCACAGTGTCCCACACCT 

CCCCGAGGGGCTCACCTGCCCACAGCAGTGCTCTCTGCTCTTCAGTCCAC 

CTAGATACTCTCTTCTCTTTGATCTTGAAGCCTCCTTATCCTGACCCATC 

ATTCTTGGAACCACTAACCTATAAAGTGATTGCAAATCAGACTCCTGTTT 

CAGGGTCTGTTTCTGAGGATCCTCAACTTCAGACACTGTAAATTTTTTTC 

ATGGTGATGGTAAGGAAAACGCATTATTCTATCTGAAATATTCATTTTGC 

AATCTTTTCATTAATTATCCAATCGTTGAACAGAAAAAAAATTGCTTATT 

ACTTTAAAAAATGCACACACATATTAATATCTGTTTAGAATCATAGATTC 

CTGGCAAGTCAGCGTATCCATAATGTAAACAGATTTTTCTAACAAAAAAA 

AATAGCTTTAGAGTTTCCCTCAACCTTATTCATCCTTATATGTCAGACAT 

GTTAATACAACTTTTTTGGTATCCGGGCTCCAAGCCCACTGCAACTAGGA 

GCTTCAAATTAGAAATGCAGAAAAGTGGGCTAGTGCTTAAAAGCCCCAAA 

AAATCCAATGCCTCGAATCCAGAGCCTAAAAGGAGGTCCCCCGCCGGTCT 

TAAACTAGGGATCCCCCGGCTGGGAGGAATCATTTTAAAGCTTTTATCCC 

GGGGACCCAGGGGGGCCCGGCCCAACTTTGTTCCTTTAGGAGGGTAATTC 

CCCCCTGC 

> Sequence 617 

AGGTACCTTCCAGCTCAGTGGATCAATATGACTTTATGAAGCAAAGTAAG 

GGAAAGAGGTCACTAAAAACAACGATTTTATACATGAGAAGGTGAAAATT 

CAAAAACTCCCATTTTTTCAACATAAATGGCTCATGTCATGTGCTACGAA 

ACATAAAACCCTAGACTATCTTCCATAAATGAAAAGACTAAGGCACAATT 

CTGTCGTCATGTAATTCAGTCTACTAAAAGAGACAGACCCAAAAAACAAA 

GAGCAATGCTACTGAGTGATAAGAGCAGTAAGGAAATGTGCTCTCACGGT 

TGCAGCTGCTATGGGAACATAGGAGAGGAAGGCATTTTTCTCAAGAACAG 

TGGGTAGGATAATCATACAAAATTACAAAGAAAGTGACATTTGAAATTCT 

CCTAGAATACAGCGCTTGATATGGAGCAGGGAATCACAGGAAAAGCAAGT 

TACAAGAGCACAGCACTTCATGAACAAAGAAGGCAAGGGCCCAGGAATGG 

CTGAAGGGTAAGCTACTCTGGAGCCTGAGGCAAGAAAATAGCTTGAACCC 

GGGAGGCGGAAGTTGCATTGAGCTTATATCGGAACCAAACTCCATCTTCT 

GCACCCACCTGTTAAAAAAAATAATAAAAAAGTTCCTTCCCGGGCGGGCC 
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GTTTAAAACTAGGGGACCCCCGGGCTGTAGGAATTCCTTTCAACCTTATC 

GATCCCGACACCTTAAAGGGGGCCCGGTCCCCACTTTTGTCCCTTAAAGA 

AGTTAAATGCCCCCCTGGCT 

>Sequence618 

CCGGGCAGGTACTTTTAGAAGAGACAGGGTTTCACCATGGTGGCCAGGCT 

GGTCTCGATGTCTTGACCTCGTGATCTGCCTGCCTCGGCCTCCCAAAGTG 

CTGGGATTACAGGTGTGAGCCACCACACCCGGCCTGAATTGCACTTTTGA 

TGGCTGAGCCAAATGCTCATTCTATTTAATATTGCACAGCCTGAACCAAA 

ACCCGTAACATTATAAAGGAAGAGATGAGAGCCATTTCAAACTGTGAGAG 

AAGAGAAGACATCAAGCAAAATCTGGGGGTTTTAGCCAACAGACTTCAGT 

CCTGGGGCCTTGCAGCAAAAAAACGCCTCCAGTTGCCCCAGGGCTTTACA 

GGGTGTGGCTCGCCTGTTCTGATGCTACACGCTCAAACCCCTGAAGGGAG 

GGGAGCATGCAAATGGACAGGTGCAGGAGCCTAAGTGGGGGTGTGTTACA 

GAGTGCCCTTTTAGCCCTGCTGTCCATGGATGGGTTGAATGTTAATCAAC 

TTAATGGACACTTTGGCTTTTCCAAGGGCAGAAGGCCCATGTGACCCACT 

TTGGTTTCCAAGCTCTTGCCAGCATTCCGGAAGAATCAGCCCCACATGGG 

CTrGAAGGTTGAAGCAGGGTTTATTGATGGTGGAGGTGTTCTTTTAAGAA 

GGATGCAAACCTGAAACGGGGTTGGCCCGGAAGGAACCTTCCGTGGGGGG 

CAAACTTTCAACACCCTGGTGAACTCTTTTGCGTTAAAATTCCCT 

>Sequence 619 

CCGGGCAGGTCGGAGGAGGGGAACCAAGGATGCTCATGGAGTCAGCCCTG 

GAGATTGTCAGCAGACATTGTTTCTTTGGGGTAAACAGGAAAAGGAGAGC 

AGTGGGTGGCACTATGGAGAGATGGGGTAGAATGGAGGACAGAAAAAGGT 

GTTCACA 

>Sequence 620 

CCGGGCAGGTACCTGCTCAAGATGCCTGGCTGAGAGTGTGTGGGAGTCTG 

GTTGGAGCCCAGATTTTATATATTTATATATTTTATTTAGCTTTGACCAA 

AAAGTGAACATAAAAACTGAGTCATGGTAATTAAAACTAACAGATAATTT 

ATCT AAAATAAATCTTGATCTGACTAACATTGGTCAAACATGACGTGACT 

TTTTACTCCTTAGATGCACCTTGTGACATAAATAGAATCCTTCCCTTGCA 

TTTTATAAATGGGAAACCAGAAGCACCAGGAGATGAAGTGAGGGAACTCA 

GCAGTGGGAGGACCTAAACTGCAGCCCAGTCCAACAGTGCCAGTCGAAAC 

CTAGTTTTCCAATGAGGACTGCnTTTTCTGTCCCTTCGTCTCCTCTTTTT 

CCTACAGCCTCACACCTACCACTAATTGACTATTTACTTGAGAGGCATCG 

TAGATTAATGGTTTAAGAACATGGACTCTGGTACCTT 

>Sequence 621 

AGGTACCTGAGAAAGGAAAACAAGGTGAGTCCTATTAATGCTTCCCAGAC 

TGGCCAGATTTTCTCACTGCAGCCAGCCCTATCTCACATGTATTAATGTT 

ATAATTTCACATACTGTATGATGCTATCCnTGATTAGCGTTTAGTTTGA 

TGGGAACTCCAAACCATTAAAGAAAATTCAGGCCAGCCGTGGTGGCGCCG 

TGCCTGTGGACCCAGCTACTCAGGAGGCTGAAATGGGAGGATGGCTCAAA 

CTCGAGCAGTCAAGTGAGCCGTTATTGTGCCACTGCACTCCAGCCTGGGC 

TGTAACAGAGCAAGACCCCCATCTCTAAAGCAGGAAAAAAAAAAAAAAAA 

AAAAAAGTACCTGCCCG 

>Sequence 622 

GCGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAATCTCTTCTGTCCCGCTGGAAACCCCATGGTCCACT 

GAAGTTCCTTATGCTACTTTCACTGAGCATTCTATGAAATACACCAATGA 

AAAATTTTTTGAAAATTGGAAGATGGCTTGGCTTAATGTTTAACTTGGTT 

CAAGCTTTCCAAATTCGCCCCAAGAATTCACTGGATTTTGGAAAAGAAAA 

AAACCGGTTGGGGTAAACGGAACCCTTTTGATTTGGAACCTCCCCAGGGT 
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TGAGGCCTTCAATTGGAAAACCCCAACAAAATTTGGTTTTCCCTTGCCCG 

TGGGAATTTTGGTTTTTGAAAATTTTTTTGGTCCCTGGCCCTTTTTAAAA 

TAGGGATCCCCCGGTTTGCGGGAATTTAATTTAAGTTTTTATATCCGTAA 

CCTCAGGGGGGGGCCGTCCCCACTTTGTCCCTTAAGAGGTTAATGGCGCT 

TGCGTAAAAGGGAAAAA 

>Sequence 623 

AGGTACCCCAAAACCAGGGGCTGCAGCTCCAGCAATTGGGAAGGCCAAGT 

TTTCTTGCACGCTCCCCAGAAAAGGGGCCAAGTCCATGGGGCTGAGCAGT 

GATAGACTGCAGACCTCACCACCACTGAACXTTGTAGGATAAGGCCCACT 

AGCCTGGGATGCTAGTGAGGCCACCCTAGTCCTCCTGAGTTCTCCAGCTG 

GGAGCAGCCCTACACTTCTCCGGCATGCAGCTCCCAAAGAGAGAGGCAGT 

CCACCTTTTTGCTGTCTCGCAACCCTGCCTCCTGCTGCTCTCAGGCTTGG 

GAGGGTGCACAGCAATTAGGGACTATCACAGAACCCCAGCACAGTGCATC 

TGGTGAACTTAAAAAAATCAACAAGGGAAAAACAAACAATCCCATTTAAA 

CGTACCTGCCCG 

>Sequence 624 

CCGGGCTGGTACGCGGGTGACATACTTTTGGGCCACATTCTTACAATAAT 

TAACTGGAAGGAATTTAAAGAATTCATAGTATTCTATTCCATTTTAAAAA 

ATAATCTAAACAGACAAACATATTCAGTTAAAAGGTGACACTGAGTTAAA 

AGGCTACCTAATAATTTAGGAATTATTTATCCTTCTCTTCnTTGGCCTAC 

TTTTGACATATCTCTAAGAATCATGAGTTAGAATTTTGAAATTACATACA 

AGTAAATGTGTATTGATTAAAGGTGAACAAGTGATTTATCTTTGACTATT 

GAATTAAGTATTAGAAAACTTCATGGCTACAATGCCAAAAAACTAAATAC 

TGGCCAAGAATTTGGAAATACAGGTGGCCCTGGAACAGCATGTGTTTGAA 

CTGTGCTGGTCTGGTTATTCATGGAATAAACATGAATTGAAAATACGGAA 

TTCGTGGGTCCCACATATACTGGATGCCAACTTTTCATTTTACATGGATT 

CTGGCAAGCCAACTGTGGGACTTGAGTATGTGAAGATTTTGGGTTACCAG 

GGGG 

>Sequencc 625 

AGGTACTTTCAAAGACTTTAGAACCAAATGTCATTCAGCTGAAACCATAA 

TGTATTATAAACTACGTCTTCTAGAGCTTTGTTGTCATAGAGTCAAATGA 

GATGCCAAATGCTAGCAATCCTATTTAGGAGGCCTACTATTAGGATTTAA 

AAGAAGTGGACTGCCAGAGATGAATTATGTGACACAGATGCTAACATCTA 

GTTATTATGAGTGATCCATTCTGTCATGAGGTAGCACTTGAAAAACAACC 

TGGGACAAAAGAACAGGCCTCTGGCACTACTGAATTTTTGGAGAGAGAAA 

CCTTTAGAAGTTAGCATGTGGTTCTTrCTGGACATGTTCATTGCCTTAGT 

TCTCCTTTTGCAAATATTTTGTAAATATTCATGAAGTGAAATGAGATGTT 

TGAGAAGGCAGATCTGCAGATCCCCTAAAGAGCATTGTCAGTTATGCTGG 

GCTGTl'CCTACCCTATCCCTCTGTTTACCTGCGGCGGCCTTTCAAAACGT 

GATCGTGGTGGCTTTGTGGGGGTTTTAAATGTAATCGGGAGAAGCTAGCT 

GAAAAA 

>Sequence 626 

AGGTACAAGGAGACCCTGGGCAAGCAGCTAGCAGCCCCCTTTCACAACCC 

TGCAGAGCGTCCTGGAGGTCCCAGCAGCCACTGTTCTTCCTCCTAAGCTT 

GCCTGCCATGGCAGCATCCACTCCACCCTTCAGTGCTTGAAGCCAAGTGG 

TTGTCGCCCCGGAAGGCTCTGCCCTTCTGGTTTTAGACTGCTGTGGAGGA 

GGGAGCCACTTGGAGATACAAAGCCCACCTCTCTAGAATCTTCCAGGGTC 

CCCACAAATTATAAAACTATGGTCACACCAGGAAACCAAGGCATTTTCAA 

TAACAACCTTTCCTACTGATTTCCAGCTTCATCTTCCAGAATTCCAGTGC 

ACTGCCATTCATACCATTCATTAACTGTGCTCCTTTCACTAGACCACGAG 

CAGGTATACAGCCACACCGAGGAACCCATCTAATGAGTTAACTACTGGAC 

CCCCCCCCCCCCCCCTGAAATCTCTGGGGGGGACCCGCCCCCCGGGGCGC 

CCTAGAACAGTGGCCCCCCCGGCTGTTGGACCCCCTTTGTCCCCCCCCCT 

>Sequence 627 

CCGGGCAGGTACTGAGTAGAATAGGACGTGAGACAAGTGCTCTACTTGAA 
ATAAGCACAGACGTGGAAGAAGGGATGTGTAGTTTTGTCTGGGGATTCGG 
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CACAGTTTTTATGGAGGATGTGGTCTGTGAAATGGCTGATTTGAAACATG 
AAGGAGGCTGCTTATGGGATGGGTTATTCTGGGAAGCAAGCAAGTGCGAG 
GGCTCCAGAAGGTATGAAGGGCCTTGGAGTACCT 
>Sequence 628 

AGGTACCCTAGGGCCTTGGCCTGAGCAGATGTGTGGCCCTCTTGGAATGA 

ACTGCTACATGACATGCTGGTGGTGTATTTGGTCATACCTTTTACCATGT 

TCAGGCTGTTTGTTTATTTGAGAATATTTTTCTTTAAGTTAATATGAGAC 

TTTTAATTTCATAATATGCTATGTTTCATAGACTGACTGATGATAAACAT 

AGACT GATAATCATTTTGCAGATAAACGCAGTCAACAATTGTAATTTAGT 

TTm ATAA A AGTTATTATTTAGTCAGTAATTCAAGGCTTGGACAAAATA 

GTT CTCACT ATGTGTGTGTGCCCCTCAGGGTGTAACATACTTTTGGACTC 

AGTCTT1 " rTATTGGTTTGTTTTTGTAAGTAG ATGAAGCTCAATAG AGC AG 

GCCCCTCACAAAGGTTGGGATGTAAAGAAATCTGGCCGGGCTCGTTGACT 

CATGGTTGGAATTCCAGCACTTTTGGGAGGCCCGGGCTTGCAAATCACAA 

GGGTCGGAATTTCGAGACCAGCCTGGCCAATTATGGGAAACCCCTTTTTT 

ACG 

>Sequence 629 

ACGGACCATAGTGGGAACTGCTGGGCCCCTAATGACAAGAGAGATGGATG 

AATGGACCCCACTCCCATTTCTCTTCTTCTCTCCCCTTCTGTTCTCTCTC 

CTTCCTCCCTTCCCCCAATGGCCAAGGACAACACTAAAATCAGTATCACA 

AGTCTGCTGTGGCACATGGCCATGGAATGTGACCGTCAGAGGCAGCTCAG 

AGAGGACACAACTGGAAGAACAGGTGGTGTGGAATTTTAGAACCACTGCC 

TTAAGCATTCTGCTCAAAGTCCCAGAATGGCTGCTCTGATGGGAGCTGTT 

TGAGAGATGATCTCTCCCTGCAAAGAGAATAAGAAATGGGTGAGGATGAT 

AGTATCCTGGAAAAGCTATAACTTTGACAGCTTTAAGGGTCTTAAGCAAC 

CAAATCCTCCTTTGACAGAGAGGTCAAGCTATTAACATCTGGGTTGCCCA 

AAATACTGTGCCTGTGTTTGCTTTAAGACACAAGGAAC 

>Sequence 630 

AGGTACCAGGAAGCCCAGCTGTGCTGTAGTTCCTGCTCTTAGATTTCTGT 

GGGATTCCTCAGAGTATTTTTACAACATCGCCTCATCTTGGGTTTGCCTG 

ATCTGGGCTGTGTCCCCTCTACCATATAAGCTGTAACGAACATACTACAG 

TAGGCAGATCTCTCTGCTGCTTAAAATAATAAAACAATGGAGGCGACAAA 

AAAAAAAAAAAAAAAAAAGGACCTTGCCGGGCGGGCCGTTTTAAAACTAG 

GGATCCCCCCGGCTGGAAGAATTCGAATTTAAACCTAATGAATCCGGCGA 

ACCTGAAGGGGGGCCCCGGCCCCAACTTTTGGTTCCTTTAAGGGAGGGTA 

AATGGCCCCCTGGGCGAAACAAGGGCAAAAGCTGTTTCCGGTGGAGAAAT 

GGTATCCCGTTAACATTTCCAAACAAAATACAAACCGGGAACATAAAGGG 

GAAAACCTGGGGGTGCCTAAGAGGGGGACTAACCTCAATTAAATGGGGTG 

GGCTTACTGCCCCGTTTCCAAGGGGAAAAACCGGTGGGCCAACTGATTTA 

AGAAATGGCCCACCCCCCGGAAAAAGGGGGTTTGGTTATTGGGGGGCTTT 

TCCCTTTC CTGGG TAAATAAATTCCTGTGCCCTGGGNNGTTGGGGTGGGG 

GGAAGCGGTTTTAATCTCCATCTAAAGGCGGTAAATAGGGGGTTCTCACC 

AAAATAGGGGGGTTAACCCCGGAAAAAAACCTTGGGCCAAAGGGGCCCCA 

AAAGGCCCAGGAACCCTAAAAGGGCCGGGTTGGGGGGTTTCTACAAAGCC 

CCG 

>Sequence 63 1 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATCTACTGGTCACAGACAAGACTCTCTTGA 

TCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATT 

CCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGG 

GATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGGA 

GTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAA 

GTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAA 

ATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGCCTTGTCCAG 

CTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAGAGGAAAAGAA 
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ACTGAATGGTGTAACTGAACCCATTTTGATTGAGACCTACACGGGGCTGA 
TGTCATTCATTGGAAACCGGAACAAACTGGGCTTTTCCCTTG'CCCGTGGA 
ATATTGGTTTTTGAGAGTCnTrTGGGACCCTCGGCGTTTAA 
>Sequence 632 

CCGGGCAGGTACAGGAGACAGGTCAGCAGCTGCGGTCAGCAGAGGCACAC 

ACGCCAGCCCCTGGAGATGGGTGGCTTGTCCTGAGCCAAAGCTGGGCTGG 

TTTATAAACAGCACCTATGCCTTTTCCATTTGAATTTTTACAGCTACCAC 

TTCCTCCACGAGATGA 

>Sequencc 633 

AGGTACACACAGTTAACCACAAAACAGGCCTCTCTGAAAAAGCCATTGCC 

ATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTG 

AGCCACGGGACATGTGAGCTTCCCCGCTGATGCTCCTCTTATATTAAAGA 

TCACTTTCACAAGA'rGAGCGACTCAATATCTTTTATCAAACCAATGATCA 

CCTGCAAGCTATGGTATATTTTTGCAGCTGTGTAGAGCTATGTGGCATGA 

GAATGTGGGACTTATAAATTGCTGATCCAATAAATAGACATTATGGGCAA 

CAGTGTCTTATCAGCTAGTGTGTACCTGCCCG 

> Sequence 634 

AGGTAC A ATTG ATATAAC AGCTTTGTTGCC ACCCCAGG C 1 1 1 ' 1 ' I CTGTGAT 

GATGCCATGGGCCACATTCTGATCAAACTGCACACCCAGAAGGTTAAGTG 

TTGGCTCCAAGCGAGAAAAATATTAAGTTTGGCACTTGAAACCCTGCTGT 

CCAAAAATTCTGAAAAATCATCCTGAAGTTCAAACTTGTGTAGAACTTCT 

CCAAGTAGATAGCCACTGGAAAATGCCTTTGCAAATGACTTGGGACTCAC 

GGTCCGGGACACCTTCAACTCCTTGTTGAGCCACTGGCACAGGATCTCCG 

ACATGGTTCAGCCGGTGCCTCAGACCGCAGGCGGGGGCTTAGAAACTCGC 

CAGGAACCAAGCCTGCCAGCCCGCGTCCTCCTGTAGCCAAGGGCAACCCT 

TTGCTCCCCGCGTACCTGCCC 

>Sequence 635 

AGGTACAAGGGTTTTCCTCTCTGTCTCTTCCATCACGGGATGGTGTCTAG 

GCACATGGTAAGGGCCATCTTGTTCTTGCAGTTGTCACTGGTTGGTTGAG 

GGCTCTTATATTGTTTAATGTCAAGCCAGGGTCTTCTGTNGGTTATTGAA 

AATTAAGTGTCTTTTGCAGGTCATTCTCACACCCCTGTTGATGATCTTCA 

CTGTTGCTTCGAGCCATAAGCTTACCTTTCACTGTGAACTCTGGCCCCAA 

CCCCAGACCTACTTCTGTCCACTAATCCTACAGCTTCCCTTGGTACCTGC 

CCG 

>Sequence 636 
>Sequence 637 

CGAGCGGCCGCCCGGGCAGGTACCTACGATCCTCTGATTTGGGGATGGGG 

TTGGCGCAGCGTTGGCTGTTATACTTGGCCACATATTCACATTGCTTGAA 

GGGGGCAGTCTTGTCCTCCAGAACGTGTCTGATACAGAAGGCGTAGCCGT 

TGAGTCGCCTCTGCTTGCACAGTTTGGGGCTATATGAGCACAAGGGCTTA 

TTGTCAACCTCAGAGAAGTGTATATGTTTCCCTTCATACATCACGTGACT 

CTATTCCTTGTGAACATCAGCTGATTTTAAATCTTCTGCACCATAGCAAT 

GTTAAGAGAACCCCCAAGGATACCGCAGTTTGGAATGCCGCAAAATCAGG 

ATGAAGCAGATTGTCTTTCAGCTGCTTTTTTTTTTCTCCTTCCCCCCTGT 

TCCCTCGGCTGGGCTGACAAATCAAAGTGAGAGGCGCTGGCAATGGACTA 

GGAAGCTCGGTTGCCGCTGCTACTGCTCXCCCCTGGGCTCCGGCGAGAGC 

CTTTCCCTGTCAAGCAAGAGGGGTGAGGATCATATTnTATTTTGGAAAC 

TAAAAATTGCTCCCAGGGGTCGGTGAATATTAAGGGGAAATCCCTGAATA 

TACTCTCCAACACAAAAAGGCAGGGCTGCCGGGGCTTGACCATGGCCGCT 

CTAAAACTATTGGATCCCCCGGCTGCAGGAAATTCAATATAAGCTTTTTG 

ATTCCGTCNAACCCTCAAGGGGGGCCCGGAACCCCACTTTTTTCCCTTTA 

TTGAGGTN 

> Sequence 638 

AGGTACCAGAGGGATGTAGCCTGATGCCCTTATCAACAAAGTCAGGGATG 

GTGGCACACAAGGTTTGACTACTGCATACACGGTCACAGTGCTACTTCCA 

GATGGCCTGAATTCCCCTGCTCTCTCTGGTGGGGAGAAGGGCTGGCAGAG 
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CCATTAGCATGAGCTTCAGCCAATCCTGGCCACTTTGATGCTCCTGGTGC 

TGACCCAGGGTCCTGGAGGATGGGCTGAGGTGGGGGGGTAGAGATGTTCA 

GGGCAGCAGCAGCTCCTTTCCATCCACACTGGAACTATTTCAGTATTTCA 

CCACCAATTCATCTATTCCCTTGTGCGCTGACTGAACATCAGCCCTGCTC 

CAGGTCTCAGTTTCCCCTATGTAAAGGGAAAGCTCTGGATTCAGGGGTGG 

TGAGAGGTCATCATGGACTTGAGATTTCAGGCCTGTAGGCAGGGGGTGAG 

AGGTTCACTAGGAGTGCAGAATACCAATGCTGGGGAGAGGCAAACGAGAG 

AATGGCCTCCCTTCGACCCAGGTGGGAGGTTCACAAAGACACCGTTCCTT 

CTTCTGCAAGGCAAGACTTGTTAACAGTGAGCTTAAAGCAGTATGGCACT 

CGGGACTAACTAGGAAGTAACCCTCCCTGCAACCTTCCCTTCATAGACAA 

CATGAAAGGAGTGTTGTAATTTTACTGGGAACAGGCTAGTGTCCCGATAA 

TCTTTGTGAATGGAAGGACATGCCCTCTCATAAACCCGGGGGAGCCCAGA 

ACC 

>Sequence 639 

AGGTACCTTTCTTTCCAGGCCATGGCAAAAAAATCCAATTATGTCCGTCT 

TGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAGA 

TTAATGCATGGATTCACCTCrTTCAGCACATTrCATTTCAATTGTGAAGA 

AAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATTCC 

TTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTCTAGACACCG 

ACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATCCTCCGAAGTTC 

TCCCCAGTCCACTTTACCCCCTCTGGGCTCACCTCTGAATGTCCCCGCGT 

ACCTGCCCG 

>Sequence 640 

AGGTACACACTAGCTGATAAGACACTGTTGCCCATAATGTCTATTTATTG 

GATCAGCAATTTATAAGTCCCACATTCTCATGCCACATAGCTCTACACAG 

CTGCAAAAATATACCATAGCTTGCAGGTGATCATTGGTTTGATAAAAGAT 

ATTGAGTCGCTCATCTTGTGAAAGTGATCTTTGATATAAGAGGAGCATCA 

GCGGGGAAGCTCACATGTCCCGTGGCTCACACACCAGAAGGTATTTGTGT 

CTTGTCATTGTCTGTCTGGCAGTCCATGGCAATGGCTTTTTCAGAGAGGC 

CTGTTTTGTGGTTAACTGTGTGTACCTGCCCG 

>Sequence 64 1 

AGTACTTCCGTGAGATATAAGGCTGATGATAAGGATTGGGGTAAAGAGTT 

GATTCGGTCACACTTGACTGCCTTGAAATCTGTCTTGGCATCGGGTCCTC 

TTCCTCCATCGATAGGTGGTCAGTCTCAGAGGGTTGGTCATCTCCCTCTT 

GCTTCAGAGACACAGCCTGGAATCCTTCAAAACTCCCAATTGTTGACATT 

TCTTCAGCCTGACTAGGCTGGTCCTCAAGGCTCTTCTTTCTCTTTCTGCA 

CAAAGGGGGCTAGACCACAGATAGTGGCCAGGAGAGGTGTGACTGGCTCA 

TATAAAGCCAGGCAAGACAGTGCCCTGTGCTGTGACCCCACTCAGTCTGA 

ATCTCACTTCACCAAGTACCTGCCCG 

>Sequence 642 

AGGTACCTCTCATAAACTTTGTTCATTCAGCCACTTGAAATAAGCCACGT 

GGGTTATGTGCCACGCAAAATTTCAGTAATGGGTTTTGGGAGTGTTTAGA 

TAGCAACAACTTCATAGACTGAACCTTTTGGTTTTTTTTCTTTCTCTCCA 

ACTCAGAGGTTAAAAATTAACCTGAAAAATCAATGCTGCAATATGAATGC 

GCTGTATGTTTCTTGCATGGACTTGCAGACACTCTGTAACGGTGTTTCCA 

GTCTCCAGCAGTTCATATTGGAAAGTGAGCTTTCACATGGACAAACCCTT 

TTGCTTGCCAAGGTGTATTGATTTTACCAGTTTGAAAGACATTTACATGA 

TAATTCCAAAAGCCCTCTTATTTCCAAATGCATCAGAAGCTACCTATAAT 

TTCAGTGCAATGAGTGCTGGGCCTAAGTGGCCATTCCATGAGTGAATACC 

TTGCCC 

>Sequence 643 

>Sequence 644 

GGCTAACATAGGTATAAATGTTTTTCTGGGG>fNANANAAATCACAANGCA 
CAAAGGAACAATAGGGTTTGTATCCGCGCAATTAATAAAAAATTAATATC 
TTAGCGTAGCAATGAAAGAAGTGATAATACTATCTTTGAACTAATAGTAC 
ATTTATGGGGACTATATTAGCCGTATCTTTACAAACTACAGGAGCGGAAA 
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ATGTTAGACAGCGATTAAGTACAATGGTAGTAGCGGACGATGTATATATA 

TTGTAACTACTTACGTGATCGCACAAAATCTGGTAGGCATACCGTTTTAA 

AAGAGTAATATATATTCGATTAAAACAAACAAATAATAATACATATGGTT 

TTATTGAAATTATTAGATAAGAGTGTGACTGTAAAAAAATACAGGAATAT 

AGAGAGTTTACATTATATNATACAGCCGTGAATCTAATTAATACAGATAA 

TTAAGATTAATTATAAGAATTTATAATGTTACTAGATAATTTATACTAGC 

A 

>Sequence 645 
>Sequence 646 

AGGTACTGCAATGAAGAAGAGGAGAAAGGTTACTTCAAATCTTGAGAAGA 

TCCATCTAGGCTATCATAAAGATTCTTCACAAGGAAATGTTGCAGTGGAG 

TGTGACCAAGTGACCTATACTCATTCTGCAGGAAGACCAACTCTCTGAAG 

CTCTTCACTGTTACCAGGAACTTCCTCCCTCTCCAGATCAGAGAAAGCTT 

TTAAGTTCTTTGCAGTATAATAAGAATTTGCTAAAATATTTAAATGATGA 

TAGGCAGAAGCAACCATCTTTTTGTGATTTACTTATCATAGTGGAAGGAA 

AAGAATTTAGTGCACATAAAGTAGTCGTTGCTGTCGGCAGTAGTTATTTT 

CATGCGTGTTTGAGCAAAAATCCAAGCACTGATGTTGTCACCCTGGATCA 

CG TAACAC ATTCAGTTNTTCAGCATTTGCTTGAATTTCTTTACACATCAG 

AATTTTTTGTGTACCT 

>Sequence 647 

AGGTACTACGCCAGATGCTGTTTACACATAGAGTTTTGAGCTGTTTCTCA 

AGGAGGGGCATTGGTGGCATTTGGGCAGAATGATTCTTTGATGGGCAGAA 

AGGTCCCACCCTTGCAGAATGTCTATCACTAAACTGCAATCATTCTCGCC 

AATCTTTAGGGTGGATGGGAAGAGTAATGCCCAAATGAGAGCCCTCCCAG 

ATGTTCATAGCAGCGGATATGAAGTCATACAGCCGGGTGTGGTTTTTATT 

CCATCCATTCCTCTCCTGGGGACCTTAGACAAGTGATAATGCTCTATGCT 

TCAGTTTCCCCCCTTGTAAAATGGTGGTAATTCCCGCGTACCTGCCCG 

>Sequence 648 

>Sequence 649 

CCGGGCAGGTACGCGGGGATGGTAGGGACTCGGTTGCCGCTTCTCTCTTC 

TACTGTCCCAGCTGTCTCTGTTTTTTAGGCAACTTTCTGTGGCTTTTTCA 

AGAGTGGAGATTTGGCTGGAGCAGGATTAGGAAGCCTCCTGCTACACGCT 

TTCCCTGAGAAAAACCTCCTCTCTGGAAGGGGCCTGAGGTGAAAATGATT 

CATAAGGCAGCTGAGGAGTTCTGGAAAGAGCCCCAAAGACCAGGCTCTGA 

GGCCTCCCTGCKjCCACTTACTAACTAAATGGGAGAAGATTACTTGAGAAA 

AAGCCTACAACAGTGCCCAGCATGATACCCCGTTGTGAATGACCATGTGG 

AGGTAGTCCGTCCCCACCTGGAGTGGATCAGAGACAACAGAGGCCAACGG 

G GAAA AAGTTTGAGCTTTGCCAGGCTGATATTGGCTGCTGAATAAGGGTG 

ATTTTCTCTTGTAAAATGGCTTGAACCCCAAAGCTATAGCACAAGCAAGC 

AGGGTCATCAGAAGCCAGTCCATTCTTCTGGAAGCTGCAGGGAAAGGGAA 

CCCANAGACCAGATTAATCTCCTGAATCCCCACATGCCCAAATCAATTTG 

TTACCAAGCTGCTGTAACGAAATACCT 

>Sequence 650 

AGGTACACACTAGCTGATAAGACACTGTTGCCCATAATGTCTATTTATTG 

GATCAGCAATTTATAAGTCCCACATTCTCATGCCACATAGCTCTACACAG 

CTGCAAAAATATACCATAGCTTGCAGGTGATCATTGGTTTGATAAAAGAT 

ATTGAGTCGCTCATCTTGTGAAAGTGATCTTTGATATAAGAGGAGCATCA 

GCGGGGAAGCTCACATGTCCCGTGGCTCACACACCAGAAGGTATTTGTGT 

CTTGTCATTGTCTGTCTGGCAGTCCATGGCAATGGCTTTTTCAGAGAGGC 

CTGTTTTGTGGTTAACTGTGTGTACCTGCCCG 

>Sequence 65 1 

GCCGGGGCCATTGAGACTGCCATGGAAGACTTGAAGGGTCACGTAGCTGA 

GACTTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAAACGGATC 

CATTAAGCCAGCACCAGGAGACATCTTGACACTTTATGGAATTTCAAAAA 

GTATGATATGATGGCAATAAAGTGGCTCTTCAGCCAAAAAAAAAAAAAAA 

AAAAAAAAGTCCCCCGGCCCCTTAAAAAAAAGGGGGCCCCCCGGGGCGGG 
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>Sequence 652 

aggtactttctctttgtctctgccttccaggcaacagggattttggggta 

gtagttagctctacaaatattctgagcagttaaaaccttttgcagctcaa 

aattacttgttctgggctcttcttggaaaaacagtggaaacttgccaatt 

gcttagcttaacaattaaagck:tttgtctttcacaatgggtggcctgaat 

tcaggttcatttttaaccctaaaaaatgagcactttctggtttgcatttg 

gggtgaccctgtgccatttgttgattctcctcccttcataaactgtctta 

aattttcttttctctgagcacctgggaggttacatttgggaaaagttaaa 

aagccaggaaacccgcgtacctgccccg 

>Sequence 653 

NATATGTGGTCATAGTCTGTGTCCTGATTGGAGCTCCTCCGCGGTGGCGG 

CCGCCGGGCAGGTGTGGCTAAGACTGGACTGTAGAACAGGGAGAGTATCT 

GGGGTTGTCCAGTGGGCTCAATATAGTCACAGTCAGGGAATGTTCTCTGG 

CCGGAGGCAGGAGAGACATGGCAGAAGACTAGAGGCTGAGACTGCCCAAC 

CCACCATTGCTGGAGGGGGCCACTTGGAAAGCATGAGAAGGAAGGGGGAC 

CCAGTCCTACAGCTGCAAGGAATAATTGAGCCAACTGTGCATAAGCTTGA 

AGGCCTCCAGGGTGAACCCAGCACCTCAGACACTGGCCCCATGAGACTGA 

GCAGAGGACCCAGCTGGGCCTGGCTGAACTCAGGCATCTGACTTAGAGAA 

TTGTGAGATAATCAGTGGTATTTAAACTGCCAAGCCTGTGGTGATTTGTT 

GTCATGGAAGCAATAGAAAACTAATACAACAGGGCTGGACGCGCCTGTAA 

TCCTAGCACTTTGGGAGGTGGGCGGATCACCTTATGTCAGGAGTTCAAGA 

TCAGCCTGGCCAACATGGTGAAACCTAGTCTCTACTAAAAATACAAAATT 

ACAAAATACAAAAATCAGCCGGGCGTGGTGGCAGGTGCCTACCCGCGTAC 

CTCGGCCGCCCCGGCAGGTACTTGGGCCCGAAACCCCCATCTTCGGCGGA 

GAGACCGTCCGAGGTATTNGTCTGCCACGAATGCACATTCTGAAAACAGG 

AAGATTTAGTTCCTAAAAATGGGAAGAACCTACTTTGTGAAGAGACTGTT 

GGCCAGTATCTTTAAACATAATCTTCCAAGAAAGGCTTTGCTCTGGCCTT 

TAATAGACATGTCGCACAAAAGGATATGGATTCTTGCACTGAACGCCCCC 

CAAGAGGACAT 

>Sequence 654 

CCGGGCAGGTACAGGGTTTGTGAGGCAGTGTGTGGGGGACCCGGCTGGAT 

TTGTATAAAGTCCCAAGAAGTGCTCCTTTTCCAGAAGGGCTGCTACAATC 

CAATCTCAGGAACGTGGACTGTTATCTGAGTTCTGACAGTTTCACTTTTG 

TTCCCAGGGCCACACCCCAGTCGCCTCCAAATTCTTTGTATAATTCCAGA 

GGCCATTCCTCTGGGCTTATCCTGCTTCCTCCACGCTGGTGAATAACTCC 

CACCTCCTGCCCTTTGTCTCTCTATTTATGGCCCTTCTGAGTTCTGGAGA 

AGACTTCACTGGGACTTACGTCAGTGAGCTTAACATCTTTCTCATTAATG 

AGGAATGAGAGAGAAGGCAACAGGACAATGCCCCCATGGCTTCCACTGTA 

AGAAAGTTGAAGACTGTGAATCTTAAAGTTATTAGAGCAGTTGGAAGCCA 

CACGGTTTTAACAGTTCTACTTGTGTACCT 

>Sequence 655 

AGGTGGGAGAATCACCTGAGCTTGGGAAGTTGAGGTGCAGTGAGCTGAGA 

TCGCACTGCTGCATTCCAGCCAGGGTGATGGGAGTGAGACCGTGTCTTAA 

ACAAATAATAATAATTTGGGGGTGATGTGACAGAAATAAGGACAGAGGTA 

TGAAAAGGAATAATTATTTAGCATTTTACTAGCCAGAGATTTGGGCAGTC 

CCAAAAAGCAGCTTTTCTAATCTCCCTCTCCTTTCCCAAAAAACTTTAAT 

CAGATCCTTrAGTATCCTATCATCTTTGGGTTATTTACATACTACTTTTT 

GGAGGGGGGATTGTGGAAAGCTATCGAGATCTTTGAAAGCATTGATGATT 

AGCAAGATGATTATTCCTGTAAGAAGCCTTAAGAGGAGAAATGCAAGTGT 

AAGTTAACACTGGCTTCTTAAATTGGTCAGTGAAAGTTGGAT 

>Sequence 656 

ACCTGCCAGGTACACACTAACTGATACTACACTGTGGCCCATAATGACTA 
TTTATTGGATCAGCAATAGATAGAGTCCCACATACTCATGCCGTATAGCT 
CTACACAGCTGCAAAAATGTACCATACCTAGCAGGTGATCATTGGTTCGA 
TAAAAGATATTGAGTCGCTCATCTTGTGAAAGTGATCTTTGATATAAGAG 
GAGCATCAGCGGGGAAGCTCACATGTCCCGTGGCTCACACACCAAAAGGA 
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ATTTGTGTCTTGTCATTGTCTGTCTGGCAGGCCATGGCAATGGCTTTATC 
ATAG AG GCCTGTTTTGTGGTTA ACTGTGTGTACCT 
>Sequence 657 

AGTCGACATAGTCTATGCCTGATTGGAGCTCCAACGCGGTTGCGGACGTA 

CTTGCTGCTACTCGGAGCTACGGCAGCTAGACTGGAACCATGGAGCTCAG 

CGTCCTGCTCTTGCTTGCACTCCTCACAGGCCTATCGCTACTCCTGGTTC 

AGCGTCACCCTAACTCCCATGGCACCCTCCCACCACGG(XCCGCCCTCTG 

CCCC TTTTGGGGAACCTTCTGCAGATGGACAGAAGAGGCCTACTCAAATC 

CTTTCTGAGGGAGTGGATCTGATTGCCGTCGATCAATAATACCTTTGACC 

AAGGGACTCCAATCAATTCAGCATGTTTTGCCTAATGCCTTTTGTTTGTA 

ATACTGTTGCGGGACAATCAAAGACTGGAGAGATCAAAAAAAAAAAAAAA 

AAAA AAAAATCC CCC GGCCCCT TTAAAAACAGGGGGACCCCCGGGCCCGG 

GAAAI 1 1 1 i i i i AAACTTTTTTTAACCCCCCCCCCCCGGGGGGGGGCCCG 

GGCCCCCACTTTTGTCCCCTTTAAAGGGGGGAAAATGCCCCCCTGGGGAA 

>Sequence 658 

AGGTACCCCCTGACTTGGTGTTATCTGACATTGGCTAATCTCCAACTTAT 

ACTGAATACCCGAGCATTTCTAAGTGCCCTGGCCTTAGCTGGGGCAGGCT 

TAGCAACAAGGGTAAGACAAGAGAAGACGAATAGGCTGGATGCAGTGGCT 

CATGCCTGTAATTCCACCACTTTGAGAGGCCGAGGCTATCAGATTACTTG 

AGTCCAGGAATCAAAGACCAGCCTGGGGCAGGGCATGGTGGTGTGTGCCT 

ATAATCCTAGTGCTTTGGGTGGCTGAGGCAGCTGGATCACCTGAGGTCAG 

GAGTTCGAGACCAGCCTGGACAACATGGCAAAACCCTATATCTACTAAAT 

ATACAAAATTAGCCGGGTGTGGTGGTGCAGCCTGTAGTCCCAGCTACTTG 

GGAGGCTGAGACAGGAGAATTGCTTGAACCTGGGAGGCAGACACTATAGT 

AAGCCGAGATCGCACCACTGCACTCCAGCCTGGGTGAATCAGTGCGAAAC 
TCTGTCTCNNNN>^ 

CGGGGGTGGTTTTTTCCGGGGAACCAAGGGGGAATGGGGGACCCCCTGAA 
AATCAGGGTTCCTCTGGGGAAAAAAAAAAATTTGGCTACCCCCTGTGCCC 
CGTGGCCCGGGGG 
>Sequence 659 

AGGTACTTGGCCCTACCCTTTGGCCTCTTTCACCCCTGATGTGGAATCTT 

CCTTTCTCATATGCGTGACTTTrrCATATCATCTGCTCATCTTGGCGTCT 

CCTTCATCAGAATTCCACGGTTATTTGGGAGGTCTGCTCAAGACTAAGTT 

CAGTGACATTCCCCATTGCCCCCTCCAGCCCTTTCACACACACACAGACA 

TACACACATTCCCTCTGTCTCTTTAGGGTTTCAGGTAATCAAATAACTCA 

CTGTCTATGGTGTTCTGCTCTTTCCACCGAGTCCTTTGGCTGCTGAATGT 

GTCTCTCTCXrrCTTACGCTGTTCCTACTTTGGCTGGCGAATAAGATGAAC 

AGAGCCACTCCCTGGAAAGGACTTCAGATTTGGCCTCCGCTGAAACAATG 

AGATGAGGGAGAGCANGAAAGCCAGGCTGGGCGTANAATGTGTGTTACAA 

TGAGGCTGGAATGAGAAGGGAGATGGGAATTTGCAGTTGCTCACACCCTC 

ATTCCAAATGTTATCCCCGCGTACCTGCCCG 

>Sequence 660 

CGGGCCATGCACCGTCTCTCGACTACTATAGGGCCTCCACCGCGGTGGCG 

GCCGAGGTACTTTTTATTATTTTCTTTAGTTTCACCAGTCCTATATCTGG 

ACGTCTCTTCTAAGCATCAAGATAGAGGTCATCTAGTTCAAGATGCTTAA 

ATTCTCTCTTCAGTATATCTTTTCAAGAACAAGAGGTGTGACCAATACAC 

AATAGGCAATCAATATTCAATGAAAATGTTTGTCTCAGAATGAGTAAAGA 

CCTCCAGTGATAAGGAATGCATTCCTTTCCAAGGAACCCATTCTATTTTT 

TGAAGAGTTCACAACATCAAAAAAAAGTTCTTATGCTGAGCATGAATCTA 

TCTCCTTTTGACTTGCACCATTGAACTCAATTCTGTGCTTCCAAGGAGAT 

ACAATTAAGCTCAATACTTTCACCAAACGACAGCAACTCACAAACCTGAG 

GGCGGGTTGAGACTACTCTTCCTCACAGTCCAATCTTCAGCCCTCTCCAT 

TCCTCAGTGACAAGGTTTCCTTTCTCCTCCCTATGCTACTCATTCACCTC 

TAGAAATAAATTGGTTTGCCAGACTTTATTTACTCCAGTTCTTCTAATCT 

AGATAGTTGGCCTAAATAAAGGGGAGAAGTATAAGAAAAATGCCATCAGA 

GGCCAGGCAGGTCTGTGTAAAGCATCTTTTAGGTAGGCCTCANAGAGTGG 
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TGACAACTGTATTACCTTGGAGATA 
>Sequence 661 

TGGGACATGTATCGCATAGTCTGACTCCTGATTGGGCTAATAGCACCTCC 

ACCGCCGAGGCGGTCGAGGTACCGCAGTAAAATGCAAAAATCGTGTGAAA 

ATCAACGTGGAACAGGAAATGAGGTGCGGGTGTCAACTGGTTACAAAGGG 

TCAGAAGTTGTCTGGTGCCTGACAAGGACACACATCTCATTCATAACATA 

TGGTGGTAATTTAAAAATGAAATGATGTTATrTTTTCCTTCGAATTCATA 

TGTATTTTTTTTCAGGTGGCCACTTAGTTGTAAGGACATAAATACTCATT 

AAGTTGTTTGGACCTATTTAATAAATGGACATGTTAGGTATTTCACCTGC 

CCG 

>Sequence 662 

AGGTACCAATGCGCGCGCGCACACACACACGAACATGCGCGCATACACAG 

ACGCTCGTGCACACACGCGAACAGGCACATACGCGAACAAACACGGGCGC 

GCACACACACGAACACGGGCATATGCATACTTGGGCGCACAAGAAGATCT 

GGCTGGCTCAGTCTGGGTTAAGAATCCCCCTTTGGCCTTGGCATCGGGGC 

CCACCGGGTATCGTGTGTATTGGGAGTAGTTGCCAGAGATGGGGGAATTG 

TGTTCAGCTCAACTGCTAACCGCAAGTAACTCACCCAATTAGTAAATGAT 

GGAGGATTTTTCTTTCTTTCCAAAGTTTTGGACTTTTCCTACCACGCTGT 

GTACCTGCCCG 

>Sequence 663. 

AGGTACAGAGGGTGCCAGGCACTGTGGTGCACACCTGTAGTCCCAGCTAC 

TTGGGAGGCTTGAGGCGGGCGGATGCTTGAGGCCAGGAGTTTGAGGCTGC 

AGTGTGCTGTGATTGCTCCTGTGAGTAGCCACTGCACTTCAGCCCTGGCA 

ACATAGCAAGACCCTGACTCTAAATATAAAAAAAAGTATAGCGGGCACAA 

ATGGGGCGAAGCCAGGGTGGGATGCAGAGTCTAGAGGGAGATGAAGCTGG 

AGAGGCAGGCAGTGGTCAACATGTGGCCATGGAAAATAGTTTAGGTTTGA 

TTCTGATGGCACTGGGCTGCCATTAGAGGGTTTGAAGCAGGTCAGTGATG 

TGATACAACTAAAGTCTTCAACAGATCATTCTGGAGACAGTGCTAACATG 

GACTGGTGGGCAAAAGAGTGAGAAGCCGAAGCCTTAATCCAGAAGGAAAT 

GAAATATGTCTGAATTCAGGCAGGGCAGTAAGGCTGGAGAGCAGGGCATG 

GTTAAACAGGACAGCAAGT 

>Sequcncc 664 

AGGTACATTTTTATATGTTTTATTCTTTCAGGCTTTGTGAGAGGGGGTTA 

TTTATTTCATTTGCAAAGCAGTGAATTGAGATCCAGGGATTTGTCCAAGG 

TCACATGGCTTGTTCTGTGCCATTCCTAGTCCCTGCTCTTTCTTCCCATC 

ATACCACACATGTCATTTCTGCCTCTAGCTCACAGCCACAGTCTAGTCCT 

TTGATAAGAAGCAATTCCAGAAATGAAGATTCAAATCCCAGCTATTCTGT 

TCTACTCAAAATATGGCCCATGGACCAGCAGCACTGAGATCACCAGGGAG 

CTACTTAGAAACCTGCAGTTTCATACTTGGGAGGCTGAGGTGGGAGGATC 

GCTTGAACCCAGTTTCAGGCTGCAGTGAGTGATGATTGTAATCCTGCACT 

CCAGCCTGGGTGACAGAGCAAGATCTTGTCTTTAAAAAAAAAAAAAAAAA 

AAAANTTCCTTCCCGGGGGGGCCGTTTTAAAATTTTGGGACCCCCGGGTT 

TGGGGAATTTTAATTAAAACTTTTTAAAACCCGCAACCCCTAGGGGGGGC 

GCCCGCCCCACTTTTTTTTCCCTTTTATGAAGGGTAAAATCCCCCTTTGG 

CCAAAAAATGGAAAAAGCTTTTTCTCGAAAANAAAAAAATAATATTATGG 

TTGAG ATTTA CTTACATTTCTCATCTAAGTTAATCTTTTAATCAATATCG 

TGATTCTTTTGTTATAATAATCTATATTAATTAGACGCGGGTCTTTCTAG 

TTCATCCAGTTATATATAGCATGGCATCTTATTCGATTTTCA 

>Sequence 665 

>Sequcnce 666 

>Sequence 667 

>Sequence 668 

AGGTACAGAACTTAAACACCACTATTTGTTGAGATGAAAAAAAGCATATA 
TAGGAAGCCTTCAAAATGAAATGGTCAAGGGTGAGTTTACACAGATAGAT 
AGATTTAGGTCTCTTCCTTTTGCTTTGTGAAAGCATCTAGTGTTTAGGTG 
TCAGAGAGGGAGATATCCTTACAAAGCAGAGATTATCATTACAGGTTTAC 
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ATTT CTTACAAAGAGTTTCAAAATAAACAGGTAAATGCCAAAAACATATA 
TTTTGGAGACGGATTAATTCACTAGTTGGTCTATTeAACTTAACTTGTTT 
CCTAATGAGATTAAATTCATGCACAAATAACCAAACCAC 
>Sequence 669 

CGGGCAGGTACGCGGGGGAACTTCGGAGGATGTTCATGTCCAGGAGCAGC 

CCCACGCCCTGTATGGTCGGTGTCTAGAGCCTCACGGCAACTAAGACCAA 

CCCAGCTCTCAGAAGAAGGAATGTCAAAATGTCATGTTCAATTTTACATT 

CAGTGCCTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAG 

GTGAATCCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAA 

GC A AG ACC AC AG ACTC A AG ACGGAC AT A ATTGG A T nTTTl T G CC ATGGC 

CTGGAAAGAAAGGTACCT 

>Sequence 670 

AGGTGTACCACCCAGACCCGGCCAACCGCCCATCCGTCGACGGCCAGCCC 

ATCGTCGCCCATACCTTCCTCCAAAGGGGCTTGCCCGTACAGGGCGTCAT 

GGTGATTGCCAACGGCACAGACCCAGAGCGGGTGTTGTACACGCCGGATG 

CGCCCGACGGTTTGAGCTTCCGCGAACTGGCAGACCAAAACGCACTCAAC 

ACCCTGCTGGATAAAAACGAATGGAAGCTCTACACCGCGAACCGGAAGTC 

GCCAGTCAATAAGGATGACGTCGCCAAGGCAAGGGACGCGCTCAAACAGC 

AAGCCAGCGCTCTGGGCACCAATC 

>Sequence671 

TGATTTGCCTTTTAACTGAGATTTGCCCCTGATCTTCAGTGAAGTTCACA 

GATGTTGCCTTATCAGAAAGTTGGTATTTGGGAAAAGTTTTCAGAAAATA 

TATC CCCTA TATTTAGAATATATATCCCTTATATATAGAGGAAAAAAGTT 

TTCTATTTTCTTTAAAGCAACGCAACTAAATAATGCGACCTATCAAATTG 

TTTCATCTTAATTCAGGGACACAAGAGGAATGCTGCTCTGGAGGACACTA 

GCATCTATCAAGTGTTTTCTCGTTCATTGCTAAGTGTACCT 

>Sequencc 672 

CCGGGCAGGTACTAATTAGATCTGCCCATCCGTTACTTGGCAGAGGAATG 

GGCTGGAAATGGGAAAGGGTCAACCTTTCACCTGCTGGACACTCAAGGTG 

AGAAGAAAAAGGAAAGGGGCCAAGAACTAACTGTCTGGCTAGACAGTAAT 

CATGGACTCAGGCTTTAGGTATTTGATCTTTTAGAATTCCAATTTCTGAA 

AAATAAAGGTGTTATATGTAATTAAATGGTTGGAAGTGGGAGGAACTTCA 

CATTTAAATAGAAAACTATAAATAAGCCAATGAAAAGAAAACACTCATAA 

TTATCCAATATAATTTTTTTATAGTTCATAGATTAAAATATA 

>Sequence 673 

AGGTACATTTTACTTGCTTGATCTCTGATTCCCCTCACTGGGTCACCCGC 

ACCTCTGAGTGCCCTCCTCACCCTGCATGAGCCTTGACACCAGGCCCTGA 

GCCTTTCCTCTGTGTGGTTGTCCTCACAGTCCTCTGTGTGGGATCCAGAA 

CTAGGCACCAAGCTCCCCACGTAGGAGGGTGCCCTCCCCATTCCCTCTGC 

TGAGGCTCGAACCAGCATGTCAGGCTGCTCCCCCATGTGGACACCTGACT 

CTCTTTGGGCTCTTACTCTACACTGGCTGTACCTGCCCG 

>Sequence 674 

CCGGGCAG GTACTG TGCAATGACTGGTGAATCACAGTCTCTAAAGGAAGC 

TTTTTGAGATTTTTACACAGATGGCTATGCAAAGCATAAATAAGTGTGAG 

GAGGAAGGGAAAAGAAAGGAGGGAAAAAATAAATGTGTGGGAGGACAGGC 

AACTGCAACTTTCATTGTTCTTTATTITCTTGACCATTGAACTAACTACT 

TAG ATAA ACCCTACAACTCTTCTCTTCAATTGCCATTACATGTCCACATA 

GCCTTTTAAAAACTCTAAATTTCACCTCATTCGATTTAGAATTTTTTTTT 

TAACTTTACACCTTGTAAGTGATTTGGGGAATGAGTTTCT 

>Sequence 675 

AGGTACATACGAGGTTTCATTATGTTGTCCTGGCTGGTTTTGAGCTCCCG 

GCCTTAAGCTATTTGCTTGCCTCAGCCTCCCAAAGTGCTGGGATTACAGG 

CATGTGCCATTGAGCCTGGCCAATAATTATTCCTTAAAGATGAAAATAAT 

AGGTATTTTTAAAATCATTTTCAGTGGTTCCTTAAGAGGGGTGAATCACT 

CTCCTCCCCTGATAACATTTGGTAGTGTCTGTTGACAATGCGGTGTTGGG 

GTGCTGTGGTGCTGTCAGCACCTGATAGGTGAAGACCAGAGATGAACACC 
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CTATCATGTGCAGAGTAGTCCCCCCAACCAAGAATTATCCAC 
>Sequence 676 

CGGGCAGGTACGCGGGGAGATGTAGTGAATCTCTGCCTGTGTGGACAAAG 

AGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTGGACTGGGGAGAAC 

TTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTATGGTCGGT 

GTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGAA 

TGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAATCTTTTCTT 

CACAATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCATTAATCTT 

CAGCTCACAAAGGAAATACTACATAAGAAGCAAGACCACAGACT 

>Sequence 677 

CCGGGCAGGTACAGATGGGGGGGTTCTCACTATGTTGCCCAGGATGGTCT 

GGAACCCCCATGCTCAAGTGATCCTCCCACCTTGGCCTCCCAAAATGCTG 

GGATTACAGGTGTGAGCTACCTCACCTGGCCCAGATGACAATTCTTGAAA 

CACACCTTACAATTTCTGCAGTAGTTTCAAATAACTAATCGCATTCCTAT 

CTTCACAACCnTCTGAAATAAGGAGMAAGTTATCTCCATTATTCCCACT 

ATCCGACATCACTCACCCAGGCAATTCACATACTTGGAACCTAAAATCAA 

ATTTCCTGACTCTTCTTATGACCCTACGGTGTCTATAA 

>Sequencc 678 

AGGTACACACAGTTAACCACAAAACAGGCCTCTCTGAAAAAGCCATTGCC 

ATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTG 

AGCCACGGGACATGTGAGCTTCCCCGCTGATGCTCCTCTTATATTAAAGA 

TCACTTTCACAAGATGAGCGACTCAATATCTTTTATCAAACCAATGATCA 

CCTGCAAGCTATGGTATATTTTTGCAGCTGTGTAGAGCTATGTGGCATGA 

GAATGTGGGACTTATAAATTGCTGATCCAATAAATAGACATTATGGGCAA 

CAGTGTCTTATCAGCTAGTGTGTACCTGCCCGGGCGGCCGCTCTA 

>Sequcnce 679 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAACTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTACGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCAT 

>Sequence 680 

CCGGGCAGGTACAGCCAGTGTAGAGTAAGAGCCCAAAGAGAGTCAGGTGT 

CCACATGGGGGAGCAGCCTGACATGCTGGTTCGAGCCTCAGCAGAGGGAA 

TGGGGAGGGCACCCTCCTACGTGGGGAGCTTGGTGCCTAGTTCTGGATCC 

CACACAGAGGACTGTGAGGACAACCACACATAGGAAAGGCTCAGGGCCTG 

GTGTCAAGGCTCATGCACGGTGAGGAGGGCACTCAGAGGTGCGGGTGACC 

CATTGAGGGGAATCAGACATCAAGCTAGTAAAATGTACCT 

>Sequence 681 

GAGCGCATACCCTGCTCTGCCAGACTTGCTAATTAGAACTTATCACTTCG 

GTACACGCTCCAAGAGGAGCCCAGCTCTCTAACTCCGTGAATATAGAGAG 

GGTGATCGACGCTCAGCGCATCAGTGTATTTCTGGTACCTGACCATAATA 

GTAATTTGCCTACTAACTATGTAACATTGAACAAACTACTGTTTTGTGAG 

CCTGAAAAGTTGGTACCT 

>Sequence 682 

AGGTACACATTCCCTCTCCTGGAGGTTGTCCCTCAGCATGACGCTGACTG 

ATGTTCATCAAGACTTACTGTCACACTGGCTAGTGCTGCCAAGCCATCTA 

GACTACAACTTATTCTAGATTCACCCTGGAGAGATCTTAGAGGGCATATC 

TTCTTCACCCAGAGAAGGCATTTATGCCTTATTGAGGCCTCAGTTTACCC 

AGAGGAAACAGCTCTTTCCTATGACCCTGAGAGGTGCTGGTGCTACTCAA 

GGCACCTGTGTTCTGGTGCACCTGGCCCTTTAACTAAAAGATAATGGGGC 

AAAGGATAGGGTGGGGAGCAAGTGTAAATACCTCATTGTGGAGCAGAGGC 

AGCTC 

>Sequence 683 
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CCGGGCAGGTACAGCCAGTGTAGAGTAAGAGCCCAAAGAGAGTCAGGTGT 

CCACATGGGGGAGCAGCCTGACATGCTGGTTCGAGCCTCAGCAGAGGCrAA 

TGGGGAGGGCACCCTCCTACGTGGGGAGCTTGGTGCCTAGTTCTGGATCC 

CACACAGAGGACTGTGAGGACAACCACACAGAGGAAAGGCTCAGGGCCTG 

GTGTCAAGGCTCATGCAGGGTGAGGAGGGCACTCAGAGGTGCGGGTGACC 

CAGTGAGGGGAATCAGAGATCAAGCAAGTAAAATGTACCT 

>Sequence 684 

CCGGGCAGGTACACATCTGCTCCTGGGCAGACCTTACAAGTATCTCAAAC 

TCATATCTCCATGAGAGGTAGATAAGCTACGTAAACAAGGGAAGCCAAGA 

TAACAGGGAAGACAGGAGACTATCTGCCTATCTAAAAACACTCAAATTCT 

TTTCTATAAGCACTGCTGATTTAATCCATTACACCACCAGCAGCTGCCAG 

TTTACAATCTCTGCTACACAAGCCCTCCATTGAGTTTAAAGACAACCGTC 

AAAATATCTCTCCAGTTTCTCCATTCACCTGACTGTTACCATAGAGAATA 

CAGGTATTCCCACTCTGGCCTGCTGTGTCCAGTGTTTTCTCCTATCAGA 

>Sequence 685 

AGGTACACACAGTTAACCACAAAACAGGCCTCTCTGAAAAAGCCATTGCC 

ATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTG 

AGCCACGGGACATGTGAGCTTCCCCGCTGATGCTCCTCTTATATCAAAGA 

TCACTTTCACAAGATGAGCGACTCAATATCTTTTATCAAACCAATGATCA 

CCTGCAAGCTATGGTATATrTTTGCAGCTGTGTAGAGCTATGTGGCATGA 

GAATGTGGGACTTATAAATTGCTGATCCAATAAATAGACATTATGGGCAA 

CAGTGTCTTATCAGCTAGTGTGTACCTGCCCG 

> Sequence 686 

CCGGGCAGGTACCCTAAACCCTGGCAGCCTGGCCTACAAACCGACATGAA 

GTTTGAAGAGAAACTGGTCTTCTGTTTTATCAAATACTCCAAATATACGG 

AAGTAGCAAACATTCACCCCCTCTTCATTCCCTTAAACTCGATCTACCAA 

GTCTAGCTTCCGCAGTGCATCATAGAGACATTTTAATAGATTCATTTTTT 

TTCTCTCTCTCCAAGAGATATTTCAACACTTGCTACGTGCCAGGCTCTGT 

ACCT 

>Sequence 687 

CCGGGCAGGTACACACAGTTAACCACAAAACAGGCCCCTCTGAAAAAGCC 

ATTGCCATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGG 

TGTGTGAGCCACGGGACATGTGGGCTTCCCCGCTGATGCTCCTCTTATAT 

CAAAGATCACTTTCACAAGATGAGCGACTCAATATCTTTTATCAAACCAA 

TGATCACCTGCAAGCTATGGTATATTTTTGCAGCTGTGTAGAGCTATGTG 

GCATGAGAATGTGGGACTTATAAATTGCTGGTCCAATAAATAGACATTAT 

GGGCAACAGTGTCTTATCAGCTAGTGTGTACTAAGGTTTCAGGAACAGTT 

GTTCTGA 

>Sequence 688 

AGGTACCTTTCTTTCCAGGCCATGGCAAAAAAAATCCAATTATGTCCGTC 

TTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAG 

ATTAATGCATGGATTCACCTCCnTCAGCACATTTCATTTCAATTGTGAAG 

AAAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATTC 

CTTCTTCTGAGAGCTCKjGTTGGTCTTAGTTGCTGTGAGGCTCTAGACACC 

GACCATACAGGGCGTGGGCTGCTCCTGGACATGAACATCCTCCGAAGTTC 

TCCCCAGTCCACTTTACCCCCTCTGGGCTCACCTCTGAATGTCCCCGCGT 

ACCTGCCCG 

>Sequence 689 

AGGTACCTGCCACCACACCTGGCTAATTTTTGTATTTTCAGTAGAGATGG 

GGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGAT 

CCGCCCGCCTCGGCCTCCTAAAGTGCTGGGATTACAGGTGTGAGCCACCA 

CGACCAGCCAGAGGACACTTTCTTAACAAAATATTCCCTTTAGGGTAAGA 

TCTTTCCTTAGAAAAGTTATTCATGAATATTTTCTGGTTTCTAGCTAAAA 

TATAAGCTTATCATATTTATCAAAATAmCAATTTAACTCTGAAGATAT 

TA TCAC TTGGAATAAAGTTTGTTAAAAATTTGGAAGAAATGCACAAGTTA 

TATTTTGAAAACAGTTTTGAAAAGGAGCTATATTTTATTCATATAAATAT 
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TAAGAAAATGTTATGAAGTGAATAGTTATCACTAACTATACTAGATTACT 

GTACCTGCCC 

>Sequence 690 

AGGTACCTTTCTTTCCAGGCCACGGCAAAAAAAATCCAATTATGTCCGTC 

TTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAG 

ATTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAAG 

AAAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATTC 

CTTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTCTAGACACC 

GACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATCCTCCGAAGTT 

CTCCCCAGTCCACTTTACCCGCTCTGGGCTCACCTCTGAATGTCCCCGCG 

TACCTGCCCG 

>Sequence691 

CCGGGCAGGTACTCCACAAGCTTGCCTGCCATGGGCTGTCGGGATGTCCA 

CGCAGCCACAGTCCTTTCCTTCCTGTGTGGAATCGCCTCAGTAGCAGGCC 

TCTTTGCAGGGACfCTGCTTCCCAACTGGAGAAAATTACGATTGATCACA 

TTCAACAGAAACGAGAAGAACCTGACTGTTTACACAGGCCTGTGGGTGAA 

ATGTGCCCGGTATGACGGGAGCAGTGACTGCCTGATGTACCT 

>Sequence 692 

CCGGGCAGGTACGCGGGGACATTCAGAGGTGAGCCCAGAGGGGGTAAAGT 

GGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGC 

CCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCT 

CTCAGA AGAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCC 

TGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATC 

CATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGAC 

CACAGACTCAAGACGGACATAATTGGATTTTTTTGCCATGGCCTGGAAAG 

AAAGGTACCT 

>Sequence 693 

CCGGGCAGGTACCTGTTATCATCATTCCTCAAGAGCAGCATGTGGCACAG 

CAGGAAGCCAGGCAAGCTCCTGCCATTAGCACACAACGGCAAAAGTGGAT 

GTCT GTGTCAACATTTCTGAAGACCCAGAATGGGCCGTAGATAGGCATGA 

TTTTCCTAATGACTTTCGCACACAGGCAAAAAAATAGTAATGATAACTAC 

TAATATTATAGGTGCTTCCTATGGCCAGGGGATGTACCT 

>Sequence 694 

AGGTACTGTGCCGAAAGACTTTACAGGTATATCCGGAGCAATAAGCCAGT 

CACCATCATTTCGGTCATAAGTCATCCCTCAGATGTCATGGAAATCCGAA 

TGGTCAAAGAAAATTTTAAAGCAAGACCTGGTCAGTATATTACTCTACAT 

TGTCCCAGTGTATCTGCATTAGAAAATCATCCATTTACCCTCACAATGTG 

TCCAACTGAAACCAAAGCAACATTTGGGGTTCATCTTANAATAGTAGGAG 

ACTGGACAGAACGATTTCGAGATTTACTACTGCCTTCATCTAGTCAAGAC 

TCCCAAATTCTGCCCTTCATTCAATCTAGAAATTATCCCAAGCTTGATAT 

TGATGGTCCTTTTGGAAGTCCATTTGAGGAATCACTGAACTATGAGGTCA 

GCCTCTGCGTGGCTGGAGGCCATTGAGTAACTCCATTTGCATTCATACTC 

AACACCCTGTTGGATGACTGGAAACCATACAAGCTTAGAAGACTATACTT 

TATTTGGGTATGCAGAGATATCCAGTCCTTCTCGTGGTTTGGCAATTTAC 

TCTGTATQTTGCATACAAGTGTTGGCAG 

>Sequence 695 

CCGGGCAGGTACGCGGGGAGAACTCCAGCATTTCATCTAGGGGGAGGTGG 

AAGTGTGGCTTTTAGAGATAAAAGGACAGGGTTGTTTTGGGGTGCTCTGA 

GAAGGGGAAAAGGAGACCAGTGTATAACTTTGAGTAGCTAGAACGGGAAG 

ATTTGAGGGGGCTGAATGAATTGATGAGAGTGATTTAACTTAAAGGACTG 

GGGCATTATCTGTGGGCCCGGGTATACTAGCTTCACTTTTGAGGAAAAGT 

GAAGCTGGGAAATGTGAGATCTACTCAGTGGGTCCGGGGAAATGTGAGAG 

GAGTAAGGAAAGTGAAGACACAGATGTTGTTGGAGGCTCCAGGCTAGCAT 

GGTAAAGAGAAAGGGTTTCCTGGATTCTGATTACAGAATGGACCTGTGGG 

GGTCTCAAATTGAGGCCTAACAGCATTNTAAAGGAGCAACTGGTAGAACA 

GATTTGGGGAAATATTTATGGGTAGAAGAGAATGATTAGTGAGCTACAGA 
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AATAGGTAGAGGCCCATCTATATATCAAGTTCCCGGATGAGGACTACACC 

ATACATGTGCAGCTGAATGACTACCTTGGACATATCT 

>Sequence 696 

AGGTACTTTTTAGCCAGAGGGAGTTTATGCTGCTGTGTGGCCAGTTTTTC 

CAC ATGT CTGCAACAGTTACAATTTTTGACAGATATCTTGAGAAGATTAT 

AGATTTTGATAGAGGCAGTAACTTTATTAGCAAGACTGATTTCATATTAG 

AATGAAATCTCTGGGTCTTTTTTGGATTACTTTATGTTCCTTAAAAAGAA 

AGACATTGGGCCAGGCACGGTGGCTCACGCCTGTAATCCCAGCACTTTGG 

GAGGCCAAGGCGGGCGGATCACGAGATCAGGAGTTCGAGACCAGCCTGAC 

TAACATGGTGAAGCCTCGTCTCTACTGAAGATACAAAAAAATTAGCTGGG 

CATGGTGGTGGGCGCCTGTGATCCCAGCTACTCAGGAGGCTGGGGCAGGA 

GAGCTGCTTGAACCCGGGAGGCAGAGGTTGCAATGAGCTGAGATCGCACC 

ATTGCACTCTAGCCTGGGCAACAGAGTGAGACAACGTCTCAAAAAAAAAA 

AAAAAAAAACATTTGACTGGTCTTGGCAGTCTTTGGGGTTTTATTCTGAA 

CTGTGTAGAAGTGGCCAACTCAGGAATTCTAGACTAG 

>Sequence 697 

CCGGGCAGGTACCCGAGAACCTATGTTGGTTGTTACTGGTGGCCTGATTC 

TTGGGCCTCAAGGTGGCTTGCTCGGATGCCAGTAGTGGCAGGGGTAGAGG 

GGTTCTCAGGCTCCTAGATAGCTGCTGTGGCATGGGCAATAGCAGTAGCC 

ATGGCAAGATGATTTCTCTGGGTCCTAATCTGTGTGCATTGATATTGGCA 

GTAGCTGTGATGGGCTGGGCGGGCCTGTCTCCAGGTCCACAGTTGGTGCT 

TGCAGGTATATACCAGCTGAGGAGGTACCT 

>Sequence 698 

AGGTACTACGCCAGATGCTGTTTACACATAGAGTTTTGAGCTGTTTCTCA 

AGGAGGGGCATTGGTGGCATTTGGGCAGAATGATTCTTTGATGGGCAGAA 

AGGT CCCA CCCTTCGCAGAATGTCTATCACTAAACTGCAATCATTCTCGC 

CAATCTTTAGGGTGGATGGGAAGAGTAATGCCCAAATGAGAGCCCTCCCA 

GATGTTCAGAGCAGCGGATATGAAGTCATACAGCCGGGTTTGGTTTTTAT 

TCCATCCATTCCTCTCCTGGGGACCTTAGACAAGTGATAATGCTCTATGC 

TTCAGTTTCCCCCCTTGTAAAATGGTGGTAATTCCCGCGTACCTGCCCG 

>Sequence 699 

CCGGGCAGGTACCTGGTTTCAGGTTGGAGCCAGCGGGGTAAGGAGAGAAA 

GGAAGTGAGAAATGAGAGGGAAGGGGGTTCCAGCGTTCTTGGAGGGCTGG 

TGCCAGGCACTGGGGCTTGGCAACAGCTCAGTCCTTCTTACTCCACAGGG 

GCTGAGCTACACTGTAGCTTTGGCAAATGGGCAGGACCAGGACTCCAGGC 

TTAGAAGTGCTGCCAGACAAGAAGGGGAAAGAGCTGGGGACCTCCAGTGG 

GGAGTCAGTCACCGCAAGTTCTGCTCTGTGTGGACCGGGGCTGGCTGAAG 

GCAGAGTCCTGCATTTCAATCCTGCTTTTCACTGTTACTTAACAGGAGAG 

GATGACTCAGCCTAGCCTCTANGAGGATTCCTTGGTTTGAAAGCATCTGA 

GTCAGCTGAGTGGGTGGAATGAGGCTTAGTGACAACACTACACTTTTTAC 

AGATTAAGGATAAAATGGGAAATATTATGAACAACTTATTCCTATACCAT 

TCACAGCTGAGATGAAAAAGAAAAATTCCTTAATGATACACATTACCCAA 

GTTATCTCAAAAAGAAATAGATAAGCTGTATAAGCCTACGCTTCTTTAAA 

AATTGAATTCATAGTTAAAAAGGTTCTAATTAAAAACTTCAATTCCGTAA 

AAATTGGCCACAAGGAAAGAGGTCCCTCC 

>Sequence 700 

CCGGGCAGGTACCTAACCCCGAGTGTTAGCTTCCTTTGCATACTACTGTT 

CTGAGATGTGTTGGTTGAATTATTAGTAAGGATTTGAAGGCTATGATGCA 

TTCAACACTCAGTGCGGATTATAGATCCAAGAACACAGACTTTCTTAAAG 

TATGAGGCTTACAGGACTTTTTGTTTGGCTAATTAAAGTGATAGTCTGTT 

TTAGAATTCTAATTATTTATTCAGAGATGGGGTCTTATTATGTTGCCCAG 

GCTGGAGTGCAGTGGCTATTCACAGGCATAATCTGAGCTCACTGCAGCCT 

CAAACTCCTGGGCTCAAGCAATCCCCCTGCCTCAGCCTCCTGAGTAGCTG 

GGGCTGTTTCAAAATTTTAACATTGGTGCTGTAACATACGCACTGTTTAT 

TGATTAGTTGTGACTGGGGAGAAAATTGTAGAGTCTCTAAAAAACTTAAC 

TTTAGGAGCATAAGTGCATTCAAAACTAAATCCCTATTGACTAGCACAGC 
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GTTAAAAAAAGATAGTCGTGGCACTTAGGGAGGCTGAGGCAGGCAGATCA 

TTTGAGGGTAGGAAGCCAAGAACAGATGGACAACCGTGTGAAAACATCTT 

TACCTAAAAAAATAAAAACAAAAATTAGGGGATTATGGGGCCGGTAGCCG 

GTATTCCTGCTATTGGGAAGATGGCATGAAAAATGTTTGGCCCCTGAAGA 

TAGGTTGTATATAGCTCAAAAACACAATGTGCCATGGCCGTAATGAATTA 

GGGATACCCGGGGC 

>Sequence701 

CCGGGCAGGTACACCAACAACAGCCAAGCTCAGAGCCAAATCAGGAAGGC 

AATACCATTCACAACTGCCACAAAAAGAATAAAATACTTAGGAACACAGC 

CAGCCAGAGAGGTGAAAGACCCCTGCAATGAGAATGCAAAGCACTCTTCA 

AAGAAATCAGAGATGACACAAACAAATGGAAAAAAAGTCCATCCTCATGG 

AGAAGAAGATTTAGAGGCTACTGATTAGGAGTTTCAGTGGAAAGTGGGGT 

CTGAAGCCAAATTGCAGAAGTCTGAGGTGTATGTATGCAGTAAGTAAAGA 

GAC AGCAGAT AATGAATCTTCTTTAGAACACAGAGCAATTGTTTTCCATT 

1 rTTTTTTTTl C ATGG AAGGG AA AGC AAGTGTCTA ATATATCATG AC AGC 

CCC ATGTTGTTCTCTAAACACTACTATGC ATCCTGA AIT ITCT I " I G AATT 

TTGCACTCCACTTATTTTACGTTTGGGAGATACTAAATATTGTGTATCCT 

GGTTTTGCAAACTGAAAAAAGACTTGGGTGCAGGCAGAAAAGTCAGGGGA 

AAAAAGAAAAGGTGTTAGGAAGGCATGGTTGAACTGGGTTGCCACTATGG 

GCAACTGGAGCTGGGCCTCACTGAGAGCTTTGGAGGAACCCAACAGAACA 

CACTTCTGAGGATCAATCCTTGGAAGGGCTTGAAGGTGGGATATGTATTC 

TGACCTTCAGGGGGTGCTGACTTCTGCCTCAAGGACCAGGAATTGCTTCT 

AAGGCATTAACTCCCTGGCACTTCAAAT 

>Sequence 702 

AGGTACCTTTCTTTCCAGGCCATGGCAAAAAAATCCAATTATGTCCGTCT 

TGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAGA 

TTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAAGA 

AAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATTCC 

TTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTCTAGACACCG 

ACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATCCTCCGAAGTTC 

TCCCCAGTCCACTTTACCCCCTCTGGGCTCACCTCTGAATGTGTCTCCCC 

CGTACCTGCCCGGGC 

>Sequence 703 

AGGTACAGAAACCAGTTAAGAGGCTGTTATTGCAGCAQTGCAGGACAGAT 

ATGATGGAACTCTGAACTTGAGGGATGGATGTCAAGATGGAAAGAAGTGA 

ACACATTTAAGAAATAATGAAAGAGTAGGTAATATCAGTAAGCCTTAACA 

ATGGATTGACAGTAGAACTGAGGGAGAAGCAAAGATCAAGCACAGCCCTT 

AAGCTTTAGTCTTCTAAAACTGAATGGACGTTGAGACAGGGAACATTGGA 

TAAGTTCCAAGTTGGAGGAGAAACCATTATCTTAGAAGAGGAAAAAAATT 

CAAATTTATGCATTCATATCTTTTTCCTCAAAACATAGAAAAGGGATATT 

AGGATATAGAAAAACAAATTACCTACTTCTGAAAGTTGCCTTTTAGATTA 

AGGGAAAAGTTATAGCAGTGACTCTATGACCATGATTTTTGGAGAGCCCT 

CAGCTTAAACATTTCTGGTCCTAATCCTGAATTTAATAATACTTTGCCAG 

TTATACAATATTATCTTGCAGCACATGGGGGGCATGCAAATCACCTCACC 

CCTTCTGGTACCTGCCCGGGCCGGCGGTATAT 

>Sequence 704 

AGGTACGCGGGTATTTTGGGATGTGGATGCCATTCGCCACACAAAAACAC 

TTGGGATTCATTCCTGATACCCCAATTCATCCCAATTTCCCCCCTTTAAA 

GTCAGATCTCACCTACCTGTTTGGTCAGAGAGATGTGTGTTTTAAAATCC 

CCAAAGAAGGAGGCAAGGACTGTGCCCTCAGATGATTATTGGTGAAGTGG 

GTTTATGCTTAATTTCAGCTTAAGAGAATGTTGCTGAGTCTCTGCCTAGG 

ACAGGCAGCCCACTGTGGCCCTGGGTGATGAAGGAAGCCCACAGAGGCCC 

AGGGTTTGTCACCTGTGGCTGCCAGTGTCTGCAGAGTCAGAATTGAGCTA 

ATCCTGTGAAAGGATGAGCGCTGATGGGCAGTTGTATGGTAGGTTGCTAT 

GGGGCTTCTTGATCTCTCAAATTCCAAGTGACAAGATCAATGCATGCTTG 

AGGGATCCCTTCCCAGCAAGCTCTTGTGGCTACAAACTGGTTCAAGTGTG 
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GAAGATCATACCAAC.TTACCnTrGGTTTTTCTTTGAAAAACCAACCATGG 

AAGACAGGTGGAAACAATAAATTACCATTTGGCATGCAAGAACTCTTTTT 

GGAAAGGGAAGTTTGTTGCTTTCCCCACCCTGTGCCTAAAAGAACTTGGC 

TGAAAATGGGTTATAATTAAAATGGCAAAAAACCCAAAAAGCTGGTCAGG 

CTTCAAAGGAAAGGAATGCCTCTTACATGGTGGTCAGAGGGTAAAGAAGT 

CATGGACAAATAATGCCAAAGCGGTTGGAAATATTTAAATAATTTAAAAA 

AAATACCTTTCACCCACAATTTTTATTGGGGCTTT 

>Sequence 705 

AGGTACACACAGTTAACCACAAAACAGGCCTCTCTGAAAAAGCCATTGCC 

ATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTG 

AGCCACGGGACATGTGAGCTTCCCCGCTGATGCTCCTCTTATATCAAAGA 

TCACTTTCACAAGATGAGCGACTCAATATCTTTTATCAAACCAATGATCG 

CCTGCAAGCTATGGTATATTTTTGCAGCTGTGTAGAGCTATGTGGCATAG 

GAATGTGGGACTTATAAATTGCTGATCCAATAAATAGACATTATGGGCAA 

CAGTGTCTTATCAGCTAGTGTGTACCTGCCCCG 

>Sequence 706 

CCGGGCAGGTACCCCAAGCGGGGACGGTAAAGTCAGAAAAGACAAGGCTG 

AGGGTAATCACAGAGAAATCTAAAAACCCGCTCGGCCTCGCTACTCTTCT 

CCTTCCTCTGAGGTGCAGAGGCGCGGTGGGACGACAAGGAGTTGCGAGAA 

AGGGCAGAGCTCACTCAGGAGGCAACAGAGAAAGTCCGCTAACAATTTTT 

GAAGGCCGTAAGTTAAACATGTTAAAAACTGTAGCTACTCACTCAGCCGA 

CATCTAGTAAAAAAGATGCGGCAAGATCAACAAGGCATATAGCTTGCGCC 

CGCCAGAAGTTCCGGGGGCTNCACACCCATCCNCCCCGCGTACCT 

>Sequence 707 

AGGTACTTGCCTAAAAAGTAGTCTGGCCTTTGCCCTCTGGTGCTGAAAGG 

TAATCTATATTACCTCTAAGAGGAATGTCTATGTTTCTGATGGGGGCTTG 

CTATGCCAGAAATACTAATCAAGGGATTCGGGGAGGAGCTTTTGGTCACG 

CAGTATCAGCTGACCTGGACACTAAGATTAACCATGTAGACAGTTAATCC 

ACCAACCAGTCAATCATGTCTACATGCTGAGGCCCCAATAAAAACTTCCA 

ACATCAGAGCTCTGGTGAGCTTCTCTAGTTGGCGATAGTTGGTGCCTGTT 

GTCACACATCAAAGACAGCAGAGTAATGAGTCCTGACTCCACAGGGAGAA 

GACACCAGAAGCTCTGTGTCTGGAACCCTNCTGGACTTCAACTTACGTAC 

CTGCCCG 

>Sequence 708 

AGGTACTGTGTCAGCTTTTTACATTGAGCTAGTGCCATTGGGGGTGGGGG 

GTAAAAGCTATTCTTATTTTTAAACTCTTCAACATTTTTTAAAGTCTTCA 

ACATGATCTTTATCATGTTGTGATGTGACCGCCTAGATTTCCATTTTGAG 

GCTCTCATATAATTTACTTGACCAGTCCCTGCTGGTTGACAGGAGACCAT 

CATGGTTCCTATGATTTCTCAAAGTGTGACCCCCAACAAACACAGGTCCT 

AGAAACACCTGTCCCAGAAACACCCAGTACCTGCCCG 

>Sequence 709 

CCGGGCAGGTACGCGGGGACGTTAAGAACTGGACTTACAAGATGGATAGG 
ACCTGGTGGCAGCTGTCCTTGAGGAAGCCGGAGCCTGGAGAGACAGATCT 
C ATG TT ATAGC AG AGTACCT 
>Sequence710 

AGGTACATTACCCTACGCTCCAAGCGCAGCAAGCCGGCCAATATCCGTGG 

CACCGTGAAGCCCAAGCGCAGGAAAAAGCATGCAGTGGCATCGGCTGCCC 

CAGGGCAGGAGGCTTTGGTCGGACCATCCCTTCAGCCGCAGGAAGCGGCA 

AGGGAAGCTGATGCTGTAGCACCTGGGTACCTGCCCG 

>Sequence71l 

CCGGGCAGGTACAGTGAAGCTTTGACCTGAGGAGCTCTTCTGTAGGTGAA 

GAGTGGTTAACTATGGTTCCTGTGTGCCTGGGGCCCCCCACTCCTAGGAC 

TCATCCACCCCCTACCCAGAACTTACTAGTACCT 

>Sequence7l2 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 
TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 
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GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTAG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGG 

>Sequence7l3 

AGGTACTTTACTTTTTATTTTTGTATCTCAGGCCAAGCCAAGTTGAATGT 

GTAGAAAC ATCTG CACAGAAAGAGAGACCCAAACAGAAACCAAAATTAAA 

CTGTAACACTTTTGACCCTATTAACGGCATAACAGTAAGGAAATCTAGCT 

CCTCGAACCAATATACGGGGTCGGCAATCATTGTGCCACAAAGTTTAACA 

ATATTTGTAGAGACTATGAAGCCATTTGCTTCATGTCCTCTACTGAAATC 

CAATCTTTCCATTTTATTTCCATCCCTCAATCCAACCTGCTACCTGGTAC 

CTTCAACACTGTGTCTTTGAAGGATTCTGTAA 

>Sequence 714 

CCGGGCAGGTACGCGGGGCAGAGTCATTAAGATGGGCAGGAGTCAAATCA 

GATAAGGACATGGGGTAAACTGCAGGCCAGGCCCATAGATTGTTCTGAGA 

GT CATGGG AGACTATTGGTGGGTTTTGAGTAGGAGAATCACATTTGCTTT 

TTGTTTTTCAAAAAGCATTTTGGCCGCTCTGCAGGCCTGCCTGTATTAAA 

GGCTAGAATAGAAGCCAGGAAAGCAATAGTCCAGACAGGAGATCATGATG 

GCGTTGGCTTGGGTGGCAGTAATGGAAGTGGTGAGAAGCAGTCAGGCTCC 

AGATACAGTCAGGCTGAACACAGAACTGGCT 

>Sequence715 

AGGTACTAGCCCTCATCTGCAAATCATCCTCTGGGATGGGCTGCATGCCA 

GATGGTGGCTCTTAATTGCTTGAGGGCATTGAGAGAGCTGTGATCTTCAA 

GACCTACCTCTCCCAGGTGGCCTGAAATAGCACCAAGTCTGAAAGCAGGG 

CTCTGGGCAGTGACTTGGGAAAACAGGTGTGGATACCAAGTGTGATGAGG 

ACCCTTGAGCTTAGCTTTGTTCCTGTGGTGGCAAGTGGTGGGTCTCACCC 

CCCAGACAACAGCCTGGACTATGAATAGAGACCACAGCCCCCGAGAACCC 

ACCTGGCCCATTCCTCCTCCTTCCTCCTTCCCA 

>Sequence 716 

CCGGGCAGGTACGCTGGGGTGGAAAACTATGTCCCTGGCAAACTGTCTGC 

AATGGGCCTGGGATATGAAGATATAGACGAGATTGCTCCTCACATCATCT 

ATTGTTCCATCACAGGGTATGGTCAGACAGGTCCAATTTCTCAGCGAGCT 

GGTTATGATGCTGTTGCCTCGGCTGTTTCTGGTCTGATGCACATCACAGG 

GCCTGAGGTGGCGTGTTTGTCTCACATAGCTGCAAATTATCTTATTGGTC 

AAAAGGAAGCGAAACGTTGGGGTACCT 

>Sequence717 

AGGTACAAAGAAACCCTTTGCAGACAGCTCATTTATAGAGAGAAGCTAAG 

TATTTATTTACTTGCTACTCAATTTAAAATACGACCATGGTAGGCAACCA 

ACCAGGAGAAGAGCTAAAAGTTTGAAAGCACTGCCCTTTTCTCTACTATA 

GAAGTTACAGGGTCAAGCCTTGGAAAATTTCCACAAAATAAGGCTTTGCT 

AAACATATTTACCTTATCAGAAAGATTGTATCTCAAAAAAGTTACGTTTT 

TCTTCAGGCAAGACAAGAAAAACTGCCTGTCCTAATCGACAGTACCTGCC 

CG 

>Sequence718 

CCGGGCAGGTACAGCCAGTGTAGAGTAAGAGCCCAAAGAGAGTCAGGTGT 

CCACATGGGGGAGCAGCCTGACATGCTGGTTCGAGCCTCAGCAGAGGGAA 

TGGGGAGGGCACCCTCCTACGTGGGGAGCTTGGTGCCTAGTTCTGGATCC 

CACACAGAGGACTGTGAGGACAACCACACAGAGGAAAGGCTCAGGGCCTG 

GTGTCAAGGCTCATGCAGGGTGAGGAGGGCACTCAGAGGTGCGGGTGACC 

CAGTGAGGGGAATCAGAGATCAAGCAAGTAAAATGTACCT 

>Sequence 719 

ACGAGCTGGACTCTGGGGCCTGCGGCGGCTCCAGCCTCAACTCAGAGGGC 
AACAGTGGTAGTGGTGACAGTAGCAGCTATGACGCACCAGCTGGCAACTC 
CTTCCTAGAGGACTGCGAACTCTCCCGGCAGATCGGGGCGCAGCTTAAGC 
TGCTGCCTATGAATGATCAGATACGGGAGCTACAGACCATCATCCGGGAC 
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AAGACAGCCAGTAGAGGTGACTTCATGTTTTCTGCGGATCGTTTGATCAG 
ACTTGTTGTGGAAGAGGGATTGAATCAGCTGCCATATAAAGAATGTATGG 
GGACCACTCCAACAGGGTACCT 
>Sequence 720 

AGGTACACTTAGCAATGAACGAGAAAACACTTGATAGATGCTAGTGTCCT 

CCAGAGCAGCATTCCTCTTGTGTCCCTGAATTAAGATGAAACAATTTGAT 

AGGTCGCATTATTTAGTTGCGTTGCTTTAAAGAAAATAGAAAACTTTTTT 

CCTCT ATATA TAAGGGATATATATTCTAAATATAGGGGATATATTTTCTG 

AAAACTTTTCCCAAATACCAACTTTCTGATAAGGCAACATCTGTGAACTT 

CACTGAAGATCAGAGGCAAATCTCAGTTAAAAGGCAAATCA 

>Sequence 72 1 

AGGTACAGAAGGGCTGAGGCTTCTGTCTGAGTTGACCGTGACCTGTGGTT 

ACAGCATTTTAGGACTTCGTAACAGAATGATCCACAGAGGTCAGCAGGCC 

CTTGAAAGAACGCTGAAGGAAACTTGCATACAAACAGTCTCAAGGAGGCA 

AACACATGCTTCAGCGCTGCCCGCGTACCTGCCCG 

>Sequence 722 

CCGGGCAGGTACAATGGGTGTTCAAAATTTCTCTTGTAGGGTTGAAAATT 

TTCAAAATAAAAAGCTGGGGATAAGATGATTTGGGTGGGTCTGGCCAGAA 

ATAATAAGAGCAGGATTCTCAGCTCTCCTTTTTTGGCCACCGTGCTTCTG 

CAGTGGGACTCAAAAAGAAGTACCT 

>Sequence 723 

AGGTACTCTGCTATAACATGAGATCTGTCTCTCCAGGCTCTGGCTTCCTC 
AAGGACAGCTGCCACCAGGTCCTATCCATCTTGTAAGCCCCCCCGCGTAC 
CTGCCCG 
>Sequence 724 

CCG GGCAG GTACGCGGGGGGACTTACAAGATGGATAGGACCTGGTGGCAG 
CTGTTTTTGAGGAAGCCAGAGCCTGGAGAGACAGATCTCATGTTATAGCA 
GAGTACCT 
>Sequence 725 

CCGGGCAGGTACGCGGGGAGTGGCATCCTTTGAACTCACGGATCCAGTCA 

TAACTGAAGTTCCATCTACACCTGGGGTCTTCAGACCCAGGCTCTGGAAA 

AGATCCTGTTACTTACAAGCAAAAGAGAATTCTGGCCTCTTAACCCTCAG 

CATGNNTGAGTACCTCGGC 

>Sequence 726 

AGGTACATTACCCTACGCTCCAAGCGCAGCAAGCCGGCCAATATCCGTGG 

CACCGTGAAGCCCAAGCGCAGGAAAAAGCATGCAGTGGCATCGGCTGCCC 

CAGGGCAGGAGGCTTTGGTCGGACCATCCCTTCAGCCGCAGGAAGCGGCA 

AGGGAAGCTGATGCTGTAGCACCTGGGTACCTGCCCG 

>Sequence 727 

AGGTATCGCAGCAAAATGCAAAAATCGTGTGAAAATCAACGTGGAACAGG 

AAATGAGGTGCGGGTGTCAACTGGTTACAAAGGGTCAGAAGTTGTCTGGT 

GCCCGACAAGGACACACATCTCATTCATAACATATGGTGGTAATTTAAAA 

ATGAAGTGATGTTATTTTTTCCITCGAATTCATATGTAl'rrr i TriCAGG 

TGGCCACTTAGTTGTAAGGACATAAATACTCATTAAGTTGTTTGGACCTA 

TTTAATAAATGGACATGTTAGGTATTTCTCCTGCCCG 

>Sequence 728 

AGGTACCTTTCTTTCCAGGCCATGGCAAAAAAAATCCAATTATGTCCGTC 

TTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAG 

ATTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAAG 

AAAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATTC 

CTTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTCTAGACACC 

GACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATCC 

>Sequence 729 

CCGGGCAGGTACAAAACAGATCCTCAAAGATGGGGTTCCAGGGTTGTTTT 

AGACACATCCTTCACTTTCCTTTGTCATAGGTAGTTGTATTGAAATTAAC 

TTTATTGCTATGGGTCACTGTGGATAGTGCACCAAGTGTCTCGGGAACAA 
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ATAGCTACTGTCCTTGGTTCTTATGGCAGTAGTGATAGCTCCAAAGGCAG 

TGGAGCAGGAGGCTGCTCCTGGGAGGACTAGAGTACCT 

>Scquence 730 

AGGTACTGTGTCAGCTTTTTACATTGAGCTAGTGCCATTGGGGGTGGGGG 
GTAAAAGCTATTCTTATTTTTAAACTOT 

ACATGATCTTTATCATGTTGTGATGTGACCGCTAGATTTCCATTTTGAGG 

CTCTCATATAATTTACTTGACCAGTCCCTACTGGTTGACAGGAGACCATC 

ATGGTTCCTATGATTTCTCAAAGCGTGACCCCCAACAAACACCTGTCCTA 

GAAACACCTGTCCCAGAAACACCCAGTACCTGCCCG 

>Scquence 73 1 

CCGGGCAGGTACCCAACCTTGCAAATGGGAGCTGGCCAGTGGGTTGGGGT 

GACCAATCAATGAACAAGAGAGGTCTGAGACCTCCCTGTCCGTCGGGTCT 

GAAGGGCTGCGTGGGGGCATGTGGCCTCACCTGTTCTCTAAGGTAGAACT 

GCTCCATAAAGGGCCAGGTGTGCAGATCCTGGTCCTGGGATGTGAGTGCT 

GCTGAGCCAAGGTGCACGGAGCATTAGTTCATGCTTCTTGAAACCTGCGG 

TGGCAATGGTTCTTGACAGGTATTGGGTTAAGAATTGACGACTCAGTGAC 

AGCTGTGGACCTTCTTCCCAGAGAAGCACACATACTGAAACCATCCGCAT 

TTGTGTGGTGTGAAGAGGTTGCACATGTGGGGAGTCACACGTCATTTGAA 

ATTCCAAGATTAAAGAAACCCTGGTACCTTTAAGAATAAAGTCTGCACTC 

CATGGTATGACAGAATAAATCCCTTCCCCATGCTGTCCTAAACCCAGAAC 

CTATTTTGCCAAATTGTGCTCAATGACCAATCCAATGGGAGGCCATTACG 

TCAA CCCC ACAATGCCCTTITGGGCCnTGCTTTATTAGGGTTrATCCAAA 

TGACTTTTCTTACAAAGGCCTGAGGGGTACCTTGCGCCGGTTCTAGAAAC 

TGGGGGACCCCCCGGGCCTGGAGGGAATTGAATATCAAGCTTTATCGAAT 

CCCGGTCACACCTGAGGGGGGGGCCCCGGAACCCAGCCTTGTAGTTCCCT 

TTANGGGAGGGTTAAATGGCCCCCTTGCAGTAAATATGGGCAAAAGTTGT 

TCCTTGG 

>Scquence 732 

AGGTACATTACCCTACGCTCCAAGCGCAGCAAGCCGGCCAATATCCGTGG 

CACCGTGAAGCCCAAGCGCAGGAAAAAGCATGCAGTGGCATCGGCTGCCC 

CAGGGCAGGAGGCTTTGGTCGGACCATCCCTTCAGCCGCAGGAAGCGGCA 

AGGGAAGCTGATGCTGTAGCACCTGGGTACCTGCCCG 

>Sequence 733 

GTGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCACGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGCTTGTTCCA 

GCTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAACAAGAAAGAA 

ACTGATGGTGTTAACTGAACCCATTTTGAATGAAACCTACACAAGGCTTG 

AGTCATTCATTGGAAACCGCAACAAACTTTGCTATTCCCTGCCCGGGGGA 

GTATTGGTTTTTGAGAGTCTTTTTGGGACCTTGGCCCGTTCTAAA 

>Sequence 734 

CCGGGCAGGTACGCGGGTCTAGAAACAGTGATTGTTAAAATTGCCTATAA 

ACACACAATATAAACAATATGCCACAGACCCAGAGGCCCCCAGCATAGTT 

TCTGGAAGGTGAAGTCTCACCTCTGCCAGAGTAGAGTCACAGTGGGAATT 

GAGGCTTGGCATCTGGGTGCCTCTGAAGCTCTTCCTGTGGCTCCTGTTAG 

ACAATTGACCCCGAAACACAGAAGATAGAGATTGCACATTGCGTTCAGTA 

ATTGTTGTTTATTTATGTTATTTCTGAAAATAAAAGACAGCACAGGCTGC 

TTATCTTTAAACCACACAGTACCT 

>Sequence 735 

GGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGACT 
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TCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTG 

GAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTGA 

TCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATT 

CCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGG 

GATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGGA 

GTCGAGCGGCCGNCCGGGCCGGTTCACCTGGTGCCCCTCGCTTGCTTCAA 

TCATGGTTATGTGATGGCAAAATCGACCTCTTGTCGCTGAAGGAAAGAGA 

AAAGATGTGTGTCTGATTGGTCCTGGATTTTTAGAGCCTGACCATAAAGG 

TACCTCGGACGAGGTACGCGGGGTGAGGCCGATTAGTGGCTTGAGTGTTT 

CTAGTGATAAAGAATTGGTATTAAATGTTCTTTGAGTGGTGTGATATATA 

TCTCTGATTACTAAAGGGACTGACTAAATTTTTCATATAAAAAGCTCTCT 

ATATTTAATATGAATGTCTGCTATTTTAAAGTTGTGTGGGAAATGGAGTA 

CACATAGTATGCATGTGTAAGTCTATTAGGAATTACATTCGAGCATGTGC 

CACTACTTAATTCTAGAGATTATTTGCATAGTCATTTCCTTTGAATATAT 

TTCTTCTATACTTATATTCTATACCTTGGTTTAGATCTCGCTGTATTAAT 

ATCCAGTGGCGTAATCTTATAAATAGATAGTCGTCA 

>Sequence 736 

CCGGGCAGGTACATCTTGGTCCAAGCCACCATCTTCATCTCTTGGTTGGA 
TTAGAGCAGTGACTGCCTGTAGATCTCCTTGCTTCTACTCTTGCCACCAA 
CAAAAAAGTCAGTAAAAATGAAGTCAGTATATAATTGGGAGG 
>Sequence 737 

CCGGGCAGGTACCATGGCGACGCGCGGTGGGGCTGGGGTGGCAATGGCGG 
TTTGGTCCCTCTTATCCGCCCGGGCCGTGACCGCGTTCCTTCTGTTGTTC 
CTCCC 
>Sequence 738 

CCGGGCAGGTACACGCCAGCCTATTCTCAGCACAGCTGCTAGAGTGTCCT 

TATACCCTTCATTGACITAAAATCCCACAGTGGCTCTCCATTTCACTTAG 

TGAATGCTATCATGTATTCAGTGGCCCACAAGGGCTCCATCACCTAGCCC 

TCTGCTCCCTAGTACCT 

>Sequence 739 

AGGTACGCGGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCC 

ACGCCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCC 

AGCTCTCAGAAGAAGGAATGTCAAAATGGTCATGTTCAATTTTACTATTC 

AmGTGCCTGGA>WATCTTTTCTTCACCAATTGANNAATGAAATGTGCCT 

GAAAGGAGGGNNNGAATCCATGCCTATTAATNNCTTCAGCTCACCAAAGG 

GAAATACCTACATTAAGAAGCAAAGACCACCAGAC 

>Scqucnce 740 

CCGGGCAGGTACTTGGGTGTGATTCAGGAGTATGCAAGCCTTTCTGCCCC 

ACTTTGTTGCCTTGTTAACTAAGGGAGGCTGAGATAAGTCCTCTCAGGTG 

CAGTCAGAGTCTGTCCTAAGATGGGGGTAGGGAGTTGCTGTGCCTCAGTG 

GTTTACTTTCTCAATATAGACTGTTAGCCATATGTGTATTACCTGAAACC 

TTAAGGAGAAAGCATTTTTGGCCGGCCTGGAAAGGACACAAGCAAATGTA 

GCCTTGATGGTGGAGAAACGTCTCTAGCAGGGCTGTGCATCTGAATCAGC 

ATTGAAGCAGCGCCACCTTGTGGTTGATGCTGAATGAGCTGTGTATTCGG 

CCAGGTTCTGTGATTCTTACCCTGTCTGCATGCTGTTCGAGTAGCTAAAG 

TACCT 

>Sequence 741 

AGGTACGCGGGGACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTGGACTG 

GGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTA 

TGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCGGCTCTCAGA 

AGAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAAT 

CTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCA 

TTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACCACAGA 

CTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTGGAAAGAAAGG 

TACCTGCCCG 

>Sequence 742 
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AGGTACAACTTGTCATAAATGGCAGTGTGGGACATTTACATTCTTTTGGT 

CTACAGTTCTGAGACTAITI 1 1 1 ATGCATGTATGTATTTATTCAGTAAAC 

ATTTATCCTCTGCTGCACGTCAAGCNACTATGCCAGACCCGATAGGGAGA 

GAACCCAGGGTGAGTGTGACCCGGCCTCTGCTTGGAACGAGATGGGTGTC 

TCTAGCCAGGCCAGGTGCTTACCATGTGCCTGGTGTGGGGTCCATGACAC 

CAAGCAGGGCAGACCTAGGCATCCTGTTGGTGCAGCTCTGTAAAGGGGAC 

AAGACAGACAACAAACCATGACTCCGAGAAAGTGCAACAGGTGCCACGAG 

GAAACAGAATTCCAGGACAGGAAGGTCAGGGAATGCCTCTCTGGACCAAG 

GGGGAGAAAGAACCAGCANGGGAGGGTATTCCTGGCAGAGGGGGCAGTAA 

CTTGAAGCCTTCAAAGTGGAAGTGTTATGAATTCTTGGAGGGTTGGAAAG 

GAAATGGGAGCCTGGGAAAGGGGGGCAGCATTTACCATATCCTACCGACG 

ACAATCTTGAAACTGGGAATTTGGTTATTCCCAATGCATTAAAGCCATTG 

GTGGCGGGATTTTAAGCCCAGGTAAATGATAGGAAATATTATTTTGAAAA 

AGATTATTCTGGGTGGCAAGTTAGCTACGTGGTAAAGGGGGAATAATAAA 

GGGCCCTGAACTAGGGTTTAAACCCTAGTTTTGCTTTTCCIT 

GAGCCAGTTCCTCATTTGGAAAATGGAGCTAAGGATCCCCCCTAATAGGG 

GTAAGGTTGGTAATAGAATAGGGGCAAAT 

>Sequence 743 

CCGGGCAGGTACAAGGACAATAGGGATACCCTGGAGCTGTCCCAGTCCAG 

CCGAGAAGGGCATTCTCCCTACTTGTGTGTCATCTTAGGGACTCTCACTT 

TGACCCTGAGTGTGATAGGAACCATGGGGAAGTCTGAGCTGAGGTTGGAC 

GTGAAAGGTCTCATGTTTTAACAGGGTCACTCTGGCCCCCTCCACTGAGA 

ACAGGCTGAAGGTGGCAGGGACTGAGTGGAGAGACCTCTTGGGAGACCAC 

TGCAGCAAGTCAGGTGAGAGCTGGAGGTGGCTTGGCCCAATGGGTAGCTG 

TGAGGTCGAGAGCAATGGCTGGAGCCAGGAAACCTCTGAGTACCT 

>Sequence 744 

CCGGGCAGGTACCCTGAGCCTCCTGTGCCATTCTTGCTAGCTGGACAGAA 

GACATTGCTACTGAGCCAAGAAGACTTGATCTCTCTTACACCGAGGAAGA 

ACKjGAAGGTCTGATGCAATGAAACAGCACGTTGCTTATAATTCTAGATCA 

GAACCATAATAGTAATTTGCCTACTATGTAACATTGAACAAACTACTGTT 

TTGTGAGCCTGAAAAGTTGGTACCT 

>Sequence 745 

CCGGGCAGGTACTGTGTTTCTCCACCTGACCTAGAAAACCTTGATTCCTG 

AAAAGCCTCACCCTAACTTTGCCACAACCTGGCGATCCATCCATACTGTT 

CACAGCCCTCAGGAGAGACTGGATAATTATGAACACACCTTGCTTTCTTC 

CATCATTTCCCTTTTCCCCAAGGGAACATAGCTGCACTGAGAACACCAAT 

CTCTCAACCACACCCTATCCCAACCCCTGTGGAAAATATAGTAGCTACCT 

CACCAATGGGAGTTGAGGGAATGAAGACTCATGTCTTCTGGGATCTGGGT 

CAAGCCCAGGTCAGCCATTCTTCAGACTTGCACAGTACCT 

>Sequence 746 

CCGGGCAGGTACCCTGAGCCTCCTGTGCCATTCTTGCTAGCTGGACAGAA 

GACATTGCTACTGAGCCAAGAAGACTTGATCTCTCTTACACCGAGGAAGA 

AGGGAAGGTCTGATGCAATGAAACAGCACGTTGCTTATAATTCTAGATCA 

GAACCATAATAGTAATTTGCCTACTATGTAACATTGAACAAACTACTGTT 

TTGTGAGCCTGAAAAGTTGGTACCT 

>Sequence 747 

AGGTACTGGGATTACAf GTGTGAGCCACCGCACCCAQCAACTGTTCACAT 

TTTTTAAAAAACAGCTCTACCTCTGAGTTAAAACTGATTTTTGTCAAATT 

GTAAACTTTAAAATATTAGCCTTTCCCCAGTGCTATGTGCTCTTTAAGAG 

C ATAGTGCTTAA A ATTTGG ACTGTAACTATTTTAAAGGC nTTTTTI CTT 

TGCTGCC ATGTTCC AGGTC ACGTCTGTTAAGTG I" 1" IT I GTTGTTGTCACA 

GTGTTTTAGAATTATTCTGATGCAAAAAAAAAAAGAATTATTCTCATGCA 

GTAGCTGAAACCAATGCAGAATATGCTGGtTTTGCAACAATTTCATGTCA 

TGAATGCTTAGGCCAATTTTCAGTTAATAGAACTACCTCCATAGTTTAAA 

GAGTTATGATAAATTAGAGCCATTTGTTCTTTTACATTAATAGGAAGCAT 

TAATTCAAGATAAATTACTTCAGGATTAGGATTACATTAAATAAGTTAGT 
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CATATAACTGATAATGGTGGTTACCCAAAAAAAAAAAAAAAGTAAGTACC 

TTGCCCGGCGGGCGCTTTTAAAAC 

>Sequence 748 

CCGGGCAGGTACCACCACCTATCCACACTCTCACACAATCACCCCTTTTG 
AAGTAAAGCCTATATTTTAAAAATAACCATTACAGATTGTGAGTGCAGTC 
TAGGATCACATAGCAGAACTAAAAGCTAACTGGCCACCCACAAAGTAAAT 
GTGAGACAGAGGGCTCGGGGTAGCCATACTCTAGCCAAGTAGTACCT 
>Sequence 749 

CCGGGCAGGTACACGGAGAATTTTAAATGGGCAGAAGAGAATTTAAAGGT 

GTTATTTACATAAATGTAAAAGCCCCTAAAGTGGAGAAATCTCTCATAAG 

GAATTTCAAACATTTGCTTGACTCTGGAGGCTGGCATACTAAGGAATAGG 

ATTCCTCCTAAGAATTACACATCTGAAGGCTGTCCTGAAAGACTTTCCAT 

ACTCGATGATGCTCTTTTGGGTACCT 

>Sequencc 750 

AGGTACCGAGTCGGATTAGGAGAGGCGGCCAGGGGAGCCTGCCTTTAGAA 

AGAGCTTCGGATGATTCAGATGCACACGTTTGGGACCGTGGGCTATGGGG 

GTCGCCGCAATAACCATGTGAGGATAACGGGGCTTAACCGATTGTGAAAA 

TCCCCTTAGAAGTGTCGCGTAAACAACCCCAACTCCCACTATGGTGCCGG 

ACCCCAGTGCCTCACTGTACCTGCCCG 

>Sequence 751 

AGCGTCCACCGCGGTCGCGGCCGACGTACATGTATTCTGCTAATACTGCT 

CAGA AAACTTACATTAGGGTAACAGGCTAGAACAGTCTGACTTTTCTTGT 

TTTTCTATCCCTTGCTTTCTTGATTAGAATGAATAGGAGGTGGGTCTGGA 

TATAGCTAGCTGGAAACCCTGTGTTCCATGAGATGATGGGCGAAGAGAGG 

CGAGGGAATAAGGTTCCTTCTGATTTTTGGCATATTTCTAAGACTCTGAT 

GCCCA CTCTTG TCAGAAGAATGCCGATGACCTACTTTTGTGTTCTTCCTT 

TTCCCCTTTTTCTCCCAATTATAAAATTGTTTTCTCTTTCAGAACTGCAG 

AAGTGCATTTTGTTTCTTTGACACTTTGATGTTGTTAATTTAGCTGAATA 

CCTAGTGAACATTTTGTGTCATAATCCCCTTGGTTTATGAAATTTCAGAT 

GGTCTAGTCACCTTACATTTCTGCCTCATATTGGCCTTAAGCCCTTTTTT 

TGGTAGTACCCTTTTACTAGATTTTGTCrTTATCAAAAGTTAAAGTGTTT 

CAAGGTCCCTTACCTAATTCTGGTTCTCTATTTTAACCTTGCATTGGTTA 

TTCCTGTAAAGTCCAAATTGGCAATAAGGCTTTGTCCTTGGTGCCTCACC 

CCTGTCATACCAGCTACCTTTGGAAGCCTTGATGGGGACCATCATTTGAG 

CCCTTAAATTCGAGCTTTAGATAGGCCATGATCCTCCCACTTACTTTACC 

CGGCAAAAAATGAGGCCCCTTCTTTATCAACCAGCTTGCCTCTATAGATA 

TGTAAAACTAATGTGTTCTTTCCGTGCGGCCTTATAAAACATGGGTACTC 

CCGCCTGAG 

>Sequence 752 

AGGTACTTCTTTTTGAGTCCCACTGCAGAAGCACAGTGGCCAAAAAAGGA 
GAGCTGAGAATCCTGCTCTTATTATTTCTGGCCAGACCCACCCAAATCAT 
CTTATCCCCAGCT 
>Sequence 753 

CCGGGCAGGTACGCGGNGACACATTCAGAGGTGAGCCCAGAGGGGGTAAA 

GTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCAC 

GCCCTGTATGGTCGGTGTCTAGAGCCTACAGCAACTAAGACCAACCCAGC 

TCTCAGAAGAAGGAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGC 

CTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAAT 

CCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGA 

CCACAGACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTGGAA 

AGAAAGGTACCT 

>Sequence 754 

AGGTACCTCAAGAAAACTTTATCACATGCGTGCCAGGTGCCTGACATGAT 
TCTAGATGCTGAGGATGTAGCAGTTAGCCAAAGGGATATAACTCTTGCTC 
TCATGCAGTTTATATTCTAATTTGGATATTCTAAATATTTCATGTAGAAT 
GTGAAATAATACCACAATTAAGATATCACATAAGAAAGATACTTTCAGAG 
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CTTCTCTATTTAATAATTTCATGTAGGAAAAGAAAGTCTCCTTAGTGTAT 

CTTATC mCAGA CCTTTATATGTAATAACATGATTTTTCCTAATTTAGA 

ATTAACAGTTTTCTCTAGCATGTAAGAAAAACTGACCTGTGTTTGGAAAT 

CAAGACCTAAGTTCAAATCAAGACATTAACACACCATAAGTTAGGGGAAA 

AGTTTGTCTTTCTATATATACAATCAGTTCTTCAGTGTTCAGGGGTGAAA 

TGAANANhnWACACCTAATAAAATAAAATAAGGCCCCTCCCCGGGTTTTT 

TCCAAAAAAATAGGGTTTAACCCCGGTAAAAAACAATTTTAAAAAAAGGC 

TCCTAAAAGATTTTATATTACTAAAATAATGGTGAAAGTGTAGTCGTGTT 

TTTAACAAAGGCGCTTACCCCCTCTTATACTGAGTTTATAAAAATTTTCG 

ACCATATCAATAGGGGGTTGGTAATGACCGTGTGAGGCTATATATAGAAC 

CCCGGGGTTTTCCCCCGGGGAAGGACTATTTGTTGCACCTTTAATGTTGT 

TCACCCTCTCTGTTACACGGAAT 

>Scquence 755 

AGGTACCTGCCACCACACCTGGCTAATTTTTGTATTTTCAGTAGAGATGG 

GGTTTCACCATGTTGGCCAGGCTGGTCTCGAACTCCTGACCTCAGGTGAT 

CCGCCCGCCTCGGCCTCCTAAAGTGCTGGGATTACAGGTGTGAGCCACCA 

CGACCAGCCAGAGGACACTTTCTTAACAAAATATTCCCTTTAGGGTAAGA 

TCTTTCCTTAGAAAAGTTATTCATGAATATTTTCTGGTTTCTAGCTAAAA 

TATAAGCTTATCATATTTATCAAAATATTTCAATTTAACTCTGAAGATAT 

TATCACTTGGAATAAAGTTTGTTAAAAATTTGGAAGAAATGCACAAGTTA 

TATTTTGAAAACAGTTTTGAAAAGGAGCTATATTTTATTCATATAAATAT 

TAAGAAAATGTTATGAAGTGAATAGTTATCACTAACTATACTAGATTACT 

GTACCTGCCC 

>Sequence 756 

CGGGGGG ATAA AGGTGGATAGATGTGTTCTGCTGTGAAAAAGTTGTTACG 

CTCTTAAATTTTCCACACCATACTAGCCCGGGGCATCAAAAAGGTAAAAC 

TGCGGGGCCCAATGAGGTGGGGCTCACACCCAATAATAGGGGTQGTGGTC 

ACTGCTCCCTTTTTCAGAAAGGGAAAAACACCTGTGGCGCCCAGCTGTAA 

TAAAGAATTCGCACACCCGCCGGAGAGGAGCCGGTTTGCATATTGGGCCC 

TTATTCCGCTTTCCTGACTAAATGACATAGTTGGGCTTCGTTAGTTCGGC 

TGGCGGCAGGCGTTATTTACTTTATTAGAAGGGGTGTAATTCGGTTTTCC 

ACAATATGGGGGAGAACACGCCAGAAAAAACATGGTAACAAAAAGCCCAA 

TAATAGGCCAGAAACCGAAAAAAGGGCTGGTTGGGTGGCGATTATTACAA 

GCGCCCCCCCGCCGAGAGGAAAATAAA 

>Sequencc 757 

CCGGGCAGGTACCTTTCTTTCCGGGCCATGGCAAAAAAAATCCAATTATG 

TCCGTCTTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAG 

CTGAAGATTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATT 

GTGAAGAAAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTG 

ACATTCCTTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTCTA 

GACACCGACCATACAGGGCGTGGGACTGCTCCTGGACATGAACATCCTCC 

GAAGTTCTCCCCAGTCCACTTTACCCGCTCTGGGCTCACCTCTGAATGTG 

TCTCTTTGTCCACACAGGCAGAGATTCGCTACATCTGGAACTTGGCTCCT 

TCCAGCTTGAAGTAACATGAAGATGTGGTTGGGGTGGGGTGGGAAGCGCC 

ATGTTAAACAAACTTGGTAAGGAAAGAGAACTTTACATTTTCCAACCAAA 

TCTT CCCACCCCAAAGCAGGGAGCAATCCCTTCCCGGGTACCTCGGACGG 

TTTT 

>Sequence 758 

AGGTACCCAAAAGAGCATCATCGAGTATGGAAAGTCTTTCAGGACAGCCT 

TCAGATGTGTAATTCTTAGGAGGAATCCTAATTCCTTAGTATGCCAGGCC 

TCCAGAGTCAAGCAAATGTTTAAATTTCTTATGAGAGATTTCTCCACTTT 

AGGGGC 

>Sequence 759 

CCGGGCAGGTACGCGGGGGGACTTACAAGATGGATAGGACCTGGTGGCAG 

CTGTCCTTGAGGAAGCCAGAGCCTGGAGAGACAGATCTCATGTTATAGCA 

GAGTACCT 
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>Sequence 760 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATCTACTGGTCACAGACAAGACTCTCTTGA 

TCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATT 

CCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGG 

GATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAAGATCTACTGGGGGA 

GTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGAA 

GTTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGAA 

ATTCCTTGAAATTTGCAAGTTGTCTGGGGTCATGTCTAAGCTTGTTCCAG 

CTATCCAGAATGCCCACAAGAATTCAACTGGATCTGGAAAAAGGAAAGAA 

ACTGATGGTGTTAACTGGACCCCATTTTGATTGAGACCTACACAGGGCTG 

ATGGCATTCATTTGAAAACCGAACAAACCTTGGCTATTCCTTTGCCCGTG 

GGAATATTTGGTTrrTTGAGAGACTTTTTGGTACCCTTGCC 

>Sequence 761 

AGGTACCTGAGCCCTACCTCCAGAGTCAAGTCCCATGTCCTACCTCAATG 

CCATGCCTATAAAGGGGGTAGCACTGTGCTTGACACACCATCCAATCTCC 

TCTCTCTTrGCCTGAAGCTTTAGATTCCCTTTCGATTCAGGGTTCCTTGT 

TTGTGGCTTGGAGTTGGCCTCTGAGGTCTCTTGTGCTFAAAGATTCCATG 

ATTTATGGCATTTTATGTAAACATTGAGGACACACTCAGCTCTGCACAGG 

ACAGAGAGGAAGGAGGAGATACAGGCTGGCATGGTCTCTAATtCCAAGAC 

GGTAACAATAATGTTAGTGGGGGAGGCAACACATCCAGATCAGCTGTCCT 

CTGCTTCTTCTGTTTATCCTGAAACACCCTTAGGCCATGACTGCAACTCA 

GCGACAAGATTCGCTCCTGCATCTGGCTTGTGAAGGATTTGGAAAGGATG 

GCACAGCTTGGGATGAAACTGCACAGAGGACCTGGACACTGGGGCATCAT 

CCACTGAGATGGCCACCCCACAGCAACTGGCATTTACTGAGCATTTTACT 

CCATATTAGGCTCAAAGTCCTACAATCCrrGCATCTATTGCTGGCTTCTT 

GACGGGGGGGCTGTAGCCTGAAGCCATCAGTGGCTTCCAGGGCTTTGGTT 

CTTCTTCTGAAAAATGGGAAACCTTTTCCCTTCAAATAACAACGTTGGTG 

GAGGATTCAAGGAATAGACTTGCCCGGCCGGCCGATTTAAAATAATGAAC 

TCCCGGGGTTGAGGAATCCCTTGTCAGCTTAACGTTCCCATTGCCTCCAG 

GGGGGCCCGGTCCCACTTAAGTCCCCTAAAAGGGG 

>Sequence 762 

GGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGATACT 

TCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACTG 

GAACAATGAGAAGGAGAGAATTCTACTGGCACAGACAAGACTCTCTTGAT 

CTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGATTC 

CTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTGGG 

ATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGGAG 

TCCGGAAGAGCAGTCTCTTTTGTCCCGCTGGAACCCATGGTCCACTGAAG 

TTCCTTATGCTACTTTCACTGAGCATTCTATGAGATACACCAGTGAGAAA 

TTCCTTGAAATTTGCAAGTTGCCTGGGTTCATGTCTAAGCTTGGTCCAGC 

TATCCAAAATGCCCACAAGAAATCACCTGGATCTGGTAGAGGAAAGAAAC 

TTGATGGTGGTAACTGGACCCCATTTTAATGGAGACCTCCCATGGGCTGA 

TTGCAATTCGTGGGGAACCCGAAACAAACTTGGCTATTTCCTTGCCCGGG 

GGAGTATTGGTTTTTGAGGAGCTTTTGGGAACCTCGGCCTCTCTAGAATT 

AGAGATACCCCCGGCTGGAAGAGATTCGAATCTAGACTTATCTAAACCTC 

TCTACTCCAAGGGGGGGCACCGGGGATCACGTTGTAGTCCCCTTTTCCGA 

GAGTTAAATGCCTCTTTGTCCAAAAATGGGTATATTTGGTTACTTGGGGA 

AACGTGTTTCGCTGCAAATTCCCTATCTTTAGAGTGGGGAATAT 

>Sequence 763 

AGGTACAAGGCTGCCCTTTCAGAACAAACCCAGGACGTTCATTATAAAAT 

AGCGAACTGGCCTTCCAGCACTTGATGGGAATGCTGAATAATGAAAATGT 

GGTGTGAAATGTCTCGAATATTTATATTTTACATAACCAAGAGCANGGGA 

TTCCAATAGGGCTTTGAATTTTAGAGAAATTACAATGAGTAATTTTAGTT 

CCTGAGATTTTAGAATATGATGCTAGTTTGTAAGCAGGGCAAAAGGCAAA 
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AGTCTCCCAGAAGCAACTATAATGTGTTTGAATTATAATAAAAGATTTAG 
TGTCCGAAAACCATTTTTTCAAAGCCAGGAATAGGCCAGGTACCTGCCCG 
>Sequence 764 

TGATGCCGTATACGACTACTATACGGCGATATAGGACCTACAGCGGCGTG 

CGCCGCGGTGGCGGCCGATGCACGCGGGGACACATTCAGAGGTGAGCCCA 

GAGCGGGTAAAGTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGG 

AGCAGCCCCACGCCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAA 

GACCAACCCAGCTCTCAGAAGAAGGAATGTCAAAATGTCATGTTCAATTT 

TACATTCAGTGCCTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTG 

AAGGAGGTGAATCCATGCATTAATCTTCAGCTCACAAAGGAAATACTACA 

TAAGAAGCAAGACCACAGACTCAAGACGGACATAATTGGATTTTTTTTTG 

CCATGGCCTGGAAAGAAAGGTACCTGCCCG 

> Sequence 765 

AG GTACT CACTAGCCTACACCTATGCAATGTGATATAGAAAGATAGAGTT 

TCATTTTCATTCAAATTTATATTCCTTTTCTCAATAGTGATGTTGAAATT 

CACATAATATGCTTATCGGAGATACGTATTTTTCATTTTTGAGCTGTATT 

GACTCAGTTTTAGTGACATAACTCAATTTTTTCAAAAAACAATTTTAAAC 

ACATAGTAAATTGAATCATAAAACCTATAAGTATTACTAGCCTTTTAACA 

TTGTTTGATTTCCCCATGCTTGCTTGTGGGTGGAGCAGTTAAATTTTCAA 

CATGAGCACAAAGGATACGTTAGAAAATTCTACTTTAAAAATATTATTCA 

AGGCCGGGCACAGTGGCTCATGCCTGTAATCCCAGCACTTTGGGAGGTCG 

AGGCAGGTGGATCACTTGAGGTCAGGAGTTTGAGACCAGCCCGGCCAACA 

TGGTGAAACCCTATCTGTCCTAAAAATACAAAAAGTTAGCCAGGTGTGGT 

GGGAGGTGCCTGTAATCCCAAATACTTGGGTGGCTGAAGCAGAAAAATTG 

CTTTGAACCTGGGAGGAGAAGCCTGCAGTGAGCCGAGATCACACCATTGG 

AATTCCAGCTTGGGCGAGAGGGAGACTTGATCTCAAAAAAAAGGATATAT 

ATAAGATTATATGGATATAAATGTATATAGGATAAATGCGCCTATAAGGG 

AAGAAGTTGATATTTGGATGGGAATATAATGTAATAACTGTACATATGTT 

GTGTTGGTGCTCAGGGTATrTGCAAAGGGTTTTTTCTCTTTTCGGTAGTG 

ATCTATACTAATTCTGAATATCGGAAGTACCTCTTTAGGAGTT 

>Sequence 766 

rTTTTT l iCCCCCTTGTAAATTTCTATACATGTCAAAGGCTACCAACTCA 

TTTTTATTTAGAGTTTGAGATTTGATTTGAAAAATATACTGCAGCCAGCT 

ATATGAAAAACATAAGAGGATATTGTTGACTTTGATGAAGGGAAGAAAGA 

ACAAGGTAGAGCTGCCTAGCCATGAAGAACGCCAGGGTTTTTGTAACCCC 

TGGTGT GCTTTGCACGCAGAAGGCACACACTTAAATTGGCATGGCTCACT 

TTTTTTACTGTGCCTTTGCTGAGCTTGCTGCAGGCTGAGTGCACTGGTAG 

AGGAGTGCAGGGCTGTGTTCTGGCCATCCCTGCCTGCTCAGGCCTCTCCT 

GCTCCTTTGTGGATCGCCCAGGTCTCTGCTGCTTCCTGGTGCTGGCTCCT 

GGATCCTCTTGACATTTTTCCGTTCTGTAATTTGATTGACAGTTACAGAC 

AAGGAAGGGGACTGAAATTCTTACCGTTTTGTGACTTCCTAAAACGGGAA 

AGGAAATTTGGTGAATGAGAAGGGGAAAACGCGCTTTTGGCTGAAATTAT 

TTACAGGATTTAACCCCAGGTTTAATGTACCTCCGCCCAAGTACTCTTAA 

ATAACATCCTTGTGGGCTCCCTAGTGCCACTGCACAAAACGAGCACAATT 

GCCACACGCCAGGTGGTGTTAATATGGGAAAAATCCCCCCGGGCACATGT 

CGCCAAGAAGTTACCAGCTTGTTCAGGGTTTCATTCATATGGCAATCTGG 

CCTATTCACAAGGAGGGCTATGGGGCTGGGNCGGGCCGGTAACCTGCCCG 

GGCGGGCCGTTTAAGAACAAGTGGATCCCCGGGCCTGAAGGAATTCT 

>Sequence 767 

CCGGGCAGGTCCGGGCAGGTACTTTGTTGGGAATTAAGGATGATGATGCA 

GATCTGAGTCAGGCTCTTTGTCTGGCCATCTCCGTGTCAGAGATCCTTCA 

AGCGAATCAGCTACAAGGGGAAGGAGTCCGGTCTTTGTGGTGGATTGCCG 

TCCTGCAGAACAATATAATGCTGGGCATTTATCAACTGCTTTCCACTTAG 

ATTCAGACCTGATGCTTCAGAATCCATCTGAGTTTGCACAGTCAGTAAAA 

TCCTTGCTGGAAGCACAGAAGCAGTCCATTGAGTCTGGCTCCATAGCTGG 

TGGGGAAACACCTCTTGTTTATGGGCAGTGGCAGGGAGGAAAGAAGACAT 
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GTATATGAACATGGTCCTTGCACACTTTTTACAAAAAAAACACATAATAT 

GTGAGTATTGGCCAGTGGAGGATTAATGGCACTGAAGCAGCCCCTGCANA 

ACTTTAATGTGGATGACACAGAAAATGGATTTTGGCAATGTGATTGCTTA 

GACCCTCGGGCCGGTTTAAACCTATGGAATCCCCCGGCCTGCAAGGATTT 

CAATTCCAAGCCTATTCGAAACCCGCCGACTTTAAGGGGGGGCCCGGACC 

CAAACTTTTGGTTCCCTITAAGAGAGGTTAATTCGCGCCCTTGGGCGAAC 

CAAGGGCTATAACGTGTTCCGGGTGGAAAATGTGTTCCCGGTCAACATTC 

CCACAAACAATCCGACCGGAGGCCATAAATTTAAACCCCGTGGGCGCCTA 

TGGGGTGGCCAATCTCACTTTATTGGTTGCGCTCTTGGCCTCTTACAGTG 

GGAAAACCTGCGGCCCCTCG 

>Sequence 768 

CCGGGCAGGTACCAGAGGAGGAGATGGACGATCAGAGCCATGCACCTGTT 

TCCTGCACCCCCTGCGCACTGGTTCTATGGCCACAAGGAGTCTTACCCAG 

TAAAAGAGTTTGAGGTGTATCCTGAGCTGATGGAAAAATACCTATGTGCC 

GTTCCCTTGTGGGTTGGACCCTTTACGATGTTCTTCAATATCCATGACCC 

AGACTATGTCAAGATTCTCCTGAAAAGACAAGATCCCAAAAGTGCTGTTA 

GCCACAAAATCCTTGAATCCTGGGTTGGTCGAGGACTTGTGACCCTGGAT 

GGTTCTAAATGGAAAAAGCACCGCCAGATTGTGAAACCTGGCTTCAACAT 

CAGCATTCTGAAAATATTCATCACCATGATGTCTAAGAGTGTTCGGATGA 

TGCTGAACAAATGGGAGGAACACATTGCCCAAAACTCACGTCTGGAGCTC 

TTTCAACATGTCTCCCTGATGACCCTGGACAGCATCATGAAGTGTGCCTT 

CAGCCACCAGGGCAGCATCCAGTTGGACAGTACCT 

>Sequence 769 

CCGGGCAGGTACAGCAAAACCCACCTGTGTAAACACACACAGCAAAGTGA 

TGTAAGAAGTTTCCATATAAAGGGCTGCAGTA 

>Sequence 770 

AGGTACAAGTTGTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGC 

TCCCACC TTTTC AGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAA 

GGACATCCTTTCTGGTGAGTATTCTT1TGGTTTAATTTTTGGTTTGGTTA 

TTTGTGCATGAATTCAATCTCATTAGGAAACAAGTTAAGTTGAATAGACC 

AAC TAGTG AATTAATCCGTCACCAAAATATATGTTTTTGGCATTTACCTG 

TTTATTTTGAAACTCTTTGTAAGAAATGTAAACCTGTAATGATAATCTCT 

GCTTTGTAAGGATATCTCCCTCTCTGACACCTAAAACACTAGATGCTTTC 

ACAAAGCAAAAGGAAGAGACCTAAATCTATCTATCTGTGTAAACTCACCC 

TTGACCATTTCATTTTGAAGGCTTCCTATATATGCTTTTTTTCATCTCAA 

CAAATAGTGGTGTTTAAGTTCTGTGCCT 

>Sequence771 

AGGTACGCGGGGACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTGGACTG 

GGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTA 

TGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGA 

AGAAGGAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAAT 

CTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCA 

TTAATCTTCAGCTCACAGAGGAAATACTACATAAGAAGCAAGACCACAGA 

CTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTGAAAAGAAAGG 

TACCTGCCCGGGCGGACGCCCGGGCAGGTACATGACAAGGTGCGGCTCCC 

TACGCCCGTACCCTCTTAAAGGCGTCTACATGTGCACTGAGATGACGAGC 

GATTAA CTGTGG TGGGGGACTGAGTGTGGCCATGACTGCCCAACAACTGA 

GGGTTTTTTTTTTTCTCTTGAGCTCTGGCTGGGGCTGGGGGACAAGGGTT 

TTACCTCTTGGAGGAAATATGGGCCTAAAGCCCAAAAAGATGTTTTTGTA 

CAAAGTCTTTTTCTTCCCTGAAATTAACCTTGCCAAGTGTTCGTTTAGGC 

CAATGGCGGCACCAGTTTCTACCTCTTACAAGGGGGTTTTAAGTTTTGGA 

ATCCCTGGGGGGCAGGAATGAAATAAAAGTTTACAAAACCGGCCAACAGG 

GGGGGGCCCGAATCAGGCCGTTGTGGCTTTATGAGGGCATACGCG 

>Sequence 772 

AGGTACAGAACTTAAACACCACTATTTGTTGAGATGAAAAAAAGCATATA 
TAGGAAGCCTTCAAAATGAAATGGTCAAGGGTGAGTTTACACAGATAGAT 
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AGATTTAGGTCTCTTCCTTTTGCTTTGGAAAGCATCTAGTGTTTTAGGTG 

TCAGAGAGGGAGATATCCITACAAAGCAGAGATTATCATTACAGGTTTAC 

ATTT CTTACAAAGAGTTTCAAAATAAACAGGTAAATGCCAAAAACATATA 

TTTTGGTGACGGATTAATTCACTAGTTGGTCTATTCAACTTAACTTGTTT 

CCTAATGAGATTAAATTCATGCACAAATAACCAAACCAAAAATTAAACCA 

AAAGAATACTCACCAGAAAGGATGTCCTTTACAAGAGCAGATCCCCCAAA 

ATGTAAGAGTTCACTGAAAAGGTGGGAGCTCAAACCAAGAGAGGACTTAT 

CTCGCAGCATAAAGACAACTTGTACCT 

>Sequence 773 

AGGTACGCGGGGACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGC 

CCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCT 

CTCAGAAGAAGGAATGTCAAAATGTCATGNCAATTTTACATTGAGTGCCT 

GGAATGTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATCC 

ATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACC 

ACAGACTCAAGACGGACATAATTGGATTTTTTTTACCATGGCCTGNAAAG 

AAAGGTACCTGCCCG 

>Sequence 774 

AGGTACGGGAGGTGATATGAGCAAATTTAAG'IATGCCTCTTACTCATGTT 

TCCCTGTCCTCCAATTTTCTTCCTCAGAGGCAACCTCTCTAACACATTTT 

TGTGTTTAAATATATTTTTTGCATGAACAAATATACATGTGTATTTGTAT 

ATATGCATATATATTTTCTGACTTTTTTCCTTCTTTCAAAGAATTATTAG 

TGATAT TCTAA GCTCC AGTAACACACAGGGAAAGGTGGCTTGCTAATAGT 

TTTTTTGTGTAATTTTTTGAGACTGGGGCTTGCTCTGTTGCCCAGGCTGG 

AGTGCAGTGGCACGATCACAGCTCACTGCAGCCTCTA 

>Sequence 775 

CCGGGCAGGTACTGTGTTTCTCCACCTGACCTAGAAAACCTTGATTCCTG 

AAAAGCCTCACCCTAACTTTGCCACAACCTGGCGATCCATCCATACTGTT 

CACAGCCCTCAGGAGAGACTGATATATGACACACCTTGCTTTCTTCCATC 

ATTTCCCTTTTCCCCAAGGGAACATAGCTGCACTGAGAACACCAATCTCT 

CAACCACACCCTATCCCAACCCCTGTGGAAAATATAGTAGCTACCTCACC 

AATGGGAGTTGAGGGAATGAAGACTCATGTCTTCTGGGATCTGGGTCAAG 

CCCAGGTCAGCCATTCTTCAGACTTGCACAGTACCT 

>Sequence 776 

AGGT ACATCCCC TGGCCATAGGAAGCACCTATAATATTAGTAGTTATCAT 

TACTATTTTTTTGCCTGTGTGCGAAAGTCATTAGGAAAATCATGCCTATC 

TACGGCCCATTCTGGGTCTTCAGAAATGTTGACACAGACATCCACTTTTG 

CCGTTGTGTGCTAATGGCAGGAGCTTGCCTGGCTTCCTGCTGTGCCACAT 

GCTGCTCTTGAGGAATGATGATAACAGGTACCTGCCCG 

>Sequence 777 

aggtacgcgggggagtttctaagcccccgcctgcggtctgaggcaccggc 

tgaaccatgtcggagatcctgtgccagtggctcaacaaggagttgaaggt 

gtcccggaccgtgagtcccaagtcatttgcaaaggcattttccagtggct 

atctacttggagaagttctacacaagtttgaaCttcaggatgatttttca 

gaatttttggacagcagggtttcaagtgccaaacttaataatttttctcg 

cttggagccaacacttcaccttctgggtgtgcagtttgatcagaatgtgg 

cccatggcatcatcacagaaaagcctgnggtggcaacaaagctgttatat 

caattgtacctgcccg 

>Sequence 778 

TAATCAGGTTGTGCCAGAGGAGGAGATGGACGATCAGAGCCATGCACCTG 

TTTCCTGCACCCCCTGCGCACTGGTTCTATGGCCACAAGGAGTCTTACCC 

AGTAAAAGAGTTTGAGGTGTATCCTGAGCTGATGAAAAATACCTATGTGC 

CGTTCCCTTGTGGGTTGGACCCTTTACGATGTTCTTCAATATCCATGACC 

CAGACTATGTCAAGATTCTCCTGAAAAGACAAGGTAAAAACCAAGAGGGG 

CTCACAGTACCT 

>Sequence 779 

AGGTACGGGAGGTGATATGAGCAAATTTAAGTATGCCTCTTACTCATGTT 
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TCCCTGTCCTCCAATTTTCTTCCTCAGAGGCAACCTCTCTAACACATTTT 

TGTGTTTAAATATATTTTTTGCATGAACAAATATACATGTGTATTTGTAT 

ATATGCATATATATTITCTGACnTTTTTCCTfCTrTCAA^ 

TGATAT TCTAAGCTCCAGTAACACACAGGGAAAGGTGGCTTGCTAATAGT 

TTTTTTGTGTAATTTTTTGAGACTGGGGCTTGCTCTGTTGCCCAGGCTGG 

AGTGCAGTGGCACGATCACAGCTCACTGCAGCCTCTA 

>Sequence 780 

AGGTACACACTAGCTGATAAGACACTGTTGCCCATAATGTCTATTTATTG 

GATCAGCAATTTATAAGTCCCACATTCTCATGCCACATAGCTCTACACAG 

CTGCAAAAATATACCATAGCTTGCAGGTGATCATTGGTTTGATAAAAGAT 

ATTGAGTCGCTCATCTTGTGAAAGTGATCTTTGATATAAGAGGAGCATCA 

GCGGGGAAGCTCACATGTCCCGTGGCTCACACACCAGAAGGTATTTGTGT 

CTTGTCATTGTC 

>Sequence781 

CCGGGCAGGTACCTGCTCAAGATGCCTGGCTGAGAGTGTGTGGGAGTCTG 

GTTGGAGCCCAGATTTTATATATATATATATTTTATTTAGCTCTGACCAA 

AAAGTGAACATAAAAACTGGTCATGGTAATTAAAACTAACAGATAATTTA 

TCTAAAATAAATCTTGATCTGACTAACATTGGTCAAACATGACGTGACTT 

TTTACTCCTTAGATGCACCTTGTGACATAAATAGAATCCTTCCCTTGCAT 

TTTATAAATGGGAAACCAGAAGCACCAGGAGATGAAGTGAGGGAACTCAT 

CAGTGGGAGGACCTAAACTGCAGCCCAGTCCAACAGTGCCAGTCGAAACC 

TAGTTTTCCAATGAGGACTGCTTTTCTGTCCCTTCGTCTACTCTTTTTCC 

TACAGCCTCACACCTACCAGTAATTGACTATTTACTTGAGAGGCATCGCA 

GATTAATGGTTTAAGGACATGGACTCTGGTACCCT 

>Sequence 782 

AGGTACATTACCCTACGCTCCAAGCGCAGCAAGCCGGCCAATATCCGTGG 

CACCGTGAAGCCCAAGCGCAGGAAAAAGCGTGCAGTGGCATCGGCTGCCC 

CAGGGCAGGAGGCTTTGGTCGGACCATCCCTTCACCGCAGGAAGCGGCAA 

GGGAAGCTGATGCTGTAGCACCTGGGTACCTGCCCG 

>Sequence 783 

CCGGGCAGGTAC1TTI i riUl"rriMHl'rriU"ri-l"l"l"riGCCGCCTCCATT 

GTTTTATTATTTTAAGCAGCAGAGAGATCTGCCTACTGTAGTATGTTCGT 

TACAGCTTATATGGTAGAGGGGCCACAGCCCAGATCAGGCAAACCCAAGA 

TGAGGCGATGTTG 

>Sequence 784 

CCGGGCAGGTACAATAGATGGCAGGTTCTAAATCAACATCAGAGCAATGT 

TATGGTCCAGGAATGTGACATGGGTTGAATATCTTCTAACTGGACTTAGA 

AAACCAGAGATCTATAAACATGTTTGGAATTCCAACTTTCCTCCACCCTG 

TTTC TGCTA CCAGGGCACATTCCACGTTGATCTCTTGTATGCCGATCAAC 

ATGATTTTATTGCTTTTTGTCGCACATTTTAAACACTGATTTTCACAGAG 

TT ACAGTCCCCGTGGCCTCCCCACACCACAACCAAACAAATGCGCTTTTA 

CTGCCTCAAGGAAGATGTAAGTAATTTACTTGTAAAAGTGAGCTGAGCTC 

TCAGGAGAAATTCAGCCTCATGCITCGTTCTGATGGATTTCAGTTCTCAA 

TCTGTCCGGGACAGTCAATTAAAGATTAAGTTGGAATTGAAGTGAAACCT 

TCCAAGGCTCGTTTAGGTAGGGCCAGACACCCTTCATCAGGCCCAACAAG 

GGATGGGGATAAAGGATTTGGACCTGGCTCTTCTCCTGGGGATGCCAGAG 

AAG ACTTCT CTAGAAATAAATAGCCTCCCACTCGGGTAATTCCTCAGGTC 

ATACTTTTACCAAAAGATGCCAGAAATGGCCCCAGCCTTCTTGGTAAAAA 

TTCTTAATTGGAACAGCCCTTTTAAAGGGGAACCCCTGTAAAAATGAAAT 

GAGAATATGTGGGTGTGCACAGCATATAGGGCCATCCCGGCATAAGGGAC 

CTCGGCCGTTTTAAAAAAGGGGATCCCCGGGCTGTAGGAAATTTATA 

>Sequence 785 

AGGTACCTTTCTTTCCAGGCCATGGCAAAAAAAATCCAATTATGTCCGTC 
TTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAGCTGAAG 
ATTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATTGTGAAG 
AAAAGATTCCAGGCACTGAATGTAAAATTGAACATGACATTTTGACATTC 
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CTTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGCTCTAGACACC 

GACCATACAGGGCGTGGGGCTGCTCCTGGGCATGAACATCCTCCGAAGTT 

CTCCCAGTCCACTTTACCCGCTCTGGGCTCACCTCTGAATGTCCTCGCGT 

ACCTGCCCGGGCGGACCG 

>Sequence 786 

ACGCTAGATCAACTGAGATGCAAAACCCATGTTCACATCATGAGTGAGTC 
TTCTAACTCGGACAATGCAATCAACAAATTCTAAGACCAAATTCCGGTGG 
CACTGGCTCCAAAAAAAAAAAAAAAAAGTCCT 
>Sequence 787 

AGGTACAGAAACTCTGCCAGCCAGCCATTTTAATGTTGATTTCnTrACrT 

ATATTTAMCTTCTAAATAATAATAACTACCATTACTCGGTGCTTCATTT 

ATGTTGGACACTCTGCTAGGTGTTTGTATGGTATTTCATTTCATCTCCCT 

GTTGAAAGCTATAGATTAGGCAGAGAAGCTCAGAGAGGTAAAGTGAATTT 

CTGAGAACACAAACTTCTAAATGGAATTGGGATTTGTGCTTAATTTTAAT 

CTGTCTGACTTTCACAGTCATCTTCAGTATGAACAGAAGAAAATCCCTGA 

ACACCTTTGAAATTTAAAGCAAATTAAAGCAAATACTATGCCATTAGAGT 

ATATACATATGAATATGATTCACTCCCTGTGAACTCTGCTGTATTCTCCT 

ACCTCTAATGTGCCTCGCCTCTGCTTCATTGGGAAGTAAAAAACCATTTT 

ACTACCTGNGAATTGTGAAGCTATCTGGTCCTTTTTAAAAATATAACACT 

CTTCTGAGGACTTTCTGATGCTGGGATCAAATGATGGGGAGAGGAATCTC 

TAAGAAATTATATTTGAGGTTAACCTCATGTTGGCATTGATCATTCTGGG 

CTTATTTATTAGAAGGCAAAACTITTACACATTAATTGCrrTTGGTTAAA 

GAACTTTCCTTTGGTAATTATTAATTCGGTGATGGATAATAAAGGCCCAC 

CGGCTGTTAAAATAAACCTGTATGGTATTAATGCTGGTAAAATAAACAAT 

TCGTATGAAAGGGGAATTTTTAAAACCAAATTTATAT 

>Sequence 788 

CCGGGCAGGTACTGATAGCTGGGCAGTCTACTGAGACTTAACCTTGTGGT 

TAACTACTTGGAAAATACAGAATTGGCTAGTGAGCCACAGACCCATTTGA 

GGCCAAGCCATATGGCAAGACCTTTGGGAAATAGGTCATCAAAAAGAGGT 

AACTATTTATCATGTGTCAGGCCATATGCCTTTGGCCACCCCTAGTAATG 

ATGAGGCAGATGCCTTGGCTAAGGTCAGATGGTCAGAGTCAGCACCAACA 

CAAGATGTGACCTTGTGGCTACACCGGAAACTGGGACATGCAGGGGGTAA 

ACTGATGCAACAATTCAATAAGTGTTGGGGTCTGTCCCTTCCCAAGCAAG 

ACATTTGTGAGGCTTGTCAGAAATGCCTGGCATGTGTTCAGACATATCCT 

AAAAAGAAGCAGCTGCCCGGTGTTATACAACAAGTAACAATAGGGTGAGT 

GCCCTTGACCAGGTGGGAAGTAGACTACATCGGGCCGCTGCCAAAGTCGC 

GAGGGTATACGCATGCACTAACGGCTGTAGACATGGCCACAGGCCTGTTG 

TTCACCTACCCTTGCCAGGTGGGCAACCAACAGAACACCATTCAGGCCCT 

GCAACACTTATGTTCCCTGTATGGTTGTCCTCTGGCCATTGAGAGTGATA 

GGGGAACACAATTTAATGGACAACAGGTACCTTCGGCCCGCCGGGCAAGT 

ACACGTTTTTGTCTGGGCCTTGGCCAGGGGGCCAGGGGCCAGCATGGCCA 

CCAAGACCAGGGCGCAAATCACCITGTTTTCCATGGTGGGCATTGCCTTC 

CTTTT 

> Sequence 789 

CCGGGCAGGTACCATATCAGTGGAGAGCTGCAGCAAGGTGGCCCCTACAG 

CCGCAAACCAGCCTGCACATTACCTCTCCATACTGCAGCCCTTTATATGG 

AAACTTCTTACATCACmGCTGTGTGTGTTTACACAGGTGGGTTTTGCT 

GTACCT 

>Sequence 790 

AGGTACATGTGAGGACGTCCAGGATAGTTTTGAAATGAGAAATGAGAGCA 

GCATTTCCTTGGTGTCGTGAAAATATATTATACATTGATTAAATATTGAA 

GAAGTATGGGCTGTTTCTTGGTGGCTCACGCCTGAATCCCAGCACTTTGG 

GAAGCTGAGGCTGGTGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTG 

GCCAACATAGTGAAACCCCATCTCTACTAAAAATACAAAATTAGCCGGGT 

GTGGTGGTGCATGCCTGTAATCCCAGCTACTCGGCAGGCTGAGGCAGGAG 

AACCGCTTGAACCCAGGAGGCATATGGCTGCAGTGGGCCAAGACCGCCCC 
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CTTGCACTTCATGCTGGGCAGAAAGAGCATAACTCTGGTCTCAGGGATGA 

AAATCTGTGGGGATCCATGTGCCTGCCCGGGCGGGCGTTCAGGATCTTGG 

TGATCCCCCGGCTTGGAGGAATCGAAGAATAACCTTTTGTATACCCGTCA 

CCTGAGGGGGAGGCCCGGTGCCTAGAATTTGATAACCTTAGAGGAGGTTA 

TATGCCCCACTGGGTGTAATCATGGATAGAGCCAAGATCTAGGGAGCAGG 

GGCGTATAAAGGATGAATCCTGGGGGCGCTAGAGGAGTGGCCATTCACTT 

ATAGGGCCCGAGGCGCCTGACTGGGTATCCTGAACACCATTACTTTCCTT 

ACGCCTGACTTGGACCATGATAGGGGAGAATCCTCATTGAGCAATTCCTT 

ATGTTACCTTCCTTTCTTCAATGTGTGTGCATTTGTCCTTTCTAATTTTT 

TGCAATATAAAGTAT 

>Sequence791 

AGGTACACACAGTTAACCACAAAACAGGCCTCTCTGAAAAAGCCATTGCC 

ATGGACTGCCAGACAGACAATGACAAGACACAAATACCTTCTGGTGTGTG 

AGCCACTGTACATGTGAGCTTCCCCGCTGATGCTGCCTCTTATATCAAGA 

GATCANCnTTCACAAGAATWIGAGCGACTCAATGATCTTTTATCAAGACC 

AGATGATCANNCCTGCAAGNNNTATGGTATATTTTATGCAGCTGTGTAGA 

AGCNNTATGTGGCATGAGAAATGTGGGAACTTATAAATTGGGCTGATCCA 

ATAAATAGACAGTGTATGGGCAACAGTGTCTiATCNAGCTAGTGTGTNNA 

CCTGCCCGGGCG 

>Sequence 792 

AGGTACATGTGCACAACGTGCAGGTTTGTTACATATGTATACATGTGCCA 

TGTT GGTGTG CTATTTTTTGACTACGGGAAAGGGATGTGTTGGTAAAGAA 

CATC 1 1 1 in GTGTTCATGTTTTCCATG ATTGCTAAGTATTGTCTCCTCC 

CTTGAGAGTTTCAGTGGTGTGTTTGCTACATTACTTCAGTCAGTATTTGC 

AGCAAATAACAGGAATAAGCTGAGAGAGAGAGTCACCTTCATCTCAGGGT 

TATTAATAAAAACATGAAAATTGACCITATTTGGGATGTTTTTACTTCAG 

CTGAAGGTGAGTTGAAAGATACTGCAAAGAATACACATCTTAGAAATCAT 

GTTAGAG CAAG TAGCTTTTAATAAGCCATCCACTATAAACCCCAAAAGAG 

AACTGATCTTTCTGGGAAAATCAAAGAATGGCCTACAAAGGACTTCAACT 

TCCTGAACAAAATGTATGTGCTAATTTTTCGTCGATCTTCTTTCTATATT 

CATGCCTTGACAGATTGCCATAGTATTCTATTGACAGAAAAATGATGATT 

TCtGAAGTCTATTTCTTTCCCATAATTTCCITrGTTGATAGTGTTTGTTT 

CCAGTCATAGCAACCTGAGACCCTGGGAGTTGGGAGGCCATAATACCTGC 

CCGGCCGGCCGTTTAGAAACTGTG 

>Sequence 793 

AGGTACTAACATC AATA AGTCGAGAAAATTATATTAACTGAAAGAAAACA 

AAATAATAGAGAATTTTATTAAACGTATTTCTAATGTTTCTCTTCATGTT 

TGGAGAAAAGCTGCCACATAATTAAAACAATTCTTACCCTGTAAAACTGA 

TTGTCTTCCAATCTCAGGAGGTTTACATTAACAGGAATATAGAATAAGAA 

ACAGGCCTATGGCCGGGCTCCGTGGCTCACGCCTGTAATCCCAACACTTT 

GGGATGCCGAGGCGGACGGATCACGAGGTCAGGAAATCCAGACCATCCTG 

GCTAACACGGTAAAACCTAGTCTCTACTAAAAATACAAAAAAAAAAAGAA 

AGAAAGAAAGAAAAAAAGTACCTGCCCG 

>Sequence 794 

AGGTACCTTCTCAGCCAGCAGTTAGCCATTGTGGAGGTGCCAGGGGAGTT 

AATGCCCTTAGGAGCAACTCTTGGTCCTTGGAGGCAGGAGTCAGCACCCA 

CTGAACGTCAGCATACATTTCCCACCTTCCAGCCTTCCAAGGGATGATCC 

TCAGAAGTGTGTTCTGCTGGGTTCCTCCAAAGCTCTCAGTGAGGCCCAGC 

TCCAGTTGCCCATAGTGGCAACCCAGCTCAACCATGCCCTCCTAACACCT 

TTTCTTTCTTCCCTGACCTTTCTGCCTGCACTCAAGTCTTTTCTCAGTTT 

GCAAAACCAGGATACACAATATTTAGTATCTCCCAAACGTAAAATAAGTG 

GAGTGCAAAATTCAAAGAAAATTCAAGATGCATAGTAGTGTTTAAAGACA 

ACATGGGGCTGGCATGATATATTAGACACTTGCTTTTCCTTCCATGAAAA 

AAAAAAAAATGGGAAACAATTGCTCTGGGTTCTAAAGAAGATTCATTATC 

TGCTGGCTCTTTACTTACTGCATACATACACCTCAGACTTCTGCAATTTG 

GCTTTAGACCCCACTTTCCACTGGAACTCCTAATCAGAACCCTTAAAATT 
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TTTTTTTCATGAGGATGGCTTTTTTTCCCATTTGTTGGGCAACCTTCGAT 

TCTTTGGAAAGAGCCTTTGCTTTTAATTGAAGGGGTTTTT^ 

GTGGCTTGGTTCCAAAAATTTTTATCTTTTGGGCAAAGAGAAAAGGATGG 

CCTTCCGATATGGCTTGACCTTGGCTGTGTAGGGAACCTGCCAGGCGGGC 
A 

>Sequence 795 

CCGGGCAGGTACTGTTCTGGTTCCCACTCAGAGATCTCTCGTAAGATGCA 

ATCTATCAGGCAATGTCTACCACACACACATGCGCGAGTGCGCGCGCACA 

CACGCACACACACACAGAGGAAGACAGACAGAAACCTCAGACAGATTACA 

TCACAGCAAAGTCAGACTAGAAAAACCAGAGGAAACACAAGATACTTCTC 

ATTTCTAACACCAACTCTCCCAAGTCACATCACAGAGTCAGCCAACCCAG 

AGACCACTGGCTCCTGTGGTTATTTGGGTTAAACAGCAGCATGATGCTCC 

CTCTCCAACTCTAACCAACAGAATTAACAATGACCCCTTCCTGCAACACA 

TGATTTACACAGCCAACAAAAGGAGCACACATGGACAATATGGAGCAGGA 

ATACCT 

>Sequence 796 

AGGTACGCGGGGAGGGATTGCTCCCTGCATTGTGGGTGGGAGATTGGGTT 

GGGAAATGTAAAGCTCTCTTTCCTTACCAAGTTTGTTTAACATGGCGCTT 

CCCACCCCACCCCAACCACATCTTCGTGCTACTTCAAGCTGGGAGGAGCC 

AAGTTCCAGAAGGTACCGAATTTTTTGCCCGTGTGGACAAAGAGACACAT 

TCAGAGGTGAGCCCAGAGGGGGTAAAGTGGACTGGGGAGAACTTCGGAGG 

ATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTATGGTCGGTGTCTAGAG 

CCTCACAGCAACTAAGACCAACCCAGCTCTCAGAAGAAGGAATGTCAAAA 

TGTCATGTTCAATTTTACATTCAGTGCCTCGAATCTTTTCTrTACAATTG 

AAATGAAATG 

>Sequence 797 

CCGGGCAGGTACCTTTCTTTCCGGGCCATGGCAAAAAAAATCCAATTATG 

TCCGTCTTGAGTCTGTGGTCTTGCTTCTTATGTAGTATTTCCTTTGTGAG 

CTGAAGATTAATGCATGGATTCACCTCCTTCAGCACATTTCATTTCAATT 

GTGAAGAAAAGAATCCCAGGCACCTGAATTGTAAAATTTGAACATGACAT 

TTTGACATTCCTTCTTCTGAGAGCTGGGTTGGTCTTAGTTGCTGTGAGGC 

TCTAGACACCGACCATACAGGGCGTGGGGCTGCTCCTGGACATGAACATC 

CTCCGAAGTTCTCCCCAGTCCACTTTACCCGCTCTGGGCTCACCTCTGAA 

TGTGTCCCCGCGTACCT 

>Sequence 798 

CCGGGCAGGTACGCGGGGAGTGGCATCCTTTGAACTCACGGATCCAGTCA 
TAACTGAAGTTCCATCTACACCTGGGGTCTTCAGACCCAGGC 
>Sequence 799 

CCGGG CAGG TACCCCAAAACCAGGGGCTGCAGCTCCAGCAATTGGGAAGG 

CCAAGTTTTCTTGCACACTCCCCAGAAAAGGGGCCAAGTCCATGGGGCTG 

AGCAGTGATAGACTGCAGACCTCACCACCACTGAACCTTGTAGGATAAGG 

CCCACTAGCCTGGGATTGCTTATAAGGCCCACTCCTAAGTCCCTTCTGAG 

TTCTCCAGCTGGGAGCATGCTCTACACTTTTCCGGCATGCAGCTTTCCAA 

AGAGAGAGGCAGTCCACCTTTTTGCTGTCTTGCAACCCCTTCCTTCTGCT 

GCTCTCAGGCTTGGGAGGGTTGCACAGCTATTAAGGGTCTATCACAAGAA 

ACCTCCACCACAGTTGCATTTTGGTGAAACCTTATTAAAAAATTCAACAA 

GTTGTATAAACCATAACAATTCCCATTTTAAAACGTATCG 

>Sequence 800 

CGGGCAGGTACA GTGGT GCAGTCATAGCTCATTGCAACCTTGAACTTCAG 

GCTCAAGAGATCCTTTTGCCTTACTCAGCCTCCCAAGTAGCTGGGACTAC 

AGGCATGTGCCACCATGCCCAGCTAATTTTCATTTAATTTTTTGTAGAGA 

CGGAGTTTTGCTATGATGCCCGGGTTGATCTTGAACTCCTGGCTTCAAGT 

GATCCTTCTGCCTTGGCCTCCCAAAGTGCTAGCATTATAGGCATGAGTCA 

CTGTGCCTGGCCTTGAATATTTTTACATTGCGTTGTCACAAGTGAGCTGT 

GTCATTTTGGTATATTTTAATTAAAAGGCAAGGTTTCTACTTTGATATTA 

TNTAAATCCACACCCTTGTATCTTACATCAAAATTTAAGAATCAGTCAGC 
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TTTAAATTATTTGCTTITATTCTTCTCTAGGAGCTGCTGTTTTGAGGATT 

CCTATTCTGTATGGGGAAGTTGAAAAGCTCGAAGAAAGTGCTGTGACTGT 

TATGGTTTGATAAAGGGCCAGTTCAGCACAAGTCAGCAAACATGGATCAC 

TGGCAGCAGAGGTTTCCCACACATGTCAAAGATGTTGCCACTGGGTGCCG 

GCAGCTAACAAA AAAAAAAATG TCTGTTAGAAGGTTTCTTGATTCGGTCT 

TAGCGAAGGTCCCTTTGTTTTTTCATGCTGGAACTTTACAGGTGTTCCTT 

GGATCGTTTAAAACCAGTGGGATTCCCCGGCTGCAGGGAATTCGATTTAA 

ACTTATGTATCCCGCTACCCTTAGGGGGGCTCCGGACCCACTTTTGGTTC 

CTTTAAGTGAGGTTAAATGGCCCCTGGGGGAAT 

>Sequence 801 

CTGCAGCGCCGCGGCGGTGGCGGTCGCCCGGGCAGGTACAGTGAAGCTTT 

GACCTGAGGAGCTCTTCTGTAGGTGAAGAGTGGTTAAC 

>Sequence 802 

AGCTACTTGGGAGGCTGAGGTGGGATGACTGCTTGAGCCCAGGAGGTTGA 

GGCTGCACTGAGCCACAGTCACGCCACTGCACTCCAGCCTGGGTGACAGA 

GCAAGAC CCTGTC TCTAGTTTTGTCCATCTGTCTTCATGGTCCTAGCTGA 

AAAGTATCTTTTTAGATTCCCTATTTCCTTCGACTTCCCTCCCCTAGAAT 

ATAAACTCCATGAGCTCCTTGTCCACCCAACTCTCTGCAGTCTTCTGTAC 

CT 

>Sequcnce 803 

AGGTAC AGAA GGGCTGAGGCTTCTGTCTGAGTTGACCGTGACCTGTGGTT 

ACAGCATTTTAGGACTTCGTAACAGAATGATCCACAGAGGTCAGCAGGCC 

CTTGAAAGAACGCTGAAGGAAACTTGCATACAAACAGTCTCAAGGAGGCA 

AACACATGCTTCAGCGCTGCCCGCGTACCTGCCCG 

>Sequence 804 

AAGAGTAAAATCAAGGCTGGTAAAAGAACACAGCACGTTTCAAGCCTAAG 

CAGCTTAAGTGCAAAGTGGCTCCGGGTGGAAATGATGAGAGAGCAAGAGC 

ACAAAGAGGACCCTCTAAAACAGAGCCAGTGACCATGTGAGCTGAGGGGG 

AGGGCTTCTCACAGGGCAAACGGTACCT 

>Sequence 805 

CCGGGCAGGTACTGGTGACTCACCATTCTGCCAGCGGCCACTTTGCACTG 

GGCACCAGCACATACCAGCCCCCATCAGGAAATGTGCACAGTCCATCTCA 

TCTTGTTTCATCTTCATTTTATTAATGAGGAACTGAGAGTCCAAGAAGGT 

TCAATCATTTGCTCAAGGACAAAGAAGTGCATATCGACTCAAGATCTGAG 

CGACTCCAAAGCCCAAGCTCTGTGCCCCCGA 

>Sequence 806 

CCGGGCAGGTACGCGGGGGGAGACACATTCAGAGGTGAGCCCAGAGCGGG 

TAAAGTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCC 

CCACGCCCTGTATGGTCGGTGTCTAGAGCCTCACACACTAAGACCAACCC 

AGCTCTCAGAAGAAGGAATGTCAAAATGTCATGTTCAATTTTACATTCAG 

TGCCTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTG 

AATCCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCA 

AGACCACAGACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTG 

GAAAGAAAGGTACCT 

>Sequence 807 

ANNNAANNANANACNAAAAAAAAAANAAAAAAAAAAAAANAAAAAAAAAA 

AAAAAACAANAAAACCCAAAAAACAAACAAAACACCAAAAACAACACCAC 

ACAACACAACACACCAAACAACCACCCCACAAAAAACCCCACCAAAACCA 

CCAACAACACCACCAACACCACCACAAACAAACCACAACAAGAACACAAA 

CCGCACCACCAAACCAAAACCAACCCACCCCACATCCAACAACAAACTAC 

ACAACCCCCCCCAACACATAAAGCATCACCGACTAATATAATCTCCTCCT 

ATCTATACCCCNTACAACCTCTCGCAACANTTCACCCCTCNCGTCACGTT 

TCTCCTCACTAGTGAAGTAGTATTGCGTCTGTTAAGCGGAGAGGCGGGGA 

CAGCACGCTTCGCATGTGTACC 

>Sequence 808 

>Sequence 809 
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>Sequence8I0 { 
>Sequence 811 

AGGTACGCGGGGACACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTGGAC 

TGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTG 

TATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCA 

GA AGAAG GAATGTCAAAATGTCATG7TCAATTTTACATTCAGTGCCTGGA 

ATCTTTTCTTCACAATTGAAATGAAATGTACTGAAGGAGGTGAATCCATG 

CATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACCACA 

GACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTGGAAAGAAA 

GGTACCTGCCCG 

>Sequence 812 

AGGTACCCCTTTCACGGCATAGCTTCCTTGAGGGCTGGGGTAAGAAACCC 

ACAGTTCTTCTGTTTCTGCTGGATTTTTCCCTGTGGTTAATCCTTAACCA 

AGAGGCACTTCTCAATCAACTCTTCTTCCAAAAGAAGGACCCAGATCAGT 

ATCTTTGGGTGGCTTATGCTTATTTTAAAATAATATCCAGTTGCTGCTTG 

TTGCACGAAGTCCAGACTCAAGAGAGAATGAGCATCATTCAGATAATGCC 

TCACTGAAAAAAAAAAACCAGCAGCTGACCCCACACCTCCTACTCTCCAT 

GAAATTAATTGCCTATCCACACCTTAGAGAACATGTCACCTGCCCCCGCT 

TACTTGCCCG 

>Sequence 813 

AGGTACCA ACCTG GTCTCCAAAGTCCTCTGGGAATTTCCACAATACCACA 

GGATCTTCATTTTCAGAGGCATGACATTTCACTTTCAACACCAAGTCAAA 

GGTrCTGTCTGGATTTGCCCTCTGACCAGATTCTGCTTGTACTCCCITAT 

CTTTGTTCCTCAATCTGCCAGACATTGTAGAACTTAAAACAGTCCTTGGA 

GTTCAGAACAAAGAATAATTGAAGCAGAGTGTCACCAACAGATGGTAATC 

AGTGGAGTCAAATTTTCTTCAGGAGATTCTTTGAGGATTCTCCTTTGGAC 

TTCAAGAAAGAGTGCTGTCCCGCGTACCTGCCCG 

>Sequencc 814 

AGGTACACAGGTAACCACATTTAGATGGACTGGGATGTTGCCACACATAC 

AAGCATTGATAACTGGCTTCTCATTACCTGAATACATTCTTCTGTCAGAG 

CAACAGACTCAGCTATGCTTCTGGCAAAATTGTTCTTAATTCTCTATTGA 

TTAATTTATTCGGTAAGTATTTATTGGGTATTTTCTGTCTGAAAAGTGCG 

ATTCCAGGGGCTTTATGTGTCTCTGTGTGGGGGTGTTATATAAATACTTA 

TAATACTGTATCCATACTCTTGAAAAGCTTAGTTGGGAAGGCAAGGCATG 

CAATAAGGAACACAGAATTTTAGTCATTCCACAACCATCTGTTGAATGGC 

TGCTATTGTTAGTATCGTGGTGGAAACTGAGAAGCAAAGATGACTATAAT 

AGGATCTCTTTTCTGGAGATGCACAGTGGACACGTAGTTATATGATGATG 

ATTAAGACTCCCGAATAGTTCTTATACATGATGCTCTGGGGCCACATGCA 

GATTCTGATGAGAAACAATAAACTTTTTTGGGTGCTACCTGAAAAGGGGT 

AATTGCACTTAAGGAGTTTTTGGCCTTTGACCCACAATAAAAGGAATGTG 

AGTGAAAGCrTAAAGTGTACCTTGCCGGGCGGCCCTTTTAAAACTAGGGG 

ATCCCCCCGGCTTGAGGAATTCGATTTAAACCTTTCAATACCGCCCACCT 

CAGGGGGGGCCCGGTCCCCACTTTTGGTCCTTTT 

>Sequence 8 1 5 

AGGTACAAGGTCTGAGGAGAAGGTTGAGGTCTCCCCAAGACTTCTCTAGA 

ACACTTGGTGAGAGGCGCCATGAGGACAGGTGATGCTTGGGCTTATAGCT 

CTGACTCAGGACATCACTGCTCAACAGCCTGAAGCCCACATCCAAAACTC 

ATGTCATGCTGGCAATTGAAGGGGTAGCAGAGCCCAAAAGTCCAGAGGGG 

CTCAGCACAGGGAGCAGATGTCTGTGAGCAGGAGAGACAGCGGCTGTAGG 

GATCGATGAGACTTGGTAAGCATGATGTGCTCTTGTCAGCATAGCATCTT 

TGAGCTCACACAATAATTGATGTAGAATTGTCCATTTCAGTAAGGAGTTT 

CCACATCCACTATCTTCCACGATTCTCACAAGGGCCTTGAGTAAATATTA 

CCTGCATGTTATGGGTGAGAAAGGGGTAGTTTAGAGAGCTGAAAGGATTT 

GGTGAAGGCCACATAATGAGTAAGCCTGAAATCAAGGGACCAGACCCCCA 

GGCTTCTAAATGTTAGTCTTGGGCTCCTTGGTTCATGGGACTATTATCAT 

CCCTTGTACCTGCCCG 
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>Sequence 816 

AGGTACTCA CATG CTGAGGGTAAGAGGCAGAATTTCTTTTGCTTGTAAGT 

AACAGGATCTTTTCCAGAGCCTGGGTCTGAAGACCCCAGGTGTAGATGGA 

ACTTCAGTTATGACTGGATCCGTGAGTTCAAAGGATGCCACTCCCCGCGT 

ACCTGCCCG 

>Sequence 817 

CCGGGCAGGTACGCGGGGGGACTTACAAGATGGATAGGACCTGGTGGCAG 
CTGTCCTTGAGGAAGCCAGAGCCTGGAGAGACAGATCTCATGTTATAGCA 
GAGTACCT 
>Sequence 818 

CCGGGCAGGTACAAACCTTTGCCCTTCTCAAACCTTTGCTAGATAAAATC 

ATATCAGGTTTTCACTTACATTTAAATCCTTATTTAGGCATGTGTGCAGC 

CTTAATTrCCATATTTTAAGCTATATTGCAGGTTACTTATAGCAATGCTA 

GAATTCAGTGAAATATAAATAACACTTTTTGAGACCCACTGAAGATTGTA 

AACAAATGCTTAAAAATTGCAAAAGTGTAAGTAGGCAGATGTTAATAGCA 

GTAGCAATCATGCATGTATTTCATTAAAATTAAAAATCAGTTTATATGGA 

AATCTGCAAATGTGCTAAAGACTTTAAAGGACATCTTCATCAGAGTTCTT 

TGTGACTTGGAGAGAGAACACCTTTGGAGAAACCACTGTACCT 

>Sequence819 

CCGGGCAGGTACAACTGTGATCTGTCCCAACTTCCTTTTGCTTTCAGACC 

CCCATCAGCCTTTAGCCAGGATCCTTATACATGCAGCAACGAAAGCATCC 

TATGAAGTCATTCTAATTACGTTACCATCCAGCTCAGAAGTCACCAGTGA 

CTGCCAGCTACCAACACAGACACACTGGCTCCTCAGAGCAGAACTCATGC 

CTAACTTCCACAGGTAGAGGACTAGACAAAGGACATACTAGAAATGTGGC 

TGAATAACAGCACCAGAAAAGCAAGGCAGCTATAATCTCTCCCTAAATGG 

CCTAAAAAACAGi TTCTTTTCTAAATGGCTGCTAGTTTTTTGACGTGCTG 

CCTACAATATAAAATACTCTCAAAAATACCAAGCTACGCAATATTTGTTC 

ACACCTACCCAGGAACTATTTCAGAGGTTAGAAACACTGGTGAAGGAGGG 

AGAAGGAGGGAGAGACTCATGATAAAGAACAGGTTTCTAAAACCTAAAAT 

AATAACTACAAAAAGAAATAACAAAAACAAATCAGTCTTAAGATAAACGT 

GCAAGTAAGAAAAAAAACAGATAAAATTATGACATATCAAACAGTAAATC 

GTTTGATGTGATAAGAGATCCCATTTCAAACTGAGATTTCAAGGGCAGGA 

TACAACCTGCCAGATGGAGGAATCCTTCTAAAGATGACTGCCACNAGGNG 

GTAAAGGCGGCACATAGTACCTGGGCCG 

>Sequence 820 

AGGTACAGAACTCAAACACCACTATTTGTTCGAGATGAAAAAAAGCATAT 

ATAGGAAGCCTTCAAAATGAAATGGTCAAGGGTGAGTTTACACAGATAGA 

TAGATTTAGGTCTCTTCCTTTTGCTTTGTGAAAGCATCTAGTGTTTTAGG 

TGTCAGAGAGGGAGATATCCTTACAAAGCAGAGATTATCATTACAGGTTT 

ACATTTCTTACAAAGAGTTTCAAAATAAACAGGTAAATGCCAAAAACATA 

TATTTTGGTGACGGATTAATTCACTAGTTGGTCTATTCAACTTAACTTGT 

TTCCTAATGAGATTAAATTCATGCACAAAATAACCAAACCAAAAATTAAA 

CCAAAAGAATACTCACCAGAAAGGATGTCCTTTACAAGAGCAGATTCCCC 

CAAAATGTAAGAGTTCACTGAAAAGGTGGGAGCTCAAACCAAGAGAGGAC 

TTATCTTGCAACATAAAGACAACTTGTACCTT 

>Sequence 821 

AGGTACTCAAGCCACCTGCCTGTCATGGCCCCCCAAAATGCTGGGATTGC 

AGGCCACCATAACCGGTCATCGGGGCAACTATCCTTCAGGGCTTCCTCCA 

GTAGGGCTCCCCAGGTTGGCCTTGAGGGCCACAATAAAAAATCTGACTTA 

GCTATACTCCTTCCCTGTCCCCAACCACAGTTATTCTTGTGGATGAGGCA 

AATGGCAGCAGGACAGCTGGAGTATACCAGAGTTGACTCATTTATTTTAT 

GCATGCTTAGTGTGGCATCCCTGGGGACATGAAATTCCAGTGAAATCCAG 

TCTTTGTGCTGGAGAAGCTCATAGATCTGTGGAGGAGGCAGATGCCCACC 

CACTCACTGTACCTGCCCG 

>Sequence 822 

CCGGGCAGGTACTGATAGCTGGGCAGTCTACTGAGGCTTAACCTTGTGGT 
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TAACTACTTGGAAAATACAGAATTGGCTAGTGAGCCACAGACCCATTTGA 
GGCCAAGCCATATGGCAAGACCTTTGGGAAATAGGTCATCAAAAAGAGGT 
• AACTATTTATCATGTGTCATGCCATATGCCTTTGGCCACCCCTAGTAATG 
ATGGGGCACATGCCTTGGCTAAGGTCAGATGGTCAGAGTCAGCACCAACA 
CAAGATGTGACCTTGTGGCTACACCGGAAACTGGGACATGCAGGGGGTAA 
ACTGATGCAACAATTCAATAAGTGTTGGGGTCTGTCCCTTCCCAAGCAAG 
ACATTTGTGAGGCTTGTCAGAAATGCCTGGCATGTGTTCAGACATATCCT 
AAAAAGAGGCAGCTGCCCGGTGTTATACAACAAGTAACAATTGGGTGAGT 
GCCCTTTGACCAGGTGGGGAAAGTGACTAACATTCGGCCGCTGCCAAAGT 
CCCGAGGGGTATCCGCATGCACTAACGGCTGTAGACATGGCCACAGGCCC 
TTGGTGTTACCTACCCTTGGAGGGGTGGCCAAACCAACAAACACCATTCA 
GGGCCTTGAACACTTATGGTTCCTTGTTGGGTTGACCTTTGGCCATTGAG 
AGGG AATAGG GGAACACATTTTATTGGACAACAGGGCCCITAGGCGGTTT 
AAAACTTTTrGATCCCCTGGGGCGGAGGGAGTTCTTTTCCAAATTATCAA 
ATCCGGGGACCCTAAGGGGGGGGCCGTGCCCCAAATTTTGGTCCCTTAAA 
GGAGGGGTTATTG 
>Sequence 823 

AGGTACAAAGAAACCCTTTGCAGACAGCTCATTTATAGAGAGAAGCTAAG 

TATTTATTTACTTGCTACTCAATTTAAAATACGACCATGGCAGGCAACCA 

ACCAGGAGAAGAGCTAAAAGTTTGAAAGCACTGCCCTTTTCTCTACTATA 

GAAGTTACAGGGTCAAGCCTTGGAAAATTTCCACAAAATAAGGCTTTGCT 

AAACATATTTACCTTATCAGAAAGATTGTATC 

>Sequence 824 

AGGTACCTTTCCTAAAGTGTGGTGACCAGAATTTGGCACAGTGAGGGAAG 

GTTCCAGAGCCCTTTAGTGTTATCGGGGGCACAGAGCTTGGGCTTTGGAG 

TCGCTCAGATCrrGAGTTGATATGCACTTCTTTGTCCTTGAGCAAATGAT 

TGAACCTTCTTGGACTCTCAGTTCCTCATTAATAAAATGAAGATGAAACA 

AGATGAGATGGACTGTGCACATTTCCTGATGGGGGCTGGTATGTGCTGGT 

GCCCAGTGCAAAGTGGCCGCTGGCAGAATGGTGAGTCACCAGTACCTGCC 
CG 

>Sequence 825 

AGGTACGCGGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCC 

ACGCCCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCC 

AGCTCTCATA AGAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAG 

TGCCTGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTG 

AATCCATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCA 

AGACCACAGACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTG 

GAAAGAAAGGTACCTGCCCG 

>Sequence 826 

CCGGGCAGGTACAGTGAAGCTTTGACCTGAGGGGCTCTTCTGTAGGTGAA 
GAGTGGTTAACTATGGTTCCTGTGTGCCTGGGGCCCCCCACTCCTAGGAC 
TCATCCACCCCCTACCCAGAACTTACTAGTACCT 
>Sequence 827 

CCGGGCAGGTACTTCATGGTTACCATAGAAAGCAGCAACAGCAGCAGGTG 

CAGCAGTAAGTTACCCATAAGTAGCTACACAGAGAGAAGACATCCATGGG 

AGAGGCTTGTGTGTGGTAACCAGAACtGCCTGGGTTATAAGTATATGAAC 

TACAAGACTAGGCATCCCTAAGACACAATAAGTGCTTTTTGGAGCAGTGC 

TGGAGTTCTTGTTCTACACAGGAGAGGGTAAAAGTCAGTGCAGTTCAAGT 

CACTCCTGCCAAAGAATGCTTGGTAGCCATGGGCTAGTGAGACCTGGAGA 

AATGCACATTGCACAACAGTTTAAAATGTATTGAAGACCTACTCAATGCT 

TGTCACTAAAGCTGGATTCTGAGGGGAGTATGCAATGTCTAAGGCACTGC 

CTGGACATTAACTGAATGAACAAATGCATGAATGGATGAACATATTAAGA 

TGGTAAAACACATCCCAAGGCCAGGGGTTCTCAAAGTGTGGCCCTGAACC 

AACAACATCAGCTTCACCTAAAAATTTGTTAGAAATGAAAATCCTCAAAA 

CCCACCGGAGACTTATGGAATCGGAAACTTGAGGACAGTCTTGTTTAATA 

CAGATATTGAAACAAAGCCCTGCAGGTGACTGCCCTTATGAGAAGCCCCA 
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AAAGAATGGGGCATGCCAGGAGGAGGACCGAAGATGCCAAAAGAGGAAGG 
CAGAAAATCAAAAAGTGGGAGGGGATTCAAAACAATATTTGCAGTTATTT 
AAGG CCGTCCTTACCTTTTGGCGTTTTTTG AA AAAACTATTCTTG 
>Sequence 828 

ACCGGACAGGTGCTCATGGGCTTCCTGCTAGGGCTGTAATGCAACCGGGC 

TTCCTCACAGCTCCATGATTACACTACACGAAATGTAGCTCTAAATAGCT 

AATAATGACGCTATTCTAAGCAGACTGGGGCTCATGGATACCACACCAGC 

TCATACCTTTGACTATGTTACGCATGCTGTTTATCCACTCACTGAGAATG 

CAATTGTGACTGCTGCTCTCCATGAAGACAAGAAGCTCTCCTTCTTGAAC 

GC 

>Sequence 829 

aggtacacactgcgtgcaagactctgctgtgtgcagtcagccctgcatcg 

tttctaaccagttatactgck:cttactttcatcatctttgaggccagagc 

tacacatgttgatgccgaagagtggaaggaaggagagcagagagtaaagg 

gggtagattatgtagattatacagacatgagcgagggagggtcacagata 

ctgaacaaccagtgagttcccctatgtggattgccagaacatgaaatatc 

tgagaagaaaacaaaattgtcttacaaggtagtagacgtctgggtaaact 

gtgatgcttgcaggatcggtacctgcccg 

>Sequence 830 

CCGGGCAGGTACCGATCCTGCAAGCATCACAGCTTACGCAGACGTCTACT 

ACCTTGTAAGACAATTTTGTTTTCTTCTCAGATATTTCATGTTCTGGCAA 

TCCACATAGGGGAACTCACTGGTTGTTCAGTATCTGTGACCCTCCCTCGC 

TCATGTCTGTATAATCTACATAATCTACCCCCTTTACTCTCTGCTCTCCT 

TCCTTCCACTCTTCAGCATCAACATGTGTAGCTCTGGCCTCAAAGATGAT 

GAAAGTAAGGCCAGTATAACTGGTTAGAAACGATGCAGGGCTGACTGCAC 

ACAGCAGAGTCTTGCACGCAGTGTGTACCT 

>Sequence 831 

AGGTACCATAGGTGGACAGATGATGGGATGGTAAGGGAGGGATCTTTAAA 

AACTTGCCTAATAGGATAAAATGTATGGACTGAAGTTGGCACACAAGCCA 

TCTGGTTCTAGAGTCCCTGTATCATATTCGGTATCCTTCACCAAGGCAAG 

GATG GTCTCTTTCAGTCTTAGTTTTCTGACACTTTGTTGGTATTTTTAAG 

TTTTAGATGAACAGTTGTTGAATGTTATCAGATGCTTTTCAAACATCTGT 

TGGAATGACCCTGTCATTTTCCTTTGGTCTGTTAATATAGTAATTAGCAG 

TATCTTTTCTCATTTTGAACTGTGCTTATTTTAGGCTAAATACTTGCTAG 

C ATTCAC ACTTTGGTTTTGTTTTC AAATCTATTTAG AC V I " HCTCTA ACC 

ATACTACAAAAAAATGTTAAAGGCAGTTTTTCAGGCCCAAGGAAAATGAT 

ACCAGATGGAAATACGGATCTATACAAAGGAATTAAAAGCTCTAGAAATG 

GTAACCACACACTGAAAATAATGAAATAATAAGT 

>Sequence 832 

CCGGGCAGGTACACACTAGCTGATAAGACACTGTTGCCCATAATGTCTAT 

TTATTGGATCAGCAATTTATAAGTCCCACATTCTCATGCCACATAGCTCT 

ACACAGCTGCAAAAATATACCATAGCTTGCAGGTGATCATTGGTTTGATA 

AAAGATATTGAGTCGCTCATCTTGTGAAAGTGATCTTTGATATAAGAGGA 

GCATCAGCGGGGAAGCTCACATGTCCCGTGGCTCACACACCAGAAGGTAT 

TTGTGTCTTGTC ATTGTCTGTCTGGC AGTCC ATGG C AATGG C l ' l T l ' l C AG 

AGAGGCCTGTTTTGTGGTTAACTGTGTGTACCT 

>Sequence 833 

AGGTACTTT 1 1 1 11 I TTTI I I 1 1 1 TTTTTI T1GGAGAAATGGGGTCTCAC 

TATGTTGCCCAGACTGTTCTCATTCTCCTGGGCTCAAGCAGCCCTCCTGG 

CTCAGCCTCTCAAAGTGCTGGGATTACAGGTGTGAGGAATTGCACCTGGC 

CCAGACTCTTATTAAAGTAAAACAGGATGGAATAGGTAAAAAATGCCAGC 

AGATAATCAAAATATTAGCCTAAGAGCCCATGTGTAATACCACAATTCCT 

AGCAATAATTTGAGTTGAGCTTTCTCATATTTTCCTTTCCATGTAAAAGA 

TACT CATC TCTTCCCCTTGTTTACCATATCCAGCCCCACTAGCTGCCTTT 

TAGGTTTTTGATTACCACTTAGGATCTGGTATGCGAAATTCCTTCTGCCT 

AAAAAGCCTTTCTCCCCAGTCATCACATTGGTGTCTCCTTGTTGTTCTTT 



Page 153 
of 990 of Table 4 



WO 01/51628 



PCT/US01/00798 



Table 4 



TGTTATAGAACTTAACCGTCATTTTTCAGAGAGGTTTTCTCTCACTACCC 

TATCCAAAGTGCTCAGTGAATGTTAATTGCTGTCATTTATTAAATGAGAT 

GTCCCT TGTTA TTCTTTGGCTGAGCAGCCTGTATTTCCTTCATAGCATTG 

ACCACATTTTGAAATTCTTTTGTTTATTGGCTGGCTCTACAGCTAGAATT 

TAAAGT TTTG TGAGTCCCGGAAACTTTGTCTTTTATTTACCCCTGGTTTC 

CCATAATTTTATAGGCGTTTTGGTCCITGCCCGGCGGGCCGTTTAA 

>Sequence 834 

AGGGACCAATTCCCAACCTGCGACTCAAGAGGTATGGCTCGCTGCTGGAC 

CCTGTGGAACTGTGTGACTGATGTGAGCACGTAAACAGGCTCACTCGGTG 

GAAGGGGAGCAGCTAAATGGAGCAGAGCCAAGTCATTTTACTTGAGTCTG 

GCCCTCTCAGACCAGCCGTCAGCCAGCTGACCAAAAATGTGTTAAGACAG 

AACAGCCAACATCAGCAGAGCCACCTACCTAACTTGTACCTGCCCG 

>Sequence 835 

NCNGACGGTGGGCGGGCCCGCCCGGGCCAGGTACATGACTGCCACATTTG 

TTTTAGTATTGATATAGAGCACATTACATAGCTTCATAGGAAACAATTAA 

TTTCATCTATTAAAGGAAGCCATAAGAGAAAACCTCCAACTAAATCTATC 

ACTGATTGAACCTATAAGCCCAGAAAAAAATTTAGCTTCTTCTTGCCTCG 

GTTTATCTACATTAGCTCCTGAACGAATACACTGGGGCAGGGAGAAAGTC 

ATTTTCTAGTCTTGTTGCCATACAAACTTGAGTTCTTCTCCCTGAATAAC 

AGGAGTAACAGTCCAATTTTACCAGAACACCAGTTCTGAGAGAATCAACT 

GAAGGAACAAGGTATCACTTCAGCCACTGTGTCTTTCTAAAAGTTTCTTT 

CAGGGATGATACCTTAATTTATTTTTCCATTGCCTTTCTCnTCTCCTAA 

AATACTAAGTATACACCAGGTTGGATAAATAATTGGCATTCAGTAAATAC 

ACTTA TTATTA TCTTTTTAATCCATAAAGATCTTTCTCTTTTTGTGTGGG 

GGTTATTTTTTATGACACGGTCTTGCTCTGTCACCTGGGCTGGAGTGCAG 

TGGCACTCCACACCAACATGGTTGACTGGAGCTTTGACCTTCTGGACTTA 

AGGCAATCTTTACCTTGGACGG 

>Sequence 836 

AATTGGACTGGAGTAGCTGCAGCAACTGCGACCTGGCAGCAAGTAACCGG 

ACGAAATGGACAGATGGCCGTGGAGGAGAAGCCTGACCTGACTGAGGGAG 

AGGACTGATCCGACCAGGAGGGGAGTCCCCCTGAGCCTCTGGGGGGGCTT 

AGGAGGTGTCCCCTCCCGGGTTTCGGCACCAATGAAAGGCAATGGAAGGG 

CACCATGGATCAATAAGGCTGAGAGGTGAGAAAAAGAGGGCAAAAATCTT 

CTTTATTGAGCCCTCGGGCGAGGTTCACTGGTCCGCAGGGGGAGGGCCAG 

GGAAG TCGCGCCCCCGCGTTACCTGT l ' r i^'rri^U'riTNTTTTNTTTTTT 

TTTTTNTTl'lTlTlTrnTITTT'l 1 rTTTTTTTTTTTTTTTTCTTTTT^ 

NTT Hill (1 IN I II i 1 1 1 IT T1 1'l lTlTN TTTN l 1111111 ITTTTTTN 

1 1 1 1 1 rrrr n m rnrm i n iTriTciTiTiTn'iThnT^TNTTTTT 
rrT Trrrr^ ^ 

TTCCTTTT TTCTT TTC 1 11111 1 1 ri CTCCTCTTTTTCTCTTTTTTT 

TCTTCCTCTTTTCCl 'I TTTI CTCTCTTTTCTTCTTTTTT1 1" i CCCC TCTT 

CCCCTTCCTCTCTTCCTTTTCTCTCTTTGTATTTTCTTT^ 

CTCCCTTCCTCCCTTTTTCCCTTCTTCCCTCTTTTTCTTTTCTTCCCC^ 

CTTTGCATTCTCGCTGTAATTCTGCTGATACCTGTTTGTATTTTCGTCAA 

CTCATCC 

>Sequence 837 

TGACATCTGTAGGGAACAAAGATCAGAATTATAAAATCAAAAATAAAAAT 

GTAGCCCTATTTCCAGGCTGAAGTGAGCTGACAAGCCACATCCACTATGT 

GCCTGGGGGTCCCTGTCTTGGGTCATTCAGTCTCCCAGAACTGTCCACAA 

ACCAGTAGACAGTTTCCTTCTCATCTTGGAGAGGTGGGGAGAGCTGGGGT 

CCTGAGTTGAAAGGCTTGAGCTACTGGCAATGGCTCTGACATGAAAACAA 

GCCCTATCTCTCTGTACCT 

>Sequence 838 

CCGGGCAGGTACGCGGGGACATTCAGAGGTGAGCCCAGAGGGGGTAAAGT 

GGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGC 

CCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCT 
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CTCAGAAOAAGGAATGTCAAAATGTCATQTTCAATTTTACATTCAGTGCC 

TGGAATCTTTTCTTCGCAATTGAAATGAAATGTGCTGAAGGAGGTGAATC 

CATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGAC 

CACAGACTCAAGACGGACATAATTGGAT1 TTTTTTTGCCATGGCCTGGAA 

AGAAAGGTACCT 

>Sequence 839 

AGGTACGCGGGGACATTCAGAGGTGAGCCCAGAGCGGGTAAAGTGGACTG 

GGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGCCCTGTA 

TGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCTCTCAGA 

A GAAG GAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCCTGGAAT 

CTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATCCATGCA 

TTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGACCACAGA 

CTCAAG ACGG ACATAATTGG A IT ITT IT I GCC ATGGCCTGGAA AG A AAGG 

TACCTGCCCG 

>Sequence 840 

AGGTACAAATCCCAGTGATAGGCATGGCTGGTCTCAAGATGGGTCTGGGG 

CTGGGGGTGTGAGTGCTCAGGGAACTGCCATACAGCTTGAAGAAGCAGAG 

GTGGGATTCCGGGCTCCAAAGCCTCTTTCCACGCCACTAGTTTTGCCATC 

TTCTTAAAAACCATCATTTTTCACACAATTCATTAGAAATACAGAATTTC 

TACC CTAT GACAGAATTACATGCTTATAATCAATATATTTTGTATATTGT 

AACCITTTCTTATATATTATTCTGTTGTAAGGTGTAAAGGGAAAATTAGA 

AAGAACAGAACAGGAACGTTCTATGCATTTTACATCCCTTAAAATCTCCT 

GCAGAATATACAGTGATTACTTAGCACAATGCCAAGTATATGGCACACTC 

AGTAAGCTATAGTTATTGTTATCTGTGTTATAATATTATTGCAATTTCAA 

CATGATGAAAATTGTATTTGTAAGTGAAGGCAATGTGACCCAGAGGTTAC 

ACAACTAGATGTCAAGCCCCGAACTGCCTGATTCCAAAGTTCATGGTTAC 

CGCACTACACTATGCTGTTATTCCTACCTGTNTNNTNNACGCAATACCTG 

CCCG 

>Sequence 841 

AGGTACTTTTGCT CTCTG TCTTTGCCAATATTTACTTTTGATCTTTGTTT 

TTGCCTTTATTTGCTTTTGCTCTGTTTAAAACAGGCTATTCAGAAAGGCA 

ATAAGGAAGCTGCAAGAATACATGCTGAAAATGCAATCCACCAGAAAAAT 

CAAGCAATTGATTTCTTAAGAATGAGTGCTAGAGTTGGTGCTGTGGCAGT 

CAGAGGTCAAAAT GCAGT AACAATGGGCAGGACTTCTGCCTTGATGGACA 

AATTCAAACACCAGTTTTGAAACACTGGATATTCAAACACAACAAATGGA 

AGATAAAATGAGTAGCTCTACAACCCTAATTAACACCACAACACCTAACA 

TGTGGTTAGTCAAATGGAAAAGAGAACTTTGTTATTTACTACCTTTTGGA 

TGCTAATATGGGAAAATATAATACCTAAAAAAGAAAAAAGGTCCTGCCCC 

GGATCTTTATATTTGAGCACTTTGTGTTACCTATTATAAATTGGTGGCTC 

AACAATATTGTTTGAAATACTATCTGATACTTGGATGCAACGAGACCTGA 

GCCCGTATAAGTTACTTTTTGTCCTCTTCGTATATTTACnTTTGATTCT 

CGCTTCCTGTCCCTTTGCTTCTTCTTGAAAATAGAAGGTTTTGATTTTAA 

ATTCTAAGTTTCTAGTTAGTTCATTACTGAATCTGCGCGTATGTTTATTC 

TATTCTCACTATTATTTTGGGCCTGTTTCTTATTCTCCAATAGTTTCGCA 

CCCG 

>Sequence 842 

CCGGGCAGGTACGCGGGGACATTCAGAGGTGAGCCCAGAGCGGGTAAAGT 

GGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCACGC 

CCTGTATGGTCGGTGTCTAGAGCCTCACAGCAACTAAGACCAACCCAGCT 

CTCAGAAGAAGGAATGTCAAAATGTCATGTTCAATTTTACATTCAGTGCC 

TGGAATCTTTTCTTCACAATTGAAATGAAATGTGCTGAAGGAGGTGAATC 

CATGCATTAATCTTCAGCTCACAAAGGAAATACTACATAAGAAGCAAGAC 

CACAGACTCAAGACGGACATAATTGGATTTTTTTTGCCATGGCCTGGAAA 

GAAAGGTACCT 

>Sequence 843 

GCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACTTTCTTCAGGGTATCC 
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TGTCTTGGTAGTGAAAGGAAGAGGGCCTGGTCCCTGGGGCAGTGCATAAG 
GCACTTTGATCATCTCACTCACTGCAAATGTCATGTGAGGTTTCATGGAA 
GTATTAAGAGATCCAATTAAGAAGAATAGTTCTGAGTCTAAACCAGCCCA 
GAGTGGCTTCTCTAGGGGAAACT^CCCCGCTCAGCTGGTACCT 
>Sequence 844 

CCGGGCAGGTACTATCCCATTTTCCTTTGCCATGCACCTGTCTTCCTCTT 

CAGGATTGATCACAAAATCAAAACCATTCCTACCAGCCAGAGGTGGGCAC 

ATGACCCAGGTCAGACCAGTCACAGTTCCTGATTCCCGGCCACAGTGCTT 

GATGGGGGAATGAGCATATATCAAACCAGGACAGTCCAAGTCCTTCCGGG 

GACTTTGCTGCCACAGTTGACAGGGGGAGG 

>Sequence 845 

ACTCACTATAGNNGGCGATATTTGGAGGCTCCCACCCGCGGGTTGGGCGG 
GCCCCGATGGTAACCCCCAACGTTNAAAGAACGGTTAGGGTCAAAGGTGG 
TAGCCCATTGAGGGTGGGCCAGGAAAAGGGGCTACAATTTTCTACCCCAG 
AAAACTACGATAGCCCTTATGAAACTTAAAGGGTCGAAAGGTGATTTAGC 
AA 

>Sequence 846 

CCGGGCAGGTACGCGGGTAGGGATGCAGAACTGGCCACAGTCAGGGCTGG 

CCAACAAGGGATGGGATGGCAAGGGAACCAGTGGGAGACTGTTTACACCT 

TTGACTTCCTCTTCACAGGTCAAGGCAGGACTGTAGCATTAGGTCTCAGA 

GATGCAATGAACAGGACAAATACACTTCCCCTTCATCTGGACCTGAGGCT 

CTGGGCAAGTCAGTACCT 

>Sequence 847 

AGGTACATTACCCTACGCTCCAAGCGCAGCAAGCCGGCCAATATCCGTGG 

CACCGTGAAGCCCAAGCGCAGGAAAAAGCATGCAGTGGCATCGGCTGCCC 

CAGGGCAGGAGGCTTTGGTCGGACCATCCCTTCAGCCGCAGGAAGCGGCA 

AGGGAAGCTGATGCTGTAGCACCTGGGTACCTGCCCG 

>Sequence 848 

CCGGGCAGGTACGCGGGGACACATTCAGAGGTGAGCCCAGAGCGGGTAAA 

GTGGACTGGGGAGAACTTCGGAGGATGTTCATGTCCAGGAGCAGCCCCAC 

GCCCTGTATGGTCGGTATCTAGAGCCTCACAGCAACTAAGACCAACCCAG 

CTCTCAGAAGAAGGAATGTCAAAATGTCATGTTCAATTTTACATTCAGTG 

CCTGGAATCTTTTCTCCACAATTGAAATGAAATGTGCTGAAGGAGGTGAA 

TCCATGCATTAA TCTTCAGCTCACAAAGGA AATACTA CATAAG AAGCA AG 

ACCACAGACTCAAGACGGACATAATTGGATTTTTTTGCCATGGCCTGGAA 

AGAAAGGTACCT 

>Sequence 849 

ACACGGAGCTGCACCGCGGTGGCGGCCGGGGGCCATTGAGACTGCCATGG 

AAGACTTGAAAGGTCACGTAGCTGAGACTTCTGGAGAGACCATTCAAGGC 

TTCTGGCTCTTGACAAAGATAGACCACTGGAACAATGAGAAGGAGAGAAT 

TCTACTGGTCACAGACAAGACTCTCTTGATCTGCAAATACGACTTCATCA 

TGCTGAGTTGTGTGCAGATGCAGCGGATTCCTCTGAGCGCTGTCTATCGC 

ATCTGCCTGGGCAAGTTCACCTTCCCTGGGATGTCCCTGGACAAGAGACA 

AGGAGAAGGCCTTAGGATCTACTGGGGGAGTCCGGAGGAGCAGTCTCTTC 

TGTCCCGCTGGAACCCATGGTCCACTGAAGTTCCTTATGCTACTTTCACT 

GAGCATCCTATGAAATACACCAGTGAGAAATTCCTTGAAATTTGCAAGTT 

GTCTGGGTTCATGTCTAAGCTTGTTCCAGCTATCCAGAATGCCCACAAGA 

ATTCAACTGGATCTGGAAGAGGAAAGAAACTGATGGTGTTAACTGAACCC 

ATTTTGATTGAAACCTACACAGGGGTGAAGTCATTTAATGGAACCCCAAC 

AAAACTGGCTTATTCCCTTGCCCGTGGGAGGATTGGTTTTTGAGAGTCTT 

TTTGGTACCTGCCCGGGCGGGCCGTTTAA 

>Sequence 850 

AGGTACACATACAGTTTTTAAACCTAAAGTTACTGGTGAAACAAGCTTGC 
TATTACTGAGATGTATAATGAATGTCCTAAAGCTATAAATCCACTCATCG 
TTGTGTTTAAGGAGGAACTGAAGCACAATTGTTAAGAACAAGTGAATTAG 
GTGAATATACATTGACAAAAGGTTGATAATAAAGTTGTCAGAATTTCAAA 
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AATAATTTAGTGTGACTTGAAATCTTAAAATCATGTTATATTAAATTAAG 

TAACACTTTACTGATTTAATATTTGAGTCATTTCTAAGGAAAATACTGAA 

ATATCAATTGCTTAACAGAAGTTTAAAATATACGTAATTTGGCATCTTGG 

CTTCACATGTTATGGAAAAGCTAAACATATTTGGGCCTGTTAATTAAAGG 

CATAAAAATTATTTTATGAGATGGTGTTCATCTGCAAAATACTAACATGA 

TGCACTTCAAAAAGCTTACTAATTTTCACTAGAAATTAAGGTTACTAAAA 

ATTAATTAAAATTAATATTAGAATAATTTAAACTAGAAATTATGAAGGGA 

ACCAATTTGTACCTTGGCCCGTTTGAACTAGGGGATCCCCCGGCTTGAAG 

AATTCCTTTCAAACTTTTGATACCGGTGACTTTGGGGGGGCCCGAACCCA 

ATTTT GGTCCCTTTAGGAGGGTTATTCCCCCTTGGGTAAACATAGGAAAA 

CTTTTTCCCGGGGAAAAATTTTCCCTTCCCAAT 

>Sequence 85 1 

CCGGGCAGGTACAAGTTACCTACCCmCCTTGCCTCAGTTTCCTCCTTT 
GTGACAATGGGGACAATAACAGAAACTGCCACACAAGAGGGATGTTAGAG 
AACTGACCAAGCGAATGTAAGTAATGACTTGGAGCAACGTATGGCTAAGA 
GTAAGTTAGGGGTTGTTACGATGACTTTCCTGAGATAAACAGGGAGATC 
>Sequence 852 

CCGGGCAGGTACGCGGGGACGTTAAGAACTGGACTTACAAGATGGATAGG 
ACCTGGTGGCAGCTGTCCTTGAGGAAGCCAGAGCCTGGAGAGACAGATCT 
CATGTTATAGCAGAGTACCT 
>Sequence 853 

CCGGGCAGGTACTTACCGGGGAGCACAGTGGACTAGGGGATGCCCTTGAT 

AATGACGGTTTCCTAGGTGCAAGATCAGAGCATGTGCCTACACCTTGTGC 

CCTGATGCCGAGGTGGAGACCATTGGGAAATAATTAATAGATATTTTTCT 

GGGGGGAAATCACAAGTCACTOAGGTGTTTG 

>Sequence 854 

AGGTACATTACCCTACGCTCCAAGCGCAGCAAGCCGGCCAATATCCGTGG 

CACCGTGAAGCCCAAGCGCAGGAAAAAGCATGCAGTGGCATCGGCTGCCC 

CAGGGCAGGAGGCTTTGGTCGGACCATCCCTTCAGCCGCAGGAAGCGGCA 

AGGGAAGCTGATGCTGTAGCACCTGGGTACCTGCCCG 

>Sequence 855 

CCGGGCAGGTACCCAAGCTTCACAGCCCTGTCTCTGCCATGGAGAGCAGG 

CCCACACACTGCTGCCTGCTGGAGCAACCGTGCTGGTCACAGGGCCAGAG 

GCAGAGAGCCCTAACAAGCAGTCAGGGCGCTAATGAGGAAGGGGGGACAA 

CCTGTCCTCTACAGAAAATAATGAGATTAATATGTTCAACAACTCCCATC 

CAGAATCCAGCAGGAAGTTAAACCAAACGACACATGATTCTCTGACGAAG 

AAATAAGAATACGGTTGACTGGTTTTTTATATTTATTTACCTGAAAGCTT 

CTAATGTTTCTAACTAGTGACATATTTCAGGCCAGGAATTCTGTTTGCCT 

AGATCATGATGTCTAAACACTGCACACTTGACCAACTTTGGATCCAAATA 

ACTAGCTTTGTATGCTCTTGGGCCCTGCAGTACCT 

>Sequence 856 

AGGTACACACAGTTAACCACAAAACAGGCCTCTCTGAAAAAGCCATTGCC 

ATGGACTGCCAGACAGACAATGACATGACACAAATACCTTCTGGTGTGTG 

AGCCACGGGACATGTGAGCTTCCCCGCTGATGCTCCTCTTATATCAAAGA 

TCACTTTCACAAGATGAGCGACTCAATATCTTTTATCAAACCAATGATCA 

CCTGCAAGCTATGGTATATTTTTGCAGCTGTGTACAGCTATGTGGCATGA 

GAATGTGGGA 

>Sequence 857 

CCGGGCAGGTACGCGGGTGACGGTGTGTAACAGGTTCAAATAAAGATTAA 

AAAGTCAAACGTGCACCAAGGCTCTCCTCTGAGGCCAGGCACAGAGCTAG 

GAACAAAGGGCAAGTCATGAGCTGGCCAATCTGCAATATCGTGAATACCC 

TAATCATCCTGGTTTATTTACAGGGTGGAGCTGTATGATCTGTAAATTCG 

CTTCTACATTTACATTTCTGTGATTGATCATTCAGCTAA7TAGAGTTTGT 

TGGAATGTCAAAATGTTATGGGAAAAGACATCATGAGCCAAGAACCATGG 

GACTGGGAGTCTAAGCCACAGAATCTGCTCATAGGCCACTATACAACCAA 

ACAGGAGGATATTATGAGGGATTTTTTGTGTCCAACTTACATTCACTCCA 
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CAACITmNTTTATTTTTTTTTTM 

AGCTGGAAAACCTAGGCCGTTCTAAAACTATTGGATCCCCCCGGCTTGAG 

GAATTCGATTATCAAGCTTATTGATACCGTCAACCG 

>Sequence 858 

AGGTACGATGGCCGGGCGCGGTGGCTCACGCCTGTAATGCCAGCACTTTG 

GAAGCCTGAGGCGGGTGGATCACTTGAAGTCTGGAGTTCAAGACCAGGCT 

GGCCAACATGGTGAAACCCAATCTCTACTAAAAATACAAAACTTAGCTGG 

GCGTGGTGGCAGGCTCCTGTAATCCCAACTACTCAGGAGCCTGAGACAGC 

AGAATCGCTTGAACCTAAGAGGCGGAGGTTGCAGTGAGCCAAGATTGTGC 

CACTGCACTCCAGCCTGGACAACAGAGCGAGACTACGTCTCAAAAAAAAA 

AAAGGATACGATTTCCTTATTAATTTAATGACCTAATTACTTTCCCAAAG 

G CCCT ACCTCCTGATATCATCACCATGGGTGTTAGGATTTTGACATATTA 

ATTrrAGGGGCACATTAACTTTTAGACTACAGCCATGCACTCAGAATTAT 

ATCAAACATTTACTGACTTAGAGAGAGAAATATTTTTCAAAAAAGGTTCT 

TCCTCAATATTTCAGCTTTCCCCCAAATCTTTTACA 

>Sequence 859 

AGGTACACGCCTGTAGTCCTAGCTACTCAGGAGGCTGAGGCAGGAGGATG 

GCTTGAGCTGAGGAGGCAGAGGCTGCAGTGAGCCAACATTGCAACACTGC 

ACCCCAGCCTGGGCATTAGAGCCAGACCTAGTCTCAAAAAATAAATAAAA 

TAAAATAAAATAAAATAAAATGTTTAATAATGCCTACTCAGACAAAGAAA 

GGCTCAGGCAAAAGACTGAGTCTGATCTTCTACATTGAGGAGACCATGTT 

GATTAGTGTTATATTCAAAAAAACCAATTCCCAAGTAATGCATACACAGC 

TGAAAGAAGGAAGTATTCCAGCTACACCCTCCAAGTTTTCTACATCTCAG 

TAA ACGGCATCGCCACCCA CCTAGAAACTGGGCATCATTTGGTTCCTCGT 

TCTCCTTT TTT' I TTTTTTT IGAG ATGG AATCTCTGTTG ACTCCGGGTTCA 

AGCCCCGCGTACCTGCCCG 

>Sequence 860 

AGGTAC AAGTT GTCTTTATGCTGCGAGATAAGTCCTCTCTTGGTTTGAGC 

TCCCACCTTTTCAGTGAACTCTTACATTTTGGGGGATCTGCTCTTGTAAA 

GGACATCCTTTCTGGTGAGtATTCTTTTGGTTTAATTTTTGGTTTGGTTA 

TTTGTGCATGAATTTAATCTCATTAGGAAACAAGTTAAGTTGAATAGACC 

AAC TAGTG AATTAATCCGTCACCAAAATATATGTTTTTGGCATTTACCTG 

TTTATTTTGAAACTCTTTGTAAGAAATGTAAACCTGTAATGATAATCTCT 

GCTTTGTAAGGATATCTCCCTCTCTGACACCTAAAACACTAGATGCTTTC 

ACAAAGCAAAAGGAGGAGACCTAAATCTATCTATCTGTGTAAACTCACCC 

TTGACCATTTCATTTTGAAGGCTTCCTATATATGCTTTTTTTCATCTC 

CAAATAGTGGTGTTTAAGTTCTGTACCT 

>Sequence 861 

AGGTACAACAGTCCTAGGAACTCTTACTGTCTGTAGTGGAGATAGGGAAA 

CAGGTTTATAAGGAATTAATAATTTATTGCTCAAGAGTAAGAGTAAATGA 

ATAACTAGGAGATAATGAATGTCCTGGCCATTTATTCTCAAAGAGCATGA 

ATATACAGAATAGGCTGATTTGAGACATTATACTGCTTTCTTCCTGGAAA 

CTGACTTTGGTGGAATGGTCAAGCTCTTACTTTAGAAGTCATAAAGAGCT 

GTGTATGGAGAAGGTAACAGTCGGTATGTTAAAACAACAGATCCGGCCAT 

AGAATAGGTGCCTAATGGTTCTGAAATATAAGCAAACATGCTGGACAACT 

TTATCATTATTTCTGGCATGGCTGGCTCTGGGGCTCATGTTTGTGATCCC 

AACTCTCTGGGAGGCCGAAGCAGGGAGATTGCTTGAGCCTAGGAGTTTGG 

GACCAGCCCGGGCGACATAACCAAACCATGTCTTTACAAAGAAATAAAAT 

TACGGTAAAAAAAGGTTCCTGGCCGGGCGGCCGGTG 

>Sequence 862 

CCGGGCAGGTACACACTAGCTGATAAGACACTGTTGCCCATAATGTCTAT 

TTATTGGATCAGCAATTTATAAGTCCCACATTCTCATGCCACATAGCTCT 

ACACAGCTGCAAAAATATACCATAGCTTGCAGGTGATCATTGGTTTGATA 

AAAGATATTGAGTCGCTCATCTTGTGAAAGTGATCTTTAATATAAGAGGA 

GCATCAGCGGGGAAGCTCACATGTCCCGTGGCTCACACACCAGAAGGTAT 

TTGTGTCTTGTCATTGTCTGTCTGGCAGTCCATGGCAATGGCTTTTTCAG 
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AGAGGCCTGTTTTGTGGTTAACTGTGTGTACCT 
>Sequence 863 

AGGTACCAGGTTGGGCTAAGAGATGAAAAACCAGGCTGAAGTTGGGCCAG 

AGATGGACAATGAGTCACTTCCACCAGAATTCCCAGCCACATATGCCCAC 

CTCTGGGTCAGAAGAGCCAAACGTATTTATCGCTTTTGCTCAGGGCCAAC 

ATAGACACT TGATT CTCTCTCAGGGCTGTGTTTTCCCCCAAATGTATCAA 

TACATCCCTATTTTCTTCCCCCTTTGTTTTCCTTTCCCTGGTGACCTGCT 

ACCCCACACCCCAGCACACTGATGGTGTTCCCTCCACCACACCGAGACCC 

CGCCACAAGCTCTCAGCCCTCGTAGAGCACAGGCCCCACCCTGAAAGTTG 

GCAGAGCACCGGGCTATCAAGCTGTGTCATGTGGAGCCAGCAAGCCCGGC 

ACAACCGTGGATCCCGGGTACCTGCCCG 

>Sequence 864 

CCGGGCAGGTACCTGTCTTTGGGCTTTATGTCATGTAATACTCACCCCAG 

TGACCTTTAGGGGAGATGTCACCGTCGTCGTCGTCATCATCATCGfCATC 

ATCCCGACGTCATCGTTCCTATTGAGAAATGAGACCACTGAGGTTTGGGG 

AGGTGAACTGACTTCCCAAGTTCTTACAATGAACAGCAACAGGGCTGGGT 

GGGACATAAATCCATTTCACTTACAGTGAAAGCCAAATTCTTTATTATGC 

TCCACATGATCCTGTCCCTGCATCTCCTGACCTCTGCCCCCATCCCCCTC 

CCGATCACTCACTCCAGCCACACTGGCTTGGCTGTTCCTCAAACACACCA 

GGCAGCCTTCAACTCCAGGGCCTTTGCAGAGGTCATTCCTTCTGCCTGGA 

ACACTTT CCCCC AAACGACCGCATGGCTTACTTCAAGAATGTGCTTAAAT 

GTCATTCTTTTTCAGGAATCTTTTTGCGACTTTCCTGTTTAACATTCTAA 

CACTGTCCACCrrCACCACCTTTGGCCTGCATTCCGGGGACGTTGGGAGA 

ATGAAAGGAGGGACCTTGGCCGTTCTAAAACTAGGGGACCCCCGGGCCGT 

AGGAATTTT AATA TAAGCTTATTGATCCCCGCCACCTATGGGGGGGGCCC 

GGTCCCCACTTTTGGTCCCTTTAAGGGGGGGTAATTGCCCCCTGGCGAAA 

CATGGGCTAGCTTTTTCCGGGGAAAATGTTATCCGTTCAAATTCCCACAA 

CAACAATCCGGGGCATAAATTGTAACT 

>Sequence 865 

CCGGGCAGGTACTGGGGATTGATTAGCCACAGTCTTTGCCACAGACTCTT 

TTGG ACTG AGCCGATAGGTCAAAGGTTAGCTTATGCAGTAGCATGGGCTG 

TAGGTTTTTTGCACTGATCAACACCGGAACTTTTAGAAGACTTTTAGAAG 

ATTTGTTGCTGCTGTGAGTGACATCAGTTCACACAGCCTGAGAGAGAACT 

CTCAGTCCATGCTGTCCCTCCGTGGGCCCACTCAAGCGAAATGGGTCGAG 

CTGCAACACTGTGCGGTGCCAACCGGGAGAAATCTGCCTATCGGGGCTGA 

GAGACATCCTGTAGTGGCTACCCGTCTCCTTTGCCCCAAATGTCAAGTGG 

AAGAGGTGCTTCACATATTTATTTCTTCCTACATGGGCTCATTTATTGTA 

AGCCCATTGTGACCCTTGGAAAGCCAAGCTTITATCTTGATTTTGGAGTG * 

TG ATCAAG GTGACAGTTGTTCTCCGGATGACAGGAATCTGACTTTGGTTT 

TGC1 il i lCCATAGAGGTCAGTTGGCCTCAAATTTGGGCCAATTTGCATT 

TGGAGGAGACCTCCAGGACCGAAGCCTTGTCCTCATTAGCTAATTGGTCA 

GGCAGTCTTTCCTGGGTGGACAAAACCCTTTTTAGATTTTTCCTTAAACC 

TCGTTTGGTTGGCCAAGGCCTGCCTGCTTTTTTTTTGGGAAAGGGCCTGG 

TATTTGTGGGGCCTGACTCCAGGGGCGGTTTTTTTTCCAAAAATTCCTTT 

TCCCCATAAACAGCCCTGGAC 

>Sequence 866 

CCGGGCAGGTACGCGGGGAGACTTTCCCTGCCGGCACATGGACCTGGCCC 

AACCCTCACAGCCAGTAGACGAGCTGGAGCTCTCGGTGCTCGAGCGGCAG 

CCAGAAGAGAACACGCCTCTCAATGGTGCCGACAAGGTCTTCCCTTCTTT 

GGACGAGGAGGTCCCCC 

>Sequence 867 

CCGGGCAGGTACAGACGGGGTTTCACCCGTTGGCCAGGTTGTTCTCAAAC 
TCCTGACCTCAAGTAGGCCGTTCGGCTCGGCCTCCCAAAGTGCTGGGACT 
ACAGGCGTAAGCCACTGAGCCTGGCCAGACTGAACATTTTAACCATGTCT 
ACTCCTCCCAAATGAACTTATAGATCTAATACACTCTGGGCATGAATCAG 
GTTTGAATTCAAGGATCACATTCCTTAAGACATTGACAACCTAACTCAAA 
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TAGCAG CCTGCTCTTCCAGCCAGCGCT^TTCTCCTCTTCCCCTGTTTTA 

TTTTTTATAGCATGTCTCATCATCTGAAATTACCTTTTTGTTCTTTCGTC 

TCCAGTTTCCCCGGTAGAATTTTGTAAATGCCATCAGGGCTGGTGTGCCC 

TTTTCTGAGTATTCCCAGTACCT 

>Sequence 868 

AGGTACAGCTGTGATTCCAGAACTAAAATCCCCATTTCCTTGCCAGTTGT 

CAGCTGAGAGCCCGTCCCAGCTTCTAGGCACTGCTCACATTCTTTGCCTT 

GTGGTTCCCTTTCTATTTCTTTTGTTTTCAAAGCCTGCAATAGCTGGTCA 

GTTTCTTCTCATGCTTTGAATCTCTCCTGCCTCTTGTTCTGTTTTGCATC 

T CCCCAAC AAAACCTTCTGCCTTCCTTTTGCACTTTTTGTTTGTT^ 

GTTTTTT I G AG ACGG AGTCTCGCTCTG TCGCCC AGGCTGG ATTGCGGTGG 

AACCATATAAGCTTACTGCACCTAAAGACTTCCTGTATAAAACAATTGTT 

TCCACTTAAGGATGGGACGTAAATTGGGGTTACCGGCGTACACTTTTATC 

GGTCCACCTGGCTAAAACCAATTCCTTCCAAAAGTTTTGTTATGGGCTTG 

ACCGGGGAGCTACTCCTGGAATGTCAAACCTTTCTGGAAAACCTGAGGCG 

CGATCTTAGGTGGTTGAAACCCCGGGCAATGTGTGGTCAACCCCTTTTT 

>Sequence 869 

AGGTAC1 1 1 1 rTTTTTTTT nrTTTTTTTTTTTTTTTTGTGGGCTTGGGTT 

CG ATTTAGTTTG 11 TTTT1 TGT A AAG AC AG AATCTCCCTCTGTTGCCC AG 

GCTGATTTCACACTCCTGGGCTCAGGGGCTCCTCCCACCTCAACCTCCTG 

A AAGT GCTGGGATTACAGGGGTGAGTCACTGTGCCTGGCAAGAAGATGAA 

ATTTTCATCCCTCAACTGACAGCTATGCCCTGGAGGCCCAGCATGGGCTT 

CAGGCTGCCTCTGCCCCTGCTCAAAGGGCATTCTATTTAGTTCAGCTCTC 

ACCCATTGTGGATAAAGGAGATTCACTTCACATTTTATGTTTTACAATTT 

TAGTATAAGCACCAATGTTTAAATGATAACAAGGAAGAGCTCCCCAAATA 

CTCTGGACCATCTTGATTTCTGGGATTATATTTTATTCTGGGTAAAACAA 

GGATT TCTATTATTCCCAAATCTTTGTTTTAATATTAAAGGCCGGGGGGG 

TTTTTAAAATTACCCTTGTGCAAATITGCACTCAAGGAAATTGTTTTT 

>Sequence 870 

CCGGGCAGGTACCAACAAGCCCTGGGGGCCGAGAGTTCTGCCTGGTCCCA 

CCTGATCACTCTGTCATGACCTCAGTTCATGTGAACCTTTCGCCCACCTT ■ 

CGTCTCAAACCCAGCCCTGAGCCCCTCCATGCTGGGATGTGTGCAGGGAC 

CCCGTGCAGGCTTCCCAGAGCAGGGGAGCACTCAACTATGCAGAACATGT 

CAACTCCACAGATACACAGCAGGTCGTGACTGAAATGACTTCCCAAGGGA 

ACTGTCCTTGTCATCCTTTTTAAAAACATTAAATGTCAGAAAGACGATAT 

GAGAGCTCAGACTGCGCCCACGTGGGGAACTGAGAGAGAGAGGCCCAGTA 

CCT 

>Sequence 871 

CCCTTTGGAGCGGGCGCCCGGACAAAGAACAAAAATCCTATTTTTCTGAT 

CNGAACCCTGGCTGAACGGTATTAAAATTCAGGTTCCAAAATGAGCCAGT 

GGTAAAGAAGAAATAGAGTGGAAATTTAACACATCCATTTATTATACACT 

GCAAAATGCAACAGGGACAGATGCCCCATGATATTTCTCCTCAGCTGTGA 

TCACTTTCTCTACAATGTTGAACTAGTGGCTCTTGCTCTAGGGACTATCT 

GGACAATTACCTGCAACTTGGAGTCATTACGGAAATGATCGTTAAGGAAC 

TGGCTCATTTGGGTTACACTCACTGCTCTGTTCCTAACTTCCTGTGGAAA 

CAACTCTGGGACTTAAACTTTTCTTAACCAATTTAGAAAAATGTGCCAAT 

AAAATTCTAAAATTTAAAAAGAGTTTATAATTGTAATTCTAAAATGCACT 

GAAAAATGGCGGAAATTTCCACTTTTTTTGGCAACACCTGATTTTAAAGT 

TAAAAATAAAGATTTTGGTCATC 

>Sequence 872 

AGGTACGCGGGAGGGAAGAGTGGCCTTATGGCTACTCAAGCCACGTGTTT 

ACCTAAAATGTGCTCCTAGTCGCATAGCTTCTCAGAATAGTCAAAGAAGA 

AAGGAAAAGAAAGCTGGATGTCCCGGGTTTATTTTTTCTGCATCTTTGCA 

AATA TGAGAC ACAACTCTGTTCCAGGAGCTTTCGATGCGCTTCTACAGGT 

ATTTCTTTTTTCTTTGTGTCAAGGATAAATGTGAAGATAGCTGTGGAATT 

GTCCGAACATTTTTGCCTTGAAATTAAGCAATGTTTTATGCCTAATTTCC 
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CAAAGGACAAGTTATTTATGCCAGTATTAAAAGCAGCAACTTATATATTC 

TACGCAAAACAGAAAACCAGAAAGATCTAAATTTTGACAAGTCCCTAGTT 

TGATGAATTGAAAGACAGGAAGATGACTACATCACAGCAGATAAAAGAGA 

ATTTTTCATAAACTAAGCTCTGGGAAACAAAATACCCAAATTACCCATGT 

ACACCAACTACTGCTCATGGGTTCCCCAAAAGACCTGGGTGCGGATTATA 

CGAGTCATTGCCCAGTTGTGATAGTCTCAGTTTGAAAAGCATTATCTTTA 

CCCCCTGGGCAAGAAACCTTTAACGTATTAATTCTTTAATATTGGACCCT 

1 I'll 1 A TTAGTTGTAATTCTTTTTCCAAGAG AACA AAACTTCA AATTATT 

Gil 1 1 

>Sequence 873 

CCGGGCAGGTACGCGGGGGAAAACAAAGAGGAGATTAAATGTGTGGGTGG 

CATGGGAAGGGTGAGTTGGTATGGGTTGGGAAAGGCAGCAACAACTTCAT 

TTCCCTGAGCAGTTTCCATTGTAATCAATGTATTGGGTCAGCACCAACCT 

CTACCTGAGGTAAAATATTTAACGCATGTTTCTGTCAGCCTTGGAATATG 

CTTTGCCCTCTTAGGTTTATATTTGTGAGTTTGGGGTCTGGGTTAGGCCC 

AAAACTAGTGGCCTAGCCTTAGGCCAACCTCTTCCATGAGGTGTGTCTTT 

TTTTTTTTCTTTTGACTGAGTCTCCTCTGTTGCCCAGGCTGGAATGCAAT 

GGTGCAATCTCAGCTCACTGCAACCTCTGCCTACCGGGTTCAAGCGATTC 

TCCTGCCTCAGCCTCCTGAGTAGCTGGAATTACAGGCACGCGCCACCATG 

CCC AGCTAA l" H " L " i T I GTA 1" 1TT I ' A ATAG AG ATGTC ATTTC ATCGCGTTA 

GCCAAGATGGTCTTAATCTCCTGACCTTGCAATCCCGCCACCTTGTCCTT 

CCAAAAGGCTGGGATTAAAGCGTTGACCCAGGACCTGGCCCTTTCTTAAT 

TTTTATTCCACTTTTCCCCTGGGGCCCATTTTTTAATTTTTTGAAATGGA 

CAAATTTAAGGAGCGACCAAGAA 

>Sequencc 874 

CCTGGCAGGTATTTTGCTTTCAATCATTTGGCAATACTGCTGATCCTTTA 

ACCAAATGGAACTTATAACCCATTAAAATTGACGTTTCAATTCAATCTAG 

TC A AATTG GGG AA AG ACAAAATC A AG AG AATTAAA AC AATTTTTTCTTAA 

AGTGTCATTCTTGCATAAAATTTCTTTTATTATTTATTTATGCATTTT^ 

AAACAGAGTCTTGCTCTGTCGCCCAGGCTGGAGTGCAGTGGTGCGATCTC 

AGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGCTATTTTTGTGCCTGAG 

CCTCCTGAGTAGTTGGGATTACAGGGGCTTTGATGTTGTCAACATGATGG 

AATTATCACGCAACTTTGAAAAAAAACGAAGACTATGAAGAAACATTTAA 

AGGCATGTCACAACTAAATGCTTCATGAGGTGGGGGGCTTAAGCCTATTA 

ATCACACATTTTGAAGGTCTACATGGAATAACACTTGAAGTCAGGATTTT 

AAAACAACCTGTGCAACATACCAAATTTTTGTTTTACCCAAAAAAAAAAT 

ATTTTTAATTATCAGGTTTTGTGGCCGTGCCTTTGGCCCCAATTCTTTGA 

AGTTTTGTTGGATAGGCTTGAAACCCCAATTTAGAATTAAGGTGCCTTAG 

CTTTTAACCCCCCTGGTTTCAACTGGACAAAGGACAAAAATGTTTTGTAA 

>Sequence 875 

CCGGGCAGGTACTGTGCTTTCAATCATTTGGCAATACTGCTAAGCCTTTA 
ACCAAATGGAACTTAGAACCCATTAAAATTGACGTTTCAATTCAATCTAG 
TCAAATTGGGGAAAGACAAAATCAAGAGAATTAAAACAATTTTTTCTTAA 
AGTGTCATTCTTCCATAAAATTTCTTTTATTAT^ 

AAACAGAGTCTTGCTCTGTCGCCCAGGCTGGAGTGCAGTGGTGCGATCTC 

AGCTCACTGCAACCTCTGCCTCCCAGGTTCAAGCTATTTTTGTGCCTGAG 

CCTCCTGAGTAGTTGGGATTACAGGGGCTATGATGTTGTCAACATGATGG 

AATAATCACGCAACTATGAAAAAAAACGAAGACTATGAGGAAACATTTAA 

AGGCATATCAGAACTAAAGGCTTCATGAGGTGGTGGCTCAAGCCTATAAT 

CCCAACACTTTGGAAGGCCAACATGGAAGATCACTTGAGGTCAGGAGTTC 

AAGACCAGCCTGTGCAACATACCAAATCTCTGTTTTCACACAAAAAAAAT 

AATAATCATAATTAATCAGGTTTTGTGGCCTGTGCCTGTGGTCCCAGCTA 

CTTTGGAAGCTTAAGTGGGAAGGAGCTTTAAACCGGAATTTGAAATTTGA 

GGTGCAGTAAGCTTTAAAACACCAATTGTTTCCAGCCGAGCAAAGAGACA 

AAAGGCTTTTAA 

>Sequence 876 
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C CGGGCA GGTACGCGGGATAGCATTCAGCTCCCAACAGAACCCTTCATTT 

TCTJ "I "I 'I ATGTAATTTTCTCTTTAAAG AAC AACTGGTCAGGTCTAGTGTA 

TGGAGAGCCCTTGTGAGGACAGAGCCCTAATATCTGGATGATGTTTCTGA 

ATTTAGTTGACATTGTCCACTTGGATGTCTAGTGGTCATTTTAGGCAAAC 

ATGTCCAAACTGAACTCCTGTCTTCCCTGGACCCTGCCTCCTGTGGCCTG 

GCTGTCTTAGTCAGTGTCAGCCCTCCATGAGCTTAGGCAAAAAGTCCTGG 

GGTTATCTCTGACTTCTCTCTACTTTCCACAAACCATATCAAGCTCTCAG 

CAAGTCCTATTGGCTCTGCCTTCAAGTGTAGATAGAATCTGCCCTCTGCT 

TATCCACTGCGTTGCTGTTACTCGGCACAAGTTGTTACCTCCTACTGGAT 

CACAAGAACTrCCACATTGGACTCCTGCTTNCACCTGCCCCTTCAGTCTG 

TTTTCTGTGCAGCACCCAGAGCTGGCCTGTTAAAGCATAAATCAGATCAC 

ATCACTTCCCTGTCCCAAACCCTCAAACAGCTCGTGCTTCACTCTGAAGA 

AAACCCCACATCACTGCTTCnTGGGCTTCTGGCTTAGATCAGTGTAGAAA 

ACCACAGGACCTATGAAGCCCTCGCCC 

>Sequence 877 

AGGTACTTATCTCATAGAGTAATTGTGAGAACGAATGCTTTGAGCACAGT 
GCCTGCCACAGAGTTAGAGCTATAAGCTTCTCTTTGGTCTATGTGGGAGT 
, TTTCTTCCCAGGTGAATTACCAGATCCTTAGGGCCAGAGAATTCCTGAAT 
TCTCTGTGAGTATATAGTGTAGTAACTTGCCTCTAGAAAATACCAACATA 
TATTTATTAAATTATTAAAGATTAGATTGTTTTAGAGTAGGTCAGGGGAA 
ATAAACAGAACTTGGGTCATGAGAATAAAACATTTCTTGATATTGATTGA 
TTAATGCACATTGTGGTGGATGAGTCTTTTTGTGAATGTTGTGAACATTT 
ACTTAGATCATTTCTAAAAGGGTGCTAGAGAATCTGCCGGTTCACCCTAA 
TTGATGCCCCCTCTAAGTAGCAAAGCAGAAGAACCAAAATTCAGTCTCAG 
CACTTTAAAGGTTTTGATTCCTAAACTTGGTGTTGGTCCCACTGCCTGCT 
TGAACATTGAAACAACTTTCCAAAAAATGACTTACCCCACGGTCACAGCC 
TCAACCACCTGTGGGCCCAGGCAAGTAGAGCAATGCAGCAGGTGAGGGCC 
AGCCATATTCAAATGCATTTGGTTCTAAGTTCAACTGAGCAGCCCCATGG 
GAATGTGCrTTTTTAAAAACCCCGAATTTG 
>Sequence 878 

CCGGGCAGGTACAAACTTTGAATGGAGTAATGGAGCAGTAATGTCTGTTT 

TAATCGCCCTGGCCCCTCTTTGCCTTATGGAGGCACCAGGATGAAGGAGG 

TGAAAGGCTGACTTAAGAGTCAGGTAAACTACCTCCTGCTGTGTTTTAAT 

ACTAATGCATTGTGACCTTGAACAAGAACTTGAACAAGAGTTCACATCTG 

CATAAGAGAGGTCTTATCTACTGGTCTCCAAAGGATCTGGGGATATGGAG 

CAGGATCCAGCCATCACCCTGTAAATTACCTGCCATTCTTAAAAACCCAC 

CCTTACACGTAGCTTGGGAATCAGCAATCTGATTTCATGCGGGAGATGCT 

GGAAACATCTGCTGAAATTAATTCTCCAGTAATTTGGAAAGATCAAAACT 

CAAACCTTTTCTGACCCTAAGAAAGAGGGTCCTAAGCTCCCTACAGCTGG 

ACTTCCAGATAAGAAGGATCTAGTAGTGAGGAAAAAAAACTCTAAAAATA 

CAATTTGGGACTTGGGACCCAAGTGGCAGTTCAGGAATCAGGGCTGGAAC 

ACAAAAGAGAGGTGAAAGGGACACCAGGATCGACGTTTGAAACAGAAGCA 

GTGACCACCCCCTGCTCCCACTGAACAGGGATCCTTGCCTTGCTTGGCCA 

TTTTTTTAACACAGAGGTGGGCCTT 

>Sequence 879 

CCGGGCAGGTACGCGGGGGATGCCAGAATTGAGAGTCCATAGGACCCGTT 

TAACGGATCCCACATTCAGTAGACGGTTTTTTGTATGCTTCGAGGGAAGG 

AA GGTAT TTTCAAATGCAACTTCTTTTrrrt u rrCTTGCTCTAGTTAGGGC 

TGATTTTACCACTGGGCAAATTGCATACATTTGGATCCATGCCACGCTAA 

ATACTGTTTATTTTGGAGATCTGTCAGAGGCAAGCACATGGAAGACAAGG 

GGATTCTGGTTTGAAAAGGCAATTCTCATCCAGACAGATTCAGATGGAGA 

GGAGCGGTGTGGATTAAAATGCGCCGAAGTGACAGCGTCTCACCCTGTCA 

CGTAGGCTGGAGTGCAGTGGTGAGATCACGGCTCACTGCAGCCTCGACTT 

CATGGGCTCAAGCGATTCTCCTGCCTCAGCCTCCTAAGTAGTCGGGATCA 

TAGGCACTTGCCACCACATCCGGCTAATTTTTTTGTAGAGACAGGATTTC 

ACCACATTACACAGGCTGGTTTCAAACTCCGAGGCTCAAGTGATCTGCCT 
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gcatcggcctccaaagcgctgagattaccagcggtagccactacgccttg 
gccttcaaacaaccttgtttgggtttaagatttaacccagacccccgggg 
c<:accttttttttggggcccgtttaaaggaac 

>Sequence 880 

aggtacccatgaacatagtttttactctttttaaaagctgtaggcactgg 

aaggtcagtgttcagccatgacagtggaaggtcagtgttcagccatgaca 

aggcccaatgtcatgggccctctgtcatcatcctctgtccgtagtgatcc 

ccagacacttitgcatggctgtttagacagaattttcctgcagctctttt 

gggagtagctcttgaaagtttaacccctgacagttaatgaagaacagtga 

ggcttaggaggcaggtaggcctttgagcaaataactctgagcaactggtt 

gccattgtcagttctcctatcaagtatgcgtttgatttttaaaaggattc 

cccaaagttctatttaggactacagagtctctaagaatgtatttctgttg 

gcaaggtcaggagcaagatcatctctgtggacctgtcggtttgaaagagt 

tgcmgatattctcattattcattgatttatatactcaaaaaacatatat 

ttgcatgtgccaagaaaaggtaaggaaagggagccttcatgtgccagccc 

ctgtgctgaaccctggagctgtaaagatgaatgaggtggattttttgtct 

gtaaaaaatttgccgatgggaccaagtctggcatctctctttcctggcct 

gaccgaggacaaacctttttagttaccctgngattcccatgcattccgca 

gtaaacagctgg 

>Sequence 881 

aggtactttgagaggccaaagcaggaggattacttgagcccaagactttg 

aaaccagcctgggcaacatagtgagaccctgtctctacaaaaatttaaag 

attagctgagtgtgatggtatgtgcctttggtcccagatactcaggaggc 

tgaggcgggaggatcacttgagtccaggaggtcaagactgcagtgagctg 

tgttcgtgccactgtactacaaatcagaacccctccccttcgaactgctg 

ttaaacatctactagagactatcagtgttgttatttatagaatcaggaaa 

tgctag gctt ctccttcttctaagtcctagatgctgagacttcagaaatt 

cactggttttgttgaggtcaggagtccaagaccagcctggccaacattgt 

gaaaccccgactctactaaaaatacacaaaattagctgggtgtggtggtg 

ggtgcctgtaatcccacatactctggaggctgaggccagagaatcacttg 

aacccgggaggtggagattgcaatgggctgaaatcatgccactgcactcc 

agcctgtgcaagagtgagactctgtcccttcaccaaaaaaaagaaaagaa 

ttaatgtttttgtacttatgaggggggggaacgaacatctccaatttatt 

ggccagcctaaaaagggcttttcccc 

>Sequence 882 

gtgattgctttccaaggccaccgagggtatctgagactcccaggccctgg 

ttggtcctgcctcttctccttcatagcgtcccagtgttgtcaggagggcg 

ctggtggtagcttggaccttgtgtgccaacgcttcctcaggtctgggcct 

aacagcctccactgcctgggctcactcagggagcgcctcattatttgggc 

agccatggattctatcccagccccaccatcagttcagggacacaacctga 

ctgaagatgccagacatcxttgagagttggcagaacacaggaggctattct 

gaaggagatgcagtatcacagccacagatggcactagaggaggtgtcagt 

gtcagatccactggcaagcaaccaaggacagtcactcccaggatcctcaa 

gggagcacatggcacagtgggaagtgagaagccagacccatgttccaaac 

agagaacctgttcaggcactggctttctctgccagccggaaacgtctgga 

caagaaacgttcagtgcctgtagccactgtagaactggaaaaaaagaggt 

tcaaaacctctgcctttttgccaagccccctacaaaggcctgacaattag 

gatttacagaaggggaaaaattgggaccgaaaattaagcctggcccccca 

ataaacccagttcccaattcaaaaaattttaattccccagtccgaaaaat 

cccaactcccc 

>Sequence 883 

CCGGGCAGGTACGCGGGTAGGGATGCAGAACTGGCCACAGTCAGGGCTGG 

CCAACAAGGGATGGGATGGCAAGGGAACCAGTGGGAGACTGTTTACACCT 

TTGACTTCCTCTTCACAGGTCAAGGCAGGACTGTAGCATTAGGTCTCAGA 

GATGCAATGAACAGGACAAATACACTTCCCCTTCATCTGGATCTGAGGCT 

CTGGGCGAGTCAGTACCT 
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>Sequence 884 

CCGGGCAGGTACAGACAGGGTTTCACCATGTGGGCCAGGCTGGTCAACTC 
CTGACTTCAACTGATCCCACCTGCCTGGGCCTCCCAAAGTGCTGGAATTA 

cagck:gtgagccaccacgtctggctggaaaatgtttgtggtttatgccac 

ACTATTTATCTGGGCTTTTGTAGGTTCGTGATCAAGCAGCCAATCATCTG 
CCTGGGCAACCTCCTACTTAGACCACACCTCCCGCGTACCT 
^Sequence 885 

GGGGGACCTCCTCGTCCAAAGAAGGGAAGACCTTGTCGGCACCATTGAGA 
GGCGTGTTCTCTTCTGGCTGCCGCTCGAGCACCGAGAGCTCC 
>Sequence 886 

AGAAGGTCAGCACCGGCTTCGTCCAGTCCGATTTCAAGGGCGACGTGCTG 

GGACGCGAGCTGCGCCTGAACGCCGGCGTGCGCTGGTCGCAGACGAAGCT 

CGACATCGACAACTTCAAGAGGAGCGGCAGCGGCAACACCTACCAGCCCA 

ACAGCGAACAGGGCAAGTACACCAATGTGCTGC 

>Sequence 887 

AGGTAC J rTTTTTTTTTTTTTTl T iTl "i l'GATGCTAGTTGTGATTTCCTG 

TAATTCTCATTTGCAAGGGGGTAAAGGGGGATCAATGAGATGATACAGAA 

AGGAGGAGCTGACAATTCTTTTGTCCATCACATCATGACAAATACGTCTC 

AACAGTCCTGCACTGAAGTTTTACTGGCAGCTCTTACTCTGGGAAGAAGA 

GAAAAGGGGAAGG AAGC ATTACATTTTAAAAGCCACGAGGGAAGTGTTCT 

CCTTACACGATGAGTTTTCCCCTTCTAGGCAATCCTCCCCAGCTGCATTT 

ACTGAGGGAGGAGGGATGAGACAGAGAAGTGTCAGCCCTGAGAGCAACAG 

GAGGGCCAGCCTGGCTCrCAGAAATGTAGCTCCTCCCTCTGAAGCCTGAC 

CCCTCCACCTGGCCACTCTGCCGTCCCTGACATCCTAAACCAGGGAAGAG 

AAGCAGCAGGGCAATAGCAGGGTGAACAGTGGTGCTCTCTGGAAGGTTGC 

CATTAAACCTGATTTCCTAATCTTTCTTCCAAAAAGAAGTATAAATTGTC 

ATGTCTTAAAACTTTTTAAAAAACAAGCTTCTATGGGAAACAAAATTGAA 

AGGGCACCTTTACAAAGAAAAGTCCnTGCCCGGCGGCGTTTTAAACTAGT 

GAACCCCCGGCTGAGGAAATGATATCAGCTTATTAAACCGCAACTCAAGG 
GGGGCCGG 

>Sequence 888 

GTGATTGCTTTCCAAGGCCACCGAGGGTATCTGAGACTCCCAGGCCCTGG 

TTGGTCCTGCCTCTTCTCCTTCATAGTGTCCCAGTGTTGTCAGGAGGGCG 

CTGGTGGTAGCTTGGACCTTGTGTGCCAACGCTTCCTCAGGTCTGGGCCT 

AACAGCCTCCACTGCCTGGGCTCACTCAGGGAGCGCCTCATTATTTGGGC 

AGCCATGGATTCTATCCCAGCCCCATCATCAGTTCAGGGACACAACCTGA 

CTGAAGATGCCAGACATCCTGAGAGTTGGCAGAACACAGGAGGCTATTCT 

GAAGGAGATGCAGTATCACAGCCACAGATGGCACTAGAGGAGGTGTCAGT 

GTCAGATCCACTGGCAAGCAACCAAGGACAGTCACTCCCAGGATCCTCAA 

GGGAGCACATGGCACAGTGGGAAGTGAGAAAGCCAGACCCATGTTCCAAA 

CAGAGAACCTGTTCAAGCACTGCCTTTCTATGCCCGCCGGAAACGGCTGG 

ACAAGAAACGTTCACTGCCTGTAGCCCCTGTAAAACTGTAAGAAAAGAGG 

TCAGAACTTTGGCTTTAGTGCCAAGCCCCTCCAGGCCTGACCAATCAGGA 

TTACAAGAGGGAGAACAATGGGACAAAATATTATGAGTTGACCCCAAATT 

GAACCCAATTCCTTGTTCAGAAAATCTTGATTCCCATCCTGAAGAATACC 
AACT 

>Sequence 889 

AGGTACGCGGGACTCTGTAAATACTATGAATTGGTATCTTGACTCTGTGT 

GATGCCAAATATTCATTTGACTACATTACCTTCATTTCAAAATTTAAAAT 

TTTACTTTTCAAACAAACAAAAGTTGTGATTCAGAGTAATTGGAGGGGAA 

AAGAAAGCGATCTTTGGCCCAGCGCGGTGGCTCACACCTGTAATCCCAGC 

ACTTTGGGAGGCTGAGACGGGCGGATCGTGAAGTCAGGAGATTGAGACCA 

TCCTGGCTAACATGGTGAAACCTTGTGTCTACTAAAAATACAAAAAAATT 

AGCTGGGCATGGTGGCAGGCGCCTGTAGTCCCAGCTAGTCGGGAGGCTGA 
GG 

>Sequence 890 
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CCGGGCAGGTACGTTCCAGGAATGGTAGATAGAGCATACATATAGGGCAG 

GCTGAGAGGCTGGAAGGGCTGCCTTGAATGCCAGGCTAAGGAATTTGGAC 

TTCCTAAGGAAGCATGGAGTGAATTTTAGGCTGGGAAGGGATAGGATCAG 

ATCTATGTTAATATTGCTCACCCCAATTGCAGCGTAGAGGATGGGATAGA 

AGGGAATGTATGGATTCAGGGAGATGGCTTAGAACCCTAAGATTCATGGT 

AGCAGGGTCTCGAGCAGGGGCTTGCTTGAGCAAGCAGGTCCCGTGGAGCA 

GGTTTGTCTTAACTCTCGTTGTCTTTCTGAATGGGTATCAAAGAGGGGCT 

TCCTGCAGCCTGGATGACCGGGGCTGCCTTCCTTTGTTTGTGGGGAGGGA 

CGCATGCCTGGCAACTTCATAGAGGTCCAGGCCATGGGCATTGCCAGAGG 

CTGAGCANACCATGCTGAAGAAAGCCACCCCGAGTGCCTGGTCCCACAGG 

CCTTATTATCTGTAGCTGGCTTTGAATGCTGG 

>Sequence 891 

CCGGGCAGGTACTTTTTCTTCTTCTACT' rTTTTTTTT lTl 'AAAG AGAACA 

TCTGAATGATGTATTCGGAAAAAAACATTTCCCAAGAATATGGAGAAAGG 

GAATTGAACATAATTCCCAGTGTAAGAGTGGAATGAGCATGTGGCCCTGT 

GGGCCTAGTCCCAGTTTGTTAATCTTGTGAGCAGAGCTGCTGGCGGCTGC 

TCTCAACCCGCTAATCGGGCTCTTTCTCTGTCACGTGGACAGGACACTGC 

TCACAGGGTTGCAGTTGGCTGCTGCCCTGCGTTGACAGCTGGTTCTAATT 

GTGCAGAGCTACTTAGTACCT 

>Sequence 892 

AGGTACGCGGGAGTTACTrAAGAACCACAGTrCCTAAAACATTTTATTTG 

GGAGCTCAACTTCTGGCTTCCTACTTACCAAGAGGCAGTAAGTTATAACC 

TCTGGCCTTTGTCTTTACATTTTCAACTTTCTGGATCCCTAACCTCTGGT 

CCCAAGTTACTACGCTTGCCTATATCCACTAACCACTCACTAGGTCACAA 

AGTTGATGGCTCTGGCTTGACCCAGTGAATGAGAAGTGTCCTAGATGTTT 

1 1 1 1 1 i i 1 1 1 1 1 1 1 CGCAAATCTTC ATAGGCACAGTTGCCTGTTTAATTT 

TTTCTTCAGCCCTTCCCTTAGAGGAGGGAGCCTTAAGTTACCTTTCAAGG 

TTGGGGGTTAGGAATCTATCATAACTAGTCTAGAGATTTCTCACCAAGGG 

AAATTTTCCTTATCTAAAAGAGGAACTTCAGGTCTCAACCCTGCCAGTCA 

CACCCAATTAATGTCCTTCACAAAAATAAACAGCATATGTTCCCTTTCAA 

TTTGAGTTCAGGGGGCTCACAGCAAAATTTACCTTTTAATTTTCTTCAAC 

AAATCCAAGACGAATTTCCAAGGATGAGATTTGATAAGAATTCGTTTTCC 

GTTTGCCACCGTTGCCGCCAATTTTCAAAAAAGCCGGCTCCTCTTTTCTG 

G TCCC CATCCAAGCCCCCAAAATTTTTACCGAAATAAACCGAAGACTCGT 

GTTTTCCAAAAAAATTTATTTTAACCTACTGGGCGGTTAAAAACAAGGGA 

C 

>Sequence 893 

CCGGGCAGGTACCCATGAACATAGTTTTTACTCTTTTTAAAAGCTGTAGG 

CACTGGAAGGTCAGTGTTCAGCCATGACAGTGGAAGGTCAGTGTTCAGCC 

ATGACAAGGCCCAATGTCATGGGCCCTCTGTCATCATCCTCTGTCCGTAG 

TG ATCC CCAGACACTTTTGCATGGCTGTTTAGACAGAATTTTCCTGCAGC 

TCTTTTGGGAGTAGCTCTTGAAAGTTTAACCCCTGACAGTTGATGAAGAA 

CAGTGAGGCTTAGGAGGCAGGTAGGCCTTTGAGCAAATAACTCTGAGCAA 

CTGGTTGCCATTGTCAGTTCCCCTACCAAGTATGCGTTTGATTTTTAAAA 

GGATTCCCCAAAGTTCTATTTAGGACTACAGAGTCTCTAAGAATGTATTT 

CTGTTGTCAAGGTCAGGAGCAAGATCATCTCTGTGGACCTGTCGGTTTGA 

AGGAGTTGCAAGATATTCTCATCATTCATTGATTTATATACTCAAAAAAC 

ATATATTTGCATGTGCCAGGAAAAGGTAAGGAAAGGGAGCCTTCATGTGC 

CAGCCCCTGTGCTGAGCCCTGGAGCTGTAGAGATGAATGAGGGGGATTTT 

TTGTCTGTAAAGAGTTTGCCGATGGGACCAAGTCTGTCATCTCTCTTTCC 

TGGCCTGACCGAGGACAAGCACTTTTTAGTAACCTTGGGAATACCATGCC 

TTCCGTCAGTCAGAATTGTTTACGGAACACCATTTGAGGCAGGCCCCGGC 

TTAAGG 

>Sequence 894 

GGTGTGGTGGCTTATGGAGTCCCTAACGTTTGCACAAAATGGTTGCTACA 
TTCCACACTCCCATGTGCCCTGAGCAACCTCCAGGGAAACTTCAGATACC 
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GTGGGGCTTGGCCTGCCAGCTGAGCTGACCCAGCGATCCTTTCTATCACA 

GCTTTGATCTTCACTGGGTTGGGAGCCTGTCTGAATCTAAACATCTGCCT 

CTCTACTGCCCACCCCTTCGGCATTTCCTAGCTCTCCCTGAAAGGTGCAA 

ACATGCAT GCAGTT ACTCAAACAGAATATTTATCCTTAACTCCCTGTCCC 

TCACAA I ITCTT ITAA A AC AATCC ACTATTGTCTACCCCCGCCCCCGC AT 

CACCCTTTCATCCAGGTGCCCATTCCCTTCTCTCTAGTCCTGCAATACCT 

AAGCATCGATCTGCCTTTAGCACATCCATCCCCGCCTTATTCTCCACGCA 

GGAGCTGAGTGACCTGCACAAAATCCCCTGCTAAATACGGTACCT 

>Sequence 895 

CCGGGCAGGTACACCATGTCCAGTGATTCATGTCTGGACAGAGGCTAAGT 

CTTGGGTCACTCGCTTCACAAAGAGGCATCACTGTTCACTCAGGGGCTCC 

TACCTGAATCCCAGAGCAGACGGATTCAAATAAATGCACCAACCTCTATA 

GACCTGCCTTGCAACCTCAAACCTCTTGGGGTCAAAAGCAAGAAGAAATG 

TTTATGATCCTAGATTGTAGGGGAAATAATGGTGATTTTTAAAAACACAA 

TTCCCCGCTGGGCGCGGTGGCTNACACCTGTAATCCCAACACTTTGGGAG 

GCTGAAGCAGGCAGATCATGAGTTCAGGAGATCAAGACCATCCTGGCTAA 

CACGGGGTTTCCCCATGTTGGCCAGGGCTGGGGTCGAACTCCGGACCTCA 

GGTGATCTACCCACCTTAGCTTGCCAAAGTGCTGGGATTACATGCCTGGA 

CCCTCAAGCCCCGCCGTTTGTATTACATAGTGGATTTCCCAGGTACCTGG 

GATTACGTCCAGATTTAATTGTTTTTCGGCAATGATCCCAAAGGGGGGGG 

CAGAGAACCAAAATTGTGCATCTCTTTATGGTAGGGGACAAAGCGGGCTC 

CGG TTATACTATGGCAATAGGAGAAAGGCTCCCCGAAAATTGATTCCTTT 

GCAAACACCCAAACATTTTTGTTCGTGAAATTATAGGGTAAACCCGGGGT 

GCCTATAGAGGGGGCTCCACCAAATAATGGGTGTGCCTACACTGACTAAT 

CCATTTGGAAAACCCTGTTG 

>Sequence 896 

AGGTACTGGGCCTCTCTCTCTCAGTTCCCCACGTGGGCGCAGTCTGAGCT 

CTCATATCGTCITrCTGACATTTAATGTTTTTAAAAAGGATGACAAGGAC 

AGTTCCCTTGGGAAGTCATTTCAGTCACGACCTGCTGTGTATCTGTGGAG 

TTGACATGTTCTGCATAGTTGAGTGCTCCCCTGCTCTGGGAAGCCTGCAC 

GGGGTCCCTGCACACATCCCAGCATGGAGGGGCTCAGGGCTGGGTTTGAG 

ACGAAGGTGGGCGAAAGGTTCACATGAACTGAGGTCATGACAGAGTGATC 

AGGTGGGACCAGGCAGAACTCTCGGCCCCCAGGGCTTGCTGGTACCTGCC 

CG 

>Sequence 897 

CCGGCCAGGTACCAGGGCACTCCAAATATGTAATTTAACACATTCATTAA 

TAACTATGATAAATAGATATTTTATTCCAAGAACAATATCATTAGAGAGT 

TAGATT GGAGG GCAAGCKjGATTAAGTATCTTAAGTTTATTGTTTCCCGAG 

TGACCATTTTTAAAAGCCTCCTTCCAGGAACTGTGGAATGCCTACCAGGC 

TCCCTGACTGCTGTCTGGTGAGGGTCCCTACTGGTGCTGTGGACAGCACA 

ATACACAATGGGGCACAAGAAAGCCACGCAGCCTCCCCCTCCTAGACACA 

TGCTGTGCACCCCCTTGGCTCTGCTTGGAAGGTTCAGCTCTGCAAATGGA 

AGGTTGCAAACATCAGACACCTTCTITCTGTTTCTGTCTCTCTCCCCTTC 

TTCTCCCCACAGTGTCCAGCCTTGGCCCCTGACTTTTCCTGGGGTTGGGG 

AGGCCTGTAGGTTCAGAAGCTGAGCAGCTGGGTGAAGACCTCCCTTAGCT 

CAATGTGCTCTGGCCATAGGGAGCAGACAAGCAAGCTGAGTTTGGGTAGC 

CCTAGACACATGGAAAAAGAAACAGCTTTCTTACCTTCAACCCTTCATAG 

ATGACTTCATTAAAAAGTCGCTGGTTAATAAGGAAAAAGGAGCACTTCTT 

TGTTAGGCAAACCCCTTAAAGGCTTGGTTITTTAAAAAAAAAATTTTTNA 

AAAAAAAAAAGGTCCCTCGGGCGGTCTAAAACTTATGGATCCCCCCGCTG 

AGGAATTCCAATTAACCTTATCAT 

>Sequence 898 

AGGTACACTGGCTGTGCTGTTTCTAGCACCATAAGGCAGTCATCATTATT 
GAGCCAGGGGCTGTGCAAAATTGGGGTGATTGCAGAGCCAAAAAGCGGGC 
TGGAGGGTGGTTTCTGGAATGCCTGTTTTACTATTCTTCCTGTTCCTTTG 
CTCTTTCTGCCAACTTCAGAATCCTTCCmCCTTAAAACATTTAGTGAT 
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ATCCCTGAATTTATTTAATTGCTACGTGAGTGATTTTTGCCCCACAGCAC 

TGGAAGATAATTGGAATGCATTCTAGCTTATGTGCTCTGGATAATATGCA 

A TTAC CAGCCAGCTGGAGAGTAGTATGCCTTTGTCTCACAATGTCTTGTA 

ATTTTAAAAAGTTTTCTCCTATTTGCTGGAGTCTCTTGGTACCTTTCTTA 

CGGCATCATATATCTACTATGGGGTCCTTATGTCTGAATGTGTAGACACT 

TC TTTTG GTATACTGAATAAACTTCTGGCGATGAGGGAAGACACCGCTTT 

TGTTTTGTGAATGCCTGTGGCAGTTGGGCCCCCATTAAACCCTACGGGAA 

TTCAGGGGGAGCGGATTTTT 

>Sequence 899 

CCGGGCAGGTACCTACTCAGTTCTGCTGATGGTAGCGTAAACGCCACTAT 

ATACATAAAGAAATGGGTGTGGTGGTGTCAATAAAACTTTATTTACAGAC 

AGGCAGTGTCCTGACTTGGGTCCCATTGGCTGTCGTTTGCTGACCCCTGC 

AACTTGACGCTGCAAAGTGAACAGCCCAGCACCTCCCAGGCTGCGGTTAG 

GACCTCAGCCCGTCACCGTCATCTCCTGGGTCTCAGTTTTCTCATCTGTA 

AAGTGGGGCTGAAGCCACCTGCCTCATGTTTCTCCTGGGATTTTTGTAAA 

ATAGTGCACAAAAGTAGACAGAAAGCTCCAAAGGCAGTTTGCAAATAGGA 

AGACACAATCAAGTCTATCTGTGAAAAACATTTATTCTTGAGAATCTAAA 

ATCTGGACAAAGTACCT 

>Sequence 900 

AGGTACCAGGTTGGGCTAAGAGATGAAAAACCAGGCTCAAGTTGGGCCAG 

AGATGGACAATGAGCCACTTCCACCAGAATTCCCAGCCACATATGCCCAC 

CTCTGGGTCAGAAGAGCCAAACGTATTTATCGCTTTTGCTCAGGGCCAAC 

ATAGACACT TCATT CTCT<nX^AGGGCTGTGTTTTCCCCCAAATGTATCAA 

TACATCCCTATTTTCTTCCCCCTTTGTTTTCCTTTCCCTGGTGACCTGCT 

ACCCCACACCCCAGCACACTGATGGTGTTCCCTCCACCACACCGAGACCC 

CGCCACAAGCTCTCAGCCCTCGTAGAGCACAGGCCCCACCCTGAAAGTTG 

GCAGAGCACCGGGCTATCAAGCTGTGTCATGTGGAGCCAGCAAGCCCGGC 

ACAACCGTGGATCCCGGGTACCTGCCCG 

>Sequence90l 

AGGTACACACACGCATGCCAGCATGGGATGGGAGGCAAGGTCTACTCACA 

CATGCACCAGTAAAGCAATGTGTGTGTGTCAAGGGGGGAGGGGAGGTAGT 

GGTCCATGCCTGAGTAAGTGCCAGCAAAGCAGCAGTGGGGAGGCTGTAGT 

GGGTGAGGTTGTAGGTGGGTTGGTGTGTGTAAAACAATAGCTGTATTGTA 

TGTAGCTCTTCAGTAGTCATTGCACTTACTGTTAGTGAATGTTCTATTTT 

AGTTGAATC TATTA GTGAATTACCTTGTTTTGTGTCTTGTCACGGCTAGT 

ArTGTAATTGTTTTGTCTAGATTTTGGAGACACTTGTAGAGTTACATCTA 

TATATTATTGGCTATTCTAGATAAGGACTTGAACTCAAATCCTTTGTTTA 

ATACTTATATAGGCTAGCAATCCTAGTTTTTAAACATTTGGTTTCTAAAA 

TGTT AAAGGTGTT TACATGTATGTGTTACATTGTCTTAGTCTTGGGAGGA 

TAGG i VI TTTTT1 GTTTTTAATTCTTCACTTTCTATCATITAAAAGTTAT 

ATTTCCTTATTTGTTTCCTACAATAGTAATTCTTTTGTACTCTAAAAATT 

GAAATGGACCTCCTCCCCTCCACCCCTTCCTT 

>Sequence 902 

GTCTCGAGCGCGCGCGCCATCGGCAGCATCGGCGTGATGCCGATGCCGCC 

CGCGATCAGCACGGTGCGGGTGCTCCCCGGGTGCAGCGTGAATCCGTTCA 

GCGGCAGGCTGACCTCGAGCGCCATGCCCGGCTCGAATTCGTCATGCAGC 

ACGCGCGAGCCGCCACGCCCGCCTTCCTCGCGCTGGACCGCGATGCGCAG 

CATTCCGCCCTCCTCGCCCACCACGGAATAGGCGTTGCGGTGGCGGGCGC 

CGGCGCGCGAAGTGAATGCGAGTTCGACGTGGGCTCCGGGCTGCCACGGC 

GGCAGCGGCGCGCCGCCTTCCGGGGCCAGGCGGGATTCCCTGACCACTGG 

GCCGTGGCGGACGAATGGCGTCTATCAGATACATCATGAAGTCAGCCATG 

ACTCACGCCTCTTACCGGCGGATTGAACGGGGAGGCGGTCAGGTATTCCC 

AGTCCAAGCGCTGTGGTGCGCGGCGCAACAGCCAGCGTTCGGACGCGAAT 

TGAAAAAAGGTACGGTGGCAGCGGTAAGGTCGGCGGATCGACTGGCCAGG 

CAGATGCATGAGCGGCCTG 

>Sequence 903 
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GGGGGACCTCCTCGTCCAAAGAAGGGAAGACCTTGTCGGCACCATTGAGA 
GGCGTGTTCTCTTCTGGCTGCCGCTCGAGCACCGAGAGCTCCT 
>Sequence 904 

AGGTACCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAACCCAGG 

AGGCGGAGCTTGCAGTGAGCTGAGATCATGCCACTGCACTCCAGCCTGGG 

CGACAGAGCGAGACTCCATCTCAAAAAAAAAAACCAAAAAAAACAGTGCT 

TGTTGTTCTTTTGTTGTTATTGTTAAAGGATCATTATCTCATTATCAACA 

ACATTGGCAGGTAATTGAGCAACTGTTTGTCTCCTTGTCAATGTGGAGAT 

AGAAAATTGCCTACGAGGTTGGACAAGGTGCTGGAGCAGCGTCAAGGAAG 

AGAGATCGAACAAGAAGACTGCTTTGCCCTTGGACAGCTTTGTTTCTGAA 

GCACTTTCTCATATTCTCCCATTTAATCATCCCCTCCCTGCCAACTTTTC 

CAACAGGTGCATACTTAGGTAGAGCTATTCTTTTTCAGCCTGGGGCTAAG 

ATTTGGTCCTGGGCAGGGTATCTTTGTCTTTGCCTGGATAGAAGCCGGGG 

CAGTAGAATTGTCATGCATTTCAAAC 

>Sequence 905 

AGGTACAAAACTCAAACAAAAGCATATTCTGTGAAAAGCAAGTGTTCTCT 

ACCCCCTGCCTTCCCATTTCTCTCCCTGGAGGCAGCCGATGATCCTGGTC 

CTTCTGTGTCCTGCTAGGAATGTTCTAGCATAAAGCTTTTAGATGCTGTC 

CGGGACACTAACGTCAGGATTCTGCTTGCTGAGAAGGGTTAGGAGCTGGC 

TGTCTTGAGACAGAAACACTGAGTATGTTTTGAGTTTCATGGAGATGAAA 

TTGTCCCTGGGAAATTTTTTGGCTTTCTrTGAGAGCCCACCAATCAGAAT 

AAACCCTACACAGGAACAAAAGATTGTTGCCGGGTGCTGTTTGGTTGTGT 

CTrCTCATTAAGCCTGTTCTGATGGGAAAAGTTTTTGGGCTCCAACCTGC 

AAAGTAGGAAGGACTTGTTTGCCCTAGCAAAACTGGAAGGGATTGAAATG 

ACTTATCTGAGGTCACACGCCTGGCCTTAACCATGGCAGGGTCCCAGTTT 

TCCTGATCCCATCCTTTGAATACTTAAATTTCCTG 

>Sequence 906 

AGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTG 

AGACCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAA 

AATTAGCCGGGCATGGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGG 

TTGAGGCAAGAGAATCGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCC 

GAGATCGCGCCACTGCACTCCAGCATGGGCGACAGAGCAAGACTCCATCT 

CAAAATAAAGAAAGAAAGAAACAAAGAAAAGAAAAGCTTATATTGAACTT 

CTCTAAAAAAAGAAAAAAAAGAAAGCCTGATGCACACAAATCTAAATTTG 

GCAAGTCGATCAATTAAAGGATATTTATTTGCATCACAAAATAATTCTTT 

ACTCCCCCCAAAAATTCATAAAAAGTTTAAATAGCAACTTTTTCTAATGT 

GTTTAAAATGGTATCACCAAATACATGTGTCCCCAACTTTTTTCCAGTTA 

TTAATTCTATTGTGTAAAAGTGAGGGTTACC 

>Sequence907 

CC GGGCA GGTACTACAAGATCAAGATTTTTTTCCTAAAGAGCCATTTGTC 

TTATTTTAGCTTCAAGCCAAGCCAGGGCATCTGAGAAATACCAAGCCTCC 

GTTGTGATGTGTCGCCATGAAAATGTTGGCTGCCCTCTGGATGCAAGTCT 

GCTTGTGCTGTGCTGTGGCTCANAGTTAAATTTAGATAAAAATCAGTTAG 

GAGCTAAGAATATTCCCAGCTTTCCTGACAGGTTGTATCCGTCATTATGG 

GAGGAAAAACAAGGAACTGGCTGCCTGGCGACAGGGAGCGGGCCAGGCTG 

AGTGTGAGGTCAGGCCTCGGCTGGAATCTCACGGACTTGAAAGGACAGAG 

ACGTTTCCTGAGATGTCTGCGGCAGAATGTGGGAGGCTTCAGCCTGAGGA 

AAGTTCAAGTTGGAGAGAAAGGTTGCCAGACCTTTGAGTGACCCACACTG 

GTTATAACTTCTAGAAGGTTCTTTTAGGGAAACCTGCTTAGAATGAAACC 

CTGAAACGTCCTTTGCTGCCTTCTTAACAC 

>Sequence 908 

AGGTACAGTTGTTCAGGGTGAAGATTTTTACAGAATTCAGTAAGGATGGA 

TTATAArATGCTGAACATTTGGTTGCTTTTGTAATAATAGAGGTGGACAG 

CTGAGACAAATCTAGACAAAATCTTACACTGACTGTTTTGTAACGACATA 

CGAATGACCCTGAACTTTTTAAGTAACTTAAGAAATAGGCCGGGCACGGT 

GCCTCACACCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGTAGATCA 
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CAAGGTCAGGAGTTCGAGACCAGCCTGGCCAACGTGGTGAAACCCCATCT 

CTACTAAAATTACAAAAATTGGCCGGGCGTGGTGCTGCGTGCCTATAATC 

CCAGCTACTTGGGAGGCTGAGGCAGGAGGATTGCTTAAACCTGGGAGGCA 

AAGGTTCCAGTGAGTTGAGATCATGCCACTGCACAACAGCCTAGGTGATA 

GAGCGAGATCGCGTCTTGGAAAAAAGGAAAGAAAAGAAAGTTAGCTGACC 

ACTCTTTAGAAATAATACTAGAAAAGAAAAG 

>Sequence 909 

CCGGGCAGGTATCCCTGTTGTCTGTGCTATACTGCAGGGGGATTGGTCAA 

CAGGATGCATTCCTTTCTGTCACAGTTCATTATACTGGTCAGAGTTCTGA 

GGTCACCAGCTAACCTGAGCATAATCAGTTCCTTGGAAGACATTGGGTGG 

AGTG ACCTC ATAGACTCATAGGAAACCTGAAAAGAAGCCAGGGGAGAAAC 

AATTGTTTTGAAGGAGTAGGGAGATTTCCCAAAGCCCAGCTGGAATGCTG 

TTGCCAGGAGGAGGAACCAGTTAAGGGGCAGGGACCAGCCTTTTTGGAAA 

TGCTTTGTAGAATGCCCTAGGGAAGAGGAAATACATAAACCTATGGCCAG 

GGTGCAAACATACTTTTGGAAATATGGATTAGAACTGAGTCATTACTGGA 

AATAGATCATCGTGCTAGAGTGAGAGCCAGTTATCGTATTGGGAAGTTAT 

AATAGTGTTCGCGTATTTGGTGCCGAACATAATTAATTGAAAGTTACGAG 

GCTrGGAAACTTAGGTTCATTTAACTCGAAGTGAGGGGATTCTGGAGATT 

CGCGGTAATAATAGTAG 

>Sequence910 

AGGTACGCGGGTCCAGAAGTAATTTATTGGCCTGACACCAGGCTGTGTAT 

AAATTCACAAACGTATATAACCTACTCCCAGAGGACCATGTGCATGTGGG 

AGGGATTGGACAGATTGTTCTATATTTCCTGGGTGACAGGCTGTGGTGGG 

A AAGGG CTGGGGACCCTGAGTGTTTGGCTTGTAGCCTACACCTAACACCA 

GCTTTTCTTGGTCAGTGCTGGTGATGCCAAGGCAACGAGCGAGCTTGTGG 

TTCAGCGCTTTGCATGATGTGGGGCTCCCTTAAAGAACCAAAGTGTGGGG 

AGAGTGCCTTCAGGGCAGGGCTGCTGGGAAGTGGCAGGGCGAGGAGGCTT 

CCTTCTGTCCCCATGATTCCCTCACATAGGGTAGTGCTAAGCGAGGTCCA 

GAGAAGGTAAATGGGAGAAGTCTCATAAAGAGTTGAACTTGTAGGAATCA 

GGGGTGCCCGTTCAGCATGGCAATTGAATCCTTGATCCTCAGGGAGTTAG 

CTAGATCCGACTCACACCTGCTGGACCGTGAGAGCCAATGTCCCTCCC 

>Sequence91l 

AGGTACAAGATCTGTCACTTGGTTTCAGATCATAGCTGTATGAGTGAACC 
TTCAACCCATTAGTGACCTGAAGTAGTCTCATGAGTCCCAGATAAATGTG 
CACCTACAGTGCTGCCCCTCAGTTAAACCCACTCCAGGGCCTTGTTTTTC 
CCTGTCTTTACCCAGTCCACATGGACCTTGCACCTTGGTTTGAGTTAATC 

tcactctcacagcctttatttctttcacattcaaccctcatttgaagtca 

caaacaggagcttctaacctcccaaactgttttttttaatctcx:gcctgt 

gacctcaggagttgcagctctaggccttcttttcagactgttgcctctcc 

ttgcataatgctgacatcacgttgtagtagtggtaaacctgtgcctggat 

tgcatttcaattgtgctagccctaatagactaggaatgccaatttcagag 

aggaggactagagcaagattgagaaagaaacagaaccgaacaggcactgt 

cctgagtcctgttgaaggtgaaaggagaaaattgtatacccttggaag 

>Sequence912 

AGGTACCCGCCCGGCGCAGCCCCGATGCCTTCCTGTGAATGGGACAGATT 

GCCATATGGATGAAGACACTGAACAAGCTGTAAAACTCTTGGCGACATGT 

GCCCGGGGGGATTGTCCCATATTAACACCACCTGGGCTGTGGCAATTGTG 

CTCTGTCTGTGCAGTGGCACTGAGGAGCCCAACAGGATGTTATTTTAGAG 

TACCTGCCCG 

>Sequence9l3 

GGGGGACCTCCTCGTCCAAAGAAGGGAAGACCTTGTCGGCACCATTGAGA 

GGCGTGTTCTCTTCTGGCTGCCGCTCGAGCACCGAGAGCTCC 

>Sequence914 

AGGTACAGCCTGTGGACCTGAGGGTCAACTAAACCTCTTATCCTGATAAA 
TTACCCAGTGTTTTCCACTGGCTATGACATACCCAAATGGAAATATCAAG 
TAAGCAGTTGGATATACAGGTCTTGAGTTCATGAGGGAATGAAACCAAAG 
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CTGGAGGTAGTAAATCTGGGAACCAACCACAGATAGATGGGATCAACACC 
AAGCTAATACATACAAGGATCTGCTATTTAAATACCACTTATGAACCATG 
CTAATTCTATGATCTTGAGAAAATAACGACCTCACTCCTCCATCTTC 
>Sequence9I5 

CCGGGCAGGTACCTCCirTTTAACCTCTAGCTGATCTTGGAATTTCTTTT 

GTAGTGTATAATTGGGAAACAATAGGGATCAATGCTCTTTCCTGATCTCA 

AAGAAGCCCACTCTCTAGAGAGAAAAGCAAGACCTATAATATTGAAGATT 

TGAGAAAAAGTTAAATTGTGATAAAACATGCTGATTTCTCACACTGACTT 

AGGAAAAGCACCTAAGCCTCAAAAACGAGAATTGTCTTAGGAGTTAATGC 

TGTGGCTATTCTTGTCCTGGCATITGGGTGAATGCATGAATTCTTTATTT 

CAGTTTATAGAATAAGATAAACTATCGAGAACTTCAGGTTGCTGCATAAT 

TTTGACAGCCATTCCCTGTACCT 

>Sequence 916 

CCGGGCAGGTACCCATGAACATAGTTTTTACTCTTTTTAAAAGCTGTAGG 

CACTGGAAGGTCAGTGTTCAGCCATGACAGTGGAAGGTCAGTGTTCAGCC 

ATGACAAGGCCCA ATGTC ATGGGCCCTCTGTCATCATCCTCTGTCCGTAG 

TGATCCCCAGACACTTTTGCATGGCTGTTTAGACAGAATTTTCCTGCAGC 

TCTTTTGGGAGTAGCTCTTGAAAGTTTAACCCCTGACAGTTGATGAAGAA 

cagtgaggcttaggaggcagatagck:ctttgagcaaataactctgagcaa 

ctggttgccattgtcagttcccctaccaagtatgcgtttgatttttaaaa 

ggattccccaaagttctatttaggactacagagtctctaagaatgtattt 

ctgttgtcaaggtcaggagcaagatcatctctgtggacctgtcggtttga 

aggagttgcaagatattctcatcattcattgatttatatactcaaaaacc 

atatatttgcatgtgccaggaaaaggtaaggaaagggagccttcatgt 

>Sequcnce9l7 

CCGGGCAGGTACGCGGGTGTCTTCTTCCTTTTrrCTTmCATO 

ACACTTGAATAAAATCCAAAAATTATTCTTGGCCCACAGACCATATTTGC 

CCACCCCTGCTTTAAGGTGATTCTTTCATGTTTGATACATCCAAAAAATG 

AGAGCTGATACCTGATTCTCAAACAAATTAATATTTTTGCCTAAATGAAT 

TTCATGGTTTGCCATGGTGGCCCCCATCTGTAATCCCAGCACTTTGGGAG 

GCCAAGTTGGGGGCAAATCCCCTGAGGTCAGGAGTTCGAGACCAGCCTGG 

ACTACATGGTGAAACCCCATCTCTACTAAAAGAACAAAAATTAGCCAGGT 

GTGGTGGCAGATGCCTGTAATCCCAGCTACTTGGGAGGCAGAGGCAGGAG 

AATTGCTTGAACCCGGGAGGTGGAAGTTGCAGTGAGCTGTACCT 

>Sequence 918 

AGGTACTTT1 111 I I'Vll V I'll" VlTill'lTl'VCCT AC ACT AATTTAATCT 

CCTTGCCTAATGTTCTTTAGTCCTCCAACAGGTCTGCCTACTTAAACAAT 

TTCTAGTCACAGGATGGGGCTGCCACAGTTTTATCTCCATCTGGCAGAAC 

ATAACCAACCCGCTTGAGCTCTCAGCTCCTGTTTTATAGCAACTAAAGTT 

TCCTTGTTCACCCGTTCCCCGACGCCACCTCCATGACGTGCATTTCTCGT 

AAAACTACAGATCAGTAAACTACCTCAGGGAACTTGCAGTAATGTTTGAC 

AAAAAAAAAAAAACCAGAAACCAAAAACCTAGTACCCCTGTGATGTGTAG 

CAAAATTCATCAGACTAGCTGTCTGTTCTGGCACTGATTGCCAGGCAAGC 

TTCCATTGTGCCTTCATAGCTCATACACAGTGCACTTTCCCTGTATTAGG 

CCCTTGTGGGGTTCTGGATCCATGGGCAAAAACTTGATTAGGGGAGGGAA 

AGAAAGGGAAGCACCAATCCCTTTTTAAGTAAAAACTGAAAATAAAGATG 

GCTATTTCITTTATATGCCAAGGGTGAAAATATCCCTATGGCCCTTTTCA 

CTGGGAAATGCTTAAGGTTTGGTTTAACAATTCTTACTGGAATGACTGGC 

TTAACCAGTTGGCAAATGCTTAAAAATAGTAAGTGGACCACTTTGATTGG 

AAATAAGTCCCTGGTAATCTTTCAAATATGGCCCAATTrTTGAACCTTTG 

GTGGTCCCTGCCCGGCGGCCGTTTTAAAATAAGCG 

>Sequence9I9 

ATGTACGCGGGGGAGTCTCGCTCTGTCACCCAGGCTGGAGTGCAGTGGCG 
CCATCTCGGCTCACTGCAAGCTCTGCCTCCGGTGTTCAAGCGATTCTCCT 
GCCTCAGCCTTCTAAGTAGCTAGGATTACAGGCGCGCGTCACCACGCTTG 
GCTAATTTTTGTATTTTTAGTAGAGCCGAGGTTTCACTAAGTTGGTCAAG 
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ATGGTCTCAAACTTCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAG 

TGCCGGGATTACAGGCGTGAGCCACCGCGCC 

>Sequence 920 

CCGGGCAGGTA C T i HT1 ill 1 1 111 11 Tl 1 1 1 1 ' IT V 1 GCTTGG A A AATT 

TTCCTCCATCCCTTTATTTTGAGCCTATGTATGTCTTTGCATGTGAGATG 

GGTCTTGTCTTTTTATCTAGCTTGCCATTTTGTGTCTTTTAATTGGGGCA 

TTCTACCCATTTACATTTAAGGTAATATGTTTGAATTCAACCCTGTCATC 

ATAATGCTGGCTGGTTATTTTGCAGACTTGTCAATGTAGAGAGTGAAAAT 

AAGTGAAGGCAGAATCCTGGGAGGTAAGCCAGCCTGAAGATATTGATGAC 

ACTGGATGGCCTTAAGTTTCCATTTTGACTGGCATGTAATCCAGCCAAAG 
AT 

>Sequence921 

TCTGAGCTTCCCTACCTCTTGATTTGTTTGCAGTGCTGCTAGTCCACCCT 

AATCTCTGCCTGCTCAAAACTTCTCTCAATGCAATTCAGAGAGATAGAGT 

TTAGCACTACAGTGACTTAGATGTATGTTGAATTTGATCTTTAAATAAAT 

CATATGCATCTTAAGGGCACAGATGAATTTGATGATTCTTTTGTGACATC 

TTGCAGTTGATCCTTAACAAATAATTATTAGTAGATAACAATCAACAACC 

AATCCAGTGTTTATTCTTACCTGCCATGTTAATCTCTCCATTTGAATCTA 

CTTGAATTATTCTCTTTNTGTTTCAGTGTTGGAGTGTAATTGTTCCAGCA 

TAAN 

>Sequence 922 

ACCTCCAATTTATTA 1 1 1 1 l'lU^'l'AATTTTTTTATTTATATATTTTTTTA 
TTAATCTATCTATAACTTTTATTAGTGGTCGC 1 1 1 1 I ' l l 1 1 1 AGTTTAGA 
GGNAGGCACACAATACTACTCACTCTCAGTCTAATGG 
>Sequence 923 

ATCACCCGTTGGCCAAGGAGTCGCGTGTCAGTCTCAAGGCGTTATCCGAA 
CATACGCTG GTCGT TACCGATCAGGTCCACAGTTGGCAGCATGTGTTGGA 
CCTGTTCAGCTTTTACGATCTTGCACCCGCCGTTGTGCACCGTGTGCGCA 

CGTTCGAGTTGCAGCGTAGCCTCGTCGCCAATGGGTTTGGCGTGGCGCTG 

ATTTATACC 

>Sequence 924 

AGGTACAAATGTTTTCTGGACAATCTGTGCTGTGATTTTGGAAATTGTGT 

GTGAAAGAGGAGAGTAGCTGGGCGTGGTGGCTCGCGCCTGTAATCCCAGC 

ACTTTGGGAGGCCGAGGAGGGTGGATCATGAGGTCAGTTCAAGGCCAGCC 

TGGCCAAGATGGTGAAACCCTGTCTCTACTAAAAATAAAAAAAATAGCCA 

GGCATGGTGGTGGGTGCCTGTAATCCCAGCTACTCGGGAGGCTAAGGCAG 

AGAATTGCTTGAACCCGGGAGGCAGAGGTTGGAGTGAGTTGAGATCACGC 

CACTGCACTTCAGCCTGGGCAACAGAGTGAGACTCTGTCTCAAAAATAAA 

AACAAACAAACAAAAAAGAAGAGAGTGAAAGAATTTGAGTCCTTGCACAG 

ACAATAACTGTTTTTTATGTTTAAACTTrrTAGTTTCTTATGTTAAACTT 

TTTATGTTTAAACTTTCAAAAGGTTGAATAAATTTCACCTTATGCTTGCA 

TTATAATAGCAAAGTTCCTTGATATGTCAAAGGCCACAAAAGTAATTTTT 

AGCTTAAGTACCTGCCCG 

>Sequence 925 

GTATATGCGTATTGATCTGTTTAATATGTGTAAATTTCTACAAATTTTAT 
AATC GTCGGTATCATCTGTATTGGCTAAATTCTTTTTACTTATTTGTTTC 
TTTTCCTGCAAGGTGGAACTGCGT 
>Sequence 926 

AGGTACTTTCACTGAAGTTTCTTCTAACATGATTAGGGCTGGAAAGAGAG 

AGATGTTTTATTTTTGCCAAAGCATGTGAGAGTAAGTAGCAAACATCATG 

ACACTTCACCCCTCAAATATTTTCCCACGTATCACTTAAGAACAAGGGCA 

TTCATTCTGTTACATGACCACAATACAATCAGCACAGATAGATATTAACA 

TTGAGACAATGCTCTGATGTATTGGTATCTACTATGCAGTTCATAATCAA 

ATAAGGGTTTTGGTAACTTGGGATCCATAAATGGTCTGCAAGGTCAGCCC 

CTGTAGACCTGCACTTAGTGGGTGCCATTTCCCTGTCTCAGGGGCCTGCT 

CTACTGGTGATATTTTTCACTGGCTCTGTTGCTCACTTAGAATTTTTTCT 
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cccagctgttgacattttattttctck:atagttctgaagctgcagcagtt 
gttcttatgccttcttgattgtaaatttcatagaagctgtcaatttctaa 
gggatttcatctcctttgatgcacccaggtcaatagctacaaacctatct 

GAAAATGTCTGCCATCGGCCTCCTCTGTGGCTAAAAAGGTGTCTTAGTCC 

CTCAGCACTTTGGGAGGTTGAGGTGGGCCGATCACAAGGTGAGAAGATCA 

AAAACATCTTGGCCAACATGGTGAAACCCCCGCTTTACTTAAAAACAAAA 

TTTCCCAAGATGGGGGCTTGCCCCTGCATCCAATTTTTTTGAGGGGGGGC 

GGGGAATCT 

>Sequence 927 

CCGGGCAGGTACGCGGGTGGCCGAATCCTGGCTGCTGGAGGCAAGTCAAA 

TCATCTTCATTTGTGGTGCTTGGAAGCTAGGCAGCTCTTTAGAATTATCC 

AGATGCCCACTAAAGTTCGAGCCATTCGCCATCTGGAATTTCTTCCTGAT 

AGTATAGATGCTGGTTCTAATCAGGTTCTTGGAGTACCT 

>Sequence 928 

CCGGGCAGGTACGCGGGGAAGCTCTTGAGCTCCTCTACCTCTTAGAAAGC 

ACAATTGAATCAGATATCATATGAAAGACATACACACTTCATGTAATGCT 

ACCTGCAAGTCTCCCTAGAAAAGCAGTTTTTGTAGGTGAAAACAATGAAG 

CCAGGTAATATTGCAAGGAGGCTGTAATTTTAGCAGACCTACCAACAACA 

CTGATGTAGGAAGCTCATTATTTTAATTTCTGGAGCCTTTTAATTTTTTC 

TTTAGAAAGTGTATAAATAATTGCAGTGTTGCTTTGCTTCCAAAACTGGG 

CAGTGAGTTCAACAACAACGACAACAACAGCCGCAGCTCATCCTGGCCGT 

CATGGAGTTTCTTGAAAGAACGTATCTTGTGAATGATAAAGCTGCCAAGA 

TGTATGCTTTCACACTAGAAAGAAGGAGCTGCAAATGAACACTTCATAGC 

AATGTGGAACTCCAACAGAAACCGGTGAATAAAGAACAGTGTCCCAAAGA 

GAGACCAGAGGAGCTGGAATCAAGAGGCATGTACCTT 

>Sequence 929 

AGGTACAAGCTGTTCTCCCGCAGCAGCCTGTGAGTCTTTCTCTTGACCGT 

CTTGTTCAGGAGCTCTTCCGCTCTGAGAAAACCAGCAAGGCCTCTCCAAG 

CGCACCGAGCAGGAGGCATCCCGTGGTTGCACTGGTCAGGATCGCATCAA 

ACAGCAATATTGATAAGCCAGCTGTGATTATCTTCTTTACCTTGGCACCG 

AGCTGAAGATCTGTTAGAAACCCTCTCCAACCAGGACTTTCAGGAGAAAC 

GGTGGCCACCGCCCAGAATAACAAGGCCCCAGCAGCAAGGTGTCCTTTTC 

CCAGCAAGTGAAACCTGCCCCCCGCCACCACCTGTCCCCGCGTACCTGCC 

CG 

>Sequence 930 

AGGTACTCCAGAAGAGTGTCCCTGGTCTGAGAACTACTGCTCTAGGATGA 
CCCTTCTTGCTGCTGCTCACCAGCCAGCCTTCTGGCCCCATGAGTATTCT 
TGGTCTTATTTAACCTATATCCCCCAAAGGCAAGGATTTAGAGGCTATTT 
GGTCAGTCTTAGAAAACACTACTCATGCCTAAGAGTACCTGCCCG 
>Sequence 93 1 

GCAGCTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACGCGGGGTGACTGC 

TAAGACT GCCGGG GCTGCTGCCTGCTGCTTCTCGCGCCTGTCCTCTCCAA 

GATGCAGTTTTTTGATGCTGAGGAGCTCCTGGTCGATGAAGAGGATGATG 

rm 1GGT GAAGG TAAATGCATCTTTCTGGCAAGAGGCTCTCCGGTCTGC 

TTTGCTTTGTTTTGACACCACTGGACACTTTTGCCCAGCTTGGGCAAGGA 

CTTGAGTATTCTGAAATGATAAAAACAAAGCATCCTGAGTGAGGTAGTGG 

CTGCAAATATCAACTTATGCACTGAAGGAATACACAAGGCAAGGGGTGGA 

ACAAGGGGTTGAGTCATTCCCGCAAATACATTTTTTAAAGTCATGACTAA 

AATAAAGGTTTAGTTTCTGCTGGAAAATAGTACCT 

>Sequence 932 

AGGTACGCGGGGCAGTCAGAAGGAGAGGCCTCTGCAGACACGGAGCACAC 

GTGTGTTATCAAGCGGGGCTGAGGAGTCTTCAGCTGAACCGTGCACCTGA 

AGATGCCCATGACTCCATGATCAGATAGAAACTATTGAGCTTGGCACCTG 

GGGCTCTGGAAATCCAGACACTAAGTTGTGATCCTGGCACCACTTCCCTG 

GAAACCCGTATCTGGACATGCCCACATCCTTCCGGCTTTGTGCCTCTTGT 

CTGGATTTCTTGGGACAGACACAGCAAAGCCTCACGTGTTCTGAGAAGTG 
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ACCTGGCCTTCCACTGACATTCTTGGCTGAAGTTTTCAACTCAAGATGGT 

CACCCTGCTTATCACACAGAACCAGATGCTTCAGCAACCTTGGAGAGCTC 

CACAAGACCCACAGACCCGGGCCCCCCAACCACAAGAAATATAATAAAAT 

ACTGCTTTGAGACTCAATTTCAACACTTAGCTACATAAATAAAAGTTCCA 

GGAAGACTAAATCTTAGAACCAACAGGGAGATGAGCACTTCCAGAGTTTC 

ATCAGCTTCCAAATGATATTTAAATATGAGAACGTGAGGCCTGGCTGGGC 

CTGTGGTGAAATCTTCATAACAGCATCCCTGTAATAAATGCTGAAATTCA 

TGCAAAAAAAAAAAANTTTAAAGTTCCCTGCCGGGCGGACCGTTTAAACT 

GGGGGTCCCCCGGCTTGAGGAATTGATATAACCTATTGATCCCGTGCCCT 

TAGGGGGGG 

>Sequence 933 

CCGGGCAGGTACTTT C 1 1 1 111 r TTT T TI 111111 1 1 1 rT T TTATTTCTG 

GAGCTCTTGCTCTGTAATAAGAGCTAGAGTGGATGGGCCTGACCCTAGAT 

GTTTTATGTAGATGACKjTCTTGGTTTGAGAGAAACAAGGATTGGGAAAAA 

AGCCTGTATTTTCCAGTCCTAGTGAAACGGGAGAGAAAGAAGGTATCAGA 

AGTGGAGCAAAAGTCAGACACCAGGGTCCCCACTTAATTTTTAGCCCTTG 

GTCACCACAGCCCAAGAGGTTGGTGGGGAGTTGCTTTAGAAACACCCAGA 

TGGCCACGGGGAAGCCCAGCAACACTGGGGCTGGTGGAGTGCCTCGGCAG 

ACCCTGGGAGAAGGTCAGCCCTTGGCTTGAAGCTTATCCTGGCTGTTACA 

GAGGTTGTGATGGGACACCGGTAGGCCAATGAGCCTGTCATAGGGCTGCT 

GTCTCCTTTAGCTCCTTAACGGAGTGTGAGGGACCTGGAAGTGTCCATGT 

CCTCAGCTGAGGTTTAGAGGGGCTAAAGTAGTGGGCCAACATAACTCAAG 

GGTTAAAGAGCATAAGTGGAGATTTTAAGGGCCGGGGCAAATTTAGGGCT 

TGGACTCCACAATGGATTCCCTAAGGGATGGACTTCAACAATGGATGCCC 

TTACCAAATGGGACTTCACAAGTGTCCTTGGTCGTTTTTAAACTAGTTGA 

TCCCCGGGGCTGAGGAATTTGATTTTAAGCTTTTTGAATCCCCTCACCTT 

TAAGGGGGGCCCCGGT 

>Sequence 934 

AGGTACTTATCAAAAATACTTTTTACAGTAGCTATTTCAATAGATGACAA 

TCCCTCTATACCCTTCAGACTATTAGATCTCCTAAGGTGTCTCTAAGCAT 

GTAATCTTCAGGGGAAGTATTTGCTCTGCCATACGCATGGGGTGCAATCA 

CAGGCTCTATCCAGACTGATTCTATCTGGTGACCAGGCAGTGAGATATCA 

CATCAAAGTTGACTCAATCTGGCTTATTAATGGGGAAAGCAGAAATACAG 

TGAAAGCTGTCAGAGACTTTGCATCTTTTGGAAAAACTATCTTACAGTTA 

AACATCTGGAGCGTCTCCAAAAGTGAAGAAGGTCTCTCCCTCCTTGTTGT 

GCAACTAAATCATCAGAGCTCTTCATGGAAAACAGTTCTTTTTCAAAATA 

AAATTAAATAATTTGTTTTTTGAAACCAGGTCTTGGTTTTTTGCCCAAGC 

TGGAGTGCAATGGTGCAATAACCGGTCACTGGAGCCTTCACCCTTCAGGC 

TTAAGCAATCCTCCCATCTAAAGCTTCTGAGTACTACGGGGACCACGGCA 

TCCCC CACC TACTGGGCTAATTTAATATTTAATTCGGCCAAAACCCGGGT 

T CTAA TTTTGTTGCCAAGCTGGTTTGAACTCCCGGGCTAATGGACCCTCC 

ATTTTGGCTCCAAAGGGTGGGATATAGGGGGAAAACTGGCCCACTTAAAA 

TGTTTATTAAAGGCAGGGTAACTAAATTTAGGGGT 

>Sequence 935 

GGGGGACCCTCCTCGTCCAAAGAAGGGAAGACCTTGTCGGCACCATTGAG 
AGGCGTGTTCTCTTCTGGCTGCCGCTCGAGCACCGAGAGCTCC 
>Scquence 936 

CCGGGCAGGTACTTTCACTCTTGCTCTTTTTTTTTTTCTTT^ 

ATATCCTGCTGGCCTGTGTCAGTAATTTTCTTGTGCTTTATGACTTCTCA 

GTAAGAAACAGTGGATGGTCTGATGTGTTAAGAAATGCATATGTAAGGCC 

GGGCGTGGTGGGTCACCCCTGTAATCCCAGCACTTTGGGAGGCCGAGGTG 

GGTGGATCACGAGGTCAGGAGATCGAGACCATCCTGGCTAACATGGCGAA 

ACCGTGTCTCTACTAAAAATACAAAAAATGAGCCAGGCGTGGTGGCAGGT 

GCCCGTAGTCCCAGCTACTTGGGAGGCTGAGGCAGGAGAATGGCGTGAAC 

CTGGGAGGCAGAGCTTGCAGTGAGCCGAGATCACGCCATTACACTTCAGC 

CTGGGCCACAGAGCGAGACTTAAAAAAGAAAAAAAAAGAAGAAGAAGTTC 
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GAGACCAGCCTGGCCAATATGGCGAAACCCCATCTCTACTACAAATACAA 

AAATTAGCCAGGCATGGTGGCAGATGCCTGTAATTCCCCGTTCTTAAGAG 

GGTGAGGCAGGAGAATCGCTTGAACCCATTGGCGGGAGTTGCAGTGACCC 

CAGATCACACCCCTTGACTTCATCCTGGGTGACAGAGCGAGGATTTTTCC 

CCTNATAAAAACACCTTAAAAATAAATCKjGGTCCTTGGCGGTTTAAACTA 

GTGTTCCCCCGGCTGAGGAATTCATTTTAACCTTTTGTTCCCGCACCCC 

>Sequence 937 

ccgggcaggtaccctgcagaatctaccaaggcactctgtagcaaagcagg 

ccttccacctgtctcggggaacccagctggccaccttgcactcagcctct 

gccagtcacctcagggctggcatttgggagtcctgactgcacgccaaagg 

ttgttaagtggctttctctgaactcatttgaacagctgagtaaactgttc 

ttgctttcac aagg aaaagaactcctgaagtcattagaactcaccaaacc 

agtttccttgtttttgaagaaagcaggtaatgtggcittgccagcaagaa 

gcaagccttgggcgtccatctccttctcaggtgtgtttactcaggagaag 

gtgacatttggataggggcaggtgtgcttgctgaactgagcttcagtcta 

atcattcccggaaacttactgagactttctctgccctgtaattctccccc 

tgttgatggaagtatattgcagtcttatgcaagactgttaaaggaatgtg 

acactccccagaaaaacntrrttccaaaatttggggaacttctggtgcct 

atttaccttaaaactcttcccttaatgaaaatcattggaaagatttccct 

gggaaaaaaaacgggctttggtaatgcx:aataacaacggtgttcctagaa 

taaccggcttcccaagggcacctaaaaggctaaccccgaaaaaaggcggc 

ccacccacatctaacactagttcgtgccctttttctttgaaataattcca 

aatcaaaattaagttttaaaaaccaacagttcccgttg 

>Sequence 938 

ggggg cccccttccctgcctaattgagctgacttactcaccttaatttgc 

cttttggcctaacntccggctttccaatcgggaaaacccttaccttgccc 

ccttcx:t tttatga atatcggccaaaccccgtgaaagagccttttcct^ 

ttggggcttttttccttttccgtaacaaacattatttatttggttcttcc 

ttttcctgtagaaccttatttatttacttcaaggctggttattcgggttt 

tccaaaattccgaggatttctcctaaaaaaacattttatccaaagccccc 

ataaagcccgcaacccttaaaagccctatttccttatttttttccaaggt 

tccccccccttaaataaatttaaa 

>Sequence 939 

CCCCCATATCCATCTGTTATCATAGTTTTGATTATTGTTTATTTTTTATA 

TATAGGGTGTATGGTTATGTGAGATTTTTCTCTTGTACATTTCTATCTTA 

TTCTCCCCTCCTAGTGGTTAGCTGGTATATTATCTATTCTATGTGGCATT 

ATTGGAGCTTCACCGCGGTGGCTGCCGCCCGGGCAGGTACGCTGGGTGGC 

GGCGACTA CCCGTTGGAGGCGGGGGCCTATCAAGAAAAAA 1 I t 11 T TTTT 

TTT I n 1 1 CTGCCATGGTG ACCACGGGTG ACGGGG A ATCAGGGTTCG ATT 

CCTTGATAGGGAGCCTGAGAAACGGCTACCACATCCAAGGAAGGCAGCAG 

GCGCGCAAATTACCCACTTCCCGACTCCGGGGAAGGTTAGTCGACCGAAT 

AAAATAAAAATAAATTTATAAAATAAAATAAGTGTTTCTCTCGGGGCCTG 

TTTCTTAAAAATCTTAGTTGGAATTCCCCCCAGGGGCCTGGCAGGGTAAT 

TTCTGATTTATCAAAGGGCTTTAATTCAGTATGGCGCGGGTCTGACCACT 

TAGTAG AGGTGGTGGTCCCTCGGGTTA CCACCCA GATCTTATTCTTGTTT 

TTCCCCTTTTTAGATGAAGTGGGTTATAATTTTGCCGCCCGCCTTTAGGG 

CCGGTAAAATCCAATGGGGTCCATTAAGCTTGTTTTTCCCTTGTTGGTAG 

AAAATTTGTITTTITCCCGCTTTAACAAATTTTCCCACAACCAACTATTA 

CCGATGCCCGGGGTAATCCATTAAAAGGTTTTAAAAATCTCTTGGGGGGT 

GGCCCCTCAATTGAAGGTTGAAGACCTACACTTCCACATTTTATATTCTG 

CCGTTTGGCTGTCTTAACTTTGGACCTGTCTTTTTTCCCATTCCGGGGAA 

AAAACCCTTGGTCCTCGTCCAAAACCTTGCCATTTAAATTAAATATTGGG 

ATCACACCCTTCCGGTGAGAAGAAGGTCCGATTTTTATGCATATATTCGA 

GGATAACTCTTTACCGTGTTGTCCATTAACTTTAAATTGTACTTTCTGTT 

GTTGCCTTCAGGATCGATTATTGTATTGGTGGTGTAAGACTGGTGTATTC 

TATGTrrCTTATTTAAAGAGATGTGGTGTATTATATCGTGTTTATTCCCA 
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AGAAAATTAAGAGGGGATTATCCTCCCAGTGGAAAACATCTCTTTTTTAT 

GTCTATAATGTGTC 

>Sequence 940 

AGGTACATTTTTTGATGAATTAGTGATTTTAGTGCAGAATGAAACCAACC 

CAAAAAACCAAAACCAGAGTATGTAGTTGTATTTTCTTGGGGTTCTCAGA 

TGAGTTGAAGGTAAGCAATTGTTTGTGAGGAAACCAGGCTTAGAAGGCCT 

GGCCTCTGCTTGTCTTTGCCTGGCACTGGCACTGAGAAGAAAGGCCTAGC 

CTTCCCGAGAAGTCCCTGTGCTCCACCTACGGTGCCCCAAAGAGGCTGGG 

GCTAGGGTCCATCTCCTGAGGCTGACCCCATTCTAATCCAACTGCCAGGC 

CCATGGGGCTGGCTTAAATGGTCTGAAATGATCCTAAATTTTCTTCACTT 

GGATTATTTGCAAGTCAGTCTCTCTCTGTGGAACTAAACAATAAATCTGT 

GCCTTTCTGAACTGACTAGGAGATTAAGGGAGAAAATTGTAGAGCTGCTT 

TTGGGTTTGAACTGACTTTTCCTTGCTTTAACAGCCCTGTTTGGTTTGTT 

GAATCAGAGGCTTGGGCCCAGCTGTTTAACGCCCTTTGCTGGGGTGAAAA 

GCAACCTAACGGGTTTTACATTTGCCTTCAAATTGTACCTGGCAG 

>Sequence 941 

AGGCACAGTGGCTCACGCCTGTGGTCCCAGCAGTTTGGGAGGCCGAGGAG 

GGCGAATAACTAGAGGTCATGATTTTGAGACCAGCCTGGCCAACATCCTG 

AAACCCCATCTCTACTAAAAATACACACACACACACACACACACACACAC 

ACAAGTTAACCTGGCGTGGTGGCAGGCACCAGTAATTCCCACCACCTGGG 

AGGCTGAGGCATGAGAATTGCTTXjAGCCGGGGAGGCAGAGGTTGCAGTGA 

CCAGAGATTGTGCCACTGCACTCTGGCCTGGGCAACAGAGCGAGACCCCG 

TCTCAAAAAAAAAAAAAATTCTTATTTCATTCCTCATGCTACTCAAAAAG 

CCATGGGTGGTATGTATGATTGACTTGACCTTTGTCTGATGTAAAAGCCA 

ctgatgtcgatggataack:agtggtaggatckjtttgagtttggggatctt 

GGAAACACTTGAAAATTCTTATCTATGCCCATTTCCTAATAGCGATGGGA 

AATGTCTTCTGTACCTT 

>Sequcnce 942 

AGGTACAAATTATTTCCAGGTGCTGATAATTATCACTTGTGGTGTTTGAT 

ATTCCGGACTTTGCATCTAAATTTATACTTGACAAGTTAAACTTTTCATC 

GTGTGCATTTTCCCGTAATCTCTCAACAGCCAAAGACAAGGATAGACGGA 

TTAGTGATGGGTGAAACCAATTCAACCCAAAATGGCAACACTTAATTACA 

AGTCTTGTTGTTTATAATTAACTGTGTAAATCACTAACTTGAAAGTTTCT 

TTTCAAAGTATTTAAAACCAACTCTTTTCCCAGGGGGATTTAATACTGTA 

TATTATTGCATAGTTAAGTATTATTTTGTTTGCTCTATGAACAAGATGTG 

AAAATGGCACATTTTACCGACTATCTTGCTAGCAAATTTGGAAATGTTCA 

TGAATTGCATTACTAACACCCTTTGGGGCTTTTCAATATTTTTGGAACTT 

TTTTGGCCTATATATGAAAGCCAATGGAAAGACAATCCAACTACCCAAAT 

GACTATTAAGTATTTTTGAAAATGGAAAGTGAGGGTCAAATTTTCAATTT 

CGAAAATAAAAAA AAAAA TGGGCC]TCCAATTTr]- l w ]" l > ' l X}GGAAACCTTT 

1 1 i 1 1 1 i TGGGCCC ATTTTTAA AAAAA AA ATTACTGA AAC ATACTCTTGC 

TTGATCCATATGTTTCTAAAATTCTAATTAAAATTTCCTTTGGAAATAAA 

AAAACCTGGAGACAAAAACAACC 

>Sequence 943 

GCTTTTACTAT ATTTT TAAAATGTATATATGGTGGTATACAGAACAAATG 

AAACACGAGACTTTTCAAATAATTCAAGGAAGATGACTACCATGCCAGAC 

TGAAGATGATGTTACTGAATCAGCTTATTCAGTTTTTTTTTTTTTTAAAG 

AAAATTACTTGTATTTCAATTTGCCACACGTGGTGGCATACACTTGTAAT 

CCCAGCTACTTGGGACTACAGGCACGCGCCACCGCGCCCGGCCCCGCGTA 
CCT 

>Sequence 944 

CGGTTCGCTCGGTATGGGGTATTTTTATTTGATTTCCTTTTTAATTATTA 
TTAGTAATTATGATTTATTTTTTAATACTTTTATATCCGATGTTNNTTAG 
GTAAAGGGGGAGGCGTGCGTTATCACTCATCT 
>Sequence 945 

AGGTACGCGGGAAGTCTAAACCTTTTTGACAATACTCACCCTACCCTGGC 
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CAAATACCATCAGAAAAACCCCACCCCACCCCACCCCAAAGAAGCAAATA 

ACAGTGCTCTCACTCCCCAACCCAGTGGTGTGGGCTGGGGAGATCAGAGA 

CCTAAGCACCCATTTCTTTGCCCAGCAAAAGCAGACAGCACTTTGGTTCC 

CCCTGCTGGGTGGTTTTGGCAGACCAGGCAGGAAGCGTTTTCCCTCATTC 

CACTTCAAGCTGAAGGAAGTTATGCTCTTGCCAGGGTGGTGTCTAGCAGC 

AGTGGGGTCTAGTAGCAGATTGAGCCTCCACCCCAACCCAGAAGCAATGA 

CACTTAAC/VAGGTGACGTGAGCCAGGGCTAATCCATACTCTACCCTCACC 

TTACATCAACGAGGCAGAACAAGATGGTTGGAGGTAGGATTCTCAACACA 

TCTTAACTCCACTAATGGCAGTGGGGCCCAGTGGAGAACTGAGCCTTCAC 

TTCCAACTGGCAAGTGATGGGTGGCAGGGCTAGTTGGCAATCTGCTTTCT 

TTTCTACCCTTC^ 

TTGGC 1 1 J J J I AGGCCACCACAAAAAAATTTGATTCAGCCCTCTGTTTTC 

CTTCTCCCTGTAATAAGTGGGGCCCCACAGGGAGGGGAGCTTACACCCCT 

ACTAATAGGCAAGGAGGGGAACACGTTGGTGCCCTATTTTTATTGGGGAC 

TAAGAGTGGGAGCTAG 

>Sequence 946 

ATGTACACAGCGTGGTAGGAAAAGTCCAAAACTTTGGAAAGAAAGAAAAA 

TCCTCCATCATTTACTAATTGGGTGAGTTACTTGCGGTTAGCAGTTGAGC 

TGAACACAATTCCCCCATCTCTGGCAACTACTCCCAATACACACGATACC 

CGGTGGGCCCCGATGCCAAGGCCAAAGGGGGATTCTTAACCCAGACTGAG 

CCAGCCAGATCTTCTTGTGCGCCCAAGTATGCATATGCCCGTGTTCGTGT 

CCCCGCGTACCTGCCCG 

> Sequence 947 

CCGGGCAGGTACCCTGCAGAATCTACCAAGGCACTCTGTAGCAAAGCAGG 

CCTTCCACCTGTCTCGGGGAACCCAGCTGGCCACCTTGCACTCAGCCTCT 

GCCAGTCACCTCAGGGCTGGCATTTGGGAGTCCTGACTGCACGCCAAAGG 

TTGTTAAGTGGCTTTCTCTGAACTCATTTGAACAGCTGAGTAAACTGTTC 

TTGCTTTCACAAGGAAAAGAACTCCTGAAGTCATTAGAACTCACCAAACC 

AGTTTCCTTGTTTTTGAAGAAAGCAGGTAATGTGGCTTTGCCAGCAAGAA 

GCAGGCCTTGGGCGTCCATCTCCTTCTCAGGTGTGTTTACTCAGGAGAAG 

GTGACATTTGGATAGGGGCAGGTGTGTTTGCTGAACTGAGCTTCAGTCTA 

ATCATTCCGGAAAACTTCCTGAGACTTTCTCTGCCCTGTAATTTCCCCAC 

TGTTGATGGAAGTATATTGCAGTCTCATGCAGGACTGCGAAGGGAAGGTC 

ACACTCACTAGATCACTTATATACCAAATTCTGGGGAACTTTTGGTGCAT 

ATTATACTTTAGATCTCTTTCCATTAATGATAATCATTGAAAATATTACC 

ATGGAATAAAATCTGGACTTTATTAATGTAACATACCAACGTTGGTTTCT 

TAGTTTTGCCGACTCTCCTAATGGGACATAAGATGTTAACCGGAAGAGGA 

TGGGTCCAAACCTTCCGAAACACTTTGGCCTTGGAACTTTTCTTTGGAAT 

AATTTCCAATAAAAAG 

>Sequence 948 

AGGTACACTGGCTGTGCTGTTTCTAGCACCATAAGGCAGTCATCATTATT 

GAGCCAGGGGCTGTGCAAAATTGGGGTGATTGCAGAGCCAAAAAGCGGGC 

TGGAGGGTGGTTTCTGGAATGCCTGTTTTACTATTCTTCCTGTTCCTTTG 

CTCTTTCTGCCAACTTCAGAATCCTTCCTTTCCTTAAAACATTTAGTGAT 

ATCCCTGAATTTATTTAATTGCTACGTGAGTGATTTTTGCCCCACAGCAC 

TGGAAGATAATTGGAATGCATTCTAGCTTATGTGCTCTGGATAATATGCA 

ATTACCAGCCAGCTGGAGAGTAGTATGCCTTTGTCTCACAATGTCTTGTA 

ATTTTAAAAAGTTTCTCCTATTTGCTGATGTCTCTTGTTACCTTTCTTAC 

GGCATCATATATCTACTATGGGGTCCTTATGTCTGAATGTGTAGACACTT 

TTTTTGGTATACTGAATAAGCTCCTGGCGATGAAGGAAGACACCGCTTTG 

GTTTGTGATGTCCTGTGCAGTTGGGCCCCAATAAACGCTACGGAAATGAT 

GGTG ATGAG ACTTATTTCTTTAGATCTTTAAATTGGGCGATAGATAACCC 

CCAGTTTTTAGAAGCCATAGAATTTCAAGAGGAACTTTGCAGAAAACCGA 

ACACCCTTCTTTTCCTTACAGCTTGCCCCCAGTGACAGCCTGACTTTCCC 

TGGGGGACCTGCCTAAATGGGTTCCCATCACATGTTTGGTGCCTTCTAAA 
AAAG 
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>Sequence 949 

CCGGGCAGGTACTAAGTTGAAGTAAAGCTCACCCTTTACTTCCCTACTTG 

AAAGTTCTACTCTGAGCCTTGACTCTTAGCCACAGTGAGGCATGTTGAAG 

GTTCCTGCTGGTTTATTC 1 rTTT T TTTT TTI 1 1 1 1 AGAC AG AGTCTCACT 

CTGTTGCCCAGGCTGGAGTGCAGTGACACGATCTCGGTTTACTGCAAGCT 

CCGCCTTCCGGGTTCACGCCATTCTCCCGTTTCAGCCTCCCAAGTAGCTG 

GGACTTCAGGCACCTGCCACCACCCCTGGCTAAATTTTTGTATTTTTAGT 

ATC AACG GGGTTTCCCTCGTGTTATCCTTAGATGGTTTCTTAACTTCCTG 

ACCTTTTGGGTGCTCCTCCATTTAATTCTTACTTATAGGTGCTTGGGATT 

ACTGGTGCGTGATTCTTCCTGCCTCCTGGGTATTTCATTTAACCTTTTCT 

TTTAAATATCCTTTCAACTGTGTCTTCATTATCCTTAATTATATTTTTAC 

TTTTG ATGTTGC ATATACGGTACTACTTTGTA ACTG A l " l ' 1 " n ' i ' 1T GTG AG 

GTTGTATT ATAGTTTGACATAATTTGTCGTTTAGCTTTTTTCACATGTTA 

C1T I' l'CTATATTTCTTATGACATTCCGGCTTCTATTTAGATCTTATT 

CTTTCnTCATlTATATTGCTTGTCTTTCTCATCTAATCTACCTTTGCGAT 

CACCATTCTATTTTTTCTTCTAATTATTCTTAATTATAATTCGTATACGT 

ATTATGAATGTTTATATTTATTAGCTGGTATTCTGCTTATTATACCTTTT 

CTCTAATATTTATCGCTTTTATGCATGTTTTATTATCTTATACT^ 

TTCG 

>Sequence 950 

ACTTGTTAATGGACTCGTTTGACCTCGGACTATCAGTTTGAGAAAGCGTT 

ATAAACATAACTCAAAGGGGGAATACGGGATTCCCAAAAATAGGGGTTAA 

ACTCATGAAATAAACATTTAAGAAAAAAGGCCCATAAAGGCCCGAGAACC 

CAAAAAGGGCCCTTTACTGGGTTAAAAAAAAAGGTCCCCTCCCCCTACAC 

AACATTCATAAAATGCCCCTTATATA 

>Sequehce 951 

CCGGGCAGGTACTGGGGATTGATTAGCCACAGTCTTTGCCACAGACTCTT 

TTGG ACTGAG TCGATAGGTCAAAGGTTAGCTTATGCAGTAGCATGGGCTG 

TAGGTTTTTTGCACTGATCAACACCGGAACTTTTAGAAGACTTTTAGAAG 

ATTTGTTGCTGCTGTGAGTGACATCAGTTCACACAGCCTGAGAGAGAACT 

CTCAGTCCATGCTGTCCCTCCGTGGGCTCACTCAAGCGAAATGGGTCGAG 

CTGCAACACTGTGCGGTGCCAACCGGGAGAAATCTGCCTATCGGGGCTGA 

GAGACATCCTGTAGTGGCTGCCCGTCTXXTTTGCCCCAAATGTCAAGTGG 

AAGAGGTGCnTCACATATTTATTTTTTCCTACAATGGGCTCATTTATTGG 

AAGCCCATTGTGACCCTTGGGAAGCCAAGCTTTTATCTTGAATTTGGAGT 

GTG ATCAAG GTGACAGGTGTTCTTCCGGTGACAGGAATCTGACTTTGGTT 

TTGCTTTTTQCATAGAGGACAGATGGCCCTAAAATTGGGCCCAATTGTTT 

TTGGAGGAGACCTCCAAGGACAGATGCCTTTGGTCTCATTAGCTATTTTG 

TTCAGGCGTTTTTCCTGTGTGGACAAAAACCTTTATAGATTTTTTCTAAA 

ACTCGTTTGGTTGGCCCGTGCCTGCCCTGCTTTTTTTTTGGAAAAGGCCT 

GGTATTTGGGGGACGGGCTCCAGGGGGGTTTTTTTCCAATAATTTCCTT 

>Sequence 952 

CCGGGCAGGTACTTTTTnTTTTrCTTTTT^ 

GGTTTCACCATGTTAGeCAGGATGGTCTGTATCTCCTGACCTCATGATCC 

GTCTGCCTCGGCCTCCCACAGTGCTGGGATTACAGGCATGAGCCATCGCG 

CCCGGCCCTCTGGTTTTACTGTTATTGGGCCTCAGCTTTTGTTCTGATCC 

AGGGCATGGCCAGTCAGAAGAATGGACATTCATCCTCCTGTGTCTCTATA 

GGACAGTGTCTAGTCTTCAGCAAGAGAGGAAGTGACGAGGGACTCACAGA 

TGTTATGCAGTCCACTGTTTCCATATGATTTCTAGTCATGTAACTCCTCC 

CTACAGCCC AGGGAA CATGCAATGCCTTAATTAAAATGTCTGAGTTAGCT 

TAAATAGTCTTTTTTATTATTTGACAGATATGCTTTGGAACAACAGACCT 

GGATTCAAAAACTACCTTTCTATATTGGGATTCTTGGTTCCAGGTCTGGG 

GAAGTTCAAGGGCATCTTTGAACCTGGTGGACTTTGGGACCCGGACCGAA 

GAAGGGGTGAACAGGCTGTTACCTTACTCCCTTTTGGAGATCCCCCCTCC 

CCGGCCCTTGGGAAAAGGGAATAAGTGACCCTCAAGGTAGAGGAAACCCA 

CCTGCATAG 
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>Sequence 953 

CCGGCAGGTACAATTTTCCTTGTAGTTCTTTTCCTTCAAAGATGAGTAGG 

GAAATGGAGATCAGCACATACCATTTGTAATTATACATGTTATAAAACAT 

TATTTCCA AACK ZCATATGTTACAATAACTCATGTCAGATTCCTTACATTT 

CTATTCACTTTTGATGAGCCCATCTTTATCCAAATCCTTATATTTTCTAA 

AGAGAATAAATAAGTGGTTACTGAAAATTAATATCACAATAAGTCTTTAA 

TAACATTTTATTAATAAGTGCTTAATTACATTTCAGAGTATTCTTAGGTT 

ATTGGCAAGTATCCCTCTTCTTGCATATATGTCTTCAAAATAATTGCAAA 

CCATTATTCATATATATCTGTGTTATGCTTGCGGGGGCTTTCTCCCTAAT 

TTTATCTGGGCCTATTTATTGAACTACTTATTATACAGATTGAGCATCCC 

TAATTAGAAAATCCCAAATGCTCCAAAATCCCAAACTTTTCTGAACACTG 

ACATGCTCACATTGACCATTGGCGGATTTNATATTTTGGATTATTGCCCC 

CCCCACCC CCCT GCATTTTTTAAGATTTAAAAATTTGGGAATATCTGAAA 

TTTGAATGTTTTGGTCCCAACTGGCTAAATAAGGATCCCCACCCCGGATG 
T 

>Sequence 954 

AGGTACCTTTGGTAGAATTCGGCTGTGAATCCATCTGTTCCTGGGGTTTT 

TTTGGTCTGCTGGAGTTTGCTGGAGGTCCACTCCAGACCCTGTTTCGCTG 

GGTATCACCAGCAGAGGCTGCAGAACAGCAAAGATTGCTGCCTGTTCCTT 

CCTCTGGAAGGTTCGTCCCAGAGTGGCACCCGCTAGATGCCAGCTGGAGC 

TCTCCTGTATGGGGTGTCTGTCGACCCTTGCTGGGAGATGTCTCCCTGTC 

AAGAGGCACAGCKiGTCAGGGAACCATTTGAGGAGACAGTCTGGCCCTTAG 

CAGAGGTCAAGCACTGTGCTGGGAGAATTCTCCTTCTCAGGATCAGCTGC 

TCTCT TCACA GCCAGCAGGCAGGAAAGTTTAGATCCGCTGTAGCTGCACC 

ACCCGCTTTCCCTTCCCCCGGTGCTCTGTCTCAAGAAGATGGGGAGTTTT 

ATCTGTATGGCCTTTGACTAGGGCATGTGGACTTTCTTTCAAAAATGTCC 

ACTGCAATTGAAGAGGGAATCTGAATAGGCTATCTGGCTCAAAACCCTTA 

TTTAAATTGGATTGGATTTTATTCCCCCCCAGGGGAACCCCCGGCAACCC 

CGTTGGGTCATCCCACCCCCCCCTTCTTTTTTTTCTCCCTTAGAAACAAA 

AAT 

>Sequence 955 

AGGTACTTTCCTGAGGACnTTTTATCTGAATGTGCAAAGGTTGCATCCTT 

TT GTGA ATATCCAGAGTTTGGCTGACCAGGACTGGCTGCTGAGCAGAATG 

GCTTTTAGTCAATGAACCCTGGGCTTCGTATTTACTTAGGCTGGGGAGTG 

GAATTTCTCTCTGGTGACTTTCAGTTAGATGATCTTCTGACCTCCTCTCT 

AACGGGCTTCCATTGACTTGCTCCTCATTGCTGCCCCTCTGCTGTTTGTT 

GAGCTGCTCAGCCTGAAGTGCCTCTGGGTTAAGGCGCTTTCTTGTTCTCC 

TCCTAATAATCTGCTCACCGTTGTTTTGTTTAATGATGTTTAAAGGCCTG 

GGAGTCGAGTGAAGCTTCTGGTAGAGGCCACACGCGTTGCATACATATCC 

GCCATTTGCATTCTTTCGCCAGAGAGAGGTCTTTGTGGTCAGGCAATTGG 

CACAAAAAACACCGGAGCCTCTACGCCTCCGTAACAGGGACTGGGATTCA 

TCCTTGGACTTGTTTTCTTCCGATGCAAGAAACTGCTGGGGGAGGGCCCC 

AAACTTCTCTCCCGCAGATGGNGGNNNTTGCGAGAATGCTTGGGGTGCAC 

CAGCCAACCCTAAATAGGCCCCCCCAAATGGCT 

>Sequence 956 

GGGGGACCTCCTCGTCCAAAGAAGGGAAGACCTTGTCGGCACCATTGAGA 
GGCGTGTTCTCTTCTGGCTGCCGCTCGAGCACCGAGAGCTCCAGCTCGTC 

TACTGGCTGTGAGGGTTGGGCCAGGTCCATGTGCCGGCAGGGAAAGTCTC 

CCCGCGTACCTGCCCG 

>Sequence 957 

AGGTACTTATACTGAAATTCTAGTCTAAGAGATGGATTAAAGAGGACAAT 

GTGTAAGCTGATACAGTGTGGAAAGATGGGATGGAATGGCCCCCAGGGTG 

TGCTGATAGAGAAGAAGGACCAGGCTGGGGAGATTGAGTGGAGGAATGAG 

TGATCATAAATGAGCAAATACTTTGTCCAAAAAGCCCCTCAGAGAAGTGC 

AAGGGACGTAGTTGGGTGGGTGGTTCAGGGAGTAGCTCAAGTAATGATTT 

GAAGCTGAAGTCAGAAGGAACTAGCCACATTTCTTCTAGAAAGAACTATA 
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ATGGAGAGCTCACGCTTAGCATAGAGAGGGGGTAGAAGAGGAAGAGTGTG 

ACCAGAGGAGGTTCAGTGGCTGGGGAGAGAACCACGGGTCCAAAATGTTG 

TGATGCAGGGGACTCAGAGGGTTACATCATGCTTTAATGATTGCTACATT 

GCCTGAGTCTGATACAACAATGAAGGTCAGTTATACACTTGAACTGATTG 

CTTATCTAGGACAGTGGGTCTCAACTGGGGGTGATTTTACCCCCAAAGAT 

GACATT TGACA ATATCTAGAGACCTTTTGGGTGTCACAACTATTTGGGGA 

CCAGGG'i 1 1 1 11"! TAATGTCTTCTAGTGGAGAGAGGC 

>Sequence 958 

AGGTACAGATATGAAGTCAGGAAATACATGAGGCGGTGGGTTTGAAAGTC 

TTTTCTTAATTTGTAGTCAGAGCTTCATAACTGGGTGAGGCAAGAGAACA 

TGTGATCAAGAGTCAATGTGATGACAAAGAGAAATAGAAATCACTATTAA 

ATTACGGTGTTCGAGAATGGTGATGTGATTCCAGTAGAGCTTGAGGGGGA 

AGATGTTACTAGAGATTGAAAGACAAAGGAGAGGTGGGGAGTTGGGGACA 

GGTTGAAGAGTTAGTCTGTATGATGCTGTGGTTTATGAATGGAGAAAAAA 

TTGTGGCACACTAGAGAATATCAGCTTACAGGCTTTTTTTTATTCCAACT 

CATTAATATAGTGTGGAGAAAGATGAGCAAGAAATAATTGATTGTTTTTG 

AGTAAGAGCTAGTTAAAGAAATTTGGCTTGTAGAGAGTGAGAGAAGACTA 

GATACAGAGAGTGGCACACGATATTGCTTAGTATTCAAATTAAGTTTTAG 

TGACAAAAGAAATGGTGCCGGGTTATAGAATTTTAAATCTTGTTTTATTT 

TGGGTTTCATCACCTGGTTTTCTTAAACTAATTTATGTCATATTTATTAT 

TTGCAGCTTTGGTGGGGTTTTCCTTTTTAAATAACCAATTTTCAAACGTT 

CCAGAATAAAAGCCCmGTTCAATTCAAGAAAAATTTGGGCTTGGGGAG 

ACTAAGGTGGG 

>Sequence 959 

AGGTACTGCAAAAGGCAGATGTGAGGCAGGGGTGGAAAGCAGGAACAGGG 

TTTGAAAGAAGTTCTTAGACCCTCCCGGTTCCTTGCCCTGAGCCCACGCC 

GTCACAGAACCACCTCITCTCCATTTCTGCAGGAGATGGTTTAAATTCTC 

TGGAGATTAAATCAGAAACATTCAGGAGTTGGGGAACCTGGGCAGGGCAT 

GATGAAAACAGAGGGATCAAGTAGAAGTCCTCAGGCTGACACCCCCAGCT 

TCGCCCCAGTCATGCCTCCAGGGCCTTGGCATCTCATCTTATCATCCTTG 

GGTAGGTGATTAAGGTCTCATTAAATCAGGGGGATCCCCTTATAAGAGTA 

ACTTGCTACCAATATCCTATTAGTGAAGCATGCCAATTTGACCTGCATAT 

gaccttck:ccgggcggcccgttttaaacctggggggcccx:ccgggggggg 
gggaatcca atttaaagc ctttgggaccccggcccccttttggggggggc 
a aacc cccag i i'l l' 1thxxtttagg aaggggcc aacccccggcggaggg 

GTTTTGGTTTGGGGCCTTTTTCGGGGTTACCTAAAAAACCCCAGGCCCGG 

CGGAAAGTGGGGGGGG 

>Sequence 960 

AGGTACGCGGG ACTGC TCTTTTGTTTATCTAAATTTGGGAATTGTCTGCT 
TTA1 I rCT 1 CTTATTTTAG A AC AAAC ATTCC A ACATTTG A AGTTGCATAA 
TCATAAATTTCAACATAGGGGGACAAATATTTACCTGTTCATTTTGTATT 
TTTAGTAGAGACAGGATTTCACCATGTTGGCCAGGCTGGTT 
>Sequence 961 

CCGGGCAGGTACTAAAGAATGTGCATTTATTTGTGGGGAGGAGAGGAGGT 

CTAAATAGACAATAAACATATAAATATTAATATTGTGAAAGTGGTATGAA 

GAAAAATAAAGCATGATAAGGAGAGAGAGGTGTTCCCTGGCTCTCCAGAG 

GGCTGAGGTGGAAGAAAAGGACTCCTGTTTTAGGTAAGATATCAGAGAAG 

ACCTCTCTGATTGACTGAAATGTATGCAAAGGCCTGCATGAAGCCAGGGA 

CCATGCCGTGCTGACATCTGGGGGAGGATTATCCTCACAGAGGGGAAAGG 

AAGTGCAAATGCCGTGAGGTGGGAGGACCATGTTTGGTATGTTCAGGGAG 

GAACGGGGAGGCCCGTGGGGCTGGAGCACGTTCAGCCCTGGGAAGGCCGG 

ACATCAGACTCAGGAGATTATCGCTGAGATAGCCCACCATCACTAGGCCG 

AACTTATGCATGTTGCTACCTTTGAACTAGCGGATCATCTCATAAAACGC 

CTTCAACTCTTCCAGGGTTTCCTTCTTGGTGACTGAGTAAACCAGGACGA 

AAGCGTGGCCCCGAGCTATAACGTGGCGCTGCAAAACGCGGATGCCGCCC 

TCACTCTTGCTGTCGGG 
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^Sequence 962 

TCCGCTCGTCGCCG AGTA GCTGTGCGTGCTGATAGGACTATCGGTCTTAC 
CTTGCGCATAATAGTTTTCTGTAAGATTTACTATGTTCGTGTACTCTAAT 
ATGTCTATCTTGCCAGTAAGGGTGGATGTGGTGAGTGGGTGCTTAAA 
^Sequence 963 

CCGGGCAGGTACTTCAAAGCCCACTTCTTTCCCTTAAACCAACACTTATT 

CCAAATGACAAACTCCCTCAATTACCCGTAACATTAATGTTTATACTCGG 

CATTTGTAA TACA ATA AAACA TAAAATGTTTATACTCGGCATTTGTAATA 

CAATTTATATTTTAAAGTTTTCTGATATTTGATGTATCAGATGTTGGTGC 

TTATCAGATAAGGAAACAAGGGTCCGAAAGGTTTCTTAACTTCCAAGAGC 

TGAGCAGGCTGCTAACCTGGTCTGCTCATCTCCTAGTGGGATTTTTTTTT 

TCT(nTACATGGCATACTTCTCTGCCATCATTTTTAAAACTCTGAGGGGG 

AAAAGGAGGCTAAATGTTAACATGCTGTGACCAGTAAACCAAAGATGCAG 

TGATTGCTAGTAGGCTCCATCGTCGGCCCCTTGCAGGTGGTGGGGACATA 

TTCAGGGGTGGTGGATATCAGTGAGCACAGCCCCTGACTGGTGGCTGCCC 

ATGCAGAGTGTGGGGGTGGGGAGTAAAAGGGGGGCTTTTCCTAATGCATC 

TAGCACCCAGTGGCTCTTTGGCTTCCTAGCTTTTTCCATCCATACAATAA 

AGAGTAGTT 

>Sequence 964 

CGAACCTCCACGTCGGTGTGCTTGTCGGTACTGTGTGCGCGGCGTGGCGT 
GTGTATGGATGGGATCGTTATAAATATAGGTCGGGGGTATAATTAGTTAT 
TTCTCTTTAGCTAGTGGTTTGAGCTGGGGTCTTATATTCAC 
>Sequence 965 

TCTTTCCCCCTTCCTTAGCTCACTTGACTTCGCTGGGCCTCGGGTCGGTT 
CGGGCTGCAGGCCAGCCGGTATTTAACTTTACTCCAAAGGGCCGGAATAA 
CCGGGTAT 
>Sequence 966 

AGGTACTTTT TTI 1 T TTTTTI 1 TTTl nTlTl'CTCAAAAACTGTTTATTA 

TACAAGTGAGTTTTGAGTCACGATGGGCTTATCGGTAGGATTTCTGGTAG 

CGAGCGCGGGCACCAGGGCCTCCAAACTTTTTGGACTCGCAGCGACGAGG 

GTCAGCTACCAGCAGGGTCCGGTCATACTGGATGAGGATGTCTTTGATCT 

CCTTCTTGGAAGCCTTATCCACATATTTCTGGTAATAGGCCACCAGGGCT 

TTGGAGATGGACTGACGGATAGCATAAATCTGGGCCACGTGACCACCACC 

CTTTACACGGCACACGGATG 

>Sequence 967 

CCGGGCAGGTACCTTCTCTGCATGACTTAGAAGAAAATTAATTTTGGTTT 

TTGGACAGTCCTGTTGACACTTCTGTTTTGTATTAAGTGATGAATTCCAT 

GTTAAAATTATACTGGCCAGTTGATAGTTACCAAGGAAATGCTAGGCTCC 

TGATTCCAGTCAGTGGGTTTGGATATCCTAATCTGTGCTCTCCTCTCTTC 

TAGAATATGAGTGTTCTGCCTGTATTGGGAGCACATTGCTCAGTCTTTGA 

G TTAT GCTCAGTTTCTTAATCCAGAGAATAAAATGTGTTTGGGTGCTGAG 

ATTTTAGAGCTTTTCTGTAAGGTCAATACACTGAGAGAAGGCTTAATATT 

TTTTTTTTGAGACGGAGTTTCGCTTTTGTTGCCCAGGCTGGAGTGCAATG 

GTGCCATCTCGGCTCACCGCCACCTTTGCCTCCCAAGTTCAAGCGATTCT 

TCTGCCTCAGCCTCCCGAGTAGCTGGGATTACAGGCATGCGCCACCACGC 

CTGGCTAATTTTGGGTTTTAGAAGAAAAGGGGGTTCTCCATGTTGGTCCC 

ACTGGGCTC 

>Sequence 968 

AGGTACGCGGGAGGGCAAAGGGAGAGAAAAGAACTGGACAATAGGCATTA 

CATGGTTTTTTGGGTTGTGATGGTGAGCACAGTGATGTGATTATGAGGTA 

TCAGTCAGTTTTGCTATAAAGGAATACCTGAGGTTGAGTAATTTATAAAA 

AGAAGAGGTTTACGGCTGGGCACAGTGGCTCATGCCTGTAATCTCAGCAC 

TTTGGGAGTCGGAGGTGGGCAGATCACCTGAGGTCAGGAGTTCGAGACCC 

AGCCTGGCCAACATGGTGAAGCCCCACCACTACTAAAAATCCAAAATATA 

AAAAAAAAAAAAATGTTCCTGCCCG 
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>Sequence 969 

AGGTACTTTAGGAGACCCAAGGACACTCAAGATGCCTAGGTATTAAAAGC 

TCTAATTCCGAAGGGGGCTTTAATGTAAAAGAGGTAAGAAGGTTAGCCAG 

AAGCTGAAATGATTAGGTAAGAAAGTTAGTTGTTGCTTTGTAGCTACAAA 

TAAAATTTGGTGAGTTCATTAAAAAGATGTTTCCAGCCAGGCGCAGTGGC 

TCAAGCCTGTAATCCCAGCACTTCGGGAGGCCGAGGCAGGAGGATCACGA 

GGTCAGGAGTTGAAGACCAGCCTAGCCGGGTATCGTGAAACCCTGACTCT 

ACTAAAAATACAAAAATTATCTGTGTGTGGTGGTGCTCGCCTGTAGTCCC 

AGCTACTCGGGAGGCTGAGGCAGAAGAATCGCTTGAACCCAGGAAGCAGA 

GGTTGCAGTAAGCTGAGATCGCACTACTGCACTCCAGCCTGGGTGACAGA 

GTGAGACTCCATTAAANAAAAAAAAAAAAAAAAAAAAAGGTACCTGCCCG 

GGCGGGCGTTTTTAAAATTGGGGGATCC 

>Sequence 970 

AGGTACTGACTTTTGGAGTTACTTAAGAACCACAGTTCCTAAAACATTTT 

ATTTGGGAGCTCAACTTCTGGCTTCCTACTTACCAAGAGGCAGTAAGTTA 

TAACCTCTGGCCTTTGTCTTTACATTTTCAACTTTCTGGATCCCTAACCT 

CTGGTCCCAAGTTACTACGCTTGCCTATATCCACTAACCACTCACTAGGT 

C ACAAAGTTGATGGC TCTGGCTTGACCCAGTGAATGAGAAGTGTCCTAGA 

TG 1 1 run M ini rri'lTTCGCAAATCTTCATAGGCACAGTAGCCTGC 

ATAATTTTTTATTCAACCCTTCCTTTACAGGAGGGAGCCTTAAGTTACCT 

TTCAAGGCTG GGGG TTAGGAATCTATCATAACTAGTCTAGAGATTTCTCA 

CCAAGGGAAATTTTCCnTATCTAAAAGAGGAACTTTAGGTCTTAACCCTG 

CCAGTCACACCCAATTAATGTCCTTTCCAAAAATAAACAGCATATGTTCC 

CTTTCAATTAAAGTTCAATTTCATTAAACTCACAGACAAATTTACCTTTT 

AA TTTT CT TCAG CAGACCCAATACAAAATTCTGAGGATGGGATTAAGATT 

AGTTTTCCTTTTCCCTATGCCACCGGTTTTTTAAAAATCAAAAAGGGCGG 

GGTTTCTGTTCCTGATCAGCTCCCAGCCCCTTATATCTTTAACTAAATTA 

ACAGGAGGGCTTCCCAATTT 

>Sequence 971 

AGGTACGCGGGAGGGCAAAGGGAGAGAAAAGAACTGGACAATAGGCATTA 

CATGGTTT TTTGG GTTGTGATGGTGAGCACAGTGATGTGATTATGAGGTA 

TCAGTCAGTTTTGCTATAAAGGAATACCTGAGGTTGAGTAATTTATAAAA 

AGAAGAGGTTTACGGCTGGGCACAGTGGCTCATGCCTGTAATCTCAGCAC 

TTTGGGAGTCGGAGGTGGGCAGATCACCTGAGGTCAGGAGTTCGAGACCC 

AGCCTGGCCAACATGGTGAAGCCCCACCACTACTAAAAATCCNNAAAAGA 

AAAAAAAAAAAAAAAAAAAAGGTCCCTGCCCG 

>Sequence 972 

GTCGGCGAAACGACTCACTCTATGGCGAATTGTAGCTCTCCCCCGGGGGG 

GGCCGCGGCCCGCCGGGTGCGCTGGGCCCGGTGGAAGGAGGGGCCCTAGT 

CAGCAACAGCTAATCCGTTCAGCTTTACCTTCrTTGCAGACnTTGGTTGG 

TGGAGGCTGTGGCAATGGAGCATGCTTGAGAAACAGGAATGGTACGTGCT 

ATTGGCCTTGCAGTCCCACCTATCACAGCCTTAATCACCCCAGGTCCTGT 

TCGTCA TTGCCAA ATTCCTGACTTGCCTGTGGATGGGAGCCTACTCTTTG 

AATTCCTTTTTTTCATCTACCTGTTGGTTCCTCTTTTCATTCAGTACCTG 

>Sequence 973 

CCGGGCAGGTACTCATGTCTGTGGAGCAGAGATGCTGACTGGGAATAGAG 

ACGCTGTCGCTCGACCACGGGCATGGCCTGCGAGGGCCCTGATAAATGGC 

ATCGGTAGTTTGATGTGGAAACGTGTGCTGGATTTATGCTCTGTATTCAT 

CCCACTTCTCAGGTTCAACTGCTTTCATCAATTGCCTTCATTTGAACTAC 

ACCATAAGTTACAAACTCACGTCAATGTAAGGTGTTGTGATTTGCAATCT 

GAGCAATGATGTTTGACTGTGCCTTGAACCTCAGGATGAAACAAGACATC 

ATTGATGCAGGCAGTCAACTTTCACTGTAATTGACCAGCATATTATTTAG 

GCTTTGAATTAATGGTGTCATTAGAATTTGATGACTATTTTAGACCACGG 

ATACGTGCTACCTATGAGATATGTTTGGGCATTCTTCTAAGGCAAGCAGT 

GGAGATATTTATGGCACAATACAGGGACAACAAGGATGTATCCCCCAATT 

TTTCCTAATTACACTTTAAATTTTTTTATTTCATGTGAAACGTTTGGGGG 
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AAAACATCTGTATTACATCAAAGTAGTTTATCTTGTGCCTCAATTGATTC 
TTGAAATCTGCTCTTGGGTTTGCCTGTCTGGCTATCTGTATTTGGGGAAA 
AAAACAAAAAAAACGAAAAAAAAGGGTCCTG 
>Sequence 974 

AGGTACATACGAAAAACCTGTCATCCAATATGGGAGCTACTAGTCACATG 

CGCTATATAAATGCAAATTGAAGCTGAATGAAATTGAAAATCTAGTCTCT 

CAATCATATTAATCATATTTCACCTATTGTATAATGCAAATGTGG/vACAT 

TTCTATCATCCCAAGCATTCTACCTAACTTTGGACAATAGTCACCCCTTC 

TGGGGAAGAAAGTGAGATTATCCTTAGGGAGGAAAGAAGGGTATTTTAGG 

GC AA AATAACTTTAG A ATTTACCCTCTGTATGTC ACTATG' 1 ' 1 ' t " 1 ' 1T ATTC 

TTTTACGACAAAAATGTTTTCAAGTGCCATTTGAAAAAACTGAAAAAAAA 

AATCAAAGCCTACAGTTGGCATTTATCATGGGGATGAAAAGGAGGGAATA 

TGGGCAAAG AAGTAGATC A A ACCTTJ" I "rn'AAGTGTTGTTGCCC ATGGTT . 

AAAGGCTTCTATTTGACCTTGACTTTTAAAATCCAAAATTTAAAGGTTTA 

ACTCTGAATTTGGGAAATACTTACTAGCACTTACTGGAGAAAGTTATATT 

TAATATGAAAACCATTTATGTCATAGGAATATAAACCCTCTTTTATTATT 

ACGGGAATTTGAGGAAAAAAGAAACCCTTAGGGAAAGGGAATCCACTGAC 

CATAAAATAT 

>Sequence 975 

AGGTACCTTTT 1 1 ITTGTTGTTGGTGAAGTAGAATGTGTGTATGGGGAGG 

GCAGGTGGATAGGATATTTTGGAATTTGAAGAGAATGGGAATGTCTGGAT 

AGTGCATGTATAGAATGGGAAGTAAACACTGGAGGACCTGGGAGTGTGGT 

GCTTATTGATGGATCGTTGGGTTTATCCAGGATTGGGGTTTTGCCAGATG 

GCTGTGATGAAAATCTTAAGAGTTAAGGGTATAGGCAAGAGTGTGGCTGA 

AATGATACACAATGAAATCTAAGCTGGGATTACAGGCGAGAGCCACTGTG 

CCTGGCGAAGCACTGTCTGTTTTTAAGGTTGTAAGGTATCTTGGGTTATA 

AATAAAGGCAGAGAGCCACTCCATACCTATAGTGCTAGCTACTGGGGAGG 

CTAAAACCAAAGGATCTCTTGAGCCCAAGAGTTCATGGCTGCAAAGAGCT 

GTAATTACACACTGGACTACAACGTGGGCAACATAGAAAGAGACCCTATT 

CTTGATGACCGTTCTAGAATTTAGGCCCTTGGCCGATtTAGAAATATCGG 

TATCCCCCGGGTGTAGGATTCGATCTAAGCTTGTCGATACCGAAAACTCG 

GGGTGGGCCCGTCCCCAACTTTTTGTCCTTTACGGGGGTTAATGAGGCCC 

TGCGCTTCTATG 

>Sequence 976 

AGGTACTCGGCCTACTTCCCTATTTTCAATGCCTAATGATTTTTGCTGCG 
CCTGAACACATCTGGAGGGAGCCAGGCCCACTGGCTGCCTCTCGTCCCAC 
TCCAGGCCCTCCTACAAAGGTGCACTCAGCAAACCCTCCAAGTACCTGCC 
CG 

>Sequence 977 

CCGGGC AGGTAC I ' I riTLTlTnTnTlTfTlTnTGCAGAGACCGGGTC 

TCACTATGTTGCCCAGGCTGGTCTCGATCTCCTGACCTTGTGATCCGCCC 

ACCTCGGCCTCCCAAAGTGCTX3GGATTACAGGCGTGAGCCACCGCGCCTG 

GCCTCCTTTGTTTTTAATTAAGGAAAAGGACATCAATATCTTCCATATTG 

AAGGGAGTGGAAGGCGGGACTAATTATATATATATTATCTTTTACTTCCA 

TGATTTTTTTCTCCTTTTGGGAGTTCGCAAATAGTTTTTTGATGACGGCA 

AATACTCCTCATTGCTAATTTTTGGTGACAGAGAATATTAACTCTTTCTT 

CTTTAGAAAATAGGAGGAGGGGAAGCCCTCTCTTCTACTTTGAATTAGAG 

TACCT 

>Sequence 978 

CCGGGCAGGTGCGGCAGTGGGGTGTGCAAGCTGGCAGCGTTCTGCACGGG 

AGGCCCCGTGGAGGGGTCATACTGCTGCTGACTCTGCCTCTGTCCAGCGA 

GCTGCGCGGCCTGCGGCGTGGGGGGCATTCCTCCCGCAAAATAAGAAAAG 

TGCCAAAAGCACTGATTCCCAAGTGTGGCAGCTTCTACCAATGAGTCACA 

AGGAGACACGTCTAACACCCCAGTGCTTGTCCAAGACCCACCACACTCAC 

ACGAGAAGTTGGCCACAACCGAGCACACACAAAAGGAAAGAGAGGCGCTT 

GACCTTTGCAAGTCAGCATCAAGCAAAACAAGCACCAGATCACCACAGGG 
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CACCCCTACAACAGCAGCAATTAGGAAAAACATAGGAGTAAAAATTGTTG 

AAAGACACTATGACAATGCGACGTCCCGCGTACCT 

>Sequence 979 

CCGGGCTTGTACCTAGGAACTTAATTGAAGATGTAAAAAAATTGTTTTAT 

ACTGTGGTAAGCCATTGAAAAATTGTCTATTTAAAAATGCAGAGCATTTT 

AAAGAGTTACTATTTGAGGATCTAAAATATACAGAGAAGGCTGCATATTA 

TACTTTGATCTTATTACCATCCAAAAGAAAGCTTACATAGAAATGATTTG 

TCA CTTTCT GCTTTCTGAAGAAAATATTTGAGTCTTTTTAGCCAGGTCCT 

G GCTT TTTATTTAGTTGAGAAATACTTTCATTAAAAAACTATTGGTAGAA 

ATTTTCC ATT TTTTTI GGGC ACTTGCTTA AAGTAGTTGCTTTTTCTG AAA 

GGCAGTGTGTGAAACACAAAAAGTTCCAATACCTAAGATTGTCCTTGTAT 

CTCATATTTAGACTGGCCATGGGGAGCTATGAAAAGGTCCCTTATCCAAT 

GGT CAAGTAAGG GTTTAAGTCCTGAAGTCACAAATGTCTTGGCTTTATGC 

CG ATTTTATTTTG AGTC AATTA ATTTG ATA ATCCTTATGT 1 TT VT T 1' AG A 

GAAATTAAGGTTATAAAACGTAGTCATGATAATATTAGAAAAAGGTTAGT 

ATTGAACATTTGTTATAATTTAAAGTAAAGGAAAAGGGATAGGAACAATT 

GTATAAATGTAAAG 

>Sequence 980 

CAGACGTGTGAGTCGITTTTTCATGACATTCTAACTGGATGGTGTTCTAT 

TTATATCATACGACAAAGTCGACGATCGTGGACGTTACCAATTCATTTCC 

CCAGGAAGGGGGGAGAGGAGTCCTTCTATATTTCACTATCTATCGGGACG 

AATAGTACCTCCACCGGGGTGGCCGCCGG 

>Scquence98l 

AGGTACCTTGCTCCACCAATCCCAGCTGTCACATCAGCCCTATATGCCAG 

TCTCTGGGATTrrGCTTTTGTGTTTrCTGTGTAAAAACACTGCTTrTTGT 

TTGGGCTCTGCTTTCCTGTGTTACTGTTTAGACAGTGTCCCCAGACAGAA 

AAATGG AGAATG GCAAGATTACCTTATGTGTTTCCCCTTCTTTGAAGGAT 

CACAGCCTTTTTATGTCTTCTGTCTAATGCATGAATAGGGTTGCTTCATG 

TAGTTTATCCAATTrACAATTGTTTATGGCAAAAGGGTAACTTTGATACC 

TTTTACTCTGTGATGGCTGTAACTAGAAGTCCTATTAATGCCTTTTTAAA 

TTAAAAATAGCACTGCCAATAAAACCTTAATTTCCATACATCAAAAGTCA 

ACCAAAGGAAACTAATAAGTAGTAAAATAAAAATGTGGGGCAAGGGTGTG 

AGCAGACTCGTGTAATTTCCCATTATTITAATTTTCTTAGAATAAAAAAA 

ATTCCAAGAGCCCGCGTACTCCTATTTCCAGCAGCACAGTTCACAGCTCT 

GTGGCTGACATGCAAACATGCCTGCTGTGTGCACGCACTCTTGCACACCC 

TTTCTAACGCTGGTCTTTTGCTACGGGATTTGGGACCCTCCCTTAACTGG 

AGCACCAACTTGGCTAAGGCCATCTGGCATTGCCCAGCGGGGCTCTTAAG 

AAGCTTCCTTTCACTGTTGCAGAAAGCTTGCT 

>Sequence 982 

AGGTACGCCTGGCTGATnTTGTGTTTTAAGTAGACACAGGGTTTCACCA 

TGTTGGCCAGGCTAGTCTCAAACTCCTGACCTCAGATGATCTACCTACCT 

CCACCTCCCAAAGTGCTGGGATTACAGGCATGAGCCACCACTCCCAGCCT 

ATCCTGTTrCTTATAAAGTTTCTATCTTAGAAAAGTGGCATAGAGTGAAG 

ACTTGATAACnTGTATCTAGGGAAAAAATGACATTTCCATGTTGTCCAG 

TATAAAACACATATTATTATTGTTATATTCTGATGGGCCAAAAAGACATA 

TATGTTTAAGTrCAGATTCATAGGCACAAGGTATTTATTATGTTTCAAAC 

TCCCAAAGGATTTCATGCAATTTGAGAAATACTACCATGAATAAAGGACA 

AGAGGAATTCTGGAGAAAGGGTGGTGCAAATGCATACCCTTATCTCCCTC 

CAATATGAATTTTGATCTGTCCACCAGCACAGCTATCAATGCTAGCAGGC 

AGGTGGGGAATGGCAGATATGTGGGAACAATTGGCTTTTTGGTTTTGATA 

AGGGATAGGACTAGAGCTCAAGACTCAGTTCTTTTTTAGCCTGACTAAAT 

CTGGAATGAAGNTNTGAGGCAACTTCACACTCTTGGGGTCTTGGGGCCTG 

GTAAATAATGAC 

^Sequence 983 

CCGGGCAGGTACGCGGGAACTTAATTCAGATTAAGAAAATTGTTTCATAC 
TGAGGTAAGCGATTGAAAAATTGTCTATTTAAAAATGCAGTGCATTTTAA 
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AGAGTTACTATTTGAGGATCTAAAATATACAGAGAAGGCTGCATATTTTA 

CTTTGATCTTATTACCATCCAAAAGAAAGCTTACATAGAAATGATTTGTC 

ACrrrCTGCTTTCTGAAGAAGATATATGAGTCTnTTAGCCAGGTCCTGGC 

TATTTAGTCAGTTGAGAAATACTTTCATTAAAAACCTATTGGTAGAAATT 

TGCCAGTTTATTGGGCACTTGCTCAAGTAGTTGCTTTTCTGAGAGGCAGT 

GGTGAGACCAGGATGTTCCAGCCCCAAGGAGGGCCCTGTAGCCCATCTCA 

GCCTGGCCATGTCGTGCTATGAGAGGTTCCTCTATCCATTGGTCAAGGAA 

GGGATCAGGCCCTGCAGTCACACTGCCTTTGCCTCTTGCCGACTTTATTC 

TTGAGCGAGTCACITGGCAGAGCCTCTGGTTTCTCTTAGGGTTGCTGTAA 

GCATAGAGCACGGGGTCCTGGTTGGGAGCAGATTACAGTAGGGCCCTGAA 

CCATTTGGTAAAGTCATTGAGGAACTGCAACCAGGGGTCTGATAAGTCTT 

AATGGGGGGAAC 

>Sequence 984 

CC GGGC AGGTACGCGGGCTCCCCACCCCAACATTTTATAAAGAGCAAGTG 

ACirrTACAGCCTCTGGGTATrGCCCAATAGCGATCTGGAAACAGGCTGC 

TCTTCGTTTAAATGACTGAACACACGGTTGGGGATCTGTTCTGAAAGGTG 

GAGGGTGCCCGCTTGGGAATAGGGACATTATAAATACTGGACAATTGAAG 

ACAATATTTCTGAAGTGTAAAATGTTTGCATTGTTATAAAATAAACCCAA 

ACAGGCCCATGGAAGAAATCTCTTCTCCCAAGTCCTTTACTGAAAAAAAT 

GATCCCACAGACTGAGAAAGCCACTTTGACTTAGGTCAGCTTGGAAACCC 

ACTAAATTCTCCAGGTCTCTAACAGGAGAAAAAAAACTGGTTATAATTGT 

TACCAGAAAGGAAAAATTTTTTTCTTTACCAGAAATGGGCAGTGTCTGTC 

AGAGAAACCAACTGATTCCTGATATTATCACAAAGCCAGATACTTGAAGA 

GCTCTATTAAAATATGACTGAGGCCCTTTGATGACCAACCCAGCCTGTGG 

CAGATACCCGCACTGAGGAAACTTGTTACTGGGTGTGCANGTGCCATTGC 

AGTCCGAGCTCCCACACAAGTGCNTGGGCTGGGCTGCCACCCGCTTGGAT 

TTTC ATT GTTT GAAATTGCCCTTTAAATCCTTAAATAAAAACTTCCTXjGC 

TTTTAACTTTTGTAAAAAAAAAGAAAAAAAAAACCGTTTGGATGCC 

>Sequence 985 

GCCGCCACCGCACCGCAACGACCACACAAGATTGACACCTTATATAACGA 
ATTAATGACATGCAATCAGGAAGACCAAGTCAGATTATAATGAAACGCAA 
ACGACCGCCCCCCAGCAAGACGAGTTGACNGCGTTCGAA 
>Sequence 986 

CCGGGCAGGTACACCGATTTTATTGCTAGAATACTCAAGTCAGGACCTGA 

CCACAGGCTGAGCACAGATGTTAGTGGCAGGAATGGCTATCTTGTTAACA 

TA GTAA TAACACTGAGAAGAGGAAGAAAAAACCATGAGGATTTTAAAACA 

TCTTTTCATCTTCCTGCATAAAAAATTAAATTAAAAAGAAGAACAATGGA 

ATTTCAACGCCTCACTGAGCTCTGATAGAGCGAATGAAACAGTATCGTGA 

ATGGCTGGACAGGGAATACAGTTTCTTGCATTAAACAGGATCGCCTAGTT 

CAGAGGTCATCCGCACCCACATTCCAGCCCCTTCCTGGTATCCCTCTGGG 

GAATCAAGACCAGGGAAGGCCAGAAAAGAAAGAAGCATAGCTCCTATGAT 

CCCCTGGAATTCCTCCACTGATAAAGGCAACTTCCAATGACTCCTCTTCC 

TTCCCACGCATCCCACTCTTTCCCTTTCCTCCACCCAAACCCACAAAGGA 

AAGAAAACAATGACAATACTGCGATCGCCATGACTCTGACCTTAAATGTT 

GAACCCGAGATCTATTAAGGCCAGAATAAAAAGCAGGGGATTAGTTTTAA 

CATGAGATACAATATTCCCGGAGGGAAAAATTTAATTAAAA 

>Sequence 987 

AGGTACATTTTATCAAGTTACCTATGAACCGATGTATTTCGTTCACTTAA 

TACCATTCACTAAATTCAGTTATTGACCTAGTCAATAACTGCCCAACTTC 

AC ATTTC AC ATAC AGTG AAGAA ACTCTTGTTTC AGC ATTCT T V \ TT GGGT 

TGGTTGGTTCGGTAGAAATGCTACATTAACATTATCGGTACTCCTAACCT 

CCTG GGGTA CCCCATTGCCCACCTGTTTGCTCCCTTTAATGAGGGATAAT 

TTCACTTTTGGCGTTTTCTTAGCCTTCACCCATTTACTGTGTAAAAGTTT 

TTTCTGGCATTATTATTTTGACACAATCTTCCCACCCCTTTGAGTCATAA 

AACCGTTTAAGCCATTTGGTGCGCTTTTTAAGGGACCCTAACTTCGCATT 

TCATTCTGTGTTGCTTCTTTACTTG ACCGA 1 ITITl 1 AGAACGGGAATTA 



Page 184 
of 990 of Table 4 



WO 01/51628 



PCT/US01/00798 



Table 4 



CCnTTAGTTCCCAAGGTTGATTTTATATGOGATTTGTGGCCAATACATCC 

GGGGAGGA AGCCG GAGTGGGCATTATTATGGGGGTATATAATAGGTCTTC 

TTAGTTTGTTTTTTATTTCTCTTTAACTAAGG 

GGATATTCTGGTAATAATTTCTTCTTTCCAAGGTCGGGGCATTTTCGGTT 

ATATC TCCAGGCTTTCAAGTGGTTAAAGCGTTCTGGGAACACACTCTTTG 

TTTTTATAAAAGGCCCCCATGAGGGTTTCCTCAACGGAAGTTAACGGGTG 

GGGGTTTATTTGTTTGTTTTTACCCTTAGGGTTCTTACCCCGCTTACTTG 

GGCGCTTCCTTrTATATATTATCGCTAAAATTTAAGGGTTTTTTAAAACT 

TTAAAAG 

>Sequence 988 

AGGTACATGGCAACTGAGGCAAAGAGCTCTTAAGTTACTTATCGAAGAAT 

ATCCAATAAGTAGGTGGTAGAGCTAGGATTTACACCCAGCAGTCAGCTTT 

ATTTTCAACCATGCAATGCCTCCTTAACAAAGGAGATAGGTTAGGAAAGG 

CAGATCTGGGCAAGTGTTGTATTATACAACAATAAAAAGGCTGTGGGGTC 

AAAAGCTATGGCTGTTAAAAGGTTAGGGTAACAGCCAGAAGAATCACCCT 

TAGGAAGGTTAAAATTTAGGACAACATCTATGATCCTTCCCAAACCTTAA 

ATCTTCATGCTTTTAAAAAGAATTTCCTGCCCAGGCGTGGTGGCTCACGC 

CTGTAATCCCAGCACTTTGGGAGGGGGAGGCGGGCGGATCACCTGAGGTC 

AGGAATTCCAGACCAACCTGGCCAACATGGTGAAAACCTATCTCTACTAA 

AACTACAAAAAAAAAATTAGCCAGATGTGGTGGCACTTGCCTGTAATCCC 

AGCTAACTCAGCAAGCTGAGGCACATTTGAACCCGGGAGGTAGAGGTTGC 

TGTGGGCTGAACAGCACCACTGGACTTCAACCTGGGGAACAAAGCGAGGA 

TCTATTCTAAAAAAAAAAAAAAAAAGTACCTGGCCGGGCGGGCCGTTTAA 

AACAATGGATCCCCCGGCTTGAGGAATTCATATCAAACTTATGATTCCCC 

CACCTTCAGGGGGGCCCGGTCCCAGTTTTGTTCCG 

>Sequence 989 

CCTCCTCTACAAATGCCTCTATTGTATTATTGTGTGTTTATACTCATATT 

CTAGTATTACACTTATCGACTGACTATTATATCACATTAGTATACACTAA 

TACA ATTTTACCTTATCATATACTTCNCTTTTCATTGTATAATA 1 ITTTC 

TTTTCTACTACTCCTTATTATACGACAAGTAGCTCCTCCACCGTGGCGGC 

CGCCGGATTTATTCCACACCAACCTGAGCCCCAGACGGTCAGTTAGTGCA 

TCCATCCTGACGACCTGTCCAGGAAGGAAGGAAGGAAGCTCCCTCCCCCG 

CGTACCT 

>Sequence 990 

CCGGGCAGGTACCAAGATTTATCTAGAAGATCTGCAATTTGACAGATCAG 

ATTTCCAATCTAATTATCTACTTTTAGGTGACAGTGCTGCCACCAATTTC 

TCAGCATGCCAAATGGTAAACTATGACAAACTATTTTTATTTTACAATCC 

TGTGTTTCGGTCCTGATTAATTTACTTGCCTCnTTGAGCTTTTGGTTTCT 

TCCTCTGTAAATGAAAATTATACTTACCTGAAGGATTGAAAGACACAGAA 

TATAT AAAGTATTTGTCTCGCGATATGCTCATTGGAAATATTAGTTCCTG 

TTTTTAACAATGAGCAAGGTATCTAAATAATATCCACAGCCGTGGGAGTG 

AGGCCAATGCAGAGAGTCACCATCAGGGCAATTCCTAGTGGAGTTGCCCA 

GGCAGGGCCATCCCAAGACCCCAGACCAGTAGGGCCACCAGGGTGCAACT 

CCAGGCTGGGAGACCCAAAGGCATGCAACTCCAAGACACAAGAAATGCAG 

CCAGCAATGTGATGAAGTAAGGTTGCCTGGAGCCTNGGGGGTCCAACTTC 

CACCCCAGTGTGTTCAGAAAATGAGAAATGGAGTAAAAAACTACCCCCCA 

ACTTCAGGGTTTAAAGTTGCCCTACTGGAGTTTTGTTTGTTAATCGAGGG 

GTTTGGATTGGTTAGAACCTGGTAGCCCTTTGTCTTTCCTGGGGCTCATT 

TTGGAGTGGGAATTTTATCCTGTTTGCCCACTATTGCTTT 

>Sequence 991 

AGGT ACTT I'lTl'l'lTrri'l GTTTT1 GTTTTTGTTTTGTCCTTTAGT A A AG 

TTTTACAGTTTTTTTCCTGTAGGTCTTACACTTTTCTTGTTAGGTGTATT 

CCTGG ATTTTTTTTGTTTTTGTTGTTGTG AATTAC A' JTl'f Tl " I CTTCCAT 

TTT ACAT TTTATTTTCTCATGGGTTATTGCTGGTATGTAGGAAGGCTATT 

GATTTTTATGTTGATCTTACCATTTACTTAGTTTTCAGTTGCTTCTCTTG 

AAGTTTCTAGAAGGATGGCTGTATTTTCTGCAAATGATAGCATTTTGTCA 
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TTTCCTTTTCCTTTTTCTGTATGTGTTTAC ACCCTTAC AG GTTTTTTTTG 
TI 1 1 1 1 1 1IGTTTTGTTI1 1 l"ri"(GGAGGACATTTGTTTTGTTTTTCTGG 
GCTTACTACATTGGTTAGGGTTCCAGAATAGTTCATTACTAGTTTTGATT 
TGGGTATCTTGGCCCCGATTAAAAGGGATCCT7TTAATTTTAAACTTCTC 
CAATAATATATATTCTAAAATTCTTGGCGAAATTTTATTTTATTATTTGG 
GGGGACGGAATTTTATTCCATTCCCAAGCTGGGTTGAAGGCGCCATTTTG 
TTAATTGG AGC 1'ITI GCTTCCCGGTA AAT 
>Sequence 992 

AGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTG 

AGACCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAA 

AATTAGCCGGGCATGGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGG 

TTGAGGCAAGAGAATCGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCC 

GAGATCGCGCCACTGCACTCCAGTATGGGCGACAGAGCAAGGCTCCATCT 

CAAAATAAAGAAAGAAAGAAACAAAGAAAAGAAAAGCTTATATTGAACTT 

CTCTAAAAAAAGAAAAAAAGAAAGCCTGATGCACACAAATCTAAATTTGG 

CAAGTCGATCAATTAAAGGATATTTATTTGCATCACAAAATAATTCTTTA 

CTCCCCCCAAAAATCAATAAAAAGGTCAAATAGCAACTTTTCCTAATGTG 

TTTAAAATGTAATCACCAAATACATGTGTCCCCAACGTCTTTCCAGTTTA 

ATTCTATTGGGTAAGGGAGGTTTTCCTGAAGTGAGGCATTAGAGAGTTGA 

GCTTTAAACTTCCTGGAAAAACGTGrriTT 11 1 1 AAAG AGTTTTAGG AA A 

TGTTTGGGGCCCCAATATCTAAAACTTTTCTTTTCCCTC 

>Sequence 993 

ACGTACTTTATGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTG 

AGACCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAA 

AATTAGCCGGGCATGGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGG 

TTGAGGCAAGAGAATCGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCC 

GAGATCGCGCCACTGCACTCCAGTATGGGCCAAAGAGCAAGGCTCCATCT 

TAAAATAAAGAAAGAAAGAAACAAAGAAAAGAAAAGCTTATATTGAACTT 

TTCTTAAAAAAGGAAAAAAAGAAAGCCTGATGCACACAAATCTAAATTTG 

GCAAGTCGATCAATTAAAGGATATTTATTTGCATCACAAAATTAATTCTT 

TACTCCCCCCCAAAAATCAATTAAAAAGGTTCAAATAGCAACTTTTTCCT 

AATGTGTTTAAAATGTAATTCCCCAAATTCATGTGTCCCCAACGTCTTTC 

CAGTTATAATTCTATTGCGTAAAGTGGGGTATACCTGAAGTGAGGCAAAA 

AGAGAGTTGAGCTTTAAACTGCCTGGGAAGAACCTGTTCTTTCTTAGAGA 

GTCTTAGGAAATGGTTGGGGGCACCAAATCTTTAACCTTTTCTTTTCCCT 

C 

>Sequence 994 

CCGGGCAGGTACGCGGGAAGGAGATCTGCTTGGCCACTGGTGGCTCGGGG 

TCTGGAGTTCCTGTGTAAGGATTCCAGGAGGATCCCAGGGCTCCCTCCCA 

CCCTGTTCCAGTTGATTACAGCAAGGGAAAGAGGACACCGCCCGCATCAG 

CCCATCCAGCATTCGTTCAACTAAGCATAGAGTGCCGGGGTCACAAGGAC 

AAATGAGCCCCCCACCCCTGCTCTCATGGAGTTCCCAGTCTATCAGGGAC 

CAGCCATTAAGTAGTTCCTG 

>Sequence 995 

CCGGCAGGTACACGGAGGGTGCCATCAGAACAAAGAGGGGAGAGGCCTGC 

CAAGGAAGTTTCCCTGGAAATACTCTTGGACTGAGTGTTAAAGGATATGC 

TATTAATGCTATTATTGGTTGTTCTGGAGAGACTAAACTGAATTTATTAT 

CCTTTGCCTAAAATCTACATCTAATTTCACTTCCACTTCCTTATATGTCA 

AATCAATTCTCTACT rTTTTTTTTl 1111 AATGAGGCAGGGCCTCGCTCT 

TTCACCCAGGCTGGAATGCAGTGGCATGATTATAGCTCACTGTAGCCTCG 

AACTCTTAGTTGCAAGCAATCCTCCTGCCTCAGCCTCCCAAGTAGCTGGG 

ACTACAGGCATGCCCCCACCACACCCGGCTAATTTTTGTATTTTTAGTAG 

AGACGGGGTTTCACCATGTTGGCCAGGATGGTCTCAATCTCCTGACCTCG 

TAATCCACCCACGTTGTTCTCCCAAAGTGCTGGGATTACAAGGTGTGAGC 

CACCCGGCCCGGCCCAAACATATTCTTAACAATTCTTTTTTAAATATAGG 

GTTTGCAACCATTTTATCTCACATGGAATATTTTTTATTTTTTTAAAATT 
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TCTTTTTAAACAGAAATTTGGGAATTTTTAAAAAC 
>Sequence 996 

CCGGGCAGGTACGCGGGCACAGGGGTCTGGAATTACACAGAAGACGGGTG 

ACAGCCAAGGTGGATCATGAACGGTGAGAAGTCCAGCAGGTGACAAGGGG 

AAGGGTCTAAAGGGTGGGGGGCACAGCGCAAGCAAAGTCTTGGCAACAAA 

AGAGCTAATGCATCCCAGAAATGGGGCAGGTGGAGTACCT 

>Sequence 997 

CCGGGCAGGTACCTTTAATCCTCCACTGACTTTGGAAAAACAACAAAATG 

CCAGCTTCCACCAGATCATTTCTTCTTAATTAAAAGTTAGCCAGATTCTT 

TTGGAGCACTCAATTTTCTGGTCAGGTCAACAAAAAAGTAATGAACACCA 

CACACACCTC(XTCCCCTGTCTTCCTAGCCCCATTCCTGGAGTTATGCAA 

CCCTTGGGGGCGGCATACACTTCAGCTATTTGCTCTGTGTTCATAATTAG 

ATTGTCTAGACAGGAGATGTTGCTGGAGCAATAGGAAAATATTTTACAAG 

ATGTTCCGCAGAACCACACTTATAACAGTGATTAGGACACACTACCAGAC 

GCGAAGCCAGCAGAATTGGCCCGGGCCACGAGCCGGTTTCACCCAGAGCA 

GAAGCCCTTTCAAGCTCTCATTTCAAGAAGAGGTGCCAAATTAGAGCTCT 

GAGGGCATGGAGCAGCAACTTCTTGGCCTTTGGATCCGAGAAAGCAAGGT 

TGAGATAATAGAATGATGTCTGCGATGCCCTNCTTCCTCCCTCCACCTGC 

TGACACTAAGTCAAACAGAGGCAAATGGTAGTTGCTGCTTTACCAACATC 

TCTCAAAAAGATCCCGCGTACCT 

>Sequence 998 

AGGTACAAGAAGGATTTGTGAGGAAGGGATGTTGGGGAATAAATGAATGC 

AGGTGAGATTCCTTAGGTAATTGTAGGCTTTAATCTGTATGTGAGGTGAT 

AAGGGCTTAGATGGTTTTTCCTAAAGAAGAAATTATGCCAATTACAAGAT 

ACAGGTTAGGAAGAATGGACCAGAGGAATTAGGCAGTCAGTGAAGATGTG 

GACTTGATTGTGGATGTGATTGAAAAAAAAATGGTGTTGCTTCTGTAGCA 

CCTGAAGGGCTTAGTTGGGAAATGTTCATGTGGGATTATCAGCATGGTTG 

GCTAAAGCTGCCTACTGAAGTATTAAACAGAGGAAGAACAGGAAGCAGAT 

GAGGGGATGTCTTGGGTTATATTCAGATAGAGAATGGAAGGAAAAAGAGG 

ATGTAGGTTAAGAGAGAGGGTGAAGGAAAATTAGAAGAGTGCAGTAATGG 

GAGCAAGAAAAGGATGAGTGTTTCCAGGAGCTATAAGTATTAGTTGAAAC 

CAAAAAGTTGGGTGGAACGAGACTACCA 1 1 1 i T MTITGAGACAGGGTCT 

TTGCTCTTGTACCCAGGCTGGAGTGCAATGGGGTGATCTCTGTTCACTGC 

AAACTTTCGCTTTCTGGGGTTAAAAGAATCTACTGCCTAAGCCTGCTGAG 

TAACTGGGACTACCGGCAATGGTTCCTGACGCCTGGCAAATTTTTTTTTG 

TGATGGTGAAAACAATATTGCCCAAGCTTTGTATTGTACCCCTTAGCTTA 

AGGGATTTCCGCACTTTGAAG 

>Sequence 999 

CCCTACCTCTTAAAATTTAATTATATTGCTCTAAATCCATCATACATCAT 
TTAAGTTCTATACATTCGACATAATCTTGTTAAAGTTCTTTATTTCTATA 
GGTGGATTACGTTAGTATTCGCGGTTAGACTTATTTGAGG 
>Scquence 1000 

CCGGGCAGGTACAGGTTACTTGTCAATTGAATCTGTGGCTTTTCCTCTGG 

TAAACAGTAGCTTTCTCGGCAGCTCTGCTTACTTGACTTCTGGTTATATC 

CCATGAGCCAGGCACAGATCTGGTTTTACGGGACAATGCCAAAACAAACA 

TTGTCAGGGTTCTGTTAGGGTCACAAGAAGATTTACTCTATTTCTTGTTC 

TGTCTGCCTGCTTGAAACAATAGCAGCCATTAAAAGTTGTTATGTGGAAG 

TCTTGTATTATATACTAGAAATGGGCCTTGTAAGAATGACTTGTATCATA 

TTGTCCACATCCTCATTGAGAATATTAAGAAGACAATGTTGAGAAGACTG 

ACGCCCAGAGAAATGTCATTTGCCCAAGGCAAAATCAAATATTTTGGTGG 

CAGAGACTGCTTAGGAAACAACCGGTCCTTATCTCAAGTCTAACTCCCTT 

AACATTTGGGGGCATTTCATAATTTGATCTTGAGGTAATAGATATTAGAT 

GT ATTA ACTT1" 1 TTT1 CC AGCCTT AC AT AAC AN AGTCTTC AG AA AC AG A A 

ACCGTATTTGCGTGGTTTGCTGTAAGTAATGCCTAGTATGGAGTCATGTA 

ATGATTCTTTAAATTAAATTTAAATTATTGATTTTTGTGGATACATAGTA 

GGTATATTATGGGGTCCT 
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>Sequence 1001 

AGGTAC1 1 1 n i'l i ri-n i'I'n i Tl-rrrnGAGATGGAGTCTCACTCTGT 

CGCCCAGGCTGGAGTGCAATGGCGCAATCTTGGCTCACTGCAACCTCTAC 

CTCCCAGTTCAAGTGATTCTCCCACCTCAGCCTCTCAAGTAGCTGGGATT 

ACAGGTGCCTACCACCATGCTTGGCTAATTTTTGTATTTTTAGTAGAGAC 

GGGGTTTCTCCATGTTGGTCAGGCTGGTCTCGAACTCCCGACCTCAGGTC 

ATCCGCCTGCCTCGGCCTCCCAAAGTGCTGGGATTACAGGTGCGAGCCAC 

CTTTCCCAGCCCTCTCCCTGGCATCTTAATGCGCATAATAGTGAACACTT 

GCAAAGGGGCTTTACTGTTATCGTGCTACTATCTTGGAAAGGAAGTGGAA 

AAAGATGCTGCCTAGTTCCACGATTGGTGTGTGGATCCTCCTAGAAGTCA 

CTGCAGACCTGTTAAGTGTAAAGAGATGCACTAAAATTGAAAAAAAAAAA 

AGTTGGGGGAAGGGGGCTGGAATATGGGATGAGTCCTCATTCCCAGGAAA 

AGGCCTGGCAACCTTCCTGTGGACTGAGCCCAATGTTCCCAGGGGGCCTT 

GCCTCCTCCCmCTGGGGGGCTTTTTTCTAAATGAGGGGACCCTGCCCG 

GGCGGGCGTTTTAAAACTAGTGGAACCCCCCGGCTGGGGGAATCGAAATT 

AAGCTTATTGTTCCGGTCACCTTAGGGGGGGCCCGGGACCCAACTTTGTT 

CCCTTAAAG 

>Sequence 1002 

GGGGGACCTCCTCGTCCAAAGAAGGGAAGACCTTGTCGGCACCATTGAGA 
GGCGTGTTCTCTTCTGGCTGCCGCTCGAGCACCGAGAGCTCC 
>Sequence 1003 

AGGTACTTGGCTTT1 1 11 1 1 1 1 1 rTTTTTTn GGTCTGCC AGGG ACC ATC 

AGGCATGGACTCTGATGGAAGCCTGGTGGTGATAAGGTCATCCACAGATC 

TCATTATGCTGTGAGCTACAGCCGACGTGATTATAAAATTCTGAGGTGGA 

ATCCTGAGAGACAGGAGGGCTGAGCCAAAACCCTTCATGGGGTTGTGCTG 

CAAGGAGTGCCTGCCGTCCAGCAGGGCCTTGGCGAGCATAAGCAGGACAC 

CTGAGCTGTGATAAATGTCCTGGAGATGACCAGAATCTGCCTGTGCTTGG 

GTAAGGGAGAGGCTACCCCGAGGAGCTGGAAACAAAGACATGGAAGCTAG 

GTAACCTGACGCTAGGCACTCTCACATCCTGGAATGAGGGAGTCTTCACT 

GAGCCTATTTCTTTAAGGGAAAAGTTTTCATTCTGCITTGCTTAAAACAT 

ACTCCCAGCTGAAGAGAGGAATCTGAAAAAGCCCTCAGGTTGGCTTACCA 

TGTTCACCTTTTCGAGAGGCATTAACATTTGGCCCACTACAGAGACTGTT 

TGGATAACCTAAGAGCATGCTTAATAAAAAGCCCCTTGGTAGGAAAGCAA 

AGGCATGGGTATACCTGCCCTTGACTGACTCATTTAGACCAAGGGGCTGT 

AAGGATTCAATGAGAAAATCAGTTAATGCTTAAAAGGTGTGAAGTGCATA 

CAAGCATCTAAAATTGTAACTGAATATTAACCACCGGAGAGGTACTAGTT 

>Sequence 1004 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAACATTCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAACCTGGTCCA 

GCTATTCAGAATGCCCACAAGAATTCAACCTGGGATCTGGGAGAAGAAAG 

AAACTGATGGGGGTAACTGAACCCCCTTTGAATGAAACCTACACCGGGCC 

GGAGGGCCTTCATTGGAAACCCCCAACAAAACTGGCTTTTTCCCTTGGCC 

GGGGAAGATTAGTTTTTTAAAGTGTTATGGACCCCGCCCGGTCACACATT 

C 

>Sequence 1005 

GGGTGCTGGTCGAGAAGCTCACGCCCGAAGCCCTGCTGGGCGCGATCGCC 
GAGCACCGCGCCACCGTGTGCTTCACGGCGCCGACCTTCTACCGCCAGAT 
GGCGGCGCAGGCTGGCCGCTTCGACTTGTCGAGCCTGCGCGCCAG 
>Sequence 1006 
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AGGTACGCGGGCCTGCCTTGGGGAAGAAGGAAGTGTGTCTCTGTGAACCT 

CCCACCTGGGCCGAAGGGAGGCCACTCTCTCTGCTGCCTCTCCCCAACCT 

TGGCCTTCTGTGCTCCTGGTGAACCTCTCACCCCCTGCCTACAGGCCTCG 

AATC TCAAGACCATGATGACCTCTGGTCACCCCTGAATCCAGAGCTTTCC 

TTTTACAAAGGGGAAACTGAGACCTGGAGCAGGGCTGATGTTCAGCCAGC 

GCACAACGGAATGGCCGAATTGGTGGTAAAATACTGAAATAGTTCCAGTG 

TGGATGGAAAGGGGCTGCTGCCCTAAGCATCTCTACTGCCCGCCTCATCC 

CTTCCTCCA6GACCCTGGGTCAGCACCAGGAGCATCAAAGTGGCCAGGAT 

TGGCCGGAGCCCATGCTAATGGCTCTGCCAGCCCTTCTCCCCACCAAAAA 

GGGCAGGGGGATTCAGGCCATCTAGAGGTAGCATTGTGACCGTATCTGCA 

GTAGTCAATCCTTGGGTGCCACCGTCCCTGACTTTGGTAATAAAGGCACC 

AGCCTACATCCCTTTGGTCCCTGCCCCGGCGGCCGGTCGACTTAACGATC 

CCGTCAACCTTAGGGGGGCCCGCGCCCACCTTTGGTCCCTTAAGAG 

>Sequence 1007 

CCGGGCAGGTACGCGGGGAGACTTTCCCTGCCGGCACATGGACCTGGCCC 

AACCCTCACAGCCAGTAGACGAGCTGGAGCTCTCGGTGCTCGAGCGGCAG 

CCAGAAGAGAACACGCCTCTCAATGGTGCCGACAAGGTCTTCCCTTCTTT 

GGACGAGGAGGTCCCCC 

>Sequcnce 1008 

CCGGGCAGGTACTGTGCTAACCAGGCAACCATTGGTTAGGGAGCTTCCAA 
AACTCCGTGTCCACTCCAGGCCCCGCTCCAGCCATCTGGCCAAGCACACT 
CAGCTTCAGGACACAATGAGCATAGCCAGTCCCTCTTTGATGTCCTTGGT 
ACCT 

>Sequence 1009 

AGGTAU 1 A 1 1 1 1 1 111 1 Ml 1 111 11 1 1 1 1 1 1 1 1 1 1 r T TTTTTTTTTTT 
TTTTTITTTTTTTTTTTTT 1 1 TI 11 Tim TT TTTI 1 1 1T1 TT1 TITTTT 
CCCCCGGGCCGCCCCCCTTTTAAAAAAAAACCCGGGTTTTGGGGAAAAAA 
AACCCCCTTGGGAATTTTTTTTTACCAGGGTTCCCCCCCGGGGCCTTAAT 
TAAGGCCCC CCGGGG A ACCCCCC AA 1 ' 1 ' 11 1' I'l '1 ' 1 ' n'CCCCTTT AA AAA A A 
AAAAAAAGGTTTTTTTCCCCAAAAACAAAAATTTTTGCCCCTGGAAAAAA 
AAAACGGGCCCCAACGGGGACCCCGGGGCCCCAAAAAGCCCGGG 
>Sequence 1010 

A GGTAC AAGTGCACATCACCACACCCAGCTGAGCAGCATTTTTAAAATTT 

TCTTTTCCTCCAAAGCTTTCTTATATCCTGATTTTCCCTCACTATCCTCA 

TGTAATATTTGCATATATTCATACACACACACACATGCAACTGCATTTTA 

TACACATGTGTCTTGGGGTCCCGGAGAGCTCAGCGTGCTGGTGGGGTTGG 

TGGGGCTGGTGTCTCCAGAGTGGTGATGTGAAGAGCAGCACCTCGCTTAG 

AGGTAGAGCAGGTGTGTGCCATGAGCTCAGGTGATGGCAGTGGAGCTTAC 

AGGAGATGGCTTGTGGCTTTTCCCTCCGTTGGTCTGTCACTCTCAGCTGC 

CACTGTCTGCCACTGTAGGGATTCCACTGTGGGTTCAACTTGTTCTTATG 

TCAGGCAATGTTGTTTGTGTATACTCATAATAAGCACTGGTTAAAGAGGG 

AACATTAATGCTGAAATACTAGTGAGGGGTCGGGTGTGGTAACGCTTGCC 

TGAAATCCCAGCACTTTGGAGGCCAAGGCGGACGGATCACTTAAAGCCAG 

CATGGTGAAAGCCAATCCTACTAAAAATATAAAAATTANCAGGGCGTGGA 

GGTGCATGCCTGTAATCCCAGTTACTGGGTGGCTGAAGCT 

>Sequence 1011 

CCGGGCAGGTACTCATCATTAAGAAATTAAAGATAATCCGTAAATAAAAC 

AATGACAATATAATAGTTTAGAGAGTTAAGATTTAGGAAGTAGTAGATAA 

AATAATTATCTGTGTTATGCAAATATAATCCTTAGAATGCAATATTTGAT 

TAATAGGAGTTGTCCTATATGTCATTCATAAACTTGTAGCAGAGAGAAAC 

CTCTGCATAAGCTCAGGTGTTCAAGTATGCAAGAAACACAGTTTTCTGTA 

TTTTGCTCTTGCTAAACTTAATTTGTATTCTGGGCCCTGGTTTCATCAAG 

TGGCAGAAACTCAATCTCAGTCAGCCCTAACTGACTATCCTCCAGGACTC 

TGTCTACAAAATGCCAGGTGGGGGGCCATCTGGCCCTCAGTGTCATCAGC 

CACCCCTGCTGGCACCCACTGAGACTTCCTGCTCTGTGGTCACTGGTCCT 

TGTAGGTTGCCACTGCAGCCTCCTTGTCCTCATTCCAAGGACACATTAGG 
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CCTTCTGGCTCTATGAGTATTTTTCACTGGAGAAATTTTGCTTCTGCTGT 
ACCTT 

>Sequence 1012 

ccgggctggtacgcgggcagttcgcagagacctgctaattcataacttac 

agtctcttgccactaatgtcactgccagcaaagtcacagtcccctcagca 

tcctccatcttgaaagggtgacgtgccgccctgccagcggaaagcttacc 

tggcactgttggtttgtgtatcatccacattctccccagtttttctaaat 

taacaataggaagcatagctggtttaggaattcttttagttagattaggt 

aattcacaaaactggtaggaaatcgttcaacctaagttaaaaccaaaaca 

gcc atatct tcaggagacattttctataaaattttatcacttttatttat 

tttatttttcctggcaataatgaaaggaaatgtcagaaatggaaagtttg 

tccctttgtaactgck:gagaaactgggtttgtgtttgcctaacttttctc 

ctggaagatttaatcagtatttgctgtcaaagaagaaaaatgctctaaca 

tctgcgaagacactttgtcttgtttgattaacatagttaaagtgacggta 

tgccrratgtgaaaagggggggggaatacttttttaggattcaaatccaa 

aaagacagatttactaggggctttactggggttttta 

> Sequence 1013 

AGGTACTT 1 1 1 1 1 M i l I'M 1 1 rTTTTTTTTTITrTGGTAGAGACAGGGG 

TCTCACTATGTTGCGCAGGCTGACCTCAAGCTCCTAGCCTCAAGCAATCC 

GATCCCCCAACCTCAGCCTCCCAACATGCTGGGATTCCTGGCGTGAGACA 

CCATGCCGAGGCTCAATGTCTCCTCTGAAAGGAAAGAAGTGGACAAAGCC 

ATTCTGCAGATTCCCAACACTGTCACCGAGGCTGCCCGCACAGCTCTATT 

ATCTGTCCTGAAGCATTGTTAAGAGACTGCGCTATCGTTCCATTGACAGT 

TTGAAGTTCAGTGACAGAATTATCTGGAGAGGGCAAACCCTGTGGGATGA 

AGGCCACACAGCTTCAG 

>Sequence 1014 

AGGTACTAATTTTGCTATTAGTTTATATCATTATTTGGGAATATGACTTT 

TTTTAAATTGCAACAACAAACAATGAAAATTATAACTAAGAGTCACATTC 

AGTAGTATCTTCTCTTTACAAAATCTGAATATAGACAATCTTCAAGGGCT 

TCGGAAATACAAAGAAAGATTTCATTGCAATGGATTTTCTCAACCCATTT 

GAAGTTCCTCCTTGTCTCTTCTGTCATTATTTGTCTGGTCTATCCTTAAG 

ATCACTGAATAAACAAACCTATCCACCGATCTTGGCACrrni TTTTTTT 

TGAGATGGAGTCTCCCTCAGTTGCCCAGGCTGGAGTGCAGTGACCCAATC 

TCCGCTCACTGCTAGCTCTGCCTCCCAGGTTCACACCATTCTCCTGCCTC 

AGCCTCCCG AGTAGCTGGGACTACAGGCGCACGCCGCCACAACCGGCTAA 

1 1 Hill 1 rTTTTTT riGGTATTTTTAGTAG AG AC AGGTTTCACCGTGTT 

AGCCAGGATGGTCTCGATCTCCTGACCCTGTTATCCGCCCACCTCGGCCT 

TTCAAAAGGCTGGGATTCAGGCGTGACACACTGGACCCGGCCCGATCTTG 

GCACCTTTTAAAACTTCTCATTTAATCAATTTTTCCATTTGCK3GGGAAT 

> Sequence 1015 

AGGT ACAGATATGAAGTCAGGAAATACATGAGGCGGTGGGTTTGAAAGTC 

TTTTCTTAATTTGTAGTCAGAGCTTCATAACTGGGTGAGGCAAGAGAACA 

TGTGATCAAGAGTCAATGTGATGACAAAGAGAAATAGAAATCACTATTAA 

ATTACGGTGTTCGAGAATGGTGATGTGATTCCAGTAGAGCTTGAGGGGGA 

AGATGTTACTAGAGATTGAAAGACAAAGGAGAGGTGGGGAGTTGGGGACA 

GGTTGAAGAGTTAGTCTGTATGATGCTGTGGTTTATGAATGGAGAAAAAA 

TTGTGGCACACTAGAGAATATCAGCTTACAGGCTTTTTTTTTATTCCAAC 

TCATTAATATAGTGTGGAGAAAGATGAGCAAGAAATAATTGATTGTTTTT 

GAGTAAGAGCTAGTTAAAGAAATTTGGCTTGTAGAGAGTGAGAGAAGACT 

AGATACAGAGAGTGGCACACGATATTGCTTAGTATTCAAATTAAGTT 

>Sequence 1016 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCeCTG 
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GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTACGATCTACTGGGGG 

AGTCCGGAGGAGCAGGCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGGTCCTTATGCTACTTTCACTGAGCATCCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGCTTGTTCCA 

GCTATCCAGAATGCCCACAAGAAATTCAACTGGATCTGGAAGAGGAAAGA 

AACTGATGGTGTTAACTGAACCCATTTTGATTGAGACCTACACAAGGCTG 

ATGTCATTCATTGGGAACCGCAACAAACTTGGCTTTTCCCTTGCCCGTGG 

GAGTATTGG 1 1 1 1 IGAAAATTTTTTTGGAACTTGCCCGGCGGCCCGTTTA 

GAACTAGTGGGATCCCC 

>Sequence 1017 

CCGGGCAGGTACCCTGCAGAATCTACCAAGGCACTCTGTAGCAAAGCAGG 

CCTTCCACCTGTCTCGGGGAACCCAGCTGGCCACCTTGCACTCAGCCTCT 

GCCAGTCACCTCAGGGCTGGCATTTGGGAGTCCTGACTGCACGCCAAAGG 

TTGTTAAGTGGCTTTCTCTGAACTCATTTGAACAGCTGAGTAAACTGTTC 

TTGCTTTCAC AAGGA AAAGAACTCCTGAAGTTATTAGAACTCACCAAACC 

AGTTTCCTTGTTTTTGAAGAAAGCAGGTAATGTGGCTTTGCCAGCAAGAA 

GCAGGCCTTGGGCGTCCATCTCCTTCTCAGGTGTGTTTACTCAGGAGAAG 

GTGACATTTGGATAGGGGCAGGTGTGTTTGCTGAACTGAGCTTCAGCCTA 

ATCATTCCGGAAAACTTCCTGAGACTTTCTCTGCCCTGTAATTTCCCCAC 

TGTTGATGGAAGTATATTGCAGTCTCATGCAGGACTGCGAAAGGAAGGTC 

ACACTCACTAGATCACTTATATACCAAATTCTGGGGAACTTTTGCTGCAT 

ATTATACTTTAGAACTCTTTCCATTAATGGATATCATTGAAAATATTACC 

ATGGAATAAAATCTGGACTTTATTAATGTAACATACCAACGTTGGTTTCT 

TATTTTGGCCACTCTTCTT 

>Sequence 1018 

CCGGGCAGGTACTTTGGGAACAGGGTCTGCCTTACCATAGAAGTGTAAGG 

ACTGTGATGAAAGTGAGACTTCTCTCCTCCCCATCTTTTTTTAACCCTTT 

CTCCCCCTCCCCAAAAAACTGCTGTGAAAAGGACTCAAAGAAAGGGCATA 

GCTTGAGTTGACCATTTATTCTTGTTTTGTTTTTTCCTTCCCATGATCTA 

AATTAAGGGGGGGGAAAAAGCATAGGTTTAATGGCCAATACCATAAGCAT 

GGACACGAACATACACACATCCCCCCATACACACACCACACACCCCACTA 

CTCACCCAGCAATTCAAATTGAGGTGCCAACCGCCCAACTGCTGGAACAG 

AGAGACCCCGGAGGCCACTGCGCCTCCCTTACCACTCAAATCTTCCATTC 

CCACTAAAATTGTGTCCCTAGGGTACCT 

>Sequence 1019 

GTCGCGCGCCGCCAACGACCCCCGCCCCGCCGCACCCGCCCGGGCGTTCC 
CACCCCCCAGCGGGCGTGGAGTAGCACCACCTACACTCTTGCGCCCGCAC 

CCCGTGTTTTACGCCCGGGAGCGCTCCCCCGGGGGGGAAGGGGTTAAAAA 

AAATTTTTTTTTTTATT 

>Sequence 1020 

AGGTACAAAGGTTCAGTGGTGAGAAGAGGGAGCAAGGCCTTTGGAATAAT 

GAACTCCAGTTGTTCCTCATAGGTGCAGCAGAAATAGCGAGAGGTCAGGA 

TTATGGAGATTGGTAAGGCGAGATCATCCAAGGGCCTTTTGCTTGGTAAG 

CCATTTTACTTTAATCTTGAGTGCCATAGGGATTCATTGACGGATTGATA 

CAGGGAAATGAAATGATTTTTTTTTTTTTTTGGTTGGGGGAGACAAGAGT 

CTTGCTCTGTTGCCCAGGCTGGAGTGCAGTGGCACAACGTCGGTTCACTG 

CAGTGTCTGGCTCCCAGGTTCAAGCAATTCTCATGCCTCAGCCTACCTTG 

TAGCTGGGATTACAG GTGC ACACCACCACACCCAGCTATTTTTTATATTT 

TTGGTAGAGACGGGGTTTTGCCATTTGTCCAGCCTGGTCTCGAACTCCTG 

GCCTCAAGTGATCTGCCCACCTCAACCTCCCAAAATGCTGGGATCACAGG 

CATGAGCCACCGTCCCAAGCCCATTCATTCATTTTAGAATGAATGCCCTT 

GCCTGGGGTGAATGGACTANAAGAGGGCAATACTGGAGGCTGAGGCGGGT 

TTAGCCTGGGAAAGTGATCCAGATGAGATGTGAACTGAGGGGGAGTGGCA 

AAGGGATGAAAATT 

>Sequence 1021 

CCGGGCAGGTACCCAGCTGAGACTGGCTAAGTCTAATTCCTACCCCACAC 
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TA ACCTG CCTCTGCCAGGCCAGCTGTGCTCACTGGACAGAAACCACCCCA 

TGCTTTTCACCCTCCTGCATGATGGGGACATGGATTCCAGGGCCCAGCTG 

TCCTGGGACATCACCACCTCTGACTGACTTTCCCTCATCAGCAGAGAGGC 

CTGCCCAAGAGGAGTCTCTCCAGTCAGTGATCAAACGTGCCTAGGGTAGG 

AGCGAGTGCCGCTGCCTCATTCATCACTGCTGCCAGGGCCCGGTGCTCCT 

AGGGTCAAATTTCATTTTCTCAGCATCCTTGTTTCTTCTTGGTGCTGAGG 

GGTTTGGCCTTTGTCAGTGTCCAGTGTTTGTGGAGTGGAAAGAAACAGAC 

TGGGAATGATCGATTTGACCTTTGGACCAACACCCCGCGTACCTG 

>Sequence 1022 

AGGTACCAGACACAGGCATATACTTGTTTCCTACTGAAACAGAAACTATA 

TTATTACAACTCTTGCAGAGTCTACAGAGGAAATTCAGAAGTTCCTGAAT 

CAGGGGACTGACTACCAAATTTTCAACTCACAAATAGAATCCCCCACGAA 

CTGCCCTACCTGGAGTTATCCATTAACAATTAAAGAACTGAAGAAAAGCT 

TTATGGCCTGGAATCTCAAGGCTGCTGTCCATGAGTCTAATCCAGCCAGA 

ACATATGCTTTGTGTGTCCAGCATGATAATTTTTGTTAAGAACATTGGTT 

GTGAATGCCTTTAAATGAGGCATGCTCTGCCTAGTTTTACGGCAGTCTTC 

ACTGAAACAGATTATCTTAAGTTTGTGAATTTGAGATTGCAAACTCCTGA 

TATAAAATAACTTTTCTTTAATTGAGGAAGAAAAACTAGAAGTAGAGACT 

TTACCGAATTCTATAAAATACAAAATGGCCTGCAAAAAGTAAGTGGTGAC 

CTAAAAGGTAACAGACCGAAAAATAGAGGGGGGGCCCAGAAAGGTCCCCT 
GGCCCG 

>Sequence 1023 

C CGGGCAG GTACT 1 1111 IT 1 GGGGTGGGGGGGGGTTTTGGC ATG AATTT 

CTTTTTTTATTACCCGGATGCTGTTATGGAGATTTCACCACAGGCCCAGC 

CAGGCCTCACGTTCTCATATTTAAATATCATTTGGAAGCTGATGAAACTC 

TGGAAGTGCTCATCTCCCTGTTGGTTCTAAGATTTAGTCTTCCTGGAACT 

TTTATTTATGTAGCTAAGTGCTGAAATTGAGTCTCAAAGCAGTATTTTAT 

TATATTTCTTGGGGTTGGGGGGCCCGGGTCTGGGGGTCTTGTGGAGCTCT 

CCAAGGTGTTGAAGCATCTGGTTAGAATGTCAGTGGAAGGCCAGGTCACT 

TCTCAAAACACGTGAGGCTTTGCTGGGTCTGGCCCAAGAAATCCAGACAA 

GAGGCCCAAAGCCGGAAGGGATGTGGGCATGTCCAGATACGGGTTTCCAG 

GGAAGTGGTGCCAGGATCACAACTTAATGTCTGGGATTCCAGAACCCCCA 

GCGCCAAGCTTAAATGTTTTTATCCGATCCTGGGGTCCTGGGCCTTTTTC 

CGGGCCCCGGTCAACTTAAGACTCCTTACCCCCGCTTGATAACCCCCCTG 

TGCTCCCTGTTTGGCAAAGGCCTTTCCTTTGACGGCCC 

>Sequence 1024 

CCGGGCAGGTACCCGGGATCCACGGTTGTGCCGGGCTTGCTGGCTCCACA 

TGACACAGCTTGATAGCCCGGTGCTCTGCCAACTTTCAGGGTGGGGCCTG 

TGCTCTACGAGGGCTGAGAGCTTGTGGCGGGGTCTCGGTGTGGTGGAGGG 

AACACCATCAGTGTGCTGGGGTGTGGGGTAGCAGGTCACCAGGGAAAGGA 

AAACAAAGGGGGAAGAAAATAGGGATGTATTGATACATTTGGGGGAAAAC 

ACAGCCCTGAGAGAGAATCAAGTGTCTATGTTGGCCCTGAGCAAAAGCGA 

TAAATACGTTTGGCTCTTCTGACCCAGAGGTGGGCATATGTGGCTGGGAA 

TTCTGGTGGAAGTGGCTCATTGTCCATCTCTCGCCCAACTTGAGCCTGGT 

TTTTCATCTCTTAGCCCAACCTGGTACCT 

>Sequence 1025 

CCGGGCAGGTACGCGGGGGTGGAGGAGGGGTGGCTTTGGTCGCTGGACAC 

ACATCTCTGCCACGGTGACTGACGGAGGCTGTGAAAGGACAATCTGAGTG 

AAGAAGTGAATGAGGTGCTGATTCCACAGGGACTTCCTGAGATGGGCGGA 

GTGGCTCCCAGCGGACGGGAATTAGAGACCGCCTGAGAACAGGAAACCTA 

CCTCCTCTATTTCTGGGTTCCCAGTGTCCTGCCCAGAGCCCATCATGTGG 

CAGAAGCTCAGGACGCAAATGTCAGGGGCAGAAGACTAAGTCCTTGCTCT 

GGGCAGGGGTCAGGACGTGTGCAGCTCCTTGGCCCCAGAATTGTTTCCCT 

CCTGCCTCACTCCCTGGTGTAGAATTTGGCCCAGACGCTCCCTGCCATGT 

GACTTGGCAGGAGCTCCCTCTAGAGGAGGGGTAGTGATATAGCTGTAAAT 

CTCACGTTGAGGCTGGGCGCGTTGGCTCAAGCCTGGTATCCCAGCACTTT 
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GGGAGGCTGAGGCAGGCGGATCACCTGAAGCCAAGAATTCTAGACCAGCC 

TGCCCAACATGGTGAAACCCTGTCTGTACCT 

>Sequence 1026 

CCGGGCAGGTACCCGGGATCCACGGTTGTGCCGGGCTTGCTGGCTCCACA 

TGACACAGCTTGATAGCCCGGTGCTCTCCCAACTTTCAGGGTGGGGCCTG 

TGCTCTACGAGGGCTGAGAGCTTGTGGCGGGGTCTCGGTGTGGTGGAGGG 

AACACCATCAGTGTGCTGGGGTGTGGGGTAGCAGGTCACCAGGGAAAGGA 

AAACAAAGGGGGAAGAAAATAGGGATGTATTGATACATTTGGGGGAAAAC 

ACAGCCCTGAGAGAGAATCAAGTGTCTATGTTGGCCCTGAGCAAAAGCGA 

TAAATACGTTTGGCTCTTCTGACCCAGAGGTGGGCATATGTGGCTGGGAA 

TTCT GGTGGAAGTGGCTCATTGTCCATCTCTGGCCCAACTTGAGCCTGGG 

TTTTCATCTCTTAGCCCAACCTGGTACCT 

>Sequence 1027 

AGGTACCAACAACTACTGGTTTGATGCAACCATTTCCCTTTTACGCAAAA 

AGGTGCACTAAAAGTAGACCACGCATTGTTGTGTATCATTAGGCAAGCAA 

TTTCTCTTCTCTAGGCCTCACTTTTCCCATCTGGAAAGTAAAAGGGTCCA 

GTCACATGATTTCTGAAGTTCCTTACAGGGTCAGCGTCCTGGTGAGAAAA 

CTATACTGCAGTGCCAAGAGGAATTGATGTAGGATTTTTCTTCTTGGTCC 

TCGGGCCAGCAATGCCCCACCTGTGCCCGCTCGGCCATGCAGGTGTGTCC 

CAGCTCACTGTCCCGCGTACCTGCCCG 

>Sequence 1028 

AGGTACAGTTGTTCCGGGTGAAGATTTTTACAGAATTCAGTAAGGATGGA 

TTATAATATGCTGAACATTTGGTTGCTTTTGTAATAATAGAGGTGGACAG 

CTGAGACAAATCTAGACAAAATCTTACACTGACTAGGTTTGTAACGACAT 

ACGGATGACCCTGAACTTTTTAAGTAACTTAAGAAATAGGCCGGGCACGG 

TGCCTCACACCTGTAATCCCAGCACTTTGGGAGGCCAAGGCGGGTAGATC 

ACAAGGTCAGGAGTTCGAGACCAGCCTGGTCAACGTGGTGAAACCCCATC 

TGTACTGAAGTTACAAGGATTGGCCGGGCGTGGTGCTGCATGCCTATAAT 

CCCAGCTACTTGGGAGGCTGAGGCAGGAGGATTGCTTAAACCTGGGAGGC 

AAAGGTTCCAGTGAGTTGAGATCATGCCACTGCACAACAGCCTGGGTGAT 

AGAACCAAAACGCGTCTTGGAAAAAAGGAAGGAAAAGAAAAGTTTGCTGA 

CCACTCTTTAGAATTAATTCTTGGAAAAAAAAAATATATTTTTAAATAGG 

GTTCCTTCCCGGGGCGGCCGTTTATAAAAATAGGGAACCCCGGGGCTGGG 

GGAATTT GATTTAA AACTTATCGTTCCCGGTCCCCCTGAGGGGGGCCCCG 

ACCCCCATTTTTTTCCCCTAAAAAAGGGGAAAATGGCCCCCTGGATAAAA 

ATGGTAAAGCTGTTCCCTGGAAAAATTTTTCCGTTCAAATTCCCAAAATA 

TAAACCGGAATATAAAGGTAAACCCGGGGGCCTG 

>Sequence 1029 

CG TATA ACATAATC A 1 1' HIT 1T1CCCAACTTTAATAATATATTAATTTT 
CATTTTATATATTCTATTTTTCTCTTCTTCTCNTCAGAAGGATAATATGA 
ACGCTCAGAATCACACTCATTTT 
>Sequence 1030 

CCGGGCAGGTACAGAAACATGGAAAAAGAGCGATGCTATTAAGGAGGAAA 

ATGGAGCCAGGAGCAAAACCTAAGGCTATTTCTGAACTAAAGAGGTCTGA 

ATAAGGTAGTGAAAGGACCAGGGAAAGCCTTCCCACGGGGATGGAGAGCC 

ACCTCCTCCCCGGCTTTCTGGTTCAGATGTCTTGTCTCAACAGACGGCAG 

ATTCGCAGGGAAGCAGGCCGAGCCTGATCTTTTCTCCGCTAGAACTGCTC 

AACAGGTGAAGAATCTTTTTCCAGCACTCCTGAGCCCTTCGGGTCGCGGA 

ACAGTGCGAAGATTATTCCAATGCCTCATTCGGAGAGGTGATAATCTGGG 

CTGGGGTTCTTTTTCGGGGGGCCCTTGGGTGGGGTCAAATTAAAATCCTT 

TCCTAGGG CCCGA GCGTCCTAAAGGGTTTCCCTTTTTTAAAGTCTTTAAA 

ACACCGGGTTTTTATACTGGGGGTTTTTTACCCAGAAACCCCCGGTTCTT 

AAAGTTTCTTATTAAAATGACCCTTGGCCCCTTA 

>Sequence 1031 

CCGGGCAGGTACGCGGTGAGACTTTCCCTGCCGGCACATGGACCTGGCCC 
AACCCTCACAGCCAGTAGACGAGCTGGAGCTCTCGGTGCTCGAGCGGCAG 
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CCAGAAGAGAACACGCCTCTCAATGGTGCCGACAAGGTCTTCCCTTCTCT 

GGACGAGGAGGTCCCCC 

>Sequence 1032 

CCGGGCAGGTACTAAAGAATGTGCATTTATGTGTGGGGAGGAGAGGAGGT 

CTAAATAGACAATAAACATATAAATATTAATATTGTGAAAGTGGTATGAA 

GAAAAATAAAGCATGATAAGGAGAGAGAGGTGTTCCCTGGCTCTCCAGAG 

GGCTGAGGTGGAAGAAAAGGACTCCTGTTTTAGGTAAGATATCAGAGAAG 

ACCTCTCTGATTGACTGAAATGTATGCAAAGGCCTGCATGAAGCCAGGGA 

CCATGCCGTGCTGACATCTGGGGGAGGATTATCCTCACAGAGGGGAAAGG 

AAGTGCAAATGCCGTGAGGTGGGAGGACCATGTTTGGTATGCTCAGGGAG 

GAACAGGGAGGCCCGTGGGGCTGGAGCAGGTTCAGCCATGGGAAGGCCAA 

AGATGAGATCAAAGAGAATAGTGGGAGATCACGTAGAGATTTATGGGCCA 

TTGTG AGGA TTGTGGCAGCATTGAGAAGACTGGTTGATGCTTAAAACAAC 

AGCCATTTTATTTAATAATCTATGAATTTGGGGGCAGGAATGTGGACAGA 

ACTCAACTGGGAAATTGGTCCCCTTCCTTTTCCTTAAAAAAAAAGGTCCT 

TTGGGGAATTTCACCCGGGAAATAATTTAATTTTCCAGGTTCAAAAGGGT 

A 

>Sequence 1033 

CCGGGCAGGTACGCGGGCTGCTCTTGTGGCACAGAAGAGGTGCCTGCACC 

CCTCCCTAGAGTGTTGTTCCAGCTGCCTGAGAACTGCCCCTACAGCCCTA 

CCAAGGTCACGTCTGCCTCAGAGAGCCTGATCACGGGCTCACCAGACCCA 

GTCCCACCCAGCTTTGCCCCCTCTAGCCAGCCTTGGGAGCAGAGCATGGG 

ATGGGACCACTGAGAGCTCCACACCCCCCACCCATCACCAAGAACACTCT 

TGTATTCCTTATCAACAAAGGCCAAGTAAAAATCCCACTGTCATCACTGC 

AGCTGCCTCTCACCTGCCAGCATCACCTACTGGCCAGGAGGTCAAAACTG 

CATGTCCTGTCGCAGCAACTGTTGATATCATTGCACAGCACTCAGACAGC 

TCTTACCTGCAGGCATCACCTGCTGGCCTGTAGGGTGAACTGCACAACCC 

AATATAATTCCCTGCTGACAGGTACCTGGGCCGTTCTTAG 

>Sequence 1034 

AGGTACTTLirri'i-rrrrcniTrrrrnAAGAGATGGAGTCTrGCTCTA 

TCACCCAGGCTAGAGTGCAGTGGTGCAATCTCGGCTCACTGCAGTCTCCA 

TCTCCTGGGTTCAAGGGATTCTTCTACCTCAGCCTCCTGAGTAGCTAGGA 

TTACAGGCACATGCCACCGTGCCTGGCTAACTTTTTGTATTTTTAGTAGA 

GACGGGGTTCCACCATGCTAGCCAGGCTGGTCTTGAACTCCTGACCTCAG 

GTGATCCGCCTGCCTTGGCCTCCAAAAATGCTGGAATTACAGGCATGTAA 

TTCCAACCTTAGACACTCAGTTTAAACCCTCTTATCCTATCTTCACTGGA 

AGAGCAAAGTAATCTCCTACCTTGTTTTGTCAATAAGAAGGGAATATTAT 

TAAGCCCCAGTAATCCTGTTGATTACCATAGTGGGCATGTTTCTCTAGAA 

GTAAGTAGAATCTTTGGGGTTCCGATGGCAAGAATACAGAGTCATCAAGC 

TTTAAATGAAATCTGTTTCKjGGAGGTAAAGCCCAGTAAGGTCTTTGCTGC 

AGTTCTTAATTGTGAGACTCAGTCTTGTGATTTGAAAAAGGCTCGAGTAT 

CCTGACTCTTTTAGCTGACCCAGATGGGGCAACCTGAGCCAGACTGGCTT 

TGTTCT 

>Sequence 1035 

AGGT ATTTTGGAGGACAAAAACACTCAGTCTAGAGCAAATGGGCAGTAGT 

TTTTGGGAGGAATGGAGAAGGTCAGGGCATTCTAGGTGGAAGGAACCTTC 

TAGGTGTGAAGGCACAGAGGGTGAGTGGTGTAACATCACTTCCTTAGAGC 

TTTGCCCACAGTGGGTCCAGGTTGCCATTTATCACAGTGCTGATGGTGAA 

GGTGATTTCTTTAAAAATTGGAGCCTTGGAGGGTTTTTCTCAGTTCCTTG 

GGGCCTCATCCATGATGAGCTCTGTCTGTTCATCCATGATGATCTTTACT 

GTGGGTTCTTTCATTAACTGCGGGACGGGAGGAAGGATTTTCCTTCGCAT 

GGTTGTCATGCAGAGTGGTCCTGGATGACAGAGCATGTGTGCCCACCTCT 

GCGTGGCTGATCCACCATGGAGGGCTGGTGCTATCTTTTGGCCTCTGAGC 

TTCGGTCGGCCACTCCCTGCATGAGGCTGGGGCTCTTTAACCCTCGTGTC 

TTTTCTCCATGCTTGACAATTTAATTTGTGGACTGCAGGGAACTGTTAAG 

TATTGATTCATTTTACTGCAAAAGGTCCCTGGTTTTTGAATAATTTTATT 
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AAAACCCCTITGTGGCTTTAATTTAGAATTGGAAGTGGCTTGAATCTACG 
CT 

>Sequence 1036 

AGGTACCCATTTTCAGAGTCTTACTTTTCCTAGGGGCAGCTCGAACCTTT 

CACTGGACCCCCGCTTCCCAAGAGAGCATTCATGTGGCeCTTGTGTTCCT 

GAACTCTGTCAAAGATGACCACTCCCTGAGGTTGCACACGAAGGCCAGAA 

AGGCTACTGACCTCAAGCTCTGCTGTGTCATGTTTCTGTCACACACAGCT 

ATTCCTTATCACCCCACGGTCACATCCGCAAAAGGACGCCCCAGTCCCTC 

CTCACCTCAAGCATCATCCAGCGAGGCTGTGTATGGTGCTTCTGATGGAA 

GCTGAGCCTGAGTCCCTGATCCCTCACTTCCTTGGCATGAGACTGAAGCC 

TGAGATACCTTTACTTTCTCTGTGCCAGGCCTGTGCTAGGCATGGAGGAT 

ATGGAGGAGAACATTAGATGTGAGAAAGTTTTTAAAAATAAAGTCCTTCT 

GCTTTGGGTATAAATCTCAGGAGTAAGCTAGTTTTGCAAGGCCTCCCCCT 

TACCTTAGCATGTATATTAACATATTCATGATATAAAACATTAAGAGCCC 

ACGTTCTGGATAGGTCAAGCAACAGCTGTACCTGCCCG 

>Sequence 1037 

CCGGGCAGGTACGCGGGCATCTGATCGAGCTGCTGCCCTGCTCCCTACCC 

CCTCCCACAGCCTGGTTTAAGGGTTTCAGGCCAAGGCGGAGCAAGAGGCA 

TTTGCCAGCAGCTGTTGAATGTCAAGAGGCCTCGCCGCTCTGAGGTTCTT 

GTCACCTAAGAGAGAGGTGTCTGCCTGAGCAGCTCACAACAGGCAGGGGT 

GAGGAGAGGGGAGGAAAGAAGGCAGGAGAGAGTCAGGGCCTCCATTAGGA 

AAACTGGCTGTTTGCTGAAGTGACAGACCAGAGGCAGCAAGTCAAAAAAA 

CGAAAAAAAAAAAAAAAAAAAAGTACCT 

>Sequence 1038 

AGGTACATCTTCCTCCATGAGTGGGTCAAGAAATATTGAGATGGCTAAGC 

TGGAAATTACAAAAATGTTGGCATACTATTATAGCATATGGTTATGAAAA 

TCAATGAATATTTATATTTAGTATTATGCTTTAAGTATATATCCAAGCTG 

ATCAATTAA7TACACTTTCACTGATGAGATGTCAATTCTACATTTAGCTG 

AACTCTCATCTGAACTGTGTGGCTTCTCAATGACAGGACATATTAAAGAA 

CATGATGAATGTTTGTAATGTAATGATATAAATTATTATAATGTGTTGCA 

TTAAAGACACATGGTGTAGCATTCTACGTTCAGCTTTTGCATTTATTTTC 

TCAGTGTCATGATTTGCTCCTGTGATTCCAGATCAGTTTTCTCCTTATCA 

GTCAGCATATACATATTGGTATTAACACTTTTTGCAAAAATCATATATAA 

ATGGTTGTAGAATGGTGTGTCATTCTACAGCAACTGTTTAGTTTTTGTTC 

CACGAATAGCTTGGTTTTCATTTATTTTAAAATTTCAGGCCCGTCGGGGG 

GGCTTACGCCTGTAATTCCAGCCCTTTGGGGGGGCGACACGGGCGGATCC 

AAAGGGTTGGATATCCT 

>Sequence 1039 

GGGTAACAGCTAACGATAATCGTTCGTCATAAACCACTCGTACTTCTCAT 
CACTACTGTATACCGATTTGTTTTCCTCTCTCTCTTTCAGCATTAGGGGG 
GGGGC 
>Sequence 1040 

AGGTACGCGGGAGATGCTAAGAATCTAGCCATGTAAAAACTCCCAAAACA 

TCCAAATTCAAAAAAACTGGAATCTAACGTGGTAATGCAGTTGTCAAGAA 

CACGCAATAGTCTTTGGGCTTTTACAAAGCACTGAAAACTAAATGTTGCA 

TTTGTGCCCTTATCTTCCACAACTTCTTTCTTGGCAGCTTTTCTTGGCTC 

ACTTCAGACACACAGAGTTTCAAGTAATCAGGGAAAGTTGGGACAGAAAC 

TTCCTCTGTCTTTCCATGGCCTTTTCTTTTTCCTTTACGGATCTGTGATC 

CTATGCTTTCTCTCACGTTCACATTATATGTGTCAGTTGGAGAAATCTTG 

ATGCCCAGTTTCATTTGTTTCTTCTGTCCCACCTGTAACTAATTTAGGTT 

GAGTTCTCCGGCTCATGTATCAGAGTGTGTATGACAAATTATCTTAAAGC 

CCAGAGGGCCTCGGTGGTCCAAGTCCCAGCAACAAGGGACACCTGCTGTC 

ATGACATGGGCTTGACCTGGGTTCTGTGGACATTAAGGAACCACTGTCCT 

GAGAAGGGGGTATGGAGCTAAACTAGGGGAGGGAGCCAGGTGAGCTTAAA 

GCTGCCCAGGAAAACGAAAGAGTTTT 

>Sequence 1041 
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AGGTACTTTAGGAGACCCAGGCGGGCAAATTGCCTGAGGTCAGGAGTTTG 

AGACCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAA 

AATTAGCCGGGCATGGTGGCTCACGCCTGTAGTCCCAACTGCTTGGGAGG 

TTGAGGCAAGAGAATCGCTTGAACCCAGGAGGTGGAGGTTGCAGTGAGCC 

GAGATCGCGCCACTGTACTCCAACATGGGCGACAGAGCAAGACTCCATCT 

TAAAATTAAAGAAAGAAAGAAACAAAGAAAAGAAAAGCTTTATATTGAAC 

TTCTCTAAAAAAAGAAAAAAAAGAAAGCCTGATGCACACAAATCTAAATT 

TTGGCAAGTCGATCAATTAAAGGATATTTATTTGCATCACAAAATAATTC 

TTTACTCCCCCCAAAAATTAATAAAAAGTTCAAATAGCAACTTTTCCTAA 

TGTGTTTAAAATGTAATCACCAAATTCATGTGTCCCCAACTTCTTTTCAG 

TTATAATTCTATTGGGTAAAGTGAGGTATCCCTGAAGTGAAGGCAATAAG 

AGAATTGAGCTTTAGAACTTGCITGAAAAGACCTGTTCTTTTTTAAAATC 

TGAGAA ATGGTGG GGGCACAAAATTTTTAAA J IT [ 1 M l n " I 'CCCTA ATC 

CGAGCTCTTTTTTCTTGGCTAAACGGCTTTITGTAAACTTTGTTAACTGG 

TACCTGGCCGGGCGGGCGTTTAAAACTTGGGATCCCCCGGTTTAAAA 

>Sequence 1042 

CTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACCAATAAGATAGTTGTTT 

AAGACTATAGCTCTCTAAAGAGTAGTCnTTTAAATTTAGAGAATTTCTTT 

ATCTCATAAGTGACTCAAGCCAAAAAGGCTTTTTTTCATGGAAAGTCCCT 

GAGGTAACTTTCTGGGTTTAGAATACGACAGGCAAAATTGGCATCTTTTT 

TTTAAATGGGTGCGAAAGATGCAGCCTTCATGATCCTCCCCAAAATTTAC 

TCCCAGAAATAAGCTAAGATAGCATATCTCTGTTGCCACAGGCGGTTAAG 

GATGGTGCAGCTGGTCTCCCTATGAGCACATGGACACGTGGCCACATGGG 

GGTGCCTCTAGTCACAGACCTGCCAACCTGTGACGCCTGTGACACAGGGC 

ATGCACTTTAGGGATTAGACTTTCCCAGCACTAACCAGGCAACAAAGATG 

GAAGCAACAGAAGCCCTTCATGGATAGAACTCCTTTTAGGGACAGACTTC 

ACTGACAGCTTGGCACAATTTGGGGAGAAAAAGAAAGTGCTGCTTAAAAT 

TTGACATGGGCTCAGGATTCCCCAATGGCTTTTAGACTAACTACTGGACG • 

TGACCTTGAAATTAACACCCCCCGAGGCCGAGACCAAGGGAAAATGCTCC 

CTCTTGGTT TCAA GGTAACTTTGAAGGGCCTTAGCCAGACAAAAGGGACC 

CTTATCCGGTTTTATTTAGGGACCAACACACAATTrGTCTAAATTAAAGC 

CGGTTTGTTGAAAACCTTAAAATTACCCTTTTTGGAGGGTAACTAAAAAC 

AGGGGCTTTTTAGGGT 

>Sequence 1043 

CCGGGCAGGTACATGGCAAC.TGAGGCAAAGAGCTCTTAAGTTACTTATCG 

AAGAATATCCAATAAGTAGGTGGTAGAGCTAGGATTTACACCCAGCAGTC 

AGCTTTATTTTCAACCATGCAATGCCTCCTTAACAAAGGAGATAGGTTAG 

GAAAGGCAGATCTGGGCAAGTGTTGTATTATACAACAATAAAAAGGCTGT 

GGGGTCAAAAGCTATGGCTGTAAAAAGGTTAGGGTAACAGCCAGAAGAAT 

CACCCTTAGGAAGGTTAAAATTTAAGACAACATCTATGATCCTTCCCAAA 

CCTTAAATCTTCATGCCTTTAAAAAGAATTTCCTGCCCAGGCGTGGTGGC 

TAACCCCTGTAATCCCAGCACTTTGGGAGGGGGGGGGCGGGCCGATCACC 

TGAGGTCATGAATTCCAGACCCAAACCTGCCAACATGGTAAAACCTATTT 

TTTCTAAAACTACAAAAAAAAAAATTAGCCACATGTGGTGGCACTTGCCT 

GTAATCCCAGCTACTTATAAAGCTGAAGCACATTTTAACCCCGGAGGTAG 

AAGGTTGGT GGGG GTGAACAAAAACTTTGAACTTCATACTGGGTAAAAAA 

GTGGATTTTTTTTTCAGTAAAAGAATATATGTGTTACCTGTGCCCCTCTA 

AAACTAGGGACACCCCTGCTTGAAGGAATTCTATCTAGACTTTATAATCC 

TCCTACTCTAGGGGGTCCCGGTACCAGACTTTTGACCTTATAAAGGGGG 

>Sequence 1044 

CCGGGCAGGTACGATGGCTTGACGCCTGCTCCACCTGAGGTGGCTCCATC 

TTGCGCCTAACCAAGAGGTGGGGGATAAGACCAGCGAGGGTCTCTAGTTT 

GCTAATATAGACTGTAGAGGAAGAAGGGAGAAGAAGGTGACTGAGCTGAG 

AAAGGCTTGGGCAGAGGGTGCATGGAGACAGCTGAGCGGACCTCAGTGGT 

GGGTCTCATGACTGGGATGCAATGAGACTGATTTTCCTCCTTCTCTAAGG 

GAGACTTGACTTGTTTCTAAGGGGAAACAGAAATTCCAGAATTTGAGCTG 



Page 196 
of 990 of Table 4 



WO 01/51628 



PCT/US01/00798 



Table 4 



AAGTAGCAAATTCTGATGGCCGCAATGTCAAAATTTCCCCCAAAGAAGCC 

TGCTTGTATTCTATGACTCCTTCGAAGGTGTCCAAGTCCCTTCTAGAAAT 

TGTGAAATAGGTTTGGCGTGGTGGTGTGAGCCACTTGTCCAGCCAGGATC 

TTCCTTTCTAATCTCTCAGGGCACCTTTTGTGAAGCTGCTCTCAGTGTGG 

GGTGAGGGAATGAGGTGGGCCAGCTCTTTCGCAGTCAAAGAGAGAGCAAA 

GGG CTCC TTTTTTATTCTTCCCTTGCCTGAAGAGGAACCTGCCCACACCT 

GGATTTTGAAGCCAACAGCCCTCTTGTTTTTTCTCATGAACCTGGGTTCC 

AAATCCAGGGAAGGGTTGGGGCAAAAAGGAAAAAGAATTTTGGGGAATTC 

ACCnTCCCITTGGTTTTCCACCCCCCCCCATCTTGGGTAGACCCATTTTT 

AGAG 

>Sequence 1045 

CCGGGCAGGTACTATCCTAGACAGCTCTGGGAGTGTTACATAACGTATGG 

TAAGTGTGCTACATGGCCrrrCTGAAGCCCAAACCATTTTGCATTATGAA 

AATACCTGGCCCCAGGAATTTCAGATAAGGGATTGTGGACTTATATTTTA 

AATCTGTAACTCCTATAGACAGTAATTTCATAGAGCCAGCTTCATGGAGT 

TGTAAATATTACTGGGCTAGGGTCAGTTTCCTCATTTTAGGCnTCCTTTA 

ATCCAGTCCAGACACCAAATTAAATGTCTTTGTGTAGTCCCCTTCAAAGC 

CTCTTGCAATCCCAGTCATGCTTCAGGGTAGGGATGATCCCATTAATCCA 

AGGACCTGTCCCTAGTGATAGAAGGAAATGGGTGGGAGCCACGGGATCTG 

GGATTGC AGTG AGAAGTAGACAAGAAAACAACCATAACAAGTGCCTCTTC 

TCAAGTGTTTTCCGATTGCAAATATGAACCACTGGCCACCCTTAACACCG 

ATGTCCCCATCCTGTCCTGTGGAGGGCTGGCCAAGCGCTGGCTGGTTCCT 

TGGCTGGAGGGTGGGCCTGGATCCTCATTCATGACCGAAGAGACATTTTT 

GGCAATGAGGTGGATATTTGGTGAAAGAATTTGGGAAATTAAGGGGATAT 

ATTTAATTTATGACCCCAGTGGGGCCAGGGGAGGGCTT^ 

CTCCCCGGGAAGAAAAACAAATTGTGTGTGTGGAAACTTGGGTTACAAAC 

CCAAGGGGGTTGTTCTTAAAATATCCCTTTGACCCCCTTTTTTT 

>Sequence 1046 

CATCTCAACGGTGCGTTTATTATATTNATAAGACTCGTTCCCTTATTTAA 
ATAAATAAGGGTGCTGTAGTTAATAAAAGATGTTAGTGGTTGTCTTGCTA 
TNNTAGGACGTGGAGGGGTGGAGGAA 
>Sequence 1047 

CCGGGCAGGTACCGTCACCAGGGAGTCCGGCGCATTCATAACCAGCAATG 

TTTGTAAGCATCTAGATTACTGGGGAGAGAAATATTATCCCAGATGGTGA 

ATGGAATTAATGGCCACCCCCAAGTGTGTCTCCCCGTCCAAGCAGGTATT 

GCCACCTGTAGGATTCGCATACCTAGAGGGCCCCCCAGGGAACAGGAAGA 

GTTCTCCTATAATTGTATCGCTGTAATGTGTAATTGAAGTAACAAAGGTG 

CTGTGTTTTGTTTGGGCAAGGGCAAAAATAGACTGTTTGGTTAAAAGAAG 

TCCAGGTTGGATTTCAAGTGTTATCCCGGGCCAGGCGCGGTGGCTCACAC 

CCGCAATCCCAGCACTTTGGGAGGCCGAGGAGGGCAAAACACCTGAACTC 

AGGAGTTTGACATCAGCCTGGGCAATACGGTGAAACCCCGTCTCTACTAA 

AAATACAAAAAATTAGCCAGGCGTGGGAACATGCACCTATAATCCCAGCT 

ACTTGGGAGGCTGAGGCAAGGAAAAATCGTTGAACCCAAGAGGCAGAAGT 

TG CACT GAACCAAGATCGTGCCACTTGATTCCACCCTGGCGAACAAAAAA 

AATTTT GGCT CAAAAATAAAACCAAACCCAGGGTATTCCCCTTCCATGGG 

ATTGGCTTTTCCTTCGAAAGGTTGCAGGACCATTTTCAAGGGAGCCCTTC 

CAGCGGCTT 

>Sequence 1048 

CCGGGCAGGTACTTGGAGGGTTTGCTGAGTGCACCTTTGGAGGAGGGCCT 
GGAGTGGGACGAGAGGCAGCCAGTGGGCCTGGCTCCCTCCAGATGTGTTC 
AGGCGCAGCAAAAATCATTAGGCATTGAAAATAGGGAAGTAGGCCGAGTA 
CCT 

>Sequence 1049 

AGG TACCTT T T T T TT 1 1 " I TTTTrTTTTTTA A ACTCCCTTTCCTTGGG ATC 

TGAACTTCCAAACATCAGCTTTGATGTCTATTGTCGGGACTTCAAGAGGA 

CTCTTAGCACATCGGCAGGTGTTGGTTTTAGTGAGCAGGCGAGAGTCCCA 
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CATTCTTCCAAGGAGAGAGATGGGTCCCACCACATTCCTACCCCTAGAGC 
AAAAGTTCCCGCGCTGTGCCTCTTCTCTGGCTGCTTGCTGAGGACGTCTC 
CCAGTGGGGTACCTGCCCG 
>Sequence 1050 

CGGGCAGGTACGCGGGATCACAGCCTACGTCTGCCAGGCAGTCATCATCC 

CCCCCAGANGTGAACCAAGGCTACAAGGCCCGGGGTTTCCTCAAAAGCCT 

GTCAGCCCTTGCTGATCCAATTATTGGGGGTGACAACCGATATGACCTTT 

GGAGGGAAATGGCCTTCCCCAACTGGAACTTTTTCCAACCGGAAGTCCCT 

TGGGAAATCACCGGACCGGGAACCTTCTTTTAAATAGGTCCCAAATGAGG 

GGAACCCAAATCCCTGGCAAGTCTTGGGGAAAAATCAACCCCCCCATTCC 

CGGGTTAAGGGTGCCAGTTCCCCCCAAGAAAAACCTTGTCCCCTTGGAAA 

AATTTTGCTTGGTTGGCCAAAAAAACGTTGGCTTAAAAAAGGGGAAACCC 

TTGAAAAGGGTTTGGAAAAATTTTCCAAATTTCCCCTTGGGGGAAAAAAA 

CCCCGGGGT 1 l"f 1 1 Tl TGGCCCCCCnTlTlTI<3TTAAAAAGGGGTTTTG 

AAATAAACCCCGGGGCTATTATCNCAAAAAAAAAATTTITrGGGGGTTTG 

GGGAATCCCACAAAAAAAACrTCTrTTTAACCTTGGGGGGCCAAAAAAAA 

ACCCCAAAACCTATAGCCCTTTGGGGGGGGGGCCAA1 I I Tl ' I ' ITnT GOC 

CCCGGGGCCCAAAAAAAAAGATTTACCCCCTTTTGGGGGCAAAAAACCCA 

CTTTAGAT 1 1 1 1 C 1 1 GGGGGTCAAAAAAAGAGGGGGCC A TT T T' l ' l ' l ' l ' l ' l G 

GGGGGGGCACCCCCTGTTGTCCCCTTTTGGGCCCCGTTTTTTATAAAAAA 

ACCT ATGGGGGAACCCCCCCCTGGGTGCTTTTAAAAGAAAATTTTTCATT 

TTTTCCCACG 

>Sequence 1051 

GCGGGAGGCTGACGAGAGCCGGGAGGCGTTAGCGAAGGAAGAGAAAAACC 
GAAGACGAAGCCACTACAGCGTCGCAGCGCGGCGCGGCGTCTGCTTTATA 
GGAGAGGGCGCAGGCCCCCGCGTACCT 
>Sequence 1052 

CCTACATCACTTCTTCTCTCAGACTATCTCTTTCACAATCTCCCTAATAT 
ACATGATAATAAGTGTATTGCATAACTTTCTTAATGGATATATACTAATA 
AGCGTTTTCCTCTAGCAGAGGGATAGATGGTTGA 
>Sequence 1053 

AACCTTGTCGGCCCCAGGTGTTTTTAAAAAAAGGGCACCACCCCCCCCAA 

AAAAAACCCCCATTGGAATTATTGGGGGCCTTTTTACCGGTTTCCTTCAT 

TAAATTTACTTTGTTTTGCATTTGGAACCTTTTCGGCTGCGGCGGAATCA 

GATTTTTACTTTTAAAATAAAAGGGGCAAAAAATTTTCGTTTTTTAACCC 

CAAAAAAATTGAGGGGGATACCCCCGGGAAAAAAACCTTTTGAAACAAAG 

GG GCCATAA AAAGGGGCCAGAAACCCGTAAAAAAGGGCCCCGTTTTGTtG 

GCC nm 1AC A AA AAGGTTTCGCCCCCTTTGG ACGGGGTTTTA AA A AAA 

ATTCCACCTCTAAAACACAAGGGGGGGAAAAACCCCCCCGGGGGTTTTTA 

AAATATCCCCGGGTTTTT 

>Sequence 1054 

AGGTACAAAAATGTTCTGCAATAATGTCTCAATGTAGCAATAAAAGAACT 

TGAAAAAAAACTGCCATTATTTTTTCTTTTCTGCCAAAATAGCAATTGTC 

AGGCCTGCCATTTCATTTGACCATTCTCTAAATAGCTCCTCCCCTGGACT 

GGTCTCAGATATTGGCTGAAGGTCATAATTGGGAGGTCACATAGATTTGA 

GGGAAGTTGATGGGCAAATCAGTTTCACATTGGAAGATGTTTAAAGAATG 

GCACAGGACGAAAGACAAGAATAGCTACAGTCATGATGTTCATTCACTGA 

TAGCAACTCATCATTTAACTCAGTTGTCGAGCTTCAGTAACCTACGTTCA 

AAGT CATTTATGCCATGTTTACATGACTTCCTAATTAACTCAGTAGATAT 

T TTTC AAGTTTTTCTATGTAGAAGTAGAGTAACTCTATATATTTGTATAA 

CTTTTATGAAAAGTCTTATTTTAATTTTACTTCCT 

TTTTTTGAATGGCTTTGCTTGATTATGTGGGTACTTTTGAACTTAAAAAG 
TTGGTCCTTGGCTGGGTGGGGTGGCTAATGCCCGTAATCCCATTGGTTTG 
GGAATTCCAGGTGGGAAGATGGCTTGAGGCCCCAG 
>Sequence 1055 

AGGTACGCGGGAGAGACATTGGAGGGAAGGGAAGGGCTTTTCTCCACACA - 
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AGGGCAGAGAGTCCGTCTAGATTTCTTGCTGTCCTGCCAGCTCTGCCCAA 

TGGCCCTGAGGTGGTCCTACCCCTCACGGGCACCCTAACTGCTGACAGCC 

CTTTGTGGCCGCCGTCCCCATCCCCTGCCCTCAGCACACACATTTGCACA 

CACGCAGCTTTGTTCTCACCTTTACCTGGCATTCCACCATTCCCTGCCTC 

TTGCCACAAACTGCCCCCGCAAGGAATTTGAGGTTCTGACAACCATTACC 

TGCCCGGGCCGGCCGCTTTTAAAAACTAGTGGGATCCCCCCGGGCTGCAA 

GGAATTTCGATATTAAAACCTTAATGGATTACCGGTCAACCCTTAAAGGG 

GGGGGCCCGGTTACCCCAGTTTTTGGGTCCCCTTTAAGGGGGGGGGTAAA 

TTGGCCCCCTTGGGCGTAATTCATTGGTCCTTAAGCTGGTTCCCTGGGGG 

GAAAATTGTTATTCCCGTTCCCAATTTTCCCCCCACCTTTCCGACCCGGG 

AGCCTTAAAAGGGTAAAAGCCCTGGGGGGGGCCTAATGGAGTGAGCTTAC 

CTTAAAATTAATTGGCGTTTGGGCTTAAATGCCCCGTTTTTTCAATACGG 

GAAAAACCTTTCTGGGCCCCCCTGGGTTTAAAGGAATTGGGCAAAACGCC 
>Sequence 1056 

CACCGGTTTCCCTGGAAAAACGTTT 
>Sequence 1057 

CCGGGCAGGTACTAACTCACATTAAGTTATTGAAAAGAAAAAATCAAGCT 

ATTAGCAAGGACGGGGAAAACTGTAGTGAGTTTGTGTATCAGCCACAAGC 

CGTGTTGCACTGAAGTAACAACTTTTTAAAATCTCAGAGGCTGAAAATGC 

CAACAGCTTATTTCTTATTCACAATACATGCCTATTGAGGGCTGGTGGGT 

CTCTGCTTGTCATTGTCACGTGGGGATGCAGGCTGACGGAGCAGCTACCA 

TTGTGAATGCTGCTGGCCGGCATCCAGGAGGCCTAGCAGGTCTCTTACAG 

GTAACTGAATGCTCCAGCCCAGAAGTGACAGGTCACTTCCACTCGCAGCT 

CATTGGTCAGGA CCAGTC ACAGGAATCTGCCTAACCTCATGGGCATTTTG 

AAATCTCTTCAACTTTTTGAAACTGCTTCAGAGATGCCTCGTATGTGAAG 

GCACTGACACCACGTCCTGGGTGCTTTGTGTCCTTAAGGGAATGGCTGAT 

GTCTCTAGGCCACTTTCTGGGGCTCCTTCATCAGAGCCCGAGAACCATCA 

AAAGGACTAACTGAAGTCCTTTCCCGGGCTATTTTTCTGCCAGCACGGGG 

ACCCCAATTTTCCCACCTGGTGGGGCCTTT 

>Sequence 1058 

GGTGTGGTGGCTTATGGAGTCCCTAACGTTTGCACAAAATGGTTGCTACA 

TTCCACACTCCCATGTGCCCTGAGCAACCTCCAGGGAAACTTCAGATACC 

GTGGGGCTTGGCCTGCCAGCTGAGCTGACCCAGCGATCCTTTCTATCACA 

GCTTTGATCTTCACTGGGTTGGGAGCCTGTCTGAATCTAAACATCTGCCT 

CTCTACTGCCCACCCCTTCGGCATTTCCTAGCTCTCCCTGAAAGGTGCAA 

ACATGCATG CAGTT ACTCAAACAGAATATTTATCCTTAACTCCCTGTCCC 

TCACAATTTCTTTTAAAACAATCCACTATTGTCTACCCCCGCCCCCGCAT 

CACCCTITCATCCAGGTGCCCATTCCCTTCTCTCTAGTCCTGCAATACCT 

AAGCATCGATCTGCCTTTAGCACATCCATCCCCGCCTTATTCTCCACGCA 

GGAGCTGAGTGACCTGCACAAAATCCCCTGCTAAATACGGTACCTT 

>Sequence 1059 

CCGGGCAGGTACAAGATGCTGCTTGACATAAAGACGCGGCTGGAGCAGGA 

GATCGCTACTTACCGCAGCCTGCTCGAGGACCACGATGCCAGGATGGCTG 

GCATTGGCATCAGGGAAGCCTCTTCAGGAGGTGGTGGTAGCAGCAGCAAT 

TTCCACATCAATGTAAAAGAGTCAGTGGATGGACAGGTGGTTTCTTCCCA 

CACGAGAGAAATCTAAGCGTCTATTGCAGGAGAAACGTCCCTTGCCACTC 

CCCACTCTTATCAGGGCCAAGTGGAGGACTGGCCAGAGGGCCCTTGACAT 

GGCAAACCTCCAGTACCCTGCCTTCAAAAGAGCTTGAAAAGAGGTCCCCT 

CGGGCTTTTTATGTGCAAGGGCTTTGGCATGCCGCTCTAATTCCCCCCTT 

TGCCCTCTTCCCCACCTTTTTTTGGGACCAAGGGAGAAGCCACCTGCAAT 

TGTGGGAACAAAGCCTAATTGGTACCCTCGGCCCGCTTCTAGAAACTTAG 

GGGATCCCCCGGGGCTGGCAGGAAATCCCATATCAAAACTTAATCGAATC 

CCGGCCAAACCTGAAGGGGGGGGCCCCGGTCCCCAAGCTTTTTGGTACCC 

TTTTAAGGAGGGGATAAATGGGGCCGCTTGGGCCTAATAATGGGTCATTT 

ACTGGCCCCCTGGGGGAAAATGGGGAGGCCC 

>Scquencc 1060 
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CCGGGCAGGTACCTCCAATGGTCCCGGGGTGACTGCTAAAGAGAACCTAT 

GAAAAAGAGGAGTTTAAAATTCCATCCTTTTCAGGGGTGGTGAAAGGTGC 

CAGGTGCTATTCTGCAGAGAACTGTCAACCAAAAACCTGTAAAAAAGAGC 

CAAGTAGGCCACAAGTGGTGGCTCATGCCTGTAACCCCAACACTTTGGGA 

TGCCAAGGCAGGAATACCACTTAAGACCAGGAGTTTGAGACCAGCCCGCT 

CAACACAGGGCAGATCCCATCTCTAACAAAATAAAGTAAAAAATTAGCAG 

GGTGTGGAGGCACACGTCCTGCTGGCACTCCAAAGGCCGAAGTGGGAGGA 

TTGCTTGACCCCTGGGAAGTCAAGGCTGCAATGAGCGATGACAGTGCCAC 

TTGTCATCCACCCTGGGCAACAGAACAAGACCGTGTCTTTGAAAAAAAAA 

AGGCAAAATTGGCTAGGGATGAACCCGGGAAGCTGAAGCCACTCTGTAGA 

AAACCATGCATGTCCCTGGCCCGGTGCAATGGGATTAAGCCTGTAATCCC 

AGCACTTTGGGAGGCCCAGGCAAGCCGAACACCTTAAGTCATGAATTCAA 

AACAGCCTGCCCACATGATAAAACCCTTTTTATTA 

>Sequence 1061 

CACAATTGATTATGTGGATATTTGTATAAATTAGTAAAAATTATAGTAAA 

GTTTAATATGAAAATATTATAGATTTTATAGTTGAGGGAGGGGAGGAGAC 

T 

>Sequence 1062 

AGGTACGTGTTCKjCTGCTTTCTTAAATTGTGGAAATTAAAGGAAGGGCTG 

AACTGTTACTCAGATTTGAATAGAAATGAGGAAGAAGAAGAACAGTGAGA 

TAAGGAGATAGTGACAGTGATACATGTTGACAATTCCATTGAAAAAGAAC 

TTGGCCGGGTGTGGTCGTTCACGGCTGTAATCCCAGCACTTAGGACACGA 

AGGCCGAAGCATCGCTTGAGCCCAGGAATTTGAGACCAGCCTGGGCAACA 

TAGTGAGACCCCCATCTATATAAAAATTTTAAAAAACTTGCTGGGTATGG 

TGGTGTTTGCCTGTAGTCCCAGCTACTGGAGAAGCCGAGGTGGGAGGATC 

ACCTGAGCTCGGGAGGTTGATTCTGCGGTGAGCCGTGAGCACGCCACTGG 

ACTCCAGCCTGAGCAACAGAGTCAGACCCTGTCTCTAAAAAGAAAAAGGA 

GCCAGATGCGGTGGCTTACTGCTGTAATCCCAGGGGAAGCCAAGGCAGAA 

GGATCACTTGAGGCCAGGAGTTCAAGAACAGCCTGGTTAACATTGTAAAA 

AACCGTCTTTTCTGGATAAATTATTTATTTAAGATAGGTTCCTGGCCGGG 

CGGGCGCTTTAGAAG 

>Sequence 1063 

AGGTACAGAGATTAAATTACATAGTTATCCTAGCAAAGATGTTCTGCAAC 

ATGTTTCATTATAATTGTTTCAGAAGTGCTGAAAATCATTTATATTTACC 

ATATACCCATGTTTGCCTAAGAAAACTGGAAGTGGTATCTAAATATAGAT 

AGAAGTATATATCATCCAGCACATTACAGCTTTTTTCTTATTTATTATGT 

GAAAAGAAAATAAATATTACCACATGACTATTTTTTAGTTTTAAAAAGGA 

AAGATAAAATATTAATAACTCAAAAGTAAATACACTTCCTGTGATATAAG 

TGATACAATCCAAGCCACCTGACCTITTGTTTGAGATTAAAACTCTTAAA 

TATGAAGGAAATATAAAAAGTATCCCTTAAAAGTAAAGTGAAAGATTGAT 

GATATTCTCGGTATTCTAACACTATAATCAGTGGAGTAATTTCCTCTATT 

GATTCTAAGCGAGACCTCTGCTGGCTTTTCTGAACAGTGTGCTGGTCCAT 

TTTCAGTCTCTGAAGGTCAACTGGAGTTTCTGCACCTCCACAGGCCATCT 

TTCATATTCCGAACCCCCTGGCTTTAAAGACACACACCTTAAGGCCAAAT 

GGATTATAATGGGT 

>Sequence 1064 

CCGGGCAGGTACCATTCATTACCTGTCTTCAGCAACTACCAGCAAATGGC 

CAATTTGATGTCATTTTTGTGTCAACCTACTACCTTCTAAGCCAATTGGA 

TTATCTTCCAAAACATCCCAGACCTTATATCCTGTCACACATAAGTATTT 

CAGAATCTAAGGTAGTCTTATCTAAGGTAGTCTTTTATGCCATCTTATGC 

CTTTATGTGTCCAATTATTTTCTGTTAAAGTTCCTCATTTCTCCTCCATA 

TTTTCCATTTTAACAAAAGCCAACTCTTCTGTGGGCTTTTTTTTCTTTGT 

ATACACATGGTTCCAGCCACCCTGAGGTCAAGCTGCTGCAATGCTTTATT 

TACCTTGTAGATATTGGGTATATTTAGTATTCCTCTTATCTGCAAGCTAA 

GGAGACAAAAATAACAAAACTTCTTAATCTGCTTACTTTCCTTTTTCTCC 

TTGTTTGACTTCCTACTCTCTGCCTCTGGAAGCTGGCAAACTGACAGCTC 



Page 200 
of 990 of Table 4 



WO 01/51628 



PCT/US01/00798 



Table 4 



ATAAATCGTCATTCTCTGAAACCAGGAAGAAGC Cn 1 1 11 nTTTC TTAA 
CTGCAAATCAGTGGTCTGCATGTCTCAAAGTAAAAATGGGTTAAAGCCAA 
CTGTTTCTTT 
>Scquence 1065 

AGGTACGGTATATTAAAAACAATCACTGCAGCCCTTAAATGATCCAATAG 

TTTAGCTTTGAATGCATTCAAGCTAATGGGGGCTTTAATGGCTTCTGACA 

GAT CATTC CATTGATCAAGGGGCATGTATGAAATACGCTGCCTACTAAAC 

TCTGTTTTGATTTTGAGAAAAGAAAACTAAACGTCCATGGTAAACATGGC 

TTGATTGTTCACATGTTCACCGAGATCCCTCTCAGCGTGACCCTGGTTGG 

GAGCAGAGGAGGGAAGGATAATGGAATCCTATATACCTGGTTTGCTTCTC 

TCCTGACTCTAATCAAGGCATAATCAACGGGAAACCTCTGTCTGCAGAGT 

TGGGGGCAGGGGGAAGGAAGGTGACCAGCGGTCCAGTTTTCTGGGTTGGA 

TGAGTTATAAGCCACGGCTTTGGCTGTCTGAGAAACTGATTCATCTCTTG 

CAAGCCTTGGGGGTTTGAAGGTTAACTGTTCTGGTTCCAACGTGGAAAGC 

CGAA TTCCCTATTTGAAAGGATAATCAGGTTTTTCAGTTGGGGACAGCAG 

TTTTGCAAAGAAACAAATGAAATCATGCTCCTCCATCCGTGTGTCTGG 

>Sequence 1066 

AGGTACTTNNNAAAATTTTTTTTTTTTTTCGGCAACTACCTCCCGGGTTC 

G GGAGG GGGTAATTGGCGCCCCTGTTGCCTTCCTGGGATGGGGGTAAACT 

CGTTTTCTTCAGGGCTTCCCTTCTCCCGGAAATCCAAACCCCTGGATTCC 

CCCGTCACCCGTGGTCAACCATGGTAGGCAACGGCGACTACCATCGAAAG 

TTGATAGGGCAAGACGTTCGAATGGGTCGTCGCCGCCCCCGCGTACCTGC 

CCG 

>Sequence 1067 

CCGGGCAGGTACCAGCTTITGCACTTTCCTCACTGTAAAGATGTTGTATG 

GGTTACTTAACCAGTTGGGGTTTAATTTCCTTGGCTGTATAGTGGACTTA 

GTGTCACATGCCTACCTCAGGATTTCTGTGACAATTAAATATGATATTTT 

AAGGCTTCTAACTTACTGGATCTAAATAAATTATTCCTGGAAAAAAAAAG 

TTTGCTGTGTAATAAAGCACCTAAACAGGAATGAAAAAGCAGGTATAGAA 

CTTCAGGTGTTTTGTCACCCTCCCTCCCCCAGTGGTGTGTGTAGGAAAAC 

TTTGCTTATTTCTGAAAATCCGATGTCTAATCTTTTCTGACTTTACGTTC 

AATCAGCTGATTATTTTCATTCAGCAGATGTGATCGGTTTGCAGGGTTCT 

CAATCAAGTTGGATTTAAAAAACATGAAGATACACAACTAAATAAAATGC 

TATGTATAAAATGATGTCTTATGCAATAATTATAGCTATGCTATGTTACT 

TCACCAATTATTGCTGCmGGGGAAATGAAAAGGCTTTGAGGAGGACGC 

CCTACTAGCATCACAAAAAGTTCGACTTAAGTATAGGTGCAAAA 

>Sequence 1068 

CCCCACCAAACCCTGCGAGAACACACCTCAAAAACAGAACAACGAGCACA 

TAATGACGACCATACpAGAAAACAAACCCGGGCAAACACCACCNACCCCC 

CAGAAGTGAGATGATGCAATAGCAACCCATTNGGCATANGGACACNCCAC 

CGCGGNGGCGGCCGAGGACCCGGAAGGGGCATGAATTTAAGAAACGGCCG 

GCCGAGGGGACGACAAACCCAAAAACACAGGACGGGGACTATAACACCAA 

CAGAACTGGGCAAAAGGCAGCCGCCGCTGAGGAAATACGGGAATAAGGCA 

ATCCGCCACTGAAGGATGCCTGCCTGGTAAATCCCCCCAACAAAAAACAA 

ACCGGGTAGAATACTATCGAAAACCTAAAGGAAGAAAAAAGGAAGCCCTG 

TCCGTAAGCCACACCCAGGAGAAAACCTCTAAAGAAACCAGGCTGGAGAG 

CCTGCTGCGGTCAATAAAAAAAACACCGTAACAAGCTTAAAAAAAAAAAA 

ACCGATAGAGACCCCAGCCCCGATAGAAACGCAAGAAAAAACAAAAGGCC 

CGGCCCGGGCGGCCCGCCAAAAAACAGGGGGACCCCCCGGGCGGAAGGAA 

ACCGAAAAAAAACCAACAAAACCCGCGAACCCCGGGGGGGGGCCCCGGAC 

CCCAAACTGGGGCCCCTTAAAGGGGGGAAAAAGGCCCCCCGGGGAAAAAA 

GGGGAAAAAGGCGGGCCCCGGGAAAAAAAGGGAAACCCCCAAACAACCCC 

AAAAAAAAAAACGGGGGAAAAAAAAAAG 

>Sequence 1069 

AGGTACCTGCCAGGAAAAATAGCAGCCCAGCCACCAGGTGGCAACCTGCA 
CTATTGACCAGACACTTGGCCAGTTTGATGTTGGGCACCGAGGACCTGAA 
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GGCAGTGTTGCACATTCCAATCAGGCAGAGCAGCAGGGCACCCATGGCGA 
TCAGCATGCTGAGGGGTAGGGCAAACTGGAGGACACGCAGGTCCAGCTGG 
TCAACTGATGAGTACCTGCCCG 
>Sequence 1070 

CCGGGCAGGTACGCGGGGTTGATGGGGACAGAATAATCACTCAACACCAG 

ATGCAATGCAACAAAGTAATTAATGCTCAGAACTCAGAGCTGGGTATGAA 

TCAAGGATCCTTTACTTAGTAGTTAACTAGAAGACTGGGACTAGTTAATT 

TCTCCAGTGCTCAGCTTCTTATCTACAGGTATCTGCTGAATCCTCCAAGG 

GGAACAGAATAAGGGGAAGATCCCTGGAGATCAGATTCTCAGATCCAGTA 

TCCCGTGTGCTGACCTGCCATGACAAACACTGGCAGGGAGCCTGCCATAG 

AGGAAAAGAGTAAGAATTGGCTGAGTTCACATATGGGGCTCCATTCAATA 

ACTAGCGGCCAGGTGAGGTTAGAAGTTCTAGGGAGCTAATCTTGAAACAG 

ACCAAGCCTGGGAGACCCAGTTGCACAGTTCCAGAGATGGCTTCAAGGTG 

GCGAATTAACAACCCGGCCATTGTTGAAAAGACGTCAGCCTGATGTCCAG 

GTGGACTGGGACCCAAGGTGGGCCACCAGAACAAGACAACAAGGGCCCTT 

TCCTTGGGCCGTTTTTAAAGGGGGGGAACCCCCCGGCCGAGGAATTCCAA 

ATCAGCTTTATGGAAGCCGAAAACCTTGGGGGGGGCCCCGGAACCCCGGC 

TTGGTTTCCTTAGGGGGGGGGGAATCGTACCCCTGGGTTTTTAAAGGATT 

GGATTTGTTTCTTGTCCAAGGGGGGCACCGCCATTGGGCCTGTTTTTAAT 

TTGGAACTTAAAGCGCGCGGGGG 

>Sequence 1071 

AGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGGAGTTTG 

AGACCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAATACAAA 

AATTAGCCGGGCATGGTGGCGCACGCCTGTAGTCCCAACTGCTTGGGAGG 

TTGAGGCAAGAGAATCGCTTGAACCCAGGAGGTGGGGGTTGCAGTGAGCC 

GAGATCGCGCCACTGCACTCCAACATGGGCGACAGAGCAAGACTCCATCT 

CAAAATAAAGAAAGAAAGAAACAAAGAAAAGAAAAGCTTATATTGAACTT 

CTCTAAAAAAAGGAAAAAAAAGAAAGCCTGATGCACACAAATCTAAATTT 

GGCAAGTCGATCAATTAAAGGATATTTATTTGCATCACAAAATAATTCTT 

TACTCCCCCCAAAAATTAATAAAAAGTTCAAAATGCAACrnTCCTAAGT 

GGTTAAAAATGGTATCACCAAATACATGTGTCCCCAACTTCTTTTCCGTT 

ATAATTCTATTGTGTAAAGGGAGGGTTCCCTGAGTTGAGGCATAAAAAAG 

TTG AGCTTC AAACCTGCCTGGAGAGAACCTG 1 1 11 1111 1 AAAGTCCG AG 

GAAAAGGTTGGGGGGCCCCAATTTTCTCAAGGTAATCTTTGCCCTTATTC 

TGAGCTCTAATTTTTTTGCCCAACTGGTTTTTGGGAAACTCTTTTCACCT 

GGATCTTGCCCCGCACCCCCCTTAAAACCTGGGGATTCCCCTGTTGCGGA 

AATTTTTTTAAGCCTACCCCCCCCCCG 

>Sequence 1072 

AGGTACGCGGGCAGACTTTAATCATCAACATAAGCTTTATTAAAATACTG 

GTTCATCCTGAAGTTCGACTCAATGGCCATTTTCTCCTTTCTCTTAATTC 

TGCACACTCGTGTCCACTGTGCGATGCAAGACCCTTCAGAACAGCCCACC 

CCTCTTACTGTCTAATGTTTCCAGTGGCACAGGGACAGATTCATTTGGGA 

ATCCCTGGGCCCAGTGTCCCAGGAAGAAACCCACAGTTGAGCCTGGAGTG 

ACTGTCCTCTGATTCTCACACTTACCGTTTCCTGGGGCTCCTCATCTTCA 

ACACGGTGACCAGCGTGAAGAAACAGAGCCTGCCCCCTACAGACTATCAT 

TTAGAGGGAGTTTATTTCTAGTGTCCTTCAGACGCGCCCAGTACCTGCCC 

G 

>Sequence 1073 

AGGTACGCGGGAGGATAATGATGTTGGGAAGTGATTTCTGTATCTATGCT 

GAGCAGACAGTCTTCAAGAGTTAGCAAAGTTTATATGTGCGGGTGACAAA 

AAAGAGGCTTTGAGTTTTGATGACTGAAAGGAGACAAATAATAGCTAATC 

TTTGATAAAGACTAACTATGGGCAAGGCTTTACTCTTTGTTTGTAGTAAC 

TTACTTAATCCTCATTATAACCCCTTTATATAGATGCTGTATTTTCTCCA 

TTTTACAGAGAGGAAGTAGAGCCTCAAAGATGTTATGTCACTTGTCAAAA 

GTCACCCAGCTTGTGAATGGCTGGATCAAACTGGATCATGTCCAAGTAGC 

CTGGCTTCAAAGTTCACACGCTTTACTATATTTATACTTTATGTAGTTTA 
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CTTTAGAGAAAGGAATTTTCACTCATGGTGGCCCAGCTGGAACACAATGG 

CATGATCTTAATTACCACAACCTTCACCTTGTGGGTTAAAGCGAATTTTC 

TGCC TTAAC CTTCCAAGTTGCCTGGGTTCCCCCCCACGCCTGGGTTAACT 

TGGATTTTTAGAATAAACGGGGGTTTTTCCATGGTGGGAAAGCTGGACTA 

GAATCCTCTTACTACGGTTGTTACCCCACCTTGGTTTCCCAAAGTTCTGG 

GATTAAGGGTTTAC CCAAGG ATTGGCGTTAl'l lU ' ri ' l ' I CAGGGTTACTTT 

ATAG ATTTCTTAATC1 TTTTTT l'GGAGGGGTAAAAAATTAACTTGTATTT 

TACTATCCTGGGGTGGATTTTAATATGGATTCTCC 

>Sequence 1074 

CCGGGCAGGTACCTGTGAACCCAACCTACAGGCTGGCCCCTGTAGACACA 

GAGAACAGGTCCATCCCAGCACCTGGATGACCCTTGCAGATCAAAAGCCT 

TCCTTAGCACCATGTCAGCCCCTA TGG AAA TAGGCTTCAGGCCAGCCCCT 

GTGGATACAGGCTGCAGGCTCATACTTGCAAACCCAGGCTTCAGGCCCAC 

CCCTGCAAACCTAAAAAACAGGTCTACCCCAGTGGGCACCTGCAAAAGGC 

CAGCTTGCATGAGGACTCTAGCTGCAAGCACGCTCATGGACCACATTAGC 

CAGCCTACTCAAAATCTCTGTGAAGGGCTTTCCCAAACAAGCCAGTCTGC 

AAAGACTAGAATAAATCTCTACTTCTTCAGATGCATGGACACCAACAGCT 

AGTCACAAAGATTAAAAACAATCAGAGTAACATGAAATCATTGAAGAAAT 

AAAATAAAACATCAGTTACCAATAACCAATCATAAAGACATGGGGATGTA 

TAAACTTTCTGACCAACAATGTAAAATCATTGGTTTAAGGAAAACTAGCA 

AGCITCTAGAGGTAGTGAGGTTCTCTATTCTTACACCTGAAATCTGTACA 

GGGATGTTAAAGGTGGGTAAGGTCAACATGTGGTCAAAAAGGATGCTGAG 

AAAA TCCTCAG TAACTTTAAAAGCTTAGGCAAAAAGTGAAACAATTTTGG 

CCGGGTTTTTTGGAAGGCAGCTCTTTAAAAATTTCCAAAATATCAGTTCC 

TGGCCTAAAAAACATATGGGAAAAGTGTGTTTTCCACCCCT 

>Scqucncc 1075 

AGGTACCTGCTCCTGGGCCATCCTGTGCTAAGGTTGCATTGCTGAACGGA 
TGACAGGGTGGGTGGTGTATGTCCCTAAGGCCACCAGAGATGGTTTACTC 

aattcacatgcttcctccacctgggatgaaagcggttaattaatgtttga 

ttctaagaagtcaggtgatgtgattcagattagttatggggttgtgctga 

agcgcgggtggaccctaggaggtgattttaacggaagtctcaaaatagca 

ck:cttggaactagttggactagttatttttaaaaataatgagaaatgtta 

taaagtcggctgaaggtattgatttacctttcaggttgttcagaaacaga 

atcttgagaaatagcctgctacacagttgtaagggggataataaagagat 

cccccttctctaaaaaacgtttacaacccaatctttgggcagccgagatt 

tttaacatccgagaaggggttcccaggggccacaggttgtcttagaccat 

CTCCATCAGTTCCTAGAAATCGTGCAAAGGGTTTTTTTCAGGGTTTCTGA 

AGCCTGTAACCATGGTATTAAAATCTGACTCTAGAATTTTTGACATTTCT 

TGGATTTGAGGGGGGGACCCATGTTCTCTGGCCTTGAATTGGGGGCTTTT 

TT TGGGC TGGTTGATCCCAAGGGGCCCCCCGGTGACCTCGGTGACTTCAA 

GG 1 1 1 11 GTA A AA AGTTC ACC ACTTCCCCCC TT TT' fl ' 1 G TGACCCTTGTT 

TTGGGCCCCTAGTTTTGGGGGAAAAATTTTGTTCCTC 

>Sequence 1076 

CTCCACCGCGGTGGCGGCCGCCCGGGCAGGTACATTTAATCCTCACAGCA 

ACCCTACGGGATAATATCQATGTGCACCATTTCTATAGAAATGGGCTCTA 

TCTTTAAAAGAATTCAGACAGCTTGTTAATCTACCTCCCCTTCCCCTTGC 

TAAAAAGGGTGTGAAAAGTTGCGGTCATTGAGATCAGAGAAAGAAGTGCA 

CTGGGGGGGTCAACCAATGACGTTTTTTGTCAAACTGAAGCTTTGCTTAG 

TTCCTAGTCAAGAGCTCTGCTTAGTGATCTATCTGCCCAGGGCTTAGGGA 

AGTCCCTGAGCTTATTTGTTTCTCAGCCGAACTGCCTCAACTCCAGTGGG 

GAACTGTGGCAAGCTCCAGAGCAGTGACTTAAGTGTTTGTAAGTGGCTCA 

GCCCAAAAAACAGTCCCAAGCCATTTTCTTTCCAAGGAGGTTTCAAGGGA 

AAGGAGCACTGCTGGGCTCTCTTTGTGAAAAGATCTTTATTTGTGAAGGC 

ATTCACTGTATGCCACTGTCCTTGTCCACTGCCAAGCTGGGTGCAATGGT 

TCACCCCCTGTCATCCCAGGACTTTGGGGAGGCTGAAATCGAAGATCACT 

TAACCCCGAATTTGGAAATCACCCGGGCCCATAATGAGACCTTTTTTTCT 
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TAAA ATAA AAAACAAAAAATCCCGGTTTGGGGTGTCCCTGTGTTTGGACC 

CCAATTTTGGGGAGGGTGAGGGGGGGATACCCCCCCCCCAAGGTTTAGGG 

TCCAATGGGTTTGATGGTTTTTTGAGAAAAAAAGAGCCTTTTTAAAAAAA 

AAAAAAAT 

>Sequence 1077 

GGCGGCCGAGGTACCAGGGCACTCCAAATATGTAATTTAACACATTCATT 

AATAACTATGATAAATAGATATTTTATTCCAAGAACAATATCATTAGAGA 

GTTAGATTGGAGGGCAAGGGGATTAAGTATCTTAAGTTTATTGTTTCCCG 

AGTGACCATTTTTAAAGCCTCCTTCCAGGAACTGTGGAATGCCTGCCAGG 

CTCCCTGACTGCTGTCTGGTGAGGGTCCCTACTGGTGCTGTGGACAGCAC 

AATACACAATGGGGCACAAGAAAGCCACGCAGCCTCCCCCTCCTAGACAC 

ATGCTGTGCACCCCCTTCK3<nxrrGCTTGGAAGGTTTCAGCTCTGCAAATG 

GAAGGTTGCAAACATCAGACACCTTTCTTTTCTGGTTCTGTCTCTCTCCC 

CTTCTTCTCCCCACAGTGTCCAGCCTTGGCCCCTGACTTTTCCTTGGGTT 

GGGGAGGGCTGTTAGGTTCAGAAACTGAGCATCTTGGTGAAGACCTCCCT 

TAGCTTAATGTGCTTTGGCCATAGGGAGCAGACAAACAAACTGAGTTTGG 

TAGCCCTGACACATGGAAAAGAAACAAGTTTTCTACCTCCCCCCCTCATA 

ATGAATTATTTAAATGGTCCTGGTTATAGGGAAAGGGAGCACTTCTTGTT 

AGCCAAACCCTAAAGGTTTTTTTTTAAAAAGGAAATATAGTATAGGTTTT 

TTCGG GGGGGCGGTTTAAAAAAGGAACCCCGGCTGGAGGATTGTTTTAAT 

TTTTTAACCCtCCTTGAGGGGGGCCCG 

>Sequence 1078 

CCGGGCAGGTACGCGGGGAGACTTTCCCTGCCGGCACATGGACCTGGCCC 

AACCCTCACAGCCAGTATACGAGCTGGAGCTCTCGGTGCTCGAGCGGCAG 

CCAGAAGAGAACACGCCTCTCAATGGTGCCGACAAGGTCTTCCCTTCTTT 

GGACGAGGAGGTCCCCC 

>Scquence 1079 

CTCCACCGCGGTGGCGGCCGAGGTACGCATCTTTGAAGAAAGTAGCTGTG 

GATATGGGTGGAAGCATAAAGGATCCTAGTAACTGAATAACATCAGTAAC 

ACATTCATGATTTTATCTTCATTAGCAATAGGACTCAAGCAATTGAAAAA 

CCATTGACTTTGTAAAAACACATGTGCGTGGGCCAGGCACAGTGGCTCAC 

GCCTGTAATCCCAGCACTTTGGGAGGCTGAGGCGGGCAGATTACTTGAGG 

TCAAGAGTTTGAGACCAGCCTGCTCAACATGGTGAAACCCAGTCTCTACT 

AAAAATACAAAAATTAGCTGAGTGTGATGGCACATGCCTGTAATCCCAGC 

TACTGGGGAGGCTGAGGCAGGAGAATCTCTTAAACCGGGAGGCAGAGGTT 

GCAGTGAGACAACATCACTGCATTGCTCTCCAGCCTTGGGCAACGAAGTG 

ATCTCCGTCTCAAAACAAACAAACAAACAACAAACCAAAAACAAACAAAA 

GCACATCTGCTTGCTCTTGTGTAGAGAGATTCCCTTTTTTGAATTCTTTG 

TGGCACTAGTTTTAAAAAATAAGAAAATTAAAATTAATAGCTTCAAGTTC 

CTGAGTTATAAAAAGGTAGTTAGCCGTAATATATTCATTAATAAAAGGGG 

TATGGT ATAT GAGTCAAAGTTAGTGGAAGAATTGAACACGTNTGGATATA 

TAAAACTTTTAAAAAAAATCTTATATTTACATTATATCTCTTTCAGGAAT 

TAAGCAATTTAATTTAAAATGATGGTAATAATATAATCATTTTTTTCGGG 

CTATAGGAAACCTACTATTACCCGTAATGGGG 

>Sequence 1080 

AGC ATTC ACTG A ATCGTT ATC ACTGTGTG rTTTTTGTCTTTTTl AT ATCT 

TGAATTTGGATATTCTGGTTTTCTATGTCTTTCl^iriinrNCCCTTTTA 

GTGTGGAGTTATATTTNCTCCTCTTTGACTATTTGTAACTCCACCGCGGT 

GGCGGCCGATGTACTTTATGATACCCATGCGGTCTTATTGCCTGAGGTCA 

GGAGTTTGAGACCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAA 

AATACAAAAATTAGCCGGGCATGGTGGCTCACGCCTGTAGTCCCAACTGC 

TTGGGAGGTTGAGGCAAGAGAATCGCTTGAACCCATGAGGTGGAGGTTGC 

AGTGAGCCGAGATCGCGCCACTGCACTCCAGCATGGGCGACAGAGCAAGA 

CTCCATCTTAAAATAAAGAAAGAAAGAAACAAAGAAAAGAAAAGCTTATA 

TTGAACTTCTCTAAAAAAAGAAAAAAAAGAAAGCCTGATGCACACAAATC 

TAAATTTGGCAAGTCGATCAAATTAAAGGATTTTTATTTGCATCACAAAT 
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AATTCTTTACTCCCCCCAAAAATCAATAAAAAGTTCAAAATAGCAACTTT 

TTCCTAATGTGTTTAAAATGGTAATCACCAAATACCATGTGTCCCCAACT 

TCTTTTCCAGTTATAATTCTAATTGTGTAAAGTGAGGTATTACCTGAAGT 

GAGG CAATTTAGAAAGTTTGAGCTTAAGACCTGCCTGGAGAGAGCCTGTT 

TTTT CTTAA AGTCTGAGGAAATGGGTGGGGGCCCAAATTCTTTCAATCTr 

TTTCTTmCCCCATCCTGAGCTCTTAATTTCTTGGCTTAACTGCTTTCT 

GTAAACTTTGTTAACCTGGTACCTGCCCGGGCGGACGGTTTAAAAATAAG 

GGATCCCCCGGCTGCAGAAATTTGTTTCAAGCTTTTC 

^Sequence 1081 

AGGTAC1 1 1 irrrrrrriTTVl'1'1 1 III 1AAGAGATGGAGTCTTGCTCTA 

TCACCCAGGCTAGAGTGCAGTGGTGCAATCTCGGCTCACTGCAGTCTCCA 

TCTCCTGGGTTCAAGGGATTCTTCTACCTCAGCCTCCTGAGTAGCTAGGA 

TrACAGGCACATGCCA(XGTGCCTGGCTAACTTTTTGTATTTTTAGTAGA 

GACGGGGTTCCACCATGCTAGCCAGGCTGGTCTTGAACTCCTGACCTCAG 

GTGATCCGCCTGCCTTGGCCTCCAAAAATGCTGGAATTACAGGCATGTAA 

TTCCAACCTTAGACACTCAGTTTAAACCCTCTTATCCTATCTTCACTGGA 

AGAGCAAAGCAATCTCCTACCTTGTnTGTCAATAAGAAGGGAATATTAT 

TAAGCCCCAGTAATCCTGTTGATTACCATAGTGGGCATGTTTCTCTAGAA 

GTAAGTTGAAACTTTGGGGTTCCGATGGCAAGAATACAGAATCATCAAGC 

TTTAGATGAAATCTGTTTGGGGAGGGTAAGCCCCGTAAGTTCTTTGCTGC 

CAGTTCTTAATTGTGAGACTCAGTCTTGGGATTTGGAAAAGGGCTCGAGT 

ATCCCGACTCTTTAGGCTGAGTCAAGATGGGGCAGCCTGAGCCCAACTGT 

TTT GGTC TCTGGGCTCCTGCAGGGCAACAGATXjGGTGTGGAACCATGTTG 

CCCTTTTGAGGGGACCCAAAACCCCCACCTGGTGGGGGCCCTTTTTGAAC 

ACAGCTGGCCCTCCCCCTAAGGGAAGGTGCCAGTGACCCAAAAATGACCC 

AGGCCCTGGTG 

>Sequence 1082 

CCGGGCAGGTACGTTAGCATAATTTTGAATTATTTCAGCTAAGTAGATGT 

TAAAGACTTGACTCAAGAGTGGCTGAAAAAGAAAGGATTCTCTATTCCCC 

TGATTCTCTATCACTATATTGACTATATAGTTTCnTTTTGTAAGATGCGT 

TCAT TCTGA CTATTCTTACCAGCATTTATTCTTACTAGCATTTGTGACCC 

AGAATTTTCAGAGCAAACAAGCAAGCAAAAAGCAAAATTAATTTAAATTT 

CATTTATAAT TACT TAATTTTCATTCATTGAAAAGTCATCATTCTAAAAT 

GAGATTTCTATTTTAATTATAATTACAGATGCTCCTTGACTTACGATGGG 

gttacatttcttg i rrri^'rGTTTTTTG rrrrrn'G 1 1 TTTTT GTTTTTT 

GAGACAGGGTCTTGCTCTGTTGTCCAGGCTGGAGTGTAGTGGCACAATCA 

TGGCTCACTGCAGCCTTGACCTCTCAGGCTCAAGTGATCCGTGCCCCTCA 

GCCT C CTGAGTAG ATGGGACCACAGGTGCATGTCACCATGCCTGGCTAAT 

TTTTGATTTTTTTGTATATATGGGGTTTTGCCATGTTACCAAGGCTTGTC 

TCGACCTCCAGGGCTCAAGTCATCCTCCCGGCTTAACCTTCCAAAGGGCT 

TGGTTTATAGGTGTGAGCCACTGCGCCAGCCTGGAGTTCCTTTGATAAAC 

CCATACCCGTGGAAATTTATTAAGAGAAATGCTTTGAACCCCTTAATTAC 

TGACG 

>Sequence 1083 

CCGGGCAGGTACTTTTCACTCTCCTACATGTCTCAGTTTGAACAATAAAT 

TATACAGTCACCAGTCCCAGGAAAAGATGAAATATGAAAAAGATGCCAGC 

AGATTTAGCAATTGCTATTTACACATCCCTGGCATTGTCTAACTCTGCTC 

TGTATAGCCAGGTCTCTAACCATCATCTGGACTGGAACCATATCTTCTAC 

CAAAAGCATGAGGAAGGCTGGGCATGGTGGCTCACACCAGTAATCCCAGC 

ACTTTGGGAGGCCAAGGCAGCAGGACTGCTTGAAGTCAGGAGTTTGAGAC 

CAGCCTGGGCAACGTAGAAAGACCACATCTCTACAGAAAATTTTTTAAAA 

ATTAGCCACACATGGTAGTGTGTGCCTGTAGTCCCAGCTAGTCAGGAGGC 

TGAGGTGGGAGGATCGCTTGAGCAGAGGAGGTTGAGGCTACGGTGAACCA 

TGATTGTGCCACTGCACTCCAGCCTGGATGACAGAGTAAAACCTGTCTCA 

AAATAAATAAAAAAAATTAGTAAAAAAAGGTACCT 

>Sequencc 1084 
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CCGG CCGTCGTATTGTTCAATAATTTTGTTTTTTATGCAGTTAGAATATT 
TTTTATATAATTGGATAGTAATTAATATATATAAAGTATTTATTATATTT 
TTAGTGGAGGGAGGAAGTAGGGGTATCTT 
>Sequence 1085 

GTAATAAACAT TTGAAATG TATGTCTCTCATCTCACATTGAGTGTTAACA 
ATTTATTATTTC T 1 1" 1 TT 1" ! ATGTATTACTNCTATCNNNTCTATTTAGTG 
AGAAGTGTATTCA 
>Sequence 1086 

AGGTACA1 1 1 ril"l"lll4"iTrilMU"IUTATTrTTATTTTTAGTAGAGACG 

GGGTTTCACCGAGTTAGCCAGGATGGTCTCGATCTCCTGGCCTCATGATC 

CGCCCGCCTCGGCCTCCCAAAGTCCTGGGATTACAGGCATGAGTCACCAA 

GCCCGGCCAGCAGCAATAATGTTTTACCAATATGAGCATCAAGCAACCGT 

GGTTCCCTAGAGCACCITCCAATTGTGAGCTCTCAGTTTATGTGTGTTTT 

TACTCACCATCTGTAACATCACACCTTCAAAACAGACCCTTGGCCCATAG 

ATAGAAGATAAAAGAAGCTATAATCTCTCCITTTCCCAAAAACAAATTTT 

CTTAGGAAATTTGATTTATTTTTGAGAAACCTAATATTCTTGTTTAAAAT 

ACAACTCTTCCAAATTCTGTGGTCAACAGTGAGATCCTATGGACACCTTT 

GATGATAAAAATTAAAATATTCTTTAACTCAAGGGACACAGAACCTAGGC 

ACGGTTTCCCCAGGCACTCAGTCCAGGTGCTTCTCAGATGAACCTGGGTA 

TGCTCAACTTCAGTTCCCGTAAGGAACACAGCCACATGTGAGAGGAGACT 

GGGAAAAAGAAGCCCCCAAAATTGAAGAGGCTAATTTGGGGATTGGCCAC 

TCTTTCTTTAAAAAAAATAGTCCTGGGTCTTTGGGTACnTTTGGACAATT 

TCTGGACCTGCCGGGCGGGCGTTTTTAAAATAAGGATCCCCCGGCTTGCA 

GAATTTA 

>Sequence 1087 

AGGTACCTCCGATGGTCCCTTGGTAACTGCTAGAGAGAACCTAGGAAAAA 

GAGGTGTATAAAATTCCATCCTTTTCAGTGGTGGTGAGAGGTGCCAGGTG 

CTATTCTGCAGAGAAGTGTCAACCAAAAACCTGTAAAAAAGAGCCAAGTA- 

GGCCACAAGTGGTGGCTCATGCCTGTAACCCCAACACTTTGGGATGCCAA 

GGCAGGAATACCACTTAAGACCAGGAGTTTGAGACCAGCCCGGGCAACAC 

AGGGAGATCCCATCTCTAAAAAAATAAAATAAAAAATTAGCAGGGTGTGG 

TGGCACACGTCCTGCTGGCACTCCAGAGGCCGAGGTGGGAGGATTGCTTG 

ACCCTGGGAAGTCAAGGCTGCAGTGAGCCATGACAGTGCCACTGTCATCC 

AGCCTGGGCAACAGAGCAAGACCGTGTCTTGAAAAAAAAGGCAAAATTGT 

CTAGGGATGAACCGTGGAAGCTGAAGCCACTCTGTAGAAAACCATACATG 

TCCCTGGCCGGGTGCAGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG 

GCCGAGGCGGGCGGATCACGAGGTCAGGAGATTGAGACCATCCTGGCTTA 

CACAGTGAAAACTCCTCTCTACTAAAAATTAAAGGAAAAAAAATTTACCG 

GGCTTGGTGGCGGGCACCTGTAGTCCCAGCTTCTCGGGAGACTGAACCAG 

GAAATGAATTTAACCTGGGAAACGGACCTTGGATGTACCAAAATCGCCAT 

TGGCATTCAACCGGGGGGGAAGGAA 

>Sequence 1088 

TACGGTCTAATGGGGAGCTTGGAGCTCCACGCGCGGTGGCGGCCGACGTA 

CTGGGCCTCTCTCTCTCAGTTCCCCACGTGGGCGCAGTCTGAGCTCTCAT 

ATCGTCTTTCTGACATTTAATGTTTTTAAAAAGGATGACAAGGACAGTTC 

CCTTGGGAAGTCATTTCAGTCACGACCTGCTGTGTATCTGTGGAGTTGAC 

ATGTTCTGCATAGTTGAGTGCTCCCCTGCTCTGGGAAGCCTGCACGGGGT 

CCCTGCACACATCCCAGCATGGAGGGTCTCAGGGCTGGGTTTGAGACGAA 

GGTGGGCGAAAGGTTCACATGAACTGAGGTCATGACAGAGTGATCAGGTG 

GGACCAGGCAGAACTCTCGGCCCCCAGGGCTTGCTGGTACCTGCCCG 

>Sequence 1089 

ACCGGGCAGGTTCCCCACTGGGAGACGTCCTCAGCAAGCAGCCGGAGAAG 

AGGCACAGCACAGAAACTTCTGATCTAGGGGTAGGAATGTGGTGGGACCC 

ATCTCTCTCCTTGGAAGAATGTGGGACTCTCGCCTGCTCACTAAAACCAA 

CACCTGCCGATGTGCTAAGAGTCCTCTTGAAGTCCCAACAATAGACATCA 

AAGCTGATGTTTGGAAGTTCAGATAACAAGGAAAGGGAGTTTAAAAAAAA 
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AAAAAAAAAAAAGGGTACCT 
>Sequence 1090 

CCGGGCAGGTACTCCCAAAACACCTTTTCCTGTTATTTCATGTATTTATT 

CTTATTCTCTTTTCCGATGGCTTTTTAAAGACAGTTTAACCAGCCAGGCA 

CAGTGGCTCACGCCTGTAATCCCAACACTTTGGGAGGCTGAGGTGGGTGG 

ATCACCTGATGTCAGGAGTTTGAGACCAGCCTGACCAACATGGTGAAACC 

CTGCCTCTACTAAAAATACAAAAATTAGCTGGGTGTGGTGGCGTGCACCT 

GTAATCCCAGCTACCTGGGAGTCTGAGGCAGGAGAATCACTTGAACCCAG 

GAGGCGGAGGTTGCAGTGAGCCATTGTACTCCAGCCTGGGCAGCAAGAGT 

GCAACTCTGTCTCAAATAAATAAATAAATAAATAAAGACAATTTAACCAA 

CATGACTTACTAAAACATTGTGTTTTCTrcTTCCTTTTCTTAGGTTGATG 

CTATGAAACTGGGAGTAAAGGAAATGAAGAAGGCATACAAGCAAGTGAAG 

ATCGACCAGATTGAGGATTTACAAGACCAGCTAGAAGATATGATGGAAGA 

TGCAAATGAAATCCAAGAAGCACTGAGTCGCAGTTATGGCACCCCAGAAC 

TGGATGAAGATGATTTANAAGCAGAGTTGGATGCACTAGGTGATGAGCTT 

CTGGGCTATGAAAACAGTTTTATTTGGATGAGGCGCATTTTGCCCTGCAA 

TTTCGAAAGGGGTTCCCCTGGTTCCAAAAAAAAGGGTGGGGGTTTTGGGG 
AGAAAATTGGAT 

>Sequence 1091 

AGGTACATTTTATCCCATTCCTCACTCCAAGGAAGGAAGTTAATTAAAGT 

CTCATCTAGCAGACATTCCTCCCCCAGCTGTGTCTAGTCACGAGGAGAAT 

GACGATTGTGTGCATCTGGGCAAAACATTAAAGAGGAAAGTTCTGCAAAA 

ATTAGGTATGGTTTGGAAATAAGAAATAAACATAGTCTACATATTTTGCA 

GAAACAACATTAAAGAAGCCCCAGGCCAGCCCTGTCGCTTGGGGGCCTCC 

CAGGTGGAGGCAGCAAATAGTTCAAAGAGGAGCTGTTGGAGTATCAGTCT 

AGCTCCTAAAATGAGACTGTAAGATCCTTGAGCACAAGGGCCCACATTTT 

CTCCATCTCTGGGATGTGTTCCCCACCCAGACCTCCAGGTGAACGTGCTT 

ACCCAGACCTCCAGATGAACGTGCTTACAGGTACCTGCCCG 

>Sequence 1092 

CCGGGCAGGTGCTTTTAGTAGAGACGGGGTTTCTCTATGTTGGTCAGGCT 

GGTCTTGAGGTCGGGAGCTCAGGTGATCTACCTGCCTCAGCCTCCCAAAG 

TGCTGGGATTACAGGCGTGAGCACTGCGCCCGGCTTTAACAGATATTTTT 

ATAAGCAAATCATTTATAAGTATGGGTGACTATTCTTTACAAATCCATTT 

GTGATGCAGTGGTAATTTGGTGGCACTGCAATTATGGCCAGCAATGAAGA 

TTATAAAATAATTGCCTGAGGAACCAAGCTCATGTGCACTAAAAAGAAGC 

AGGGATTCTTAGAAGATTCTTAGAAGTATAGAGTAGTGATTTTTTTGGGG 

ATGGAGTCTTGCTCTGTCGCCCAGGTTAGAGTGCAGTGGTGCGATATCCG 

CTCACTACAACCTCCGTCTCCCXCTCTCAGGTTCAAGCGATTCTCCTGCC 

T CAGTCT CCCAAGTATCTGGGACTACAGCTGCACACCACCACACCCAGCT 

ATTTTTTGTATTTTTAGTAGAGATGGGGGTTCACCATGTTGGTCAGGAAT 

GGTCTTGAAATCTTGACCTTGTGATCCTCCTGCCTTAGCCTTCCAAAGTG 

CTGGGATTACAGGCGTGAACCCCTGTGCCCGGCCGTTTTAAAATTAGGGG 

TCCCCCGGGCGCAGGGAATCCTAATTAAGTTTTTGGATACCGGGCCCCTG 

GGGGGGGGCCGGACGCCCATTTTTTTCCCTTTAAGGGGTTAAATGGCCCT 
TGG 

>Sequence 1093 

CACCGAGTATATAAGAAACGATGTTTAAGTNTTATTAGTTCACTTATATT 
TTATAATTATAATTGAGTAGGATATAAATAATATGACCATATACGATCAA 
TATTTTNCAGGGAGAGTAGGGGATGATAGGCATAT 
>Sequence 1094 

AGGTACTTACTAATGGGCAAAAAATGAGGTTTAATTACATTTGCTGATTA 

TATTAAAATGGGAAAGTGGTGAGAAATGACAGAAGGTATTGTGCTGGGTT 

TTAGCAAAAATGAAATTCTAGGTGTGGGAGACAGGTAATTTAAACTAATA 

TTGATTGGGATTCTGTCTCAGTGAGTTGATATTCAGGAGCTTGTTTTATG 

TAGTTTGTrCTAAAGGAGTCATTTTTCTTGCCTGAGAAAAGCAACAATGA 

TAAAAAAGTAGGCAGATTTGGAGGCTGTTTATAATTCTATATTTTGTGAA 
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TTCATAAAACTTATTTTAATGTAGAAGTTGCTTGACAGACTTTAGGTGGT 

CAAAAAGGGTCAAAATGGAAGTAAAAATATAATTTGGTCATTTATTTATT 

CTACGCATATTTATCTTGCCTAATCTGTGCCAAGCACTGTTCTAACAGTT 

TAGAATATTGGTGAACAAAACAGACTAATTCCTGACACTCCATGAAACTT 

AAATTCTAGCAAAATTATTTCCTCTTGGGTTTT H ' n'CCTTTCCTGTTG A 

CACCATAAAATGTTTCATTGGAAGGCTTGTTCCCCTTCCCCCCTCTTTTT 

AAAATTAA GTTGGG ACCGGGATTTAACTTTTTTCCCCCTTTTCTGGGGGT 

TTGGGTTGGTTTTTGGGGGGTCCCCAAAAAAAACCCCCTCCCGTTGTTGG 

GGAATTTTTGGGCCCACCAGTGGGCAACAAGATTTCrTGGGCATTGATT 
>Sequence 1095 

ACGTACTTACTACTGGGCAAAAAATGACGTTTAATTACATTTGCTGATTA 

TATTAAAATGGGAAAGTGGTGACAAATGACACATGGTATTGTGCTGGGTT 

TTAGCAAAAATGAAATTCTAGGTGTGGGAGACAGGTAATTCAAACTAATA 

TTGATTGGGATTCTGTCTCAGCGAGTAGATATTCATGAGCTTGTTTTATG 

TAGTTTGCTCTAAAGGAGTCATTTTTCTTGCCTGAGAAAAGCAACAATGA 

TAAAAAAGTAGGCACATTTCGAGGCTGATTATAATTCTATATTTTGTGAA 

TTCATAAAACTTATTGTAATGTAGAAGTCGCTTGACAGACTTTATGTGGT 

CAAAAAGGGTCAAAATGGAAGTAAAAATATAATCTGGTCATTTATTTATT 

CTACGCATATTTATCTTGCCTAATCTGTGCCAAGCACTGTTCTAACAGTT 

TAGAATATTGGTGAACAAAACATACTAATTCCTGACACTCCATGAAACTT 

AAATTCTAACAAAATCATTTCCTCTTGGGTTAATTTTCCTTTGCTGTTGA 

CACXATAGAAAGTTTCATAGGAAGGCCTGAAAGCCATCCCCCATGCTTTG 

AGACTTGAGTCGGAGACAGGAATTAGCATTTATGCCGCTTCTACTGGTGG 

TCTGAGT TGGTTT TTAACGGGGGTTCCCGTTTAAAACCCCTTTTCCCCTG 

TTGGGGG 1 1 1 l i lGGGCAAAAATTTTTAACAAAG AGTCTCTGAAGTGGTA 

AAAAAG 

>Sequcnce 1096 

CCGGGCAGGTACGCGGGCTTCTCCTCATATCTACATGACTCCATCCTCCA 

TTTCTCTTGGTCTCTCTCAAACATACCTTACACATGAGACCCTCCCTGAC 

CACTCTATATACTCTATATAAAATAACCTCACCCCCACCCTGAGACGTTC 

TTTCCTCCATACTACTCATTCTACTTTACTTTTTTTCTCAATAATATTAC 

CACACTCTGACATACTACATATTTACTCGCTTATTATTTGTCTCTCACAC 

CTGTAATCCTAGCACTTTGGGAGGCCGAGGCAGGCGGATCACGAGGTCAG 

GAGATTGAGACCATCCTGGCCAACGTGGTGAAACCCTGTGTCTACTAAGG 

TTTCAAAAATTAGCTGGGCGTGGTGGCGCATGCCTGTGGTCCCAGCTCCT 

CAGGAGGCTGAGGCAGAAGGGTCCCTTGAACCCAGGAGGCAGAGGTTGCA 

ATGAGCCGAAAT 

>Sequence 1097 

CCGGGCAGGTACCAAATGTGATTTTATTACCCAAGTGGAAGAAGAGATTT 

CCCGACACTACAGGAGAGCACACAGCTGCTACAAATGCCGTCAGTGCAGT 

TTTACAGCTGCCGATACTCAGTCACTACTGGAGCACTTCAACACTGTTCA 

CTGCCAGGAACAGGACATCACTACAGCCAACGGCGAAGAGGACGGTCATG 

CCATATCCACCATCAAAGAGGAGCCCAAAATTGACTTCAGGGTCTACAAT 

CTGCTAACTCCAGACTCTAAAATGGGAGAGCCAGTTTCTGAGAGTGTGGT 

GAAGAGAGAGAAGCTGGAAGAGAAGGACGGGCTCAAAGAGAAAGTTTGGA 

CCGAGAGTTCCAGTGATGACCTTCGCAATGTGACTTGGAGAGGGGCAGAC 

ATCCTGCGGGGGAGTCCGTCATACACCCAAGCAAGCCTGGGGCTGCTGAC 

GCCTGTGTCT 

>Sequence 1098 

AGGTACAATAGGGAGTACCCAGGTTCCCTACGATGCCCCCCAAATCAGAC 

CCAGGGGCTGCCTTCCAAAGAGTGACAGGCACCTAAAGAAGGGACAGGGC 

AGACGCTGCTTCAAGCCAGTCAAAGCCAAGACAGGCAGGCTGTGTGGCAC 

GGTTGTGCTCCCCTGAATCTCTTCCTGCCTCGGGCAACTCTTGTGGATCA 

CTTCCTGCCTCTGCCTTTCCATTCCCTTCCTTTGCCTGGTTTTCTTTCCT 

CCTACCAAATTTTTGACCTGCAATTACCAGGAGTTACCTGGGTCCTCCCT 

GGACCTTTTCTCAATGCAATCTCCTCCTTGCAGCACCCCCAAGAAGCGTC 
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GCTCCTGTGTTCAAGACCAACCAGGGATGTGTCCAAGACCAACAGGATGG 
TTGTTCACCTATGAGGCTCATGTAGGCAAGGAGCGATTGTGGCCACAGAG 
CTGCCCTCA 
>Sequence 1099 

AGGTACAGGCCCAGTTGGGTCCTACTTAAAGTTTTCCTGTTTGACAATTT 

ATCAGGAATTATTATTGCTTAAGATAGCTTTGAAGTAAATTGTCTGCGTC 

AAAGACCTTCCTCCACTTCTCTCACTTACCTAGCTCTTGGCAACTGTTTC 

CAAAATGTTTGCACTAACTCCATAGATTCATGTCTGAAGGATTAGATACT 

CCAGGAACATCTATTGGGAGAAAGTTTAACTACAACTGTTGTCCATTTTT 

CAATTAATGTGCCAGTCACTAATCAAAAAAACAGATGCTGTCGTTTTCCT 

CATCCACTACTTGGGACACCTAAAGATAGATGGACAGATACTTAAGAGGC 

TGCCTCCTTCTTCTGAGATAGGGCTTTTCATCAGGGCTGTGCCACAGGGT 

GTGA TGCTGTGTGATAGCAGATGGCTCTGCTTCATGCCCATTACTTTTTG 
TTTTATCC 

>Sequencc 1100 

CCGGGCAGGTACTAAAGCATGTTAAGCTTTCTTCCATGATGGAATTTATA 

ACrCAAGAGA^TAAAATCAGATTATGAATTCTAAATTCTAAGGAATGAG 

AAAAGAATGTGGGATAGAAGAGACATTGCGGTCAAGAGGTGGTGTGTGAA 

GTTTGAAAGTTCTGTTGCCAAACATATGCAACTCTCATTCAAGAGAAAAA 

CAATCTGCAAAGACTTTGAAGAATGAGAGAAACATGATTCTTAGGAGCAG 

GCTTTCAGATTCTCGATGATGGATCATGTAGACGGCAGATATTATCCAGC 

AAAATCAGGATAATTCCTGAGTCGGAGGCTGCATTCCAGCCTCTATGTCC 

CAGGCTGGAGCAGTCKjCAGGATCTCAGCTCATTGCAACCTCTGCCTCCCG 

GGCTCAAGCAATCCTACTATCTTGGCCTCCCGAGTAGCTGAGACTACAGG 

TGTGTGCCACT 

>Sequence 1 101 

CCGGGCAGGTACTGGGCGGGTCTGAAGGACACTAGAAATAAACTCCCTCT 

AAATGATAGTCTGTAGGGGGCAGGCTCTGTTTCTTCACGCTGGTCACCGT 

GTTGAAGATGAGGAGCCCCAGGAAACGGTAAGTGTGAGAATCAGAGGACA 

GTCACTCCAGGCTCAACTGTGGGTTTCTTCCTGGGACACTGGGCCCAGGG 

ATTCCCAAATGAATCTGTCCCTGTGCCACTGGAAACATTAGACAGTAAGA 

GGGGTGGGCTGTTCTGAAGGGTCTTGCATCGCACAGTGGACACGAGTGTG 

CAGAATTAAGAGAAAGGAGAAAATGGCCATTGAGTCGAACTTCAGGATGA 

ACCAGTATTTTAATAAAGCTTATGTTGATGATTAAAGTCTGCCCGCGTAC 

CT 

>Sequence 1 102 

AGGTACTGCCATTTCTTTCTTTTTTTAAAGAAGATATGTTTACAAAATAG 

GTGACCAACTAAGGTAGGTGTGTGTGAAGAGAGGCAGTGAGAGAGAGGGG 

ATCCTGAAATTCTTTTCAGTAAAGGAAAAAGATAATTTTAGGGATGTTTT 

TAAAAATATATAACTTGATGAATTTTTTATAGCATGAGTATTATTTAGGT 

GCTGTCCTAGACCAGTGTGGCGTATAGGCTATAGAAGATTGGTCCTGAAT 

GCTAACGGCAGGGATGAGTGTAAGATCATCAAAACTTATTTGTGGGAAGG 

AGAGCTACTGACAGAGCCATGTATTACATGACTCCAGTCTGGGCTGATAG 

GCCTGCCTTAAAGCATAGCTAGAGGGCAGGCACGGTGGCTCATGCCTGTA 

ATCTCAGCACTTTGGGAGGCTGAGGCGGGCAAGTCACTTGAAGCCAGGAG 

TTTGAGACC 

>Sequence 1103 

AGGTACCAGCAGATTCTTTATGTTCCTTAGTGATAAGTAATAGGGATAAA 

AAATTATTCTTTCTTCTTCCACTGAGCCAGTGTAAGAGTTCCTTTTTTTT 

TCCAAAACAAATAAGATAGTAAAGCCATAAGAACAGCACTTGTATGCTTT 

TTGTATTCTAAGAATATGAGAAAAATGATTTCAGTGAACCTTTATCTGAA 

AGGATATAACCATGTCCTGATGGAATACTGCGATGGGCAGGTAGAAGGGA 

ATGAGATGGGCCAGGCGCAGTGGCTTACGCCTGTAATCCCAGCACTTTAG 

GAGGCCGAGGCTGGCAGATCAGAAGGCCAGGAGTTCAAGACCAGCCTGGC 

CCGCATGGTGAAACCCCGTCTCTACTAAAAAAAATACAAAAAATTAGCTG 

GGCACGGGGGCATGCGCCTGTAATCCCAACTACTCGGGAGGCTGAAGCAG 



Page 209 
of 990 of Table 4 



WO 01/51628 



PCT/US01/00798 



Table 4 



GAGAATCGG 
>Sequence 1 104 

CCGGGCAGGTACGCGGGGAGACTTTCCCTGCCGGCACATGGACCTGGCCC 

AACCCTCACAGCCAGTAGACGAGCTGGAGCTCTCGGTGCTCGAGCGGCAG 

CCAGAAGAGAACACGCCTCTCAATGGTGCCGACAAGGTCTTCCCTTCTTT 

GGACGAGGAGGTCCCCC 

>Sequence 1 105 

CCGGGCAGGTCCGGACAGGTACAAATGTGTAAACAGAAAGCCATGGAACA 

CCGACTGTAATGAAGCTAGTAAAAAGCCTGAAAGGGAAGATTACAAACAA 

CGGTATGCATACTGTATATAATGCAGTTCAGATATTTTAGGCTTGAAAAT 

GGATTTATTCCTTCC TATT TATGTATTTATTTTATAATAGGTAATAGTAT 

AGAATGCAAAAGGCTTTTATTTAATGAAAATCAGCTTTCCTACCTTTGCC 

TCCAACTGCTCAGCTCCTCTATAG AACTGTTTCCAG 1 1 1 1 1 1 CTCTGCCT 

TTTCAAAGATGATATATTTCCAAACATACACTTACTATACAGACAATAAC 

TTTTTAACCAAAAAGCACCATATTATACACATTGGTTAGCATCTTCCTTC 

TCCCCTTAAT ATTGG ATTG A AAC ATTATTCTCC AAC ATTTTTGTTAATTT 

GCATTTTTAG 

>Sequence 1 106 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 

TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGGCAAAGATAGACCACT 

GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTGCAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCnTTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGTTCACCTTCCCTG 

GGATGTCCCTTGACAAGAAACAAGGGGAAGGCCTTATGATCTACTTGGGG 

AGGCCCGAAGAGCCATCTTTTTTGTCCCGCTTGAACCCATGGGCCACTGG 

AAGTCCCTATGCTCCTTTTACTGAGCCTTCTATGGAATACACCCCCGGGA 

AAATTCCTTTAAATTTTCAAAATGTCTGGGGTCATGTCTTAACGTGGGGG 

CCCCTTTTCCCAAAAGCCCC 

>Sequence 1107 

AGGTACAGGAGACATTTCCCATCGCTATTAGGAAATGGGCATAGATAAGA 

ATTTTCAAGTGTTTCCAAGATCCCCAAACTCAAACCATCCTACCACTGCT 

TATCCATCGACATCAGTGGCTTTTACATCAGACAAAGGTGGAGTAAATCA 

AACA TACCA CCCATGGCTTCTTGAGTAGCATGAGGAATGAAATAAGAATT 

TTTTTTTTTTTGAGACGGGGTCTCGCTCTGTTGCCCAGGCCAGAGTGCAG 

TGGCACAATCTCTGGTCACTGCAACCTCTGCCTCCCCGGCTCAAGCAATT 

CTCATGCCTCAGCCTCCCAGGTGGTGGGAATTACTGGTGCCTGCCACCAC 

GCCAGGTTAACTTGTGTGTGTGTGTGTGTGTGTGTGTGTGTGTATTTTTA 

GTAGAGATGGGGTTTCAGGATGTTGGCCAGGCTGGTCTCAAACTCCTGAC 

CTCAAGTTATTCC 

>Sequence 1108 

CCGGGCAGGTACGCGGGGAGACTTTCCCTGCCGGTACATGGACCTGGCCC 

AACCCTCACAGCCAGTAGACGAGCTGGAGCTCTCGGTGCTCGAGCGGCAG 

CCAGAAGAGAACACGCCTCTCAATGGTGCCGACAAGGTCTTCCCTTCTTT 

GGACGAGGAGGTCCCCC 

>Sequence 1109 

AGGTACCTAATCCAGGAACTTGGTCTTCCACCTGCACCATCTCTAATCTG 

TGAAGCTGGAAGGTGATGTTTTGTAAGCCCAGCATCCCTCCCCTCCTTCC 

TTGGGTAAAAATCTCCATCCCTCTGGCTACAGAGGTGGGCACAGAGCCCA 

GAATGAGCCAATCACAGTAACTCATCTCCCACCAGGATTTTCTATATTGA 

AGCCAGAGAGGAAACTTCCTGCCTCTCTGGAGTATGTGAGCCAGGAACTG 

CCATGTCCTCACCAAGGAGAGAAAAGCTGATGTGCATAGAGAAGCACAGA 

TAGACAGTGCTGAGCAATGGTTCAGGAAGAGTATCTTCCTCCTGTACCTG 

CCCG 

>Sequence 1110 

CCGGGCAGGTACTAAAGAATGTGCATTTATTTGTGGGGAGGAGAGGAGGT 
CTAAATAGACAATAAACATATAAATATTAATATTGTGAAAGTGGTATGAA 
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GAAAAATAAAGCATGATAAGGAGAGAGAGGTGTTCCCTGGCTCTCCAGAG 

GGCTGAGGTGGAAGAAAAGGACTCCTGTTTTAGGTAAGATATCAGAGAAG 

ACCTCTCTGATTGACTGAAATGTATGCAAAGGCCTGCATGAAGCCAGGGA 

CCATGCCGTGCTGACATCTGGGGGAGGATTATCCTCACAGAGGGGAAAGG 

AAGTGCAAATGCCGTGAGGTGGGAGGACCATGTTTGGTATGTTCAGGGAG 

GAACAGGGAGGCCCGTGGGGCTGGAGCAGGTTCAGCCATGGGAAGGCCAA 

AGATGAGATCAAAGAGAATAGTGGGAGATCACGTAGAGATTTATGGGCCA 
TTGTGAGG 

>Sequence 111 ! 

CCGGGCAGGTACCTGTGAACCCAACCTACAGGCTGGCCCCTGTAGACACA 

GAGAACAGGTCCATCCCAGCACCTGGATGACCCTTGCAGATCAAAAGCCT 

TCCTTGGCACCATGTCAGCCCCTATGGAAATAGGCTTCAGGCCAGCCCCT 

GTGGATACAGGCTGCAGGCTCATACTTGCAAACCCAGGCTTCAGGCCXAC 

CCCTGCAAACCTAAAAAACAGGTCTACCCCAGTGGGCACCTGCAAAAGGC 

CAGCTTGCATGAGGACTCTAGCTGCAAGCACGCTCATGGACCACATTAGC 

CAGCCTACTCAAAATCTCTGTGAAGGGCTTTCCCAAACAAGCCAGTCTGC 

AAAGACTAGAATAAATCTCTACTTCTTCAGATGCATGGACACCAACAGCT 

AGTCACAAAGATTAAAAACAATCAGAGTAACATGAAATCATTGAAGAAAT 

AAAATAAAACA 

>Sequencc 1112 

CCGGGCAGGTACCTGTGAACCCAACCTACAGGCTGGCCCCTGTAGACACA 

GAGAACAGGTCCATCCCAGCACCTGGATGACCCTTGCAGATCAAAAGCCT 

TCCTTGGCACCATGTCAGCCCCTATGGAAATAGGCTTCAGGCCAGCCCCT 

GTGGATACAGGCTGCAGGCTCATACTTGCAAACCCAGGCTTCAGGCCCAC 

CCCTGCAAACCTAAAAAACAGGTCTACCCCAGTGGGCACCTGCAAAAGGC 

CAGCTTGCATGAGGACTCTAGCTGCAAGCACGCTCATGGACCACATTAGC 

CAGCCTACTCAAAATCTCTGTGAAGGGCTTTCCCAAACAAGCCAGTCTGC 

AAAGACTAGAATAAATCTCTACTTCTTCAGATGCATGGACACCAACAGCT ' 

AGTCACAAAGATTAAAAACAATCAGAGTAACATGAAATCATTGAAGAAAT 
AAAATAAAACA 

>Sequence 1113 

TTCTCCCATATTTATCTATATre^ 

ATATATTTTTACATGTATGTGCTACATATATTTAATTNCCCCCAAAGCAA 

GAATGAATGAGACCCTCGCATAACAATACGGCTAATTGGAACTCCACCGC 

TGTGGCGGCCGAGGTACTTTAGGAGACCCATGCGGGCATATTGCCTGAGG 

TCAGGAGTTTGAGACCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACT 

AAAAATACAAAAATTAGCCGGGCATGGTGGCTCACGCCTGTAGTCCCAAC 

TGCTTGGGAGGTTGAGGCAAGAGAATCGCTTGAACCCAGGAGGTGGAGGT 

TGCAGTGAGCCGAGATCGCGCCACTGCACTCCAGCATGGGCGACAGAGCA 

AGACTCCATCTCAAAATAAAGAAAGAAAGAAACAAAGAAAAGAAAAGCTT 

ATATTGAACTTCTCTAAAAAAAAGAAAAAAAAGAAAGGCCTGATGCACAC 

aaatctaaatttgck:aagtcgatcaattaaaggatatttatttgcatcac 

AAAATAATTCTTTACTCCCCCCAAAAATCAATAAAAAGTTCAAATAGCAA 

CTTTTCCTAATGTGTTTAAAATGTAATCACCAAAT 

>Sequence 1 1 14 

GGGGGACCTCCTCGTCCAAAGAAGGGAAGACCTTGTCGGCACCATTGAGA 
GGCGTGTTCTCTTCTGGCTGCCGCTCGAGCACCGAGAGCTCC 
>Sequence 1115 

CCGGGCAGGTACTTGGACCATCCACAGCCCAGCAAGGCAGAGCAGGATGC 

TTCTATTCCTCCTGACACCCATGAGGCCCTGCTTCAGACAGCCCTTTTCT 

CCTCCTCCTCCTCCCACCAGGCCTGTGTCTCCTCCCCAAAAGGCAAAAGA 

GGCACCAAACACCCAAGCCCAGGTCAGGAGCCTCCCATCCCTCAGAACTC 

CCTTCCCCTAGGAAGCAGATCACAGAAATGGGGTGGGCCTGGTGGCTGTT 

CAGAAAGTCCCAGGCCCCTGAGAGAGGAGGGCTCTATTGTGAAGCCATTT 

AGCTCTTCCCAACACTCATCACTGCTGCATTTATCTAGGCCATATCTAAC 

ACATACCACTGGGGATCCTAGGGCTAGGCACTGCGTGGAGCCAAAGGGAA 
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CGTGGCCTCACACCCAAGGAGATCCAAGTCTGATGCAGAAGGCCCCGCCT 

CATTTCTTAGGTCTGAG 

>Sequence 1116 

AGGTACGCGGGGCGTTCTTGCCGTGATGGCCGCCGCCGAGGCAGGGAGTT 

GAGGGTTTCTGCCTTTCGGAGGGTTTGGGGGATTGTCGGTCCCGTTAGAA 

GGCCACCAACAGCCCCCCAGGTTGCCAAGGGCCTGTTAGTTGTGTTCCTG 

GAAGGTGGGCAAGCAGCCTGATGGGTTAACATTGGGATTTGCCGTCGTTA 

TAGCGGTCAAGGGGCCTGTAGCGGCTGCAGGGTCGGTGAGGGTTCCCAGC 

>Sequence 1117 

AGGTACTTTCTTTATGCTCTTGACTGTGTCTTCTGCAGGCAGGACAGACT 

TACAAATCATGCAGGGCTTGCCCCTTCAGTCCTTCTGTCATTTCTAGTTA 

GCTCTCACGTTGCTAATATTCCATGACGCCGTCCAGTAACCTGGGCTGCC 

CTCGCTCCTGACCGCCTCTCCCCCAGCCTGGTCAGGGATACCCCTAGAGC 

AGAGGAGAAAACTGAGCTCCAAGCCCAGAGCTTCCAGCAGCTGAGTGGCT 

CCTGTTGAGAGCCTGGCTGTCCCAACTGTGGCAGCATTCGCAGATTCTGG 

GCATCTAAGGCTTACCAGATACAAAGGATGGAAGCAGAAATATGCACAGT 

TCAAAA ATGTT GCTTTTAGCTTCTAGTGTGAAACTTACAGTAGGAGATCA 

CAGACTGTTTTGCCCCTGGAATATGTAGGTCTTTTGTGAGACAAGGGGGA 

GGGAGGAAGCGAGGAAAGAGTGAGAGAGAAGGGAGAGAGAAATGGGTGAG 

AGTGCAAAAAGTAGATTTCAAAAAAAATTCATTAAAAATAAAACATAAGA 

ATTATGGAACATATGCTGCATGGGGAGGCATGGTCTATTCACGCTTTTTG 

GTGTGTGTGAAAGAAAATGTGTTCTTGGGTGGGCATCCCTCAAGGCGTGG 

TGGGAGTAGTATATTGATAAATGCCCAGGAAGGGGAGAACCTTAAATTCT 

CTAAGGGTTGGCTGGCTGTCTTTAACCAACAATCCGT 

>Sequence 1118 

CCGGCCAGGTGCCTCAGAACAGTGGACTCAGAATTGAGGGTTGGGGCAGA 

GATGGCAATCTGTTTAACAGGTTTCCCAGGTGATACTTACACACACTAAA 

ATTTGAGAACCACTGGTTTGGATAAACCAGAAAGAATTAAATTATAAAAC 

TGACATTGAGGAGGTAATCTGTGAGAGAAAAGTGAGCTTGCTATCCACAC 

CAAACTCTATCCCTGGTAGCAACTTCACATCTGGTTAGTGGGTATGTATT 

ACACCTTCTGGCAAAAATCTGAAAAAATATAACTGAGGAACAGGAACAAC 

ACTGGCTAACAGAGAGACAAACATTCCTTTCAGGATCCTATGGGAACTAC 

TTACCTTCTCCAGACATTTTCTTAGGAGTTCCACTGCCCTCTCACTtGAG 

ATAGTCCGGGTGTAGTTATCGGTCGAGGATACTGAAAGTCAGGAAGGCCC 

CATAACCCGGGGCTTGAAAAAGGGCCTTGGCCCAAGGTTGCCCCGTAGTC 

CATGTAAAACAGCACTGGGCCTTTATGTTCATCATTAGCCGGCAAGAAGG 

AGTTAACCTTATATGGGGCCCACTCCCAAAACATTAACCCGGTTTCGCCT 

TTGAAGTTAACTCTTCCCGGGGAGAACCATTATTTTCCTTTTTCACCTAA 

TTAAAGGGCCCTTTTTTTGAATATATTCTGCAAATTGGCCCTGGGCCCTT 

TTAAAACTATGGGTCCCCCGGGGTGCAGGAAATCAATTCAAGTTTATGTT 

ACCGGTAACCTTAAGGGGGGC 

>SequenceU19 

CCGGGCAGGTACATATTTGTTGAATGACAAAATGAGGGGATAAATAAACT 

TTCCCTAAGATGTGTATGTAGACGTTTGAAAATAGAAGTCTGTCGCTGAT 

GTTTCTGTCCACCAGGAGTCAGGCTTCAGCCAGGAAAGAGTGAGCCAGTG 

TCTGAGCTGTCTCTCGCCAGGCCTTCCACCAGCTCCAGGTCACCAGATTC 

AGGCCAAGACTGAGTTTCAGTATTTGTCGATAACCTGTAGTCCCAGCTAC 

TCAGGATGCTGAGGCAAGATGATTGCTTGAGCCTGAGAGGACGAGGCTGC 

AGTGAACTATGATTGCACCATGGCACTCCAACCTGAGTGACAGGTCGTCT 

CTTCTTCAGGCCCGTGGACTCGTGCTCAATGTCATCCGGCAGCAGGATGA 

CCATGCTGAGCTCCTCGGCTTGGTAAGGCAGTTCCAACACACGGCACTTA 

AGGGCCTCGATGTAGCCATATGCAAATCATATGTTATGATACATCATTTT 

CACAGGTTTTCTGTCTTTGTTATTCAATCTGAATGGTCCCGCGTACCTTG 

GGCGCTTTA 

>Sequence 1 120 

CCGGGCAGGTACTACTTTCTCTTTT Trrr GTTTGTTCGTTATGGTTTTTG 
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TTTTTGAGACAGAGCCTCACTCTGTCACCTAGGCTGGAGTGCAGTGGCTC 

AATCTCGGCTCGCCGCAACCTCCGCCTCCCAAGTTCAAGCGATTCTCCTA 

CCTC AGTCTCC CAAGTAGCTGGGATTACAGGCATGCGCCACCACGCCCAG 

CTAA l I i 11 1 1 GTATTTTTAGTAGAGACCGGGTTTCTCCATGTTGGTCAG 

ACTGGTCTCAAACTCCCAACCTCAAGTGATCTGTCTGCCTCGGCCTCCCA 

AAGTGCCGGGATTACAGACATGAGCCACCGCGCCTGGCCTATGTAGCTAC 

CTTCTGATCTAATTTGGTATGATGGGGTAGAGAAAGTTAGTTTAGAGAGA 

ATGTTrCCTGTCTTATTTTCTTTTACCCATCTTAAACACTTTTACCCCTC 

TAAAACTGTTAAACATGTTTTCCCTCTTTGGGAAATTTTCTTCATGTCCC 

TTAATTCATTGGATTTCTATGTCTCTACTTTTTGAACTTAAACAAAAACA 

AAAAACCCTGCAATTTCCACTTTTCTTATTTCCCATGGCCCCTACTTATA 

GGTTTTGCCAA AATATGCCGGCTGGTCTGATT J I T I'J TI A AAATCCCTTG 

GTAAACTTGCCACAATTTTGGTTGAAATGTACCCTGGCCGTTTTAAATAT 

GGAACCCCCGGCTCTCGGGAATTAAATTAAGCTTATGATACCCAAACCTT 

AGGGGGGGCCCGT 

>Sequence 1121 

AGGTACTTAAAAGCTCGTGGGCCTCAGATAATTGGCCTCCTAACCAAATT 

CAGCTGCTGGGGCCTGATCAGAAACTGCTGGGTTTCTTTTTCCCTAAGCC 

GATTTAATTCCCACCGCCAAGCCCTCTGACCTTATTTTCTTTCTTTCTCT 

GGCCTAATTCCTGGAAAATGGAGTCTGGAAATACCTAGGGACTACTTGGG 

TGGGCTCCAAAGCTTCAGGGAGAAGAGATAGGACTGAAGGATGCAAAAGG 

GATGAAGAGAGAAGCCAGGCACCAAGGCCACATCTTGTGACTCCATTTAC 

AGGAAATATACCGTTTAGGTAAA 

>Sequence 1122 

GGGGGACCTCCTCGTCCAAAGAAGGGAAGACCTTGTCGGCACCATTGAGA 
GGCGTGTTCTCTTCTGGCTGCCACTCGAGCACCGAGAGCTCC 
>Sequcnce U23 

ACTCTCCGGAAAAAAAGAAAAAAAGGGATAAATCCAAAAAAAAAATACAC 

ATTATTAAAGAAAAACTAATTTGAAAAAGAGGTTAAAAAAAAAAGAAAGA 

TATAATAATATATTACATAGGCAAACATATAAATATTATTAGGATAAATA 

ATAAGTAAAAAAAAAATTAAAGGTTATAAAGAATTAATAAATGTAAAAAA 

AAACATTAAAATGAAACCAAAAATGAGCAAAAAGATAAATAAAAAAAATA 

TAAAAGAAGAATAAAAGGGTATAATTATAAAATCAAAAAATATAAAAAAG 

AATTATATAAAGTTAAAATTTATATAAAATTGAAAAACAGGTAAGATAAC 

ATTTACAGAAAAAAAGGAAAATTGTTAAAATTTAATTTCAATAATAAAGT 

ATATCAATATAAGTAAAAAATTAAAGCTAGAATAAAAAGTAAAGATCTC 
>Scqucnce 1124 

TCCCCGATGTTCTCTGCATACTCTAGGGGGACAAAGATAGAGTCAGGAGT 

GGATCCCAGGCATGGCATCCACCGTGGCTGCGTCGCTTCATACCTTTCCC 

AGAACCCCAGCTCCCACAGAGGTGCAAGTCGCCCTAATGCCCCCACTGTA 

GCCAAATTCCTTGGGGTCTTGCCTTTGAGGCCTCAGTGGAAAGGTCCCAA 

CTTACCTTTCCATGCTTGGATTCCCCTCCTAGCCACACCCTTCACTTCCG 

CCCTCATGTATTTATTCACTCAACACACATGGCGTGGATGCTACTAAGGT 

CTGAATGTTTGTGTCCCCTCCAAAACTCATGCTGAAACCCCATCCTCAAC 

GCATCGAAGGCCTTTATGGGGTGATTAGGTTCTTACCAACTAATTATAAG 

ATTCCATTAAGTGAAGATTTAGGTCTAATATATGGGGGAATAGACCTTGG 

CACAAGGACTGCATGGAAACTTTAAAAACCATTTTCCCCTTCCTCCTTAC 

TACAAATTAAGGATCCAATTTACTTGGCCTTATTATCACCAAAAGGTTGG 

GGCCGATCACTTTGAATCCTTCCCTTCTAATTTTTAGAATTTCCTTCAAT 

CCAACTTATACTACTTATATATCGGTTTTTAGGATCTGTTCTAAAATTAA 

TCTTACTTACCACCATAGGGAGGCACTAATAACGCATACTTTATTATATT 

AGAGAATATAACACCTTGTCTATTCCATTATATTTGTATCACTCTCTTAC 
AATACTTTTTCTC 

>Sequence 1 125 

GGGGCCATTGAGACTGCCATGGAAGACTTGAAAGGTCACGTAGCTGAGAC 
TTCTGGAGAGACCATTCAAGGCTTCTGGCTCTTGACAAAGATAGACCACT 
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GGAACAATGAGAAGGAGAGAATTCTACTGGTCACAGACAAGACTCTCTTG 

ATCTACAAATACGACTTCATCATGCTGAGTTGTGTGCAGCTGCAGCGGAT 

TCCTCTGAGCGCTGTCTATCGCATCTGCCTGGGCAAGGTCACCTTCCCTG 

GGATGTCCCTGGACAAGAGACAAGGAGAAGGCCTTAGGATCTACTGGGGG 

AGTCCGGAGGAGCAGTCTCTTCTGTCCCGCTGGAACCCATGGTCCACTGA 

AGTTCCTTATGCTACTTTCACTGAGCATGCTATGAAATACACCAGTGAGA 

AATTCCTTGAAATTTGCAAGTTGTCTGGGTTCATGTCTAAGCTTGTTCCA 

ACTATCCAG A A TGCCC ACA AG A ATTCAACTGGATCTGGAAGAGGAA AG A A 

ACCGGTGGGGTTAACTGAACCCATTTTGATTGAGACCTACACAGGGCTGA 

TGGCATTTATTGGAAACCGCAACAAACTTGGCTATTCCCTTGCCCTGGGA 

ATATTGGTTTTTGAAATCTTTTTGGTACCT 

>Sequence 1 126 

AGGTACTAAAGAATGTGCATTTATTTGTGGGGAGGAGAGGAGGTCTAAAT 

AGACAATAAACATATAAATATTAATATTGTGAAAGTGGTATGAAGAAAAA 

TAAAGCATGATAAGGAGAGAGAGGTGTTCCCTGGCTCTCCAGAGGGCTGA 

GGTGGAAGAAAAGGACTCCTGTTTTAGGTAAGATATCAGAGAAGACCTCT 

CTGATTGACTGAAATGTATGCAAAGGCCTGCATGAAGCCAGGGACCATGC 

CGTGCTGACATCTGGGGGAGGATTATCCTCACAGAGGGGAAAGGAAGTGC 

AAATGCCGTGAGGTGGGAGGACCATGTTTGGTATGTTCAGGGAGGAACAG 

GGAGGCCAGTGGGGCTGGAACAGGTTCAGCCATGGGAAGGCCAAAGATGA 

GATCAAAGAAAATAGTGGGAGATCACGTAGAGATTTATGGGCCCTTGTGA 

GGATTGTGGCAGCATTGAAAAAACTGGTTGATGCTTAAAACAACAGCCAT 

TTTATTTAATATCTCATGATTTTGTGGTCAAGAATGTTGACAGAGCTCAA 

CTGGGAGAATTGTTCCCTCCATGGTGCCTCAGAAAACAGGGCTCTTGGTG 

AATTTTACCTGGAAAAAAAATTAATATGCCAAGTTCAAGAAGGTTTTATT 

ACATTGACACCTTGGCAGGGAATGCTTGAGGGCTTGGCTCACCCAAACAA 

TTAATTGCGTCCCGCATATTCCTTTTCCCCCTGGGGGTCTTTAAAATGAC 
TAAAAA 

^Sequence 1127 

AGGTACGCGGGATTATTTCTGGAATTTTCCGTTTACTCTTTGCAGACTTT 

GGTTGACCTTGGGGAGCAAACCGAGGACCGCGAAACCACAGATCAAGGGG 

GAGCTCGTGTCATAGCAGCTCTAACTTAGTGCTTACAACATGCAGGCACT 

GTTCTAGTCATTTTGCGTATATTCATGAATCCTCCCACAACCACCGTGTT 

CACTAGGAAGCGGAGGCAGAGGGAGGTTTAGTGAGTTGCTGGAGGCAGCC 

CAGCTGGTGAGCTGAGGCTCAGCCGCACGACCGTGCTCTGGCCCCAAAAC 

ACTCCTCGGTAACCCCCATCCTGCCCACACAAATGGCCCCGGAACACAGC 

GGCTGCTTTGAGTCAGTTTCTCTCTCGATGACTTTTCCACGTTGGCTTCG 

ATCTGGGAGTTCCGTTTTCTGTGTATTTGCTGTCAATTTCTATGCCTTTG 

GATGTTAATCATTTTCCGAGGTGCTAAAAGGGGCCTGGGGGGTGTTTTTT 

TCATTCCTTACAGGTGGCCCTGGGATGGTAACCGAAGCCGAGAGATCCAT 

GTATTACCCAATGAAAACTGCGGCCCCATCATTGGAAAACTGAACCCTGG 

AAGATTCTGCTTTCACTTGAAGCAAAACCTGTCTAAGCCAATTAAAAAAA 

AAACTCCTTAAATCCTCTCCGCGGGGCCCCrTTTAAATTTTTGTACCCCC 

CGCCGGGGGGTTTTTTTTTAATTTTTTTTTCCCCCCGGCCCCCGGGGGGG 

GCCCCCACCCATTTT 

>Sequence 1128 

AACGC>f>INNANNGNNAAAACCCAAAAAAAACCCCCAACTTAAATCCCACT 

TCCA TCACATTCCTACTTATCTCATACTTTATTAAATAAAAAATTATGCC 

TTTTACCTATTCGCCCTTTTCCAAATATTTTTTAATTTTTAATTGTCGAT 

TGTGTATGCCCTTTTTGATGTTGCATTAAAACGCCGTCTGTTTTAGATAA 

TTTCTCTTATTTGTAACTTATTCAAATTGTTAGAAAACTAAATCACGTAG 

AATATTTGTTAAATTTTTTTATTTTTTAAAT 

GTGAAGTATTATTTTAAAGTGTCCTTATTTGGATTCTATTTAATATACTT 
ACAGATCCTTTGCACCTCTATAAAAATTTATTGGTAATTGGGTTAATTAT 
TTGTAATTTCTATTATATAACGTTTTTTTCGCTTTAATGTGAATTTTAGT 
TTATTAACTGGAGAATTGTGGTATATTTAG 
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>Sequence 1129 . 
>Sequence 1130 

CCGGGCAGGTACTTTAGGAGACCCAGGCGGGCAGATTGCCTGAGGTCAGG 

AGTTTGAGACCAGCCTGGCTAACATGGTGAAACCCTGTCTCTACTAAAAA 

TACAAAAATTAGCCGGGCATGGTGGCTCACGCCTGTAGTCCCAACTGCTT 

GGGAGGTTGAGGCAAGAGAATCGCTTGAACCCATGAGGTGGAGGTTGCAG 

TGAGCCGAGATCGCGCCACTGCACTCCAGCATGGGCGACAGAGCAAGACT 

CCATCTCAAAATAAAGAAAGAAAGAAACAAAGAAAAGAAAAGCTTATATT 

GAACTTCTCTAAAAAAAGAAAAAAAAGAAAGCCTGATGCACACAAATCTA 

AATTTGGCAAGTCGATCAATTAAAGGATATTTATTTTGCATCACAAAATA 

ATTCTTTACTCCCCCCAAAAATCAATAAAAAGTTCAAATAGCAACTTTTC 

CTAATGTGTTTAAAAAGTAATCCCCAAATACATGTTGTCCCAACTTCTTT 

CCAGTAATAAATCTATTGGGTAAAAGGAGGGATACCTGAAATGAGGGCAA 

TAAAAAATTTAGCTTCAGAACTGCCTGGAGAGAACGTGTTCTTTTTTAAA 

TCTTAAGGAAAGGGTTGGGGGCACAAAATCTCTCATC T H TTTTTTTT CC 

rtAACCCGAGCTTITAATTTTCTTGTCTCAACTGCGTTTTGGAAACTTGG 

TCACCTGGACCCTCGCCGCTCTTAAATAAGGGATCCCCCGGCCGAGGAAA 

TCAATAG 

>Sequencel!31 

AGGTACCAGGTTGGGCTAAGAGATGAAAAACCAGGCTCAAGTTGGGCCAG 

AGATGGACAATGAGCCACTTCCACCAGAATTCCCAGCCACATATGCCCAC 

CTCTGGGTCAdAAGAGCCAAACGTATTTATCGCTTTTGCTCAGGGCCAAC 

ATAGACACTTGATTCTCTCTCAGGGCTGTGTTTTCCCCCAAATGTATCAA 

TACATCCCTATTTTCTTCCCCCITrGTTTTCCTTTCCCTGGTGACCTGCT 

ACCCCACACCCCAGCACACTGATGGTGTTCCCTCCACCACACCGAGACCC 

CGCCACAAGCTCTCAGCCCTCGTAGAGCACAGGCCCCACCCTGAAAGTTG 

GCAGAGCACCGGGCTATCAAGCTGTGTCATGTGGAGCCAGCAAGCCCGGC 

ACAACCGTGGATCCCGGGTACCTGCCCG 

>Sequence 1132 

AGGTACAGCTGCATGTGTCTTTGGGGGGCTAAGTAAGGACTGGCCTATCT 

GAGCACACCTTCCAGGGACATTTATATGCCCTGTCCACCGTCACCAGTGA 

TAACATCAAGGGCCTGAACAGAGGACCATCCCAGCTGCTGGCACCTGTAT 

ATGTTATTCATGAACCTAGAGACTGACCCACTTAGAACTGTGAGGGCCCT 

CACGTGACATCCAAGGGCCTGACGATAGATGTGCCTCGCCCTCAGCTACC 

ACCTCCAGACACTGTTGGAGTCTAGGCATTGGCTGGCCATACCTGCAGCT 

GCTGACACACACACACACACACACACCTTTCAGGGGCTCAATAATGGACC 

TACCTTGCCTGCCACTGGCACCTGTGGGCACTTCCCAGGGGCCCAGGGAC 

TGGCTTGTCCACCCTGCCTCTACCACTATTGTCCCCGACATGCATAGCTC 

AGGACCCCAAGGGATAGCCCACTGATACTGCTGACACCATGCATTCCACC 

TGGAAACCCAAAGACTGGCATGCCCAATCTGCCATCAACAAAATTGGTGC 

CCATGAACCAACCTACCTGGGCTTTCCATCCCCAATCAATTTAAACACAA 

CCTTTACCCCCTAGCCACTGGGGACCTAAAAACACCITrTACGCTTTTTA 

AACCCAAATAATAATGGGAAGACTTGCTTCTGGACCCATTCAAATCAAAG 

CCAAAGCCCCTATTCACCAACCTATAGTACCTGCCCGGCGGCCTTTTAAA 

CTAGGGATCCCCGG 

>Sequence 1133 

AGGTACTTGGGCTTAGGCTGGGGTTGAGGGCTGGGCCCTGAGCCGAGAAC 

ACCTGTTAAGTGAC1TACTCCACAGGAACTACTTAATGGCTGGTCCCTGA 

TAGACTGGGAACTCCATGAGAGCAGGGGTGGGGGGCTCATTTGTCCTTGT 

GACCCCGGCACTCTATGCTTAGTTGAACGAATGCTGGATGGGCTGATGCG 

GGCGGTGTCCTCTTTCCCTTGCTGCAATCAACTGGAACAGGGTGGGAGGG 

AGCCCTGGGATCCTCCTGGAATCCTTACACAGGAACTCCAGACCCCGAGC 

CACCAGTGGCCAAGCAGATCTCCTTCCCGCGTACCTGCCCG 

>Sequence 1 134 

C CGGGC AGGTACTAGAAGGATTAATTATATTGCTTGCATTTTTTTTAAAA 
CTTTTTATTTTTGTGACTGAGTCTCACTCTGTTGCCCAGGCTAGAGTGCA 
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